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Figure 1
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Figure 2
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p < §.005 when compared o control using Dunpett's 1-way ANOVA
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Figure 3
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Figure 4
Affinity Ko (nM)
Clone hGARP- hGARP- mGARP- rGARP- hLTBP1- hLTBP3- TGFp1 TGFf2 TGFp3 hLRRC3-
proTGFp1 TGFp1- proTGFp1 | proTGFp1 proTGFf1 | proTGFf1 pro-
LAP TGFp1

4B1C1 0.114+0.004 | 11.3£1.2 No binding | 0.187+0.007 | No binding | No binding | No No No

binding binding binding
4B16B9 0.002+0.03 | No binding No binding | 0.158+0.012 | No binding | No binding | No No No

binding binding binding




