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ELISA analysis on binding of hybridoma anti-B7H3 mAbs to B7H3 protein
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ELISA analysis on binding of hybridoma anti-B7H3 mAbs to B7H3 protein
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FACS analysis on binding of B7H3 hybridoma Abs to PC9 cells
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Internalizaton of B7H3 hybridoma Abs with Jurkat-B7H3 cells
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EC50 of B7H3 hybridoma internalization to PC9 by FACS
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Enhancement of PBMC cytokine secrection by B7H3 hybridoma Abs
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ADCC Report EC50 of B7H3 hybridoma to Jurkat-mCD16.2 with Jurkat-B7H3
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ADCC reporter assay of Chimeric B7H3 Abs
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ADCC reporter assay of chimeric B7H3 Abs with Jurkat-hCD16 cells

(20201218, with PC9target cells, Eto T ratio=2:1)
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ADCC Reporter assay of B7H3 chimeric Abs with Jurkat-NFAT-hCDI16 cells

(202001 111, with PC9 target cells, E to T ratio = 2:1)
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ADCC Reporter assay of B7H3 chimeric Abs with Jurkat-NFAT-hCD16 cells

(202001119, Target cells: DLD1, E to T ratio = 2:1, co-culturing for 4h)
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ELISA binding of humanized anti-B7H3 antibodies
4_
+  hul15A2
¢ hu7B7
e hu5B6
=  hu9Cs
o +  hu2A9
K]
= v  hu4F11
o
s+  MG-Ab
+  8H9-higG1
6

Log Ab conc (ng/ml)

hu15A2  hu7B7 | hubB6 | hu9C8 | hu2A9 hu4F11 | MG-Ab 8H9-higG1

ECS50 3.823 3.169 | 12.59 | 16.79 12.68 19.62 5.374 24.81

Note-Positive control antibodies: MG-Ab (MacroGenics) and 8H9
(MSKCC); if they appear in other figures, the meaning is the same

FIG. 9




9/11

Binding activities of humanized anti-B7H3 Abs to PC9 cells based on FACS
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Inhibiton of tumor cell proliferation by B7H3 antibody ADCs

(20210430, Calu-6 seeding: 5000cell/well, 5-day cell culture, conjugation:20210422)
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ADCC activities of humanized B7H3 antibodies with FACS analysis
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Stimulation of PBMC cytokine secrection by B7H3 Abs

== hu15A2
E hu7B7

hu5B6

A

hueCs
HH hu2A9-3A
1 hudF11

Ry

TTTTTT
g8

ANTERNNNNNNNY

ANNRNNNINNN NN
AN NN
AN NN NN NN
AN WNNNNNNY

8000

lwyBd A-N4I

FIG. 15





