
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"  dtdVersion="V1_3" 
fileName="A127870016WO00-SEQ-JIB.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2023-08-07">
 <ApplicationIdentification>
  <IPOfficeCode>WO</IPOfficeCode>
  <ApplicationNumberText>PCT/US2023/017185</ApplicationNumberText>
  <FilingDate>2023-03-31</FilingDate>
 </ApplicationIdentification>
 <ApplicantFileReference>A1278.70016WO00</ApplicantFileReference>
 <EarliestPriorityApplicationIdentification>
  <IPOfficeCode>US</IPOfficeCode>
  <ApplicationNumberText>63/326,733</ApplicationNumberText>
  <FilingDate>2022-04-01</FilingDate>
 </EarliestPriorityApplicationIdentification>
 <ApplicantName languageCode="en">ADARX PHARMACEUTICALS, INC.</ApplicantName>
 <InventionTitle languageCode="en">ANGIOTENSINOGEN-MODULATING COMPOSITIONS AND 
METHODS OF USE THEREOF</InventionTitle>
 <SequenceTotalQuantity>42</SequenceTotalQuantity>
 <SequenceData sequenceIDNumber="1">
  <INSDSeq>
   <INSDSeq_length>2116</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..2116</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q86">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>gaagaagctgccgttgttctgggtactacagcagaagggtatgcggaagcgagcaccccagtctgagatggctcctgccggt
gtgagcctgagggccaccatcctctgcctcctggcctgggctggcctggctgcaggtgaccgggtgtacatacaccccttccacctcgtcatccacaatgagag



tacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcaggccaagacatcccctgtggatgaaaaggcc
ctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggccgcaatggtcgggatgctggccaacttcttgggcttccgtatata
tggcatgcacagtgagctatggggcgtggtccatggggccaccgtcctctccccaacggctgtctttggcaccctggcctctctctatctgggagccttggacca
cacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggctggatgcgcacaaggtcctgtctgccctgcaggctgta
cagggcctgctagtggcccagggcagggctgatagccaggcccagctgctgctgtccacggtggtgggcgtgttcacagccccaggcctgcacctgaagca
gccgtttgtgcagggcctggctctctatacccctgtggtcctcccacgctctctggacttcacagaactggatgttgctgctgagaagattgacaggttcatgcag
gctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacacctacgtccacttccaagggaagatgaagggc
ttctccctgctggccgagccccaggagttctgggtggacaacagcacctcagtgtctgttcccatgctctctggcatgggcaccttccagcactggagtgacatcc
aggacaacttctcggtgactcaagtgcccttcactgagagcgcctgcctgctgctgatccagcctcactatgcctctgacctggacaaggtggagggtctcacttt
ccagcaaaactccctcaactggatgaagaaactatctccccggaccatccacctgaccatgccccaactggtgctgcaaggatcttatgacctgcaggacctgct
cgcccaggctgagctgcccgccattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatcagggtgggggaggtgctgaacagcatttttttt
gagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggaggtgaccctgaaccgcccattcctgtttgctgtgta
tgatcaaagcgccactgccctgcacttcctgggccgcgtggccaacccgctgagcacagcatgaggccagggccccagaacacagtgcctggcaaggcctct
gcccctggcctttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcacccccagtctcccaccttttcttctaatgagtcgactttga
gctggaaagcagccgtttctccttggtctaagtgtgctgcatggagtgagcagtagaagcctgcagcggcacaaatgcacctcccagtttgctgggtttatttta
gagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaaccgaccagcttgtttgtgaaacaaaaaagtgttcc
cttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagtgtcttgaatgtaagaacatgacctccgtgtagt
gtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatttctgtttgaatgcggaaccatagctggttatttc
tcccttgtgttagtaataaacgtcttgccacaataagcctccaaaaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="2">
  <INSDSeq>
   <INSDSeq_length>11600</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..11600</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q88">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>cttcttcgacggcaacaagacccatgatgtcgtcttccattcggcccccgggggagtcgaggaagagccagaacagagaga
gtctacattgactcgacacccgatcctccttttccggccctcctccgtgccactactgactttttggagaggggagagtattctggtcagtaggcctgcgcccgaaa



gggggtgagccacgggtggaccccagaatgtcctcctcgacgaggaggagtcgttatcctgttctaccagtccagaaggacgaaggcgactcttttcaatccc
aggagtccttgcctcgtctgaccatgtccttgtctcagtagtaccggttctcaggtggcccaggagaacggtagtcctccttatcgtcccgaacacgtccttaaccc
cgacctcccttcccggcccgagccagtcagaggtcgaccctaggggtctcaccagtgggatggggagggagctctgtctgacggactgacacacagtagtcc
gaccagtggtagagggacttggagctaaacgagtggatattttaccttgattattgctacggacccgagggacagagtccccgagaccatatcgacttctcttg
attatattgtactttcacgaaagattcgaaaccctattcgattttccgtctaaggttaaaataagctcccgtcgcatctaaccacgaagtcgagcacctactgtctcag
tcccccggaccaagactcaggatcaagacagagaagggtcgacacactgcaacttgttcagtgacctggagagacaaggagacgttttgtcgtacttggttaa
gtaattgatgaagaggtcctacgtcatccagggtccctgataggatccttacacccgacataatcatttgtgttgtcgcccttgggacaaggccccgagtgtaagt
gtagtctcgtttgtctgtttctgcgacctgtcttattcacgtattgatgtaccatgtctcccaatattcctcccttttcccctcgacctactctctcaactctcacgggccac
accacccctttcgacgtcccactttatgacgtagtccctttggagtcccttccactcctgataccactccagtctccccaactatactcttgtcacgggacgtttaccgtc
cgtggtgtcctcgtactcggcagtagaagtggaaatcgtaagtcgggccctcttcatccctctgtatcttccccgtccacgaccggttctccgtccccgtcctctcct
cttccgcctccccgtgagtcccgctcccacagtccgggcggtggggtctcgtggtaatgagggtcctgcgccgacgcacgtctggaccttggtcggatccctcg
tcggcgtctagtgttgactcttgtttgctgtcagagacggagtttttaccgggtaccttaacgcagagacctctgcgacggactcgtcctcgtcgtgtcactcgccc
gacgtagctggtcgcggtaggtttggggcttgtcaaccgcgaacagtccgtcctgaagggtcgtcagccaagggtgtccaaaggggacaactggactaaact
acactgacagatctaatccacacttgaccaccgaatccgaagagacgtgtctttccggacgttcgtcgtctctctcaaaagacaaggtaaaaaggtacagtacac
cgagaaggactcttgtcgcctacctcagtttacgtacccctcaccccactctaccatcgactccagtcttaaaccgtaaacttactgacttcgtcttgttttgtgtggtc
catgaagtcgtcgacgtggcacaactcccgtccacgaccaatgcccagacccactcccttcggtcgacggttacattcttcttactgacccatacgaatctacttcgt
ctttttagatccgtagttccaccggaactcagtcactactgtgcgatgtcgaggttccttcggaccggatcgggacccccctgtcttttccggttcttcactgctataa
cgtcatgtggggggaggtgttctttactcactctacaccatgttttacaatcttaacttacttagttatcttatttgcaagtagggaagttagttcttctcagtctacttta
cttaatcgtcccggtcgggttcttggagaagacccccagagtcccatcgaaagtaaacatcgtcgactccgacttcgggtcgacgttccggaaactctcttgcacc
acgacctgggcacagatcccgtccccaagatttgggacgaatgtatagtctcagtggactcttaaaagataaaaaaaaaaaaaaaaaaatatgcaccagggtc
gtgtctgattccttaggttgatagtaacccgttcggtacgatccatacgtacggaaaccccgagacgtcccctatcgcgatacgtccctaccaactctcgaccaaaa
ccccaactctgtgcaccctttatgaacctgaaacccgactcggacaccacgagttagggccgacgtacaaccctggtgtccctctactgttttggtaggggtcgg
gagtgggatcccgggagcttactcgtagagtccccagatcctccggaggtgtttctggatgactaaccgtgtgtgaacaaagagatccttctcttgaatgtcgac
gtccgtcctcgtacagaattagacgaacccgacggtattcatggtgtctgaccctcccaaattgttgtctttacacaatagagtgtcaagaccttcgatcttcggacc
ctcggtcggtagtcgtctcaaccaaaggagacccaggagataggaaccgaacatctaccggcagaagagagacacaggggtgtaccagaagggagacac
aggggtgtaccagaagggagacacacacaggtacaggagtagaggagaagagtattcctgtgtccagtataatctagtcccgagtgggagtaccggagta
aaattgaattagtagagaaatttctaggacagaggtttattaccagtgtaagactccaggaccccaactcctgaagttgtgcccgtaataccggcaaccccctcca
tcctgtattaagtcgactataaccacgtaaaacgtgaacctagtacatctataaaaggtacctcgaaacttaggtaaagaagaaaaaaaacatctgtacttacctaa
ataagacccgatttaccactgtcccttataactctgttactttctagaccaatctaccgtgaatttccagtcaattattggtggaaagtgggaaacgttttactataaag
tcccatacgccttcgctcgtggggtcagactctaccgaggacggccacactcggactcccggtggtaggagacggaggaccggacccgaccggaccgacgt
ccactggcccacatgtatgtggggaaggtggagcagtaggtgttactctcatggacactcgtcgaccgtttccggttacggcccttcgggtttctggggtggaa
gtatggacgaggttaagtccggttctgtaggggacacctacttttccgggatgtcctggtcgaccacgatcagcgacgttttgaactgtggcttctgttcaactcc
cggcgttaccagccctacgaccggttgaagaacccgaaggcatatataccgtacgtgtcactcgataccccgcaccaggtaccccggtggcaggagaggggt
tgccgacagaaaccgtgggaccggagagagatagaccctcggaacctggtgtgtcgactgtccgatgtccgttaggacccacaaggaaccttcctgttcttga
cgtggagggccgacctacgcgtgttccaggacagacgggacgtccgacatgtcccggacgatcaccgggtcccgtcccgactatcggtccgggtcgacgac
gacaggtgccaccacccgcacaagtgtcggggtccggacgtggacttcgtcggcaaacacgtcccggaccgagagatatggggacaccaggagggtgcg
agagacctgaagtgtcttgacctacaacgacgactcttctaactgtccaagtacgtccgacactgtcctaccttctgaccgacgagggactaccctcggtcacacc
tgtcgtgggaccgaaagttgtggatgcaggtgaaggttccattccgtttggagagacgaccgagaccgggatcctgaatcataggttacacatcgactctagtc
ggtcagtccggaacctctacccgtcccccgtcgggacgcctgtatggaccactggtgggaactcttcaccccttcaccgacgaggcgacccagggacctaccc
ggcaggtggaggacctggacgacgggatgatacacgtgctgatatgttgtaggaaaaagaatgtagtaaattaggggaatactacaccacttctccataaaca
cggaaacaaatggtcacttctttatctctgagcctctttgtttcacggaacgagttctaccgtgtcggtggtcacccccaggaccctaactttgggtgtagaggacc
ggggtgtcgggtcaagatgtgagtcttcccagtccaagtatagagaactcttccagtccttgaccccagggaccgggtacgtctttattcgttaaccgaacgaatt
tagggaaagtacaatcctccccgtaatgacttttgggagatgatgtttctaacaactaaaaaaaaaaaaaaaaataactctgtcccagaacaagacagtgggtcc
gacgtcacatcaccacggtagtaacgagtgacatcggaacttgaggaccggagttcgctaggagggtggagacggaaggtttcacaaccctaatttccacact
cggtgacgtgggtcggtgtctaacgaatttcgtaagtaaattgtttatgaacaactcctaaacgatgaacattctgaaattcggaccgtagagtctcctccggtctc
ctcccgacatatccgggacggaggtccgaaaatttccagttacccgtttacggatcctaaacctcgacgtccctttgcacgaggtgttccattgagtcccttcgga
gccccgagagtctcctgtctccagtgacccctcgcctctcgtccggaacggaccgtcactcccgttgtcccgaccacttcgatcctcgttcgtactactcgggtcgg
acgtctcaaaccccgttccttgctcctaccccgccaaccgaaccgtactcacaacttggtcttttacccggacccctcccgtctcgacctctgtgaaacttgcggtac
gaaccatccacacccttacccctgcgcaagacaagtctccagtagggccttcggacggcacacgtctgacctccgtccctcctaacaaacttccaatgcgttctca



ggtccgtgtgtcagtgcccttgtgcacgagtccctcgtcgagccgtttaggtacccaccccaccccgactccccacacagattctctgtgactcctccgagacagtt
ctacaattggagcactccctgtctctcggtccgccctccactttctgttctgacacctctttctccaagtcaccgcgtatcactaaaaagaatggtgttgttggaggaa
ctccagaaagggaagcccaagtccctctccactatctacccccctaacgagtcgggaccgtgactgaccagtgtccccgtctccggtcgggctcccaacgggcc
aactcccaccgtcgtgtgacacgtcccgtctcgtccctgtgtacctgaatcggacgacagggatcctcttcacgaccctcctcgcgagtgactcttcctcccaggac
gtcttccgtttccgttctttcggtcaccgtagactttacccagagggaagctttctctcgtgtaggtggactgggtctggcgtctcggtccggtcctccttctcctcctt
cttattttttcggttggtgtagccctgagtttccttcgggtcctaggagcggccggaggtggcgtacgacgggactgggacggggtgaaggattgaaacgacc
ggagtcaaaggcagtttcctccgtcggtgaaggacgggtgtaccagacaggtcactcctctagcccccgacagagccctggagatccaaagggaaatcgtta
ctacaagataaatgtactggagtcgtccgtcgatctacacagggtgatctctcctggactcctagaccccggactacccgaggtcccatggcagacgggtcacg
aacgacacgaggactcgtaccccgcgaccgggaccaccaaaggtactgtggtccaggactgaactggagctgtctaaatggatcggaggcctactcttacca
ctcgacacgtacagtctgctcgtctcccttctgccgtcggtgagagtacagtttagggtcgcagaaaaccctccgtcgaagggaaaaaatcaaatcaaacaacct
tcttttcttaacagggaaaggggggagatttgattttcggaacggtcgggtccacccgtcgtggctccagggacgtcccttgcacgttccccttgggacgtcaaa
gggcgagtgtacgggaaggctctgactcacgaggctcctgactcctgctctttatacggtccagacggtgacggaagaatgctctgggcctgggtcccctccg
tgtcggtacgggtcgaggacggacggtcaagacaggagggtcgacgggatgaaagtacgaccctggaggttaagtcatgtttccctctggagtgacaaag
acttggtagagatgagtctgagggttcacggtgcacgggtcccctgacaagacactgtttgaatatgtgttgaagtgggataagaggattcttgttggcgtctta
tccggaaagtcctactcaccctcctgtcggctcccgtccctacacgatcacattccagctccgtctcccacccgacgacagtacctttctggggtccattgacgcagt
gtgtgtttaaacacaggaagagggtgttgcccgagagggctcaagagacagtagacgtgccgggacactcgtcctcccctttgtctcccgagtggggacggg
ggttccgggtcacacgtttaggtaagtagtgttgctccaacacactcagaggggtcatcgttcccgacgactccttacctcgggagcaaaggccccggacgcac
cgggtgagacataagatactgacactaccccctcccacccccggtgtcctgtcgaccacccgagacggtaccgaccccgatctgtacctaatttttcactcatactc
gtccccggagatcctcaccaccctatcacgccaccaccggtgtacagtaagatgcacgcaggtttggatgtcttacattttgtggtcctccctctgagtttcttttgat
agttgaaactcacgactcctgcacagtcacatccaagcagtcaacgttgtttacccggtgcgaccacactctacaactagtgccccctccgacacatcaccccctgt
tctcaatatacccttgaaagacatgaaagacgagctaaaacgacacttggatttcagtgagattttttattgtagagaatttaaaaaatttttcactcacacagtttgg
tgtcggaaacccagtcctgtcaagatccaaactcaactggaccgtccatggtcaccgaatacagggaattccactgtctacgttttgggggccaaaccacggacc
gtacaacacacagaacgtccaccgccaatcccgacggagtcacttgagtttaccgacgtaaaatgtcctctttataaactcggtgtgaacgccaggacaccggtc
ctcttacgtctcaccggaccccccccggttccttcctccgactccgtcccgctccccgtcctagacccggaaaccacagacggtcgggagtaaggacggggaca
gaacccactgagaagggagggacagaggacagacctaaagtcccttctacttcccgaagagggacgaccggctcggggtcctcaagacccacctgttgtcgt
ggagtcacagacaagggtacgagagaccgtacccgtggaaggtcgtgacctcactgtaggtcctgttgaagagccactgagttcacgggaagtgactctcgc
ggacggacgacgactaggtcggagtgatacggagactggacctgttccacctcccagagtgaaaggtcgttttgagggagttgacctacttctttgatagagg
ggccatcctcggagggccagaggggaccttacaccctcggtgtgacaggacgggtccgacccccgccccacccctcatctgtgtggactcgactcggaaccc
acgtctcgtcccgtcccggcgccaccgtgccccgacccgtccgccggacacacagacagatggtcaggagataggtcggtcgtgggtcgagaggtcaatcac
agacagaaagttcacgtccgttccatttcctcctctccttcttacgaaaaagatgtgaatgtgaacggaccatcaaaacctccccctcttttgtaacgttaggcggga
gactctctcctggtaaaaccagggtgtggactgtgtgtcgtgtggacactgtaggttctcgaagaaccttgactgaacggtcctcccaagcctgaagcgcactc
gcccccaccccggaagagtccctcgcagggaactgaggtcttgcgggaacgaccgccgaccgccgacccacccctatccacaacaatcgaggagaaaggac
gacgttaaggaaaggtgtctcgggacctgagtttgatgtgtagtggggtctagtagctccggacctttagacgagggtctccgtccgtaactcactgtgctacc
gaactgtagttgagacccacaaaaaatacaaaatttttaacactaccattttatatgcattgttttaaacggtagcattggtaaaagctcacgtgtcaagtcaccatg
atccgggtaagtgtgacaacacgtcggtagtgggggcaggtagaggtaaatagaagagttgaagggtttgacttcgagacaggacgactttgtgattgaga
ggtaaaggggaaggggaaccggggccgttggtggtgctacaggagctccaagtgggtacaacatcgtgtacagtcttacaggaaggaaaacttccgactta
ttataaggtaacgtacaccaatggtggaaaacacataggtgagtaggtagctacctgtgcacccaacgaaggtggaaactcgacgacacttatcacgtcacat
gggacatttgtacccacatgacagtcgagaatattcacgaactatgtagtgacctttacaggtacccgagacttcctacggttttctaccttctccgagatatgcttct
agttagctcaactgtatcgttgcacaggtcgtgctccaactgtgacatgggaggacggagagaggaaaagtacccacagtacagtagttcttgtgacgacacc
gtcatcattctgtgtcacgtaataaagtctcttatcgtaaatttttaatgggttcattgtgtggaagttacgtcggttggatttttgtcttacgtggtttcctgttggtaa
ggatccaggagtagccatttagaagatacagggagtgtatcataacgtttactgtacttcctaaaaataacatccaaaacgactttaaaaggggttccccctccta
ctgaatcaacccactacccccctcgtttgtagggacagcagtcccaacccacgttcctcgtattcggacggaccggagaccctctcgggagtgacacaccggac
ctcggaaggattgacacgtagtagaggggtcctggtaggtggactggtacggggttgaccacgacgttcctagaatactggacgtcctggacgagcgggtc
cgactcgacgggcggtaagacgtgtggctcgacttggacgtttttaactcgttactggcgtagtcccaccccctccatacacactcggacacagacacggactg
gacccaaggttcacacgtgtcccaccctccgtacctacattccctgtgtctcctccgatacccaccccggtcgtcccgttctccctcgcctctcatcccggtttccaccc
tctcttcatcggtctcgtaagaccccggaaggtccacgtctcgtcgtttagggaggggtagggacgacacggaggaggacgatccacacacaaggtaccagg
acgaaccggaacggaacggagtcccaggaggtcccaaggatatcacctcaactttggccctacttctgtcgttcgtggggacctggaccacgggacccgggt
cggggaagaagtccctttacgactcgtcgtctgtcttacagggggacggtacaccgtggtacgtgtagacgtcgatggttcctacacggaactacaagacccg
ggacacgagtcacgacccctctttcaccctcaagaatgcccccggtcgcccttctcgggagacacgattcaatcgattcgggaccgtgaccacccggtaccggtt



ccctcggtccttaagacggaccctgtagtcccgtcttacacttctaccctcctacattccccacacaatccctcctcggccgtacactcaaaccggtaacaccggttaa
ttgccagtagatgtgtgtctgtgtgggaacggatgtgactccccgtccgtatgtgacacgtaggaggaccgtccgaccttttacagggggaggtcctgtcacgt
gtcgtgtctccaggactcgggtggggccgggagatcgggagtcgtgggacccagtgggtcacgcgggagtcttactaggactacagacgacgaaacgtcc
acgacttgtcgtaaaaaaaactcgaacttcgcctactctctctcgggtgtctcagatgggttgtcgaattgttcggactccagaacctccactgggacttggcggg
taaggacaaacgacacatactagtttcgcggtgacgggacgtgaaggacccggcgcaccggttgggcgactcgtgtcgtactccggtcccggggtcttgtgt
cacggaccgttccggagacggggaccggaaactccgtttccggtcgtcgtctattgttggggcctgtttagtcgctacacagtgggggtcagagggtggaaa
agaagattactcagctgaaactcgacctttcgtcggcaaagaggaaccagattcacacgacgtacctcactcgtcatcttcggacgtcgccgtgtttacgtggag
ggtcaaacgacccaaataaaatctcttacccccacccctccgttcttggtcacaaatcgcgccctgatgacaaggtttttcttaaggttggctggtcgaacaaacac
tttgttttttcacaagggaaaagttcaactcttgtttttaacccaaaattttaatttcatatgtaaaaacgtaacggaagccaaacataaatcacagaacttacattcttg
tactggaggcacatcacagacattatggaatcaaaaaaggtgtctacgaacactaaaaacttgttatgcactttctacgttcgtggacttaaagacaaacttacgc
cttggtatcgaccaataaagagggaacacaatcattatttgcagaacggtgttattcggaggttttt</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="3">
  <INSDSeq>
   <INSDSeq_length>2148</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..2148</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q89">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>agaaagtagaccctcaccaggcatggaatctgccagtgccttgatcttggacttccagcttccagaactggtatgcggaagcg
agcaccccagtctgagatggctcctgccggtgtgagcctgagggccaccatcctctgcctcctggcctgggctggcctggctgcaggtgaccgggtgtacata
caccccttccacctcgtcatccacaatgagagtacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcag
gccaagacatcccctgtggatgaaaaggccctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggccgcaatggtcgg
gatgctggccaacttcttgggcttccgtatatatggcatgcacagtgagctatggggcgtggtccatggggccaccgtcctctccccaacggctgtctttggcac
cctggcctctctctatctgggagccttggaccacacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggctggatg
cgcacaaggtcctgtctgccctgcaggctgtacagggcctgctagtggcccagggcagggctgatagccaggcccagctgctgctgtccacggtggtgggc
gtgttcacagccccaggcctgcacctgaagcagccgtttgtgcagggcctggctctctatacccctgtggtcctcccacgctctctggacttcacagaactggatg
ttgctgctgagaagattgacaggttcatgcaggctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacac
ctacgtccacttccaagggaagatgaagggcttctccctgctggccgagccccaggagttctgggtggacaacagcacctcagtgtctgttcccatgctctctgg



catgggcaccttccagcactggagtgacatccaggacaacttctcggtgactcaagtgcccttcactgagagcgcctgcctgctgctgatccagcctcactatgc
ctctgacctggacaaggtggagggtctcactttccagcaaaactccctcaactggatgaagaaactatctccccggaccatccacctgaccatgccccaactggt
gctgcaaggatcttatgacctgcaggacctgctcgcccaggctgagctgcccgccattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatca
gggtgggggaggtgctgaacagcattttttttgagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggagg
tgaccctgaaccgcccattcctgtttgctgtgtatgatcaaagcgccactgccctgcacttcctgggccgcgtggccaacccgctgagcacagcatgaggccag
ggccccagaacacagtgcctggcaaggcctctgcccctggcctttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcaccccc
agtctcccaccttttcttctaatgagtcgactttgagctggaaagcagccgtttctccttggtctaagtgtgctgcatggagtgagcagtagaagcctgcagcggc
acaaatgcacctcccagtttgctgggtttattttagagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaacc
gaccagcttgtttgtgaaacaaaaaagtgttcccttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagt
gtcttgaatgtaagaacatgacctccgtgtagtgtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatt
tctgtttgaatgcggaaccatagctggttatttctcccttgtgttagtaataaacgtcttgccacaataagcctccaaaaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="4">
  <INSDSeq>
   <INSDSeq_length>11600</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..11600</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q90">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>gaagaagctgccgttgttctgggtactacagcagaaggtaagccgggggccccctcagctccttctcggtcttgtctctctcag
atgtaactgagctgtgggctaggaggaaaaggccgggaggaggcacggtgatgactgaaaaacctctcccctctcataagaccagtcatccggacgcgggc
tttcccccactcggtgcccacctggggtcttacaggaggagctgctcctcctcagcaataggacaagatggtcaggtcttcctgcttccgctgagaaaagttagg
gtcctcaggaacggagcagactggtacaggaacagagtcatcatggccaagagtccaccgggtcctcttgccatcaggaggaatagcagggcttgtgcagg
aattggggctggagggaagggccgggctcggtcagtctccagctgggatccccagagtggtcaccctacccctccctcgagacagactgcctgactgtgtgtc
atcaggctggtcaccatctccctgaacctcgatttgctcacctataaaatggaactaataacgatgcctgggctccctgtctcaggggctctggtatagctgaaga
gaactaatataacatgaaagtgctttctaagctttgggataagctaaaaggcagattccaattttattcgagggcagcgtagattggtgcttcagctcgtggatga
cagagtcagggggcctggttctgagtcctagttctgtctcttcccagctgtgtgacgttgaacaagtcactggacctctctgttcctctgcaaaacagcatgaacca
attcattaactacttctccaggatgcagtaggtcccagggactatcctaggaatgtgggctgtattagtaaacacaacagcgggaaccctgttccggggctcaca
ttcacatcagagcaaacagacaaagacgctggacagaataagtgcataactacatggtacagagggttataaggagggaaaaggggagctggatgagaga



gttgagagtgcccggtgtggtggggaaagctgcagggtgaaatactgcatcagggaaacctcagggaaggtgaggactatggtgaggtcagaggggttg
atatgagaacagtgccctgcaaatggcaggcaccacaggagcatgagccgtcatcttcacctttagcattcagcccgggagaagtagggagacatagaagg
ggcaggtgctggccaagaggcaggggcaggagaggagaaggcggaggggcactcagggcgagggtgtcaggcccgccaccccagagcaccattactc
ccaggacgcggctgcgtgcagacctggaaccagcctagggagcagccgcagatcacaactgagaacaaacgacagtctctgcctcaaaaatggcccatgga
attgcgtctctggagacgctgcctgagcaggagcagcacagtgagcgggctgcatcgaccagcgccatccaaaccccgaacagttggcgcttgtcaggcag
gacttcccagcagtcggttcccacaggtttcccctgttgacctgatttgatgtgactgtctagattaggtgtgaactggtggcttaggcttctctgcacagaaaggc
ctgcaagcagcagagagagttttctgttccatttttccatgtcatgtggctcttcctgagaacagcggatggagtcaaatgcatggggagtggggtgagatggt
agctgaggtcagaatttggcatttgaatgactgaagcagaacaaaacacaccaggtacttcagcagctgcaccgtgttgagggcaggtgctggttacgggtct
gggtgagggaagccagctgccaatgtaagaagaatgactgggtatgcttagatgaagcagaaaaatctaggcatcaaggtggccttgagtcagtgatgaca
cgctacagctccaaggaagcctggcctagccctggggggacagaaaaggccaagaagtgacgatattgcagtacacccccctccacaagaaatgagtgaga
tgtggtacaaaatgttagaattgaatgaatcaatagaataaacgttcatcccttcaatcaagaagagtcagatgaaatgaattagcagggccagcccaagaacct
cttctgggggtctcagggtagctttcatttgtagcagctgaggctgaagcccagctgcaaggcctttgagagaacgtggtgctggacccgtgtctagggcagg
ggttctaaaccctgcttacatatcagagtcacctgagaattttctatttttttttttttttttttatacgtggtcccagcacagactaaggaatccaactatcattgggcaa
gccatgctaggtatgcatgcctttggggctctgcaggggatagcgctatgcagggatggttgagagctggttttggggttgagacacgtgggaaatacttgg
actttgggctgagcctgtggtgctcaatcccggctgcatgttgggaccacagggagatgacaaaaccatccccagccctcaccctagggccctcgaatgagcat
ctcaggggtctaggaggcctccacaaagacctactgattggcacacacttgtttctctaggaagagaacttacagctgcaggcaggagcatgtcttaatctgctt
gggctgccataagtaccacagactgggagggtttaacaacagaaatgtgttatctcacagttctggaagctagaagcctgggagccagccatcagcagagttg
gtttcctctgggtcctctatccttggcttgtagatggccgtcttctctctgtgtccccacatggtcttccctctgtgtccccacatggtcttccctctgtgtgtgtccatgt
cctcatctcctcttctcataaggacacaggtcatattagatcagggctcaccctcatggcctcattttaacttaatcatctctttaaagatcctgtctccaaataatggtc
acattctgaggtcctggggttgaggacttcaacacgggcattatggccgttgggggaggtaggacataattcagctgatattggtgcattttgcacttggatcat
gtagatattttccatggagctttgaatccatttcttcttttttttgtagacatgaatggatttattctgggctaaatggtgacagggaatattgagacaatgaaagatct
ggttagatggcacttaaaggtcagttaataaccacctttcaccctttgcaaaatgatatttcagggtatgcggaagcgagcaccccagtctgagatggctcctgcc
ggtgtgagcctgagggccaccatcctctgcctcctggcctgggctggcctggctgcaggtgaccgggtgtacatacaccccttccacctcgtcatccacaatga
gagtacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcaggccaagacatcccctgtggatgaaaag
gccctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggccgcaatggtcgggatgctggccaacttcttgggcttccgta
tatatggcatgcacagtgagctatggggcgtggtccatggggccaccgtcctctccccaacggctgtctttggcaccctggcctctctctatctgggagccttgg
accacacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggctggatgcgcacaaggtcctgtctgccctgcaggc
tgtacagggcctgctagtggcccagggcagggctgatagccaggcccagctgctgctgtccacggtggtgggcgtgttcacagccccaggcctgcacctgaa
gcagccgtttgtgcagggcctggctctctatacccctgtggtcctcccacgctctctggacttcacagaactggatgttgctgctgagaagattgacaggttcatg
caggctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacacctacgtccacttccaaggtaaggcaaacc
tctctgctggctctggccctaggacttagtatccaatgtgtagctgagatcagccagtcaggccttggagatgggcagggggcagccctgcggacatacctgg
tgaccacccttgagaagtggggaagtggctgctccgctgggtccctggatgggccgtccacctcctggacctgctgccctactatgtgcacgactatacaacatc
ctttttcttacatcatttaatccccttatgatgtggtgaagaggtatttgtgcctttgtttaccagtgaagaaatagagactcggagaaacaaagtgccttgctcaag
atggcacagccaccagtgggggtcctgggattgaaacccacatctcctggccccacagcccagttctacactcagaagggtcaggttcatatctcttgagaagg
tcaggaactggggtccctggcccatgcagaaataagcaattggcttgcttaaatccctttcatgttaggaggggcattactgaaaaccctctactacaaagattgt
tgatttttttttttttttttattgagacagggtcttgttctgtcacccaggctgcagtgtagtggtgccatcattgctcactgtagccttgaactcctggcctcaagcgat
cctcccacctctgccttccaaagtgttgggattaaaggtgtgagccactgcacccagccacagattgcttaaagcattcatttaacaaatacttgttgaggatttgct
acttgtaagactttaagcctggcatctcagaggaggccagaggagggctgtataggccctgcctccaggcttttaaaggtcaatgggcaaatgcctaggatttg
gagctgcagggaaacgtgctccacaaggtaactcagggaagcctcggggctctcagaggacagaggtcactggggagcggagagcaggccttgcctggc
agtgagggcaacagggctggtgaagctaggagcaagcatgatgagcccagcctgcagagtttggggcaaggaacgaggatggggcggttggcttggca
tgagtgttgaaccagaaaatgggcctggggagggcagagctggagacactttgaacgccatgcttggtaggtgtgggaatggggacgcgttctgttcagag
gtcatcccggaagcctgccgtgtgcagactggaggcagggaggattgtttgaaggttacgcaagagtccaggcacacagtcacgggaacacgtgctcagg
gagcagctcggcaaatccatgggtggggtggggctgaggggtgtgtctaagagacactgaggaggctctgtcaagatgttaacctcgtgagggacagaga
gccaggcgggaggtgaaagacaagactgtggagaaagaggttcagtggcgcatagtgatttttcttaccacaacaacctccttgaggtctttcccttcgggttc
agggagaggtgatagatggggggattgctcagccctggcactgactggtcacaggggcagaggccagcccgagggttgcccggttgagggtggcagca
cactgtgcagggcagagcagggacacatggacttagcctgctgtccctaggagaagtgctgggaggagcgctcactgagaaggagggtcctgcagaagg
caaaggcaagaaagccagtggcatctgaaatgggtctcccttcgaaagagagcacatccacctgacccagaccgcagagccaggccaggaggaagagga
ggaagaataaaaaagccaaccacatcgggactcaaaggaagcccaggatcctcgccggcctccaccgcatgctgccctgaccctgccccacttcctaactttgc
tggcctcagtttccgtcaaaggaggcagccacttcctgcccacatggtctgtccagtgaggagatcgggggctgtctcgggacctctaggtttccctttagcaat



gatgttctatttacatgacctcagcaggcagctagatgtgtcccactagagaggacctgaggatctggggcctgatgggctccagggtaccgtctgcccagtgc
ttgctgtgctcctgagcatggggcgctggccctggtggtttccatgacaccaggtcctgacttgacctcgacagatttacctagcctccggatgagaatggtgag
ctgtgcatgtcagacgagcagagggaagacggcagccactctcatgtcaaatcccagcgtcttttgggaggcagcttcccttttttagtttagtttgttggaagaa
aagaattgtccctttcccccctctaaactaaaagccttgccagcccaggtgggcagcaccgaggtccctgcagggaacgtgcaaggggaaccctgcagtttccc
gctcacatgcccttccgagactgagtgctccgaggactgaggacgagaaatatgccaggtctgccactgccttcttacgagacccggacccaggggaggcac
agccatgcccagctcctgcctgccagttctgtcctcccagctgccctactttcatgctgggacctccaattcagtacaaagggagacctcactgtttctgaaccatct
ctactcagactcccaagtgccacgtgcccaggggactgttctgtgacaaacttatacacaacttcaccctattctcctaagaacaaccgcagaataggcctttcagg
atgagtgggaggacagccgagggcagggatgtgctagtgtaaggtcgaggcagagggtgggctgctgtcatggaaagaccccaggtaactgcgtcacac
acaaatttgtgtccttctcccacaacgggctctcccgagttctctgtcatctgcacggccctgtgagcaggaggggaaacagagggctcacccctgcccccaag
gcccagtgtgcaaatccattcatcacaacgaggttgtgtgagtctccccagtagcaagggctgctgaggaatggagccctcgtttccggggcctgcgtggccc
actctgtattctatgactgtgatgggggagggtgggggccacaggacagctggtgggctctgccatggctggggctagacatggattaaaaagtgagtatg
agcaggggcctctaggagtggtgggatagtgcggtggtggccacatgtcattctacgtgcgtccaaacctacagaatgtaaaacaccaggagggagactca
aagaaaactatcaactttgagtgctgaggacgtgtcagtgtaggttcgtcagttgcaacaaatgggccacgctggtgtgagatgttgatcacgggggaggctg
tgtagtgggggacaagagttatatgggaactttctgtactttctgctcgattttgctgtgaacctaaagtcactctaaaaaataacatctcttaaattttttaaaaagt
gagtgtgtcaaaccacagcctttgggtcaggacagttctaggtttgagttgacctggcaggtaccagtggcttatgtcccttaaggtgacagatgcaaaaccccc
ggtttggtgcctggcatgttgtgtgtcttgcaggtggcggttagggctgcctcagtgaactcaaatggctgcattttacaggagaaatatttgagccacacttgc
ggtcctgtggccaggagaatgcagagtggcctggggggggccaaggaaggaggctgaggcagggcgaggggcaggatctgggcctttggtgtctgcc
agccctcattcctgcccctgtcttgggtgactcttccctccctgtctcctgtctggatttcagggaagatgaagggcttctccctgctggccgagccccaggagttct
gggtggacaacagcacctcagtgtctgttcccatgctctctggcatgggcaccttccagcactggagtgacatccaggacaacttctcggtgactcaagtgccct
tcactgagagcgcctgcctgctgctgatccagcctcactatgcctctgacctggacaaggtggagggtctcactttccagcaaaactccctcaactggatgaaga
aactatctccccggtaggagcctcccggtctcccctggaatgtgggagccacactgtcctgcccaggctgggggcggggtggggagtagacacacctgagct
gagccttgggtgcagagcagggcagggccgcggtggcacggggctgggcaggcggcctgtgtgtctgtctaccagtcctctatccagccagcacccagctc
tccagttagtgtctgtctttcaagtgcaggcaaggtaaaggaggagaggaagaatgctttttctacacttacacttgcctggtagttttggagggggagaaaac
attgcaatccgccctctgagagaggaccattttggtcccacacctgacacacagcacacctgtgacatccaagagcttcttggaactgacttgccaggagggttc
ggacttcgcgtgagcgggggtggggccttctcagggagcgtcccttgactccagaacgcccttgctggcggctggcggctgggtggggataggtgttgtta
gctcctctttcctgctgcaattcctttccacagagccctggactcaaactacacatcaccccagatcatcgaggcctggaaatctgctcccagaggcaggcattga
gtgacacgatggcttgacatcaactctgggtgttttttatgttttaaaaattgtgatggtaaaatatacgtaacaaaatttgccatcgtaaccattttcgagtgcacag
ttcagtggtactaggcccattcacactgttgtgcagccatcacccccgtccatctccatttatcttctcaacttcccaaactgaagctctgtcctgctgaaacactaact
ctccatttccccttccccttggccccggcaaccaccacgatgtcctcgaggttcacccatgttgtagcacatgtcagaatgtccttccttttgaaggctgaataatatt
ccattgcatgtggttaccaccttttgtgtatccactcatccatcgatggacacgtgggttgcttccacctttgagctgctgtgaatagtgcagtgtaccctgtaaacat
gggtgtactgtcagctcttataagtgcttgatacatcactggaaatgtccatgggctctgaaggatgccaaaagatggaagaggctctatacgaagatcaatcg
agttgacatagcaacgtgtccagcacgaggttgacactgtaccctcctgcctctctccttttcatgggtgtcatgtcatcaagaacactgctgtggcagtagtaaga
cacagtgcattatttcagagaatagcatttaaaaattacccaagtaacacaccttcaatgcagccaacctaaaaacagaatgcaccaaaggacaaccattcctagg
tcctcatcggtaaatcttctatgtccctcacatagtattgcaaatgacatgaaggatttttattgtaggttttgctgaaattttccccaagggggaggatgacttagtt
gggtgatggggggagcaaacatccctgtcgtcagggttgggtgcaaggagcataagcctgcctggcctctgggagagccctcactgtgtggcctggagcct
tcctaactgtgcatcatctccccaggaccatccacctgaccatgccccaactggtgctgcaaggatcttatgacctgcaggacctgctcgcccaggctgagctgcc
cgccattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatcagggtgggggaggtatgtgtgagcctgtgtctgtgcctgacctgggttcca
agtgtgcacagggtgggaggcatggatgtaagggacacagaggaggctatgggtggggccagcagggcaagagggagcggagagtagggccaaag
gtgggagagaagtagccagagcattctggggccttccaggtgcagagcagcaaatccctccccatccctgctgtgcctcctcctgctaggtgtgtgttccatggt
cctgcttggccttgccttgcctcagggtcctccagggttcctatagtggagttgaaaccgggatgaagacagcaagcacccctggacctggtgccctgggccca
gccccttcttcagggaaatgctgagcagcagacagaatgtccccctgccatgtggcaccatgcacatctgcagctaccaaggatgtgccttgatgttctgggccc
tgtgctcagtgctggggagaaagtgggagttcttacgggggccagcgggaagagccctctgtgctaagttagctaagccctggcactggtgggccatggcc
aagggagccaggaattctgcctgggacatcagggcagaatgtgaagatgggaggatgtaaggggtgtgttagggaggagccggcatgtgagtttggcca
ttgtggccaattaacggtcatctacacacagacacacccttgcctacactgaggggcaggcatacactgtgcatcctcctggcaggctggaaaatgtccccctcc
aggacagtgcacagcacagaggtcctgagcccaccccggccctctagccctcagcaccctgggtcacccagtgcgccctcagaatgatcctgatgtctgctgct
ttgcaggtgctgaacagcattttttttgagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggaggtgaccct
gaaccgcccattcctgtttgctgtgtatgatcaaagcgccactgccctgcacttcctgggccgcgtggccaacccgctgagcacagcatgaggccagggcccca
gaacacagtgcctggcaaggcctctgcccctggcctttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcacccccagtctccc
accttttcttctaatgagtcgactttgagctggaaagcagccgtttctccttggtctaagtgtgctgcatggagtgagcagtagaagcctgcagcggcacaaatgc



acctcccagtttgctgggtttattttagagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaaccgaccagct
tgtttgtgaaacaaaaaagtgttcccttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagtgtcttgaat
gtaagaacatgacctccgtgtagtgtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatttctgtttga
atgcggaaccatagctggttatttctcccttgtgttagtaataaacgtcttgccacaataagcctccaaaaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="5">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="6">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="7">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="8">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="9">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="10">
  <INSDSeq>
   <INSDSeq_length/>



   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="11">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q91">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgatcatacacagtaaacaggaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="12">
  <INSDSeq>
   <INSDSeq_length>24</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..24</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q92">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgatcatacacagtaaacaggaat</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="13">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q93">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tcatagctcactgtgcatgccat</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="14">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q94">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>atccagttgagggagttttgctg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="15">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q95">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>taaacaagctggttggttggaat</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="16">
  <INSDSeq>



   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q96">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgtttcacaaacaagctggtcgg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="17">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q97">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>atccagttgagggagttttgc</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="18">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q98">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgtttcacaaacaagctggtcg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="19">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q99">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgtttcacaaacaagctggtc</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="20">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q100">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgtttcacaaacaagctggttgg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="21">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="22">



  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="23">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="24">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="25">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="26">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="27">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="28">
  <INSDSeq>



   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="29">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="30">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="31">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q102">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tcctgtttactgtgtatgatca</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="32">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q103">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>cctgtttactgtgtatgatca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="33">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q104">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tggcatgcacagtgagctatga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="34">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q105">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>agcaaaactccctcaactggat</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="35">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q106">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ttccaaccaaccagcttgttta</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="36">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q107">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>cgaccagcttgtttgtgaaaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="37">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q108">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>gcaaaactccctcaactggat</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="38">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q109">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgcaaaactccctcaactggat</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="39">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q110">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tcgaccagcttgtttgtgaaaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="40">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q111">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>tgaccagcttgtttgtgaaaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="41">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q112">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>gaccagcttgtttgtgaaaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="42">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q113">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>caaccagcttgtttgtgaaaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
</ST26SequenceListing>


