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<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting_V1_3.dtd">
<ST26Sequencelisting originalFreeTextLanguageCode="en" dtdVersion="V1_3"
fileName="A127870016WO00-SEQ-JIB.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0"
productionDate="2023-08-07">
<Applicationldentification>
<IPOfficeCode>WO </IPOfficeCode>
<ApplicationNumberText>PCT/US2023/017185</ApplicationNumberText>
<FilingDate>2023-03-31</FilingDate>
</Applicationldentification>
<ApplicantFileReference>A1278.70016 WO00 </ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US </IPOfficeCode>
<ApplicationNumberText>63/326,733 </ApplicationNumberText>
<FilingDate>2022-04-01</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="en">ADARX PHARMACEUTICALS, INC.</ApplicantName>
<InventionTitle languageCode="en">ANGIOTENSINOGEN-MODULATING COMPOSITIONS AND
METHODS OF USE THEREOF </InventionTitle>
<SequenceTotalQuantity>42 </SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>2116</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q86">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaagaagctgccgttgttctgggtactacagcagaagggtatgcggaagcgagcaccccagtctgagatggctectgecggt
gtgagcctgagggccaccatcctctgectcctggectgggcetggectggcetgcaggtgaccgggtgtacatacaccccttccacctcgtcatccacaatgagag



tacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcaggccaagacatcccctgtggatgaaaaggcec
ctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggccgcaatggtcgggatgctggccaacttcttgggcettccgtatata
tggcatgcacagtgagctatggggcgtggtccatggggccaccgtcectctccccaacggctgtctttggcaccctggcectctctctatctgggagecttggacca
cacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggcetggatgegcacaaggtectgtctgecctgcaggcetgta
cagggcctgctagtggcccagggcagggctgatagccaggcccagctgctgctgtccacggtggtgggegtgttcacagccccaggcectgcacctgaagcea
gccgtttgtgcagggcectggctctctatacccctgtggtectcccacgcetctctggacttcacagaactggatgttgctgctgagaagattgacaggttcatgcag
gctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacacctacgtccacttccaagggaagatgaagggce
ttctccctgctggecgagcecccaggagttctgggtggacaacagcacctcagtgtctgttcccatgcetctctggcatgggceaccttccagcactggagtgacatcc
aggacaacttctcggtgactcaagtgcccttcactgagagcgcectgcctgctgctgatccagectcactatgectctgacctggacaaggtggagggtctcacttt
ccagcaaaactccctcaactggatgaagaaactatctccccggaccatccacctgaccatgccccaactggtgctgcaaggatcttatgacctgcaggacctgcet
cgcccaggctgagctgceccgcecattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatcagggtgggggaggtgctgaacagceatttttttt
gagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggaggtgaccctgaaccgceccattectgtttgctgtgta
tgatcaaagcgccactgecctgcacttcctgggecgegtggcecaacccgctgagcacagcatgaggccagggccccagaacacagtgectggcaaggectct
gcccctggcectttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcacccccagtcteccaccttttcttctaatgagtcgactttga
gctggaaagcagccgtttctecttggtctaagtgtgctgcatggagtgagcagtagaagcctgcagcggcacaaatgcacctcccagtttgctgggtttatttta
gagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaaccgaccagcttgtttgtgaaacaaaaaagtgttcc
cttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagtgtcttgaatgtaagaacatgacctccgtgtagt
gtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatttctgtttgaatgcggaaccatagctggttatttc
tcccttgtgttagtaataaacgtcttgccacaataagcctccaaaaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>11600</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11600</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g88">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>cttcttcgacggcaacaagacccatgatgtcgtcttccattcggcccccgggggagtcgaggaagagccagaacagagaga
gtctacattgactcgacacccgatcctecttttccggcecctectccgtgcecactactgactttttggagaggggagagtattctggtcagtaggectgcgeccgaaa



gggggtgagccacgggtggaccccagaatgtcctcctcgacgaggaggagtcgttatcctgttctaccagtccagaaggacgaaggcgactcttttcaatccc
aggagtccttgcctcgtctgaccatgtecttgtctcagtagtaccggttctcaggtggcccaggagaacggtagtectecttatcgtcccgaacacgtecttaacce
cgacctcccttcccggeccgagcecagtcagaggtcgaccctaggggtctcaccagtgggatggggagggagctctgtctgacggactgacacacagtagtcc
gaccagtggtagagggacttggagctaaacgagtggatattttaccttgattattgctacggacccgagggacagagtccccgagaccatatcgacttctcttg
attatattgtactttcacgaaagattcgaaaccctattcgattttccgtctaaggttaaaataagctcccgtcgceatctaaccacgaagtcgagcacctactgtctcag
tcccccggaccaagactcaggatcaagacagagaagggtcgacacactgcaacttgttcagtgacctggagagacaaggagacgttttgtcgtacttggttaa
gtaattgatgaagaggtcctacgtcatccagggtccctgataggatccttacacccgacataatcatttgtgttgtcgcccttgggacaaggccccgagtgtaagt
gtagtctcgtttgtctgtttctgcgacctgtcttattcacgtattgatgtaccatgtctcccaatattccteccttttcccctcgacctactctctcaactctcacgggcecac
accacccctttcgacgtcccactttatgacgtagtccctttggagtcccttccactcctgataccactccagtctccccaactatactcttgtcacgggacgtttaccgtc
cgtggtgtcctcgtactcggcagtagaagtggaaatcgtaagtcgggccctcttcatccctetgtatcttccccgtccacgaccggttctecgteccegtectcetect
cttccgcctccccgtgagteccgctecccacagtccgggeggtggggtctcgtggtaatgagggtcctgecgecgacgcacgtctggaccttggtcggateccteg
tcggcgtctagtgttgactcttgtttgctgtcagagacggagtttttaccgggtaccttaacgcagagacctctgcgacggactcgtcctcgtcgtgtcactcgecc
gacgtagctggtcgcggtaggtttggggcttgtcaaccgcgaacagtccgtcctgaagggtcgtcagccaagggtgtccaaaggggacaactggactaaact
acactgacagatctaatccacacttgaccaccgaatccgaagagacgtgtctttccggacgttcgtcgtctctctcaaaagacaaggtaaaaaggtacagtacac
cgagaaggactcttgtcgcctacctcagtttacgtacccctcaccccactctaccatcgactccagtcttaaaccgtaaacttactgacttcgtcttgttttgtgtggtc
catgaagtcgtcgacgtggcacaactcccgtccacgaccaatgcccagacccactcccttcggtcgacggttacattcttcttactgacccatacgaatctacttcgt
ctttttagatccgtagttccaccggaactcagtcactactgtgcgatgtcgaggttccttcggaccggatcgggacccccctgtcettttccggttcttcactgctataa
cgtcatgtggggggaggtgttctttactcactctacaccatgttttacaatcttaacttacttagttatcttatttgcaagtagggaagttagttcttctcagtctacttta
cttaatcgtcccggtcgggticttggagaagacccccagagtcccatcgaaagtaaacatcgtcgactccgacttcgggtcgacgttccggaaactctcttgeacc
acgacctgggcacagatcccgtccccaagatttgggacgaatgtatagtctcagtggactcttaaaagataaaaaaaaaaaaaaaaaaatatgcaccagggtc
gtgtctgattccttaggttgatagtaacccgttcggtacgatccatacgtacggaaaccccgagacgtcccctatcgcgatacgtccctaccaactctcgaccaaaa
ccccaactctgtgcaccctttatgaacctgaaacccgactcggacaccacgagttagggccgacgtacaaccctggtgtccctctactgttttggtaggggtcgg
gagtgggatcccgggagcttactcgtagagtccccagatcctccggaggtgtttctggatgactaaccgtgtgtgaacaaagagatcecttctcttgaatgtcgac
gtccgtcctcgtacagaattagacgaacccgacggtattcatggtgtctgaccctcccaaattgttgtctttacacaatagagtgtcaagaccttcgatcttcggacc
ctcggtcggtagtcgtctcaaccaaaggagacccaggagataggaaccgaacatctaccggcagaagagagacacaggggtgtaccagaagggagacac
aggggtgtaccagaagggagacacacacaggtacaggagtagaggagaagagtattcctgtgtccagtataatctagtcccgagtgggagtaccggagta
aaattgaattagtagagaaatttctaggacagaggtttattaccagtgtaagactccaggaccccaactcctgaagttgtgcccgtaataccggcaaccccctcca
tcctgtattaagtcgactataaccacgtaaaacgtgaacctagtacatctataaaaggtacctcgaaacttaggtaaagaagaaaaaaaacatctgtacttacctaa
ataagacccgatttaccactgtcccttataactctgttactttctagaccaatctaccgtgaatttccagtcaattattggtggaaagtgggaaacgttttactataaag
tcccatacgcecttcgetcgtggggtcagactctaccgaggacggccacactcggactcccggtggtaggagacggaggaccggacccgaccggaccgacgt
ccactggcccacatgtatgtggggaaggtggagcagtaggtgttactctcatggacactcgtcgaccgtttccggttacggceccttcgggtttctggggtggaa
gtatggacgaggttaagtccggttctgtaggggacacctacttttccgggatgtcctggtcgaccacgatcagcgacgttttgaactgtggcttctgttcaactcc
cggcgttaccagccctacgaccggttgaagaacccgaaggcatatataccgtacgtgtcactcgataccccgcaccaggtaccccggtggcaggagaggggt
tgccgacagaaaccgtgggaccggagagagatagaccctcggaacctggtgtgtcgactgtccgatgtccgttaggacccacaaggaaccttectgttcttga
cgtggagggccgacctacgcgtgttccaggacagacgggacgtccgacatgtcccggacgatcaccgggtcccgteccgactatcggtccgggtcgacgac
gacaggtgccaccacccgcacaagtgtcggggtccggacgtggacttcgtcggcaaacacgtcccggaccgagagatatggggacaccaggagggtgeg
agagacctgaagtgtcttgacctacaacgacgactcttctaactgtccaagtacgtccgacactgtcctaccttctgaccgacgagggactaccctcggtcacacc
tgtcgtgggaccgaaagttgtggatgcaggtgaaggttccattccgtttggagagacgaccgagaccgggatcctgaatcataggttacacatcgactctagtc
ggtcagtccggaacctctacccgtcccccgtcgggacgcectgtatggaccactggtgggaactcttcaccccttcaccgacgaggcgacccagggacctaccc
ggcaggtggaggacctggacgacgggatgatacacgtgctgatatgttgtaggaaaaagaatgtagtaaattaggggaatactacaccacttctccataaaca
cggaaacaaatggtcacttctttatctctgagcctctttgtttcacggaacgagttctaccgtgtcggtggtcacccccaggaccctaactttgggtgtagaggacc
ggggtgtcgggtcaagatgtgagtcttcccagtccaagtatagagaactcttccagtccttgaccccagggaccgggtacgtctttattcgttaaccgaacgaatt
tagggaaagtacaatcctccccgtaatgacttttgggagatgatgtttctaacaactaaaaaaaaaaaaaaaaataactctgtcccagaacaagacagtgggtcc
gacgtcacatcaccacggtagtaacgagtgacatcggaacttgaggaccggagttcgctaggagggtggagacggaaggtttcacaaccctaatttccacact
cggtgacgtgggtcggtgtctaacgaatttcgtaagtaaattgtttatgaacaactcctaaacgatgaacattctgaaattcggaccgtagagtctcctccggtctc
ctcccgacatatccgggacggaggtccgaaaatttccagttaccecgtttacggatcctaaacctcgacgtecctttgcacgaggtgttccattgagtcecttcgga
gccccgagagtctectgtctccagtgaccectecgectctcgtccggaacggaccgtcactccegttgtcccgaccacttcgatectegttcgtactactcgggtegg
acgtctcaaaccccgttecttgctcctaccccgccaaccgaaccgtactcacaacttggtcttttacccggaccectcccgtctcgacctctgtgaaacttgeggtac
gaaccatccacacccttacccctgcgcaagacaagtctccagtagggcecttcggacggcacacgtctgacctccgtccctcctaacaaacttccaatgegttctca



ggtccgtgtgtcagtgcccttgtgcacgagtccctcgtcgagcecgtttaggtacccaccccaccccgactccccacacagattctctgtgactcctccgagacagtt
ctacaattggagcactccctgtctctcggtccgecctecactttctgttctgacacctctttctccaagtcaccgcgtatcactaaaaagaatggtgttgttggaggaa
ctccagaaagggaagcccaagtccctctccactatctacccccctaacgagtcgggaccgtgactgaccagtgtcccegtctccggtcgggcetcccaacgggcec
aactcccaccgtcgtgtgacacgtcccgtctegtecctgtgtacctgaatcggacgacagggatcctcttcacgaccctcctcgcgagtgactcttectcccaggac
gtcttcegtttccgttctttcggtcaccgtagactttacccagagggaagctttctctcgtgtaggtggactgggtctggegtctcggteccggtectecttctectectt
cttattttttcggttggtgtagccctgagtttccttcgggtcctaggagcggccggaggtggcegtacgacgggactgggacggggtgaaggattgaaacgacc
ggagtcaaaggcagtttcctccgtcggtgaaggacgggtgtaccagacaggtcactcctctagcccccgacagagecctggagatccaaagggaaatcgtta
ctacaagataaatgtactggagtcgtccgtcgatctacacagggtgatctctcctggactcctagaccccggactacccgaggtcccatggcagacgggtcacg
aacgacacgaggactcgtaccccgcgaccgggaccaccaaaggtactgtggtccaggactgaactggagctgtctaaatggatcggaggcectactcttacca
ctcgacacgtacagtctgctcgtctcccttctgeccgtcggtgagagtacagtttagggtcgcagaaaaccctccgtcgaagggaaaaaatcaaatcaaacaacct
tcttttcttaacagggaaaggggggagatttgattttcggaacggtcgggtccacccgtcgtggctccagggacgteccttgcacgttccccttgggacgtcaaa
gggcgagtgtacgggaaggctctgactcacgaggctcctgactcctgctctttatacggtccagacggtgacggaagaatgctctgggectgggtccccteeg
tgtcggtacgggtcgaggacggacggtcaagacaggagggtcgacgggatgaaagtacgaccctggaggttaagtcatgtttccctctggagtgacaaag
acttggtagagatgagtctgagggttcacggtgcacgggtcccctgacaagacactgtttgaatatgtgttgaagtgggataagaggattcttgttggcgtctta
tccggaaagtcctactcaccctectgtcggctcccgtecctacacgatcacattccagctccgtctcccacccgacgacagtacctttctggggtccattgacgcagt
gtgtgtttaaacacaggaagagggtgttgcccgagagggctcaagagacagtagacgtgccgggacactcgtcctcccctttgtctcccgagtggggacggg
ggttccgggtcacacgtttaggtaagtagtgttgctccaacacactcagaggggtcatcgttcccgacgactccttacctcgggagcaaaggccccggacgceac
cgggtgagacataagatactgacactaccccctcccacccccggtgtectgtcgaccacccgagacggtaccgaccccgatctgtacctaatttttcactcatactc
gtccccggagatectcaccaccctatcacgccaccaccggtgtacagtaagatgcacgcaggtttggatgtcttacattttgtggtectecctctgagtttcttttgat
agttgaaactcacgactcctgcacagtcacatccaagcagtcaacgttgtttacccggtgcgaccacactctacaactagtgccccctccgacacatcaccecctgt
tctcaatatacccttgaaagacatgaaagacgagctaaaacgacacttggatttcagtgagattttttattgtagagaatttaaaaaatttttcactcacacagtttgg
tgtcggaaacccagtcctgtcaagatccaaactcaactggaccgtccatggtcaccgaatacagggaattccactgtctacgttttgggggccaaaccacggacc
gtacaacacacagaacgtccaccgccaatcccgacggagtcacttgagtttaccgacgtaaaatgtcctctttataaactcggtgtgaacgccaggacaccggtc
ctcttacgtctcaccggaccccccceggttecttectccgactecgtecegetecccgtectagacccggaaaccacagacggtcgggagtaaggacggggaca
gaacccactgagaagggagggacagaggacagacctaaagtcccttctacttcccgaagagggacgaccggctcggggtcctcaagacccacctgttgtegt
ggagtcacagacaagggtacgagagaccgtacccgtggaaggtcgtgacctcactgtaggtcctgttgaagagccactgagttcacgggaagtgactctcgce
ggacggacgacgactaggtcggagtgatacggagactggacctgttccacctcccagagtgaaaggtcgttttgagggagttgacctacttctttgatagagg
ggccatcctcggagggccagaggggaccttacaccctcggtgtgacaggacgggtccgacccccgecccacccctcatctgtgtggactcgactcggaaccc
acgtctcgtcccgtcccggegcecaccgtgecccgacccgtccgeccggacacacagacagatggtcaggagataggtcggtcgtgggtcgagaggtcaatcac
agacagaaagttcacgtccgttccatttcctectctecttcttacgaaaaagatgtgaatgtgaacggaccatcaaaacctccccctcttttgtaacgttaggcggga
gactctctcctggtaaaaccagggtgtggactgtgtgtcgtgtggacactgtaggttctcgaagaaccttgactgaacggtcctcccaagcectgaagcegcactc
gcccccaccccggaagagtecctcgcagggaactgaggtcttgcgggaacgaccgccgaccgcecgacccacccctatccacaacaatcgaggagaaaggac
gacgttaaggaaaggtgtctcgggacctgagtttgatgtgtagtggggtctagtagctccggacctttagacgagggtctccgtccgtaactcactgtgctacc
gaactgtagttgagacccacaaaaaatacaaaatttttaacactaccattttatatgcattgttttaaacggtagcattggtaaaagctcacgtgtcaagtcaccatg
atccgggtaagtgtgacaacacgtcggtagtgggggcaggtagaggtaaatagaagagttgaagggtttgacttcgagacaggacgactttgtgattgaga
ggtaaaggggaaggggaaccggggccgttggtggtgctacaggagctccaagtgggtacaacatcgtgtacagtcttacaggaaggaaaacttccgactta
ttataaggtaacgtacaccaatggtggaaaacacataggtgagtaggtagctacctgtgcacccaacgaaggtggaaactcgacgacacttatcacgtcacat
gggacatttgtacccacatgacagtcgagaatattcacgaactatgtagtgacctttacaggtacccgagacttcctacggttttctaccttctccgagatatgcttct
agttagctcaactgtatcgttgcacaggtcgtgctccaactgtgacatgggaggacggagagaggaaaagtacccacagtacagtagttcttgtgacgacacc
gtcatcattctgtgtcacgtaataaagtctcttatcgtaaatttttaatgggttcattgtgtggaagttacgtcggttggatttttgtcttacgtggtttcctgttggtaa
ggatccaggagtagccatttagaagatacagggagtgtatcataacgtttactgtacttcctaaaaataacatccaaaacgactttaaaaggggttccccctecta
ctgaatcaacccactacccccctegtttgtagggacagcagtcccaacccacgttectcgtattcggacggaccggagaccctctcgggagtgacacaccggac
ctcggaaggattgacacgtagtagaggggtcctggtaggtggactggtacggggttgaccacgacgttcctagaatactggacgtcctggacgagcgggtc
cgactcgacgggcggtaagacgtgtggctcgacttggacgtttttaactcgttactggcgtagtcccaccccctccatacacactcggacacagacacggactg
gacccaaggttcacacgtgtcccaccctccgtacctacattccctgtgtctecctccgatacccaccccggtegteccgttctecctegectctcatcceggtttccaccc
tctcttcatcggtctcgtaagaccccggaaggtccacgtctcgtegtttagggaggggtagggacgacacggaggaggacgatccacacacaaggtaccagg
acgaaccggaacggaacggagtcccaggaggtcccaaggatatcacctcaactttggccctacttctgtcgttcgtggggacctggaccacgggacccgggt
cggggaagaagtccctttacgactcgtcgtctgtcttacagggggacggtacaccgtggtacgtgtagacgtcgatggttcctacacggaactacaagacccg
ggacacgagtcacgacccctctttcaccctcaagaatgcccccggtcgceccttctcgggagacacgattcaatcgattcgggaccgtgaccacccggtaccggtt



ccctecggtecttaagacggaccctgtagtcccgtcttacacttctaccctcctacattccccacacaatccctectcggecgtacactcaaaccggtaacaccggttaa
ttgccagtagatgtgtgtctgtgtgggaacggatgtgactccccgtccgtatgtgacacgtaggaggaccgtccgaccttttacagggggaggtcctgtcacgt
gtcgtgtctccaggactcgggtggggccgggagatcgggagtcgtgggacccagtgggtcacgcgggagtcttactaggactacagacgacgaaacgtcc
acgacttgtcgtaaaaaaaactcgaacttcgcctactctctctcgggtgtctcagatgggttgtcgaattgttcggactccagaacctccactgggacttggcggg
taaggacaaacgacacatactagtttcgcggtgacgggacgtgaaggacccggcgcaccggttgggcgactcgtgtcgtactccggtcccggggtettgtgt
cacggaccgttccggagacggggaccggaaactccgtttccggtcgtegtctattgttggggcectgtttagtcgctacacagtgggggtcagagggtggaaa
agaagattactcagctgaaactcgacctttcgtcggcaaagaggaaccagattcacacgacgtacctcactcgtcatcttcggacgtcgccgtgtttacgtggag
ggtcaaacgacccaaataaaatctcttacccccacccctecgttcttggtcacaaatcgcgcecctgatgacaaggtttttcttaaggttggctggtcgaacaaacac
tttgttttttcacaagggaaaagttcaactcttgtttttaacccaaaattttaatttcatatgtaaaaacgtaacggaagccaaacataaatcacagaacttacattcttg
tactggaggcacatcacagacattatggaatcaaaaaaggtgtctacgaacactaaaaacttgttatgcactttctacgttcgtggacttaaagacaaacttacgc
cttggtatcgaccaataaagagggaacacaatcattatttgcagaacggtgttattcggaggttttt</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>2148</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2148 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q89">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agaaagtagaccctcaccaggcatggaatctgccagtgccttgatcttggacttccagcttccagaactggtatgcggaageg

agcaccccagtctgagatggctcctgccggtgtgagcectgagggccaccatectctgectecctggectgggetggectggcetgcaggtgaccgggtgtacata
caccccttccacctegtcatccacaatgagagtacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcag
gccaagacatcccctgtggatgaaaaggccctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggcecgcaatggtcgg

gatgctggccaacttcttgggcttccgtatatatggcatgcacagtgagctatggggcegtggtccatggggcecaccgtectctccccaacggctgtctttggceac
cctggcctctctctatctgggagcecttggaccacacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggcetggatg
cgcacaaggtcctgtctgccctgcaggctgtacagggcctgctagtggcccagggcagggctgatagccaggceccagetgctgetgtccacggtggtgggce
gtgttcacagccccaggcctgcacctgaagcagcecgtttgtgcagggcectggctctctatacccctgtggtectcccacgctctctggacttcacagaactggatg
ttgctgctgagaagattgacaggttcatgcaggctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacac
ctacgtccacttccaagggaagatgaagggcttctccctgctggccgagccccaggagttctgggtggacaacagcacctcagtgtctgttcccatgcetctctgg



catgggcaccttccagcactggagtgacatccaggacaacttctcggtgactcaagtgcccttcactgagagcgcectgectgctgctgatccagcectcactatgc
ctctgacctggacaaggtggagggtctcactttccagcaaaactccctcaactggatgaagaaactatctccccggaccatccacctgaccatgccccaactggt
gctgcaaggatcttatgacctgcaggacctgctcgcccaggctgagctgcccgecattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatca
gggtgggggaggtgctgaacagcattttttttgagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggagg
tgaccctgaaccgcccattectgtttgctgtgtatgatcaaagcgcecactgcecctgcacttcctgggecgegtggcecaacccgctgagcacagcatgaggcecag
ggccccagaacacagtgcctggcaaggcectctgeccctggcectttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcaccecc
agtctcccaccttttcttctaatgagtcgactttgagctggaaagcagcecgtttctccttggtctaagtgtgctgcatggagtgagcagtagaagcectgcageggce
acaaatgcacctcccagtttgctgggtttattttagagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaacc
gaccagcttgtttgtgaaacaaaaaagtgttcccttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagt
gtcttgaatgtaagaacatgacctccgtgtagtgtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatt
tctgtttgaatgcggaaccatagctggttatttctcccttgtgttagtaataaacgtcttgccacaataagcectccaaaaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>11600</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11600</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q90">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaagaagctgccgttgttctgggtactacagcagaaggtaagccgggggcecccctcagctecttcteggtcettgtctctctcag
atgtaactgagctgtgggctaggaggaaaaggccgggaggaggcacggtgatgactgaaaaacctctcccctctcataagaccagtcatccggacgcgggce
tttcccccactcggtgceccacctggggtcttacaggaggagctgctcectcctcagcaataggacaagatggtcaggtcttectgcttccgctgagaaaagttagg
gtcctcaggaacggagcagactggtacaggaacagagtcatcatggccaagagtccaccgggtcctcttgccatcaggaggaatagcagggcttgtgcagg
aattggggctggagggaagggccgggctcggtcagtctccagctgggatccccagagtggtcaccctaccecteccctcgagacagactgectgactgtgtgtc
atcaggctggtcaccatctccctgaacctcgatttgctcacctataaaatggaactaataacgatgcctgggctccctgtctcaggggctctggtatagctgaaga
gaactaatataacatgaaagtgctttctaagctttgggataagctaaaaggcagattccaattttattcgagggcagcgtagattggtgcttcagctcgtggatga
cagagtcagggggcctggttctgagtcctagttctgtctcttcccagetgtgtgacgttgaacaagtcactggacctctctgttcctctgcaaaacagcatgaacca
attcattaactacttctccaggatgcagtaggtcccagggactatcctaggaatgtgggctgtattagtaaacacaacagcgggaaccctgttccggggctcaca
ttcacatcagagcaaacagacaaagacgctggacagaataagtgcataactacatggtacagagggttataaggagggaaaaggggagctggatgagaga



gttgagagtgcccggtgtggtggggaaagctgcagggtgaaatactgcatcagggaaacctcagggaaggtgaggactatggtgaggtcagaggggttg
atatgagaacagtgccctgcaaatggcaggcaccacaggagcatgagccgtcatcttcacctttagcattcagcccgggagaagtagggagacatagaagg

ggcaggtgctggccaagaggcaggggcaggagaggagaaggcggaggggcactcagggcgagggtgtcaggcccgccaccccagagcaccattactc
ccaggacgcggctgcgtgcagacctggaaccagcctagggagcagccgcagatcacaactgagaacaaacgacagtctctgcctcaaaaatggcccatgga
attgcgtctctggagacgctgcctgagcaggagcagcacagtgagcgggctgcatcgaccagcgccatccaaaccccgaacagttggegcttgtcaggceag
gacttcccagcagtcggttcccacaggtttcccctgttgacctgatttgatgtgactgtctagattaggtgtgaactggtggcttaggcttctctgcacagaaaggce
ctgcaagcagcagagagagttttctgttccatttttccatgtcatgtggctcttcctgagaacagcggatggagtcaaatgcatggggagtggggtgagatggt
agctgaggtcagaatttggcatttgaatgactgaagcagaacaaaacacaccaggtacttcagcagctgcaccgtgttgagggcaggtgctggttacgggtct
gggtgagggaagccagctgccaatgtaagaagaatgactgggtatgcttagatgaagcagaaaaatctaggcatcaaggtggcecttgagtcagtgatgaca
cgctacagctccaaggaagcctggcectagccctggggggacagaaaaggccaagaagtgacgatattgcagtacacccccctccacaagaaatgagtgaga
tgtggtacaaaatgttagaattgaatgaatcaatagaataaacgttcatcccttcaatcaagaagagtcagatgaaatgaattagcagggccagcccaagaacct
cttctgggggtctcagggtagctttcatttgtagcagctgaggctgaagcccagctgcaaggcectttgagagaacgtggtgctggacccgtgtctagggcagg
ggttctaaaccctgcttacatatcagagtcacctgagaattttctatttttttttttttttttttatacgtggtcccagcacagactaaggaatccaactatcattgggcaa
gccatgctaggtatgcatgcctttggggctctgcaggggatagcgctatgcagggatggttgagagctggttttggggttgagacacgtgggaaatacttgg
actttgggctgagcctgtggtgctcaatcccggctgcatgttgggaccacagggagatgacaaaaccatccccagcecctcaccctagggcecctcgaatgagcat
ctcaggggtctaggaggcctccacaaagacctactgattggcacacacttgtttctctaggaagagaacttacagctgcaggcaggagcatgtcttaatctgctt
gggctgccataagtaccacagactgggagggtttaacaacagaaatgtgttatctcacagttctggaagctagaagcctgggagccagccatcagcagagttg
gtttcctctgggtectctatecttggcttgtagatggcecgtcettctetctgtgtccccacatggtcttecctetgtgtecccacatggtettecctctgtgtgtgtecatgt
cctcatctcctcttctcataaggacacaggtcatattagatcagggctcaccctcatggcctcattttaacttaatcatctctttaaagatcctgtctccaaataatggtc
acattctgaggtcctggggttgaggacttcaacacgggcattatggccgttgggggaggtaggacataattcagctgatattggtgcattttgcacttggatcat
gtagatattttccatggagctttgaatccatttcttcttttttttgtagacatgaatggatttattctgggctaaatggtgacagggaatattgagacaatgaaagatct
ggttagatggcacttaaaggtcagttaataaccacctttcaccctttgcaaaatgatatttcagggtatgcggaagcgagcaccccagtctgagatggctcctgec
ggtgtgagcctgagggccaccatcctctgectcctggectgggcetggcectggctgcaggtgaccgggtgtacatacaccecttccacctcgtcatccacaatga
gagtacctgtgagcagctggcaaaggccaatgccgggaagcccaaagaccccaccttcatacctgctccaattcaggccaagacatcccctgtggatgaaaag
gccctacaggaccagctggtgctagtcgctgcaaaacttgacaccgaagacaagttgagggccgcaatggtcgggatgctggccaacttcttgggcttecgta
tatatggcatgcacagtgagctatggggcgtggtccatggggccaccgtcctctccccaacggcetgtetttggcaccctggcectctctctatctgggagecttgg
accacacagctgacaggctacaggcaatcctgggtgttccttggaaggacaagaactgcacctcccggctggatgcgcacaaggtectgtctgecctgcaggce
tgtacagggcctgctagtggcccagggcagggctgatagccaggceccagctgctgctgtccacggtggtgggcegtgttcacageccccaggectgcacctgaa
gcagccgtttgtgcagggcectggctctctatacccctgtggtectcccacgcetctctggacttcacagaactggatgttgctgctgagaagattgacaggttcatg
caggctgtgacaggatggaagactggctgctccctgatgggagccagtgtggacagcaccctggctttcaacacctacgtccacttccaaggtaaggcaaacc
tctctgctggctctggecctaggacttagtatccaatgtgtagctgagatcagccagtcaggcecttggagatgggcagggggcagcecctgcggacatacctgg
tgaccacccttgagaagtggggaagtggctgctccgctgggtccctggatgggcecgtccacctecctggacctgetgecctactatgtgcacgactatacaacatc
ctttttcttacatcatttaatccccttatgatgtggtgaagaggtatttgtgcectttgtttaccagtgaagaaatagagactcggagaaacaaagtgccttgctcaag
atggcacagccaccagtgggggtcctgggattgaaacccacatctcctggccccacagcccagttctacactcagaagggtcaggttcatatctcttgagaagg
tcaggaactggggtccctggcccatgcagaaataagcaattggcttgcttaaatccctttcatgttaggaggggcattactgaaaaccctctactacaaagattgt
tgatttttttttttttttttattgagacagggtcttgttctgtcacccaggctgcagtgtagtggtgccatcattgctcactgtagecttgaactcctggcectcaagcgat
cctcccacctctgecttccaaagtgttgggattaaaggtgtgagccactgcacccagccacagattgcttaaagcattcatttaacaaatacttgttgaggatttgcet
acttgtaagactttaagcctggcatctcagaggaggccagaggagggctgtataggccctgcctccaggcttttaaaggtcaatgggcaaatgcctaggatttg
gagctgcagggaaacgtgctccacaaggtaactcagggaagcctcggggctctcagaggacagaggtcactggggagcggagagcaggccttgectggce
agtgagggcaacagggctggtgaagctaggagcaagcatgatgagcccagcctgcagagtttggggcaaggaacgaggatggggceggttggcttggca
tgagtgttgaaccagaaaatgggcctggggagggcagagctggagacactttgaacgccatgcttggtaggtgtgggaatggggacgcegttctgttcagag
gtcatcccggaagcectgecgtgtgcagactggaggcagggaggattgtttgaaggttacgcaagagtccaggcacacagtcacgggaacacgtgctcagg
gagcagctcggcaaatccatgggtggggtggggctgaggggtgtgtctaagagacactgaggaggctctgtcaagatgttaacctcgtgagggacagaga
gccaggcgggaggtgaaagacaagactgtggagaaagaggttcagtggcgcatagtgatttttcttaccacaacaacctccttgaggtctttcccttcgggttc
agggagaggtgatagatggggggattgctcagccctggcactgactggtcacaggggcagaggccagcccgagggttgcccggttgagggtggcagcea
cactgtgcagggcagagcagggacacatggacttagcctgctgtccctaggagaagtgctgggaggagcegctcactgagaaggagggtcctgcagaagg
Ccaaaggcaagaaagccagtggcatctgaaatgggtctcccttcgaaagagagcacatccacctgacccagaccgcagagccaggccaggaggaagagga
ggaagaataaaaaagccaaccacatcgggactcaaaggaagcccaggatcctcgccggcectccaccgcatgctgecctgaccctgecccacttectaactttge
tggcctcagtttccgtcaaaggaggcagccacttcctgcccacatggtctgtccagtgaggagatcgggggctgtctcgggacctctaggtttecctttagcaat



gatgttctatttacatgacctcagcaggcagctagatgtgtcccactagagaggacctgaggatctggggcectgatgggctccagggtaccgtctgceccagtgce
ttgctgtgctcctgagcatggggcegcetggcecctggtggtttccatgacaccaggtcctgacttgacctcgacagatttacctagcctccggatgagaatggtgag
ctgtgcatgtcagacgagcagagggaagacggcagccactctcatgtcaaatcccagegtcttttgggaggcagcttcccttttttagtttagtttgttggaagaa
aagaattgtccctttcccccctctaaactaaaagcecttgccagcccaggtgggcagcaccgaggtccctgcagggaacgtgcaaggggaaccctgcagtttece
gctcacatgcccttccgagactgagtgctccgaggactgaggacgagaaatatgccaggtctgccactgcecttcttacgagacccggacccaggggaggceac
agccatgcccagctcctgectgcecagttctgtectcccagetgecctactttcatgctgggacctccaattcagtacaaagggagacctcactgtttctgaaccatct
ctactcagactcccaagtgccacgtgcccaggggactgttctgtgacaaacttatacacaacttcaccctattctcctaagaacaaccgcagaataggcectttcagg
atgagtgggaggacagccgagggcagggatgtgctagtgtaaggtcgaggcagagggtgggctgctgtcatggaaagaccccaggtaactgcgtcacac
acaaatttgtgtccttctcccacaacgggctctcccgagttctctgtcatctgcacggcecctgtgagcaggaggggaaacagagggctcacccctgcccccaag
gcccagtgtgcaaatccattcatcacaacgaggttgtgtgagtctccccagtagcaagggctgctgaggaatggagcecctegtttccggggcectgegtggecc
actctgtattctatgactgtgatgggggagggtgggggccacaggacagctggtgggctctgccatggctggggctagacatggattaaaaagtgagtatg
agcaggggcctctaggagtggtgggatagtgcggtggtggccacatgtcattctacgtgcgtccaaacctacagaatgtaaaacaccaggagggagactca
aagaaaactatcaactttgagtgctgaggacgtgtcagtgtaggttcgtcagttgcaacaaatgggccacgctggtgtgagatgttgatcacgggggaggctg
tgtagtgggggacaagagttatatgggaactttctgtactttctgctcgattttgctgtgaacctaaagtcactctaaaaaataacatctcttaaattttttaaaaagt
gagtgtgtcaaaccacagcctttgggtcaggacagttctaggtttgagttgacctggcaggtaccagtggcttatgtcccttaaggtgacagatgcaaaaccccc
ggtttggtgcctggcatgttgtgtgtcttgcaggtggcggttagggctgcectcagtgaactcaaatggctgcattttacaggagaaatatttgagccacacttgc
ggtcctgtggccaggagaatgcagagtggcctggggggggccaaggaaggaggctgaggcagggcgaggggcaggatctgggcctttggtgtctgec
agccctcattcctgeccctgtcttgggtgactcttccctecctgtetectgtctggatttcagggaagatgaagggcttctcectgctggccgagccccaggagttct
gggtggacaacagcacctcagtgtctgttcccatgctctctggcatgggcaccttccagcactggagtgacatccaggacaacttctcggtgactcaagtgecct
tcactgagagcgcctgectgctgctgatccagectcactatgectctgacctggacaaggtggagggtctcactttccagcaaaactccctcaactggatgaaga
aactatctccccggtaggagcectcccggtctcccctggaatgtgggagcecacactgtectgecccaggctgggggcggggtggggagtagacacacctgagcet
gagccttgggtgcagagcagggcagggccgcggtggcacggggctgggcaggceggcctgtgtgtctgtctaccagtcectctatccagccagcacccagctc
tccagttagtgtctgtctttcaagtgcaggcaaggtaaaggaggagaggaagaatgctttttctacacttacacttgcctggtagttttggagggggagaaaac
attgcaatccgccctctgagagaggaccattttggtcccacacctgacacacagcacacctgtgacatccaagagcttcttggaactgacttgccaggagggttc
ggacttcgcgtgagcgggggtggggccttctcagggagcegtcccttgactccagaacgceccttgctggcggetggcggctgggtggggataggtgttgtta
gctcctctttcctgctgcaattectttccacagagcecctggactcaaactacacatcaccccagatcatcgaggcctggaaatctgctcccagaggcaggceattga
gtgacacgatggcttgacatcaactctgggtgttttttatgttttaaaaattgtgatggtaaaatatacgtaacaaaatttgccatcgtaaccattttcgagtgcacag
ttcagtggtactaggcccattcacactgttgtgcagccatcacccccgtecatctccatttatcttctcaacttcccaaactgaagcetctgtcctgctgaaacactaact
ctccatttccectteeccttggecccggcaaccaccacgatgtcctcgaggttcacccatgttgtagcacatgtcagaatgtcecttecttttgaaggctgaataatatt
ccattgcatgtggttaccaccttttgtgtatccactcatccatcgatggacacgtgggttgcttccacctttgagctgctgtgaatagtgcagtgtaccctgtaaacat
gggtgtactgtcagctcttataagtgcttgatacatcactggaaatgtccatgggctctgaaggatgccaaaagatggaagaggctctatacgaagatcaatcg
agttgacatagcaacgtgtccagcacgaggttgacactgtaccctcctgcctctctecttttcatgggtgtcatgtcatcaagaacactgctgtggcagtagtaaga
cacagtgcattatttcagagaatagcatttaaaaattacccaagtaacacaccttcaatgcagccaacctaaaaacagaatgcaccaaaggacaaccattcctagg
tcctcatcggtaaatcttctatgtccctcacatagtattgcaaatgacatgaaggatttttattgtaggttttgctgaaattttccccaagggggaggatgacttagtt
gggtgatggggggagcaaacatccctgtcgtcagggttgggtgcaaggagcataagcctgectggcectctgggagagcecctcactgtgtggectggagect
tcctaactgtgcatcatctccccaggaccatccacctgaccatgccccaactggtgctgcaaggatcttatgacctgcaggacctgctcgcccaggcetgagcetgec
cgccattctgcacaccgagctgaacctgcaaaaattgagcaatgaccgcatcagggtgggggaggtatgtgtgagcectgtgtctgtgcectgacctgggttcca
agtgtgcacagggtgggaggcatggatgtaagggacacagaggaggctatgggtggggccagcagggcaagagggagcggagagtagggccaaag
gtgggagagaagtagccagagcattctggggccttccaggtgcagagcagcaaatccctccccatecctgcetgtgectectectgctaggtgtgtgttccatggt
cctgcttggcecttgecttgectcagggtectccagggttcctatagtggagttgaaaccgggatgaagacagcaagcacccctggacctggtgecctgggcecca
gccccttcttcagggaaatgctgagcagcagacagaatgtccccctgccatgtggcaccatgcacatctgcagctaccaaggatgtgecttgatgttctgggcecc
tgtgctcagtgctggggagaaagtgggagttcttacgggggccagcgggaagagccctctgtgctaagttagctaagcecctggcactggtgggcecatggec

aagggagccaggaattctgcctgggacatcagggcagaatgtgaagatgggaggatgtaaggggtgtgttagggaggagccggcatgtgagtttggceca
ttgtggccaattaacggtcatctacacacagacacacccttgcctacactgaggggcaggcatacactgtgcatcctcctggcaggctggaaaatgtccccctec

aggacagtgcacagcacagaggtcctgagcccaccccggcecctctagecctcagcaccctgggtcacccagtgegecctcagaatgatcectgatgtctgetgcet
ttgcaggtgctgaacagcattttttttgagcttgaagcggatgagagagagcccacagagtctacccaacagcttaacaagcctgaggtcttggaggtgaccct
gaaccgcccattcctgtttgctgtgtatgatcaaagcgccactgcecctgcacttcctgggecgegtggecaacccgctgagcacagcatgaggccagggeccca
gaacacagtgcctggcaaggcctctgcccctggectttgaggcaaaggccagcagcagataacaaccccggacaaatcagcgatgtgtcacccccagtcetecc
accttttcttctaatgagtcgactttgagctggaaagcagccgtttctecttggtctaagtgtgctgcatggagtgagcagtagaagcctgcagcggcacaaatgce



acctcccagtttgctgggtttattttagagaatgggggtggggaggcaagaaccagtgtttagcgcgggactactgttccaaaaagaattccaaccgaccagct
tgtttgtgaaacaaaaaagtgttcccttttcaagttgagaacaaaaattgggttttaaaattaaagtatacatttttgcattgccttcggtttgtatttagtgtcttgaat
gtaagaacatgacctccgtgtagtgtctgtaataccttagttttttccacagatgcttgtgatttttgaacaatacgtgaaagatgcaagcacctgaatttctgtttga
atgcggaaccatagctggttatttctcccttgtgttagtaataaacgtcttgccacaataagcctccaaaaa</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length/>



<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq91">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgatcatacacagtaaacaggaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q92">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgatcatacacagtaaacaggaat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q93">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcatagctcactgtgcatgccat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atccagttgagggagttttgctg</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g95">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>taaacaagctggttggttggaat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>



<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q96">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgtttcacaaacaagctggtcgg </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q97">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atccagttgagggagttttgc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q98">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgtttcacaaacaagctggtcg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q99">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgtttcacaaacaagctggtc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq100">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgtttcacaaacaagctggttgg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">



<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="28">
<INSDSeq>



<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q102">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctgtttactgtgtatgatca</INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq103">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cctgtttactgtgtatgatca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q104">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic



construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tggcatgcacagtgagctatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq105">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcaaaactccctcaactggat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q106">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttccaaccaaccagcttgttta</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q107">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cgaccagcttgtttgtgaaaca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q108">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcaaaactccctcaactggat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq109">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgcaaaactccctcaactggat</INSDSeq_sequence >
</INSDSeq>



</SequenceData>
<SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq110">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcgaccagcttgtttgtgaaaca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq111">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic



construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgaccagcttgtttgtgaaaca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q112">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaccagcttgtttgtgaaaca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>22 </INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>other
RNA </INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q113">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caaccagcttgtttgtgaaaca</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



