SEQUENCE LISTING

<i10> EISAI R&D MANAGEMENT CO., LTD.

<120> COMPOSITIONS AND METHODS FOR TREATING INFLAMMATORY D1{SORDERS

<130> 09056-C3338

150> 61/256, 521
<151> 2009-10-30

160> 135

<170> Patentin version 3.5

WAL

211> 397

212> PRY

<213> Homo sapiens

<400> -1

Met Ala Pro 1le Ser Leu Ser Trp Leu Leu Arg Leﬁ Ala Thr Phe Cys
1 5 10 15

His Leu Thr Val Leu Lau Ala Gly Gin His His Gly VYal Thr Lys Cys
20 25 30

Asn lle Thr Cys Ser Lys Met Thr Ser Lys 1le Pro Val Ala Leu Leu
35 40 45

[le His Tyr Gin Gin Ash GIn Ala Ser Cys Gly Lys Arg Ala lie lie
50 55 60

Leu Giu Thr Arg Gin His Arg Leu Phe Cys Ala Asp Pro Lys Glu Gin
65 70 15 g0

Trp Val Lys Asp Ala Met Gin His Leu Asp Arg Gin Ala Ala Ala Leu
85 a0 95
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Thr Arg Asn Gly Gly Thr Phe Glu Lys Gin lie Gly Glu Val Lys Pro
100 105 110

Arg Thr Thr Pro Ala Ala Gly Gly Met Asp Glu Ser Val Val Leu Glu
115 120 125

Pro Glu Ata Thr Gly Giu Ser Ser Ser Leu Glu Pro Thr Pro Ser Ser
130 135 140

Gin Glu Ala GIn Arg Ala Leu Gly Thr Ser Pro Glu Leu Pro Thr Gly
145 150 155 160

Val Thr Gly Ser Ser Gly Thr Arg Leu Pro Pro Thr Pro Lys Ala Gin
165 170 175

Asp Gly Gly Pro Val Gly Thr Glu Leu Phe Arg Val Pro Pro Val Ser
180 185 190

Thr Ala Ala Thr Trp GIn Ser Ser Afa Pro His Gln Pro Gly Pro Ser
195 200 205

Leu Trp Ala Glu Ala Lys Thr Ser Glu Ala Pro Ser Thr Gin Asp Pro
210 215 220

Ser Thr Gln Ala Ser Thr Ala Ser Ser Pro Ala Pro Glu Glu Asn Ala
225 230 235 240

Pro Ser Glu Gly GIn Arg Val Trp Gly &In Gly Gin Ser Pro Arg Pro
245 250 255

Glu Asn Ser Leu Glu Arg Giu Glu Met Gly Pro Val Pro Ala His Thr
260 265 270
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Asp Ala Phe GIn Asp Trp Gly Pro Gly Ser Met Ala His Val Ser Val
275 280 285

Val Pro Val Ser Ser Giu Gly Thr Pro Ser Arg Glu Pro Val Ala Ser
290 295 300

Gly Ser Trp Thy Pro Lys Ala Giu Glu Pro lle His Ala Thr Met Asp
305 310 315 320

Pro GIn Arg Leu Gly Val Leu le Thr Pro Val Pro Asp Ala Gin Ala
325 - 330 335

Ala Thr Arg Arg GIn Ala Val Gly Leu Leu Ala Phe Leu Giy Leu Leu
340 345 350

Phe Cys Leu Gly Val Ala Met Phe Thr Tyr Gin Ser Leu Gln Gly Cys
355 360 365

Pro Arg' Lys Met Ala Gly Glu Met Ala Glu Gly Leu Arg Tyr lle Pro
370 375 380

Arg Ser Cys Gly Ser Asn Ser Tyr Vai Leu Vali Pro Val
ags 380 365

Q210 2

Qi1 3B

<212> DNA

<213> Artificial Sequence

{2200
223> Description of Artificial Sequence: Synthetic primer

<400> 2
cgegtogace ceaccatgee tecgatatet cigte

210> 3
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35



QM
22D
213

<220>
223>

<400>

32
DA
Artificial Sequence

Desoription of Artificial Sequence: Synthetic primer

3

gegggegegoe geeotooggg tggcagecte gg

210>
Q1
Q2D
213>

<220>
223>

<400>

4

39

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

4

gegctogage ceaccatgge tocgatatet ctgtegtpe

210>
21
WAV
<213

<2200
{223>

<400>

5

36

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

5

cgoggegece gogetegpcag octegpagte agggac

a0
211>
<22
21

<220>
<223>

<400>

-6

29
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

6

ggeateggrat gsagetgkgt matsctett
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32

39

36

29



<210
2t
<12
213

<220>
<223>

<400>

PCT/JP2010/663653

1

29

DNA

Artificial Sequence

Description of Artificiai Sequence: Synthetic primer

7

gggatgract tepgegyteag otkaptitt 29

10>
(VAR NS
2D
2P

<2205
<223

<400>

8

28

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

8

gggatggcteg toettggeect getotict 28

210>
Q21>
<N
213>

<220>
223>

<400>

g

34

DNA

Artificial Seaquence

Description of Artificial Seguence: Synthetic primer

9

tcatitacoe ggagtceggy agaagcteit agic 34

<210>
211>
L2
213

<220>
<223>

10

28

DINA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer
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400> 10
gogatggaga cagacacact cctgetat , ' 28

WAL IR S

Q211> 29

<212> DNA

<213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic primer

400> 11
geggatggatt ttcaggtgca gattittcap 29

Q210> 12

211> 30

<212> DNA

213> Artificial Sequence

{2200
223> Description of Artificial Sequence: Synthetic primer

400 12
gegatgragt cacakacvca ggtottyrta 30

210> 13

Q1> 30

212> DNA

{213> Artificial Seguence

{220
<223> Description of Artificial Sequence: Synthetic primer

<400> 13
geeatgagegk cocowgotca gytyctkeer 30

Q210> 14

21> 27

212> DNA

213> Artificial Seaquence
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220>
223>

<400>

PCT/JP2010/663653

Description of Artificial Sequence: Synthetic primer

14

gggatpaapgt tegotgttag getglite 21

210>
Q21
Q12
Q13>

220>
223>

<400>

15

25

DNA

Artificial Sequence

Uescription of Artificial Sequence: Synthetic primer

15

ctaacactca ttectegttga agcic 25

Q210>
AR D
Q212
213

<220%
223>

<4060>

16
12
DNA ‘
Artificial Sequence

Description of Artificial Sequence: Synthetic oligonucleotide

16

acatcactoe gt 12

210>
Q1D
AN
Q13>

<220>
223>

<400>

17

50

DA

Artificial Seauence

Description of Artificial Sequence: Synthetic oligonucieotide

17

acggagteat gtocgtcgac gtatcteige gtipatactt cagogtaget , 50

210>

18

7151



21>
\VAYM
213>

220>
<223>

<400>

PCT/JP2010/063653

26
DA
Artificial Seqguence

Description of Artificial Sequence:.Synthetic primer

18

_gtatcaacgc agagatacet cgacgg 26

216>
Q1
Q212
213>

220>
<223>

<400>

19

26

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

18

agetacgetg aaptatcaac goagag . 26

210>
211>
212
Q213

220>
<223>

<400>

20
24
DNA
Artificial Seguence

Description of Artificial Sequence: Synthetic primer

20

gtacggagta ctccaaaast gtte 24

210>
QN
212>
<213

<220>
223>

<400>

21

24

DHA

Artificial Segquence

Pescription of Artificial Seqguence: Synthetic primer

21

tettcagget poaggctgat gate 24
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210> 22
i 24
212> DNA
213> Artificial Sequence
<2200
223> Description of Artificial Sequence: Synthetic primer
<400> 22
aaatcttcag gotgcapget gtig 24
i 23
Q211> 25
212> DNA
213> Artificial Sequence
2200
<223> Description of Artificial Sequence: Synthetic primer
<400> 23
ctgttgatet tgapagaata tigtg 25
A 24
11> 357
{212> DNA
213> Artificia! Sequence
220>
. <223> Description of Artificial Seqguence: Synthetic polynucleotide
400> 24
cagetccagc tgcagcagtc tggaccigaa cigetsaage ctggggcttic agtgaazate 60
tectgcaage cttotgecta cacettcaca aactactata tacactppet gaagoagage 120
cotgeacage gacttzagty gattegateg atttatcotg gagatgetag toctaagttc 180
aatgagaget tcaaggpcaa gaccacactg actgcagaca agtccicaaa cacagcectac 240
atgttgetea peagectpac ctotgaagac totgegatet atttctetge aactgggcce 300
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actgatgecg actacttiga ctactggege cagggeacca cictcacagt cteotea 357

210> 25
211> 3
<212> DHNA
213> Artificial Sequence

220>
223> Description of Artificial Sequence: Synthetic polynucleotide

<400>

gacthGEZa teactcagtc teocagoctce ctatetecat ctgtgggagé aactgteace 60
atcacatete gagcaagesg gaatattcac aatitittag catggtatea geagaaacag 120
geaaaatctc ctcagitect getctataat gaaaaaacct tagcagateg tgtgccatea 180
agegttcagte goaptggatc aggaacacaz tattctctca agatcaacag cotgoagoct 240
gaagatttty gegatitattt ctgtcaacag titipggagta ctocgtatac ghttcggageg 300
ggzaccaage tggaaqataaa a 321
210> 26

211> 118

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic polypeptide

400> 26
'Gln VYal Gip Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
i 5 10 ‘ _ i5

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Tyr ile His Trp Val Lys Gln Arg Pro Giy Gin Gly Leu &lu Trp lle
35 40 45
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Gly Trp tle Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 55 60

Lys Giy Lys Thr Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr
85 70 75 80

Met Leu Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala -I le Tyr Phe Cys
85 %0 g5

Ala Thr Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr Trp Gly Gin Gly
' 160 105 110

Thr Thr Leu Thr Val Ser Ser
115

Q1 27

211> 107

212> PRT

213> Artificial Sequence

.15
223> Description of Artificial Sequence: Synthetic polypeptide

<400> 27

Asp tle Gin Met Thr Gln Ser Pro Ala Ser Leu Ser Ala Ser VYal Gly
i 5 10 15

Glu Thr Val Thr 1le Thr Cys Arg Ala Ser Gty Asn |le His Asn Phe
20 25 30

Leu Ala Trp Tyr Gln Glin Lvs Gln Gly Lys Ser Pro Gin Phe Leu Val
35 40 45

Tyr Asn Glu Lys Thr Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly
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50 55 60

Ser Gly Ser Gly Thr GIn Tyr Ser Leu Lys ile Asn Ser Leu Gin Pro
65 70 ' 75 80

Glu Asp Phe Gly lie Tyr Phe Cys Gin GIn Phe Trp Ser Thr Pro Tyr
85 90 85

Thr Phe Gly Gly Gly Thr Lys leu Glu lle Lys
' 100 105

21> 28

Q2> 5

212> PRT

213> Artificial Segquence

(220>
223> Description of Artificial Seaquence: Synthetic peptide

406> 28
Asn Tyr Tyr 1le His

1 5

Q210> 28

Q> 11

212> PRT

213> Artificial Sequence

{2200
{223> Description of Artificial Seguence: Synthetic peptide

<400> 29

Trp Ile Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Giu Arg Phe Lys
1 5 i0 15

Gly
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210> 30
211> 10
212> PRT
213> Artificial Sequence

220>
<223> Description of Artificial Seguence: Synthetic peptide

<400> 30

Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr
1 5 10

1y 3

Q21 1

12> PRT

213> Artificial Seguence

220>
223> Description of Artificial Sequence: Synthetic peptide

400> 31
Arg Ata Ser Gly Asn lle His Asn Phe Leu Ala
1 5 i0

210> 32

(CARD I

£212> PRT

213> Artificial Sequence

2200
<223> Description of Artificial Sequence: Synthetic peptide

<400> 32

Asn Glu Lys Thr Leu Ala Asp
i 5

Q210> 33
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Q211> 9
212> PRT
213 Artificial Sequence

2200
<223> Description of Artificial Seauence: Synthetic peptide

400> 33
GIn Gln Phe Trp Ser Thr Pro Tyr Thr
1 &

Q10> 34

Q1> 118

212> PRY

213> Homo sapiens

400> 34

Gin Val Lys Leu Leu Glu Ser Gly Ala Glu Val Lys Lvs Pro Gly Ala
i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His
20 25 30

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Trp lle Ser Pro Asn Arg Gly Ala Thr Arg Phe Ala Gin Lys Phe
50 | 55 60

Gin Gly Arg Val Thr Met Thr Ser Asp Thr Ser [le Asn Thr Val Tyr
65 0 15 80

et Glu Leu Ser Gly Leu Arg Phe Asp Asp Thr Ala Val Tyr Tyr Cys
85 80 g5

Aia Thr Thr Arg Thr Ala Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly
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100 08 110

Thr Thr Vai Thr VYal Ser Ser
115

210> 35

11> 107

212> PRT

<213> Homo sapiens

<400> 35
Asp 1le G!n Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Yal Thr ile Thr Cyé Arg Ala Ser Gin Asn fle Asp Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Gln Pro Gly Lys Ala Pro Lys Phe Leu ile
35 40 ‘ 45

Tyr Glu Ala Ser Ser Leu Arg Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Giu Phe Thr Leu Thr lle Ser Ser Leu Gin Pro
65 70 75 80

Giu Asp Phe Ala Thr Tvr Tyr Oys &in Gin Ser Tyr Thr Thr VYal lle
85 a0 85

Thr Phe Gy Gly Gly Thr Lys Val Glu lle Lys
100 105

210> 36
Q1> 118
<212> PR

15/51
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213> Artificial Seguence

{2200
<223> Description of Artificial Sequence: Synthetic polypeptide

<400, 36
Gin Val GIn Leu Val GIn Ser Gly Ala Giu Val Lys Lys Pro Giy Ala
i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr_Thr Phe Thr Asn Tyr
20 25 30

Tyr lle His Trp Val Lys Gin &la Pro Gly Gin Gly Leu Giu Trp lle
: 35 40 45

Gly Trp He Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 55 60

Lys Gly Arg Thr Thr Leu Thr Afa Asp Lys Ser Thr Asn Thr Ala Tyr
65 70 15 80

flet Leu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Ya! Tyr Phe Cys
85 80 g5

Ala Thr Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr Trp Glv Gin Gly
100 105 110

Thr Thr Yal Thr Val Ser Ser
{15 '

VALY

211> 11¢

212> PRY

<213> Artificial Sequence

<2265

16/561
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<223> Description of Artificial Sequence: Synthetic polypeptide
<400> 37

Gin VYal Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Tyr {le His Trp Vai Lys Gln Ala Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Trp lle Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 55 60

Lvs Gly Arg Thr Thr Leu Thr Ala Asp Lys Ser Thr Asn Thr Ala Tyr
65, 70 75 80

Met Leu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys
85 80 85

Ata Thr Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr Trp Gly Gin Gly
100 105 o

Thr Thr VYal Thr VYal Ser Ser
115

<210> 38

2110 107

<212> PRT

213> Artificial Sequence

220>
223> Description of Artificial Sequence. Synthetic polypeptide

<400> 38

17151
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Asp ile Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 i5

Asp Arg Val Thr Ile Thr Gys Arg Ala Ser Gly Asn {le His Asn Phe
20 25 30

Leu Ala Trp Tyr Gln Gin Lys Pro Glv Lys Ala Pro Lys Phe Leu Val
35 40 45

Tyr'Asn Glu Lys Thr Leu Ala Asp Gly Va! Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gln Tyr Thr Leu Thr tle Ser Ser Leu Gln Pro
65 10 75 80

Glu Asp Phe Ala Thr Tyr Phe Cys Gln Gln Phe Trp Ser Thr Pro Tyr
a5 g0 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys
160 105

210 39
211> 119
<212> PRI
<213> Artificial Sequence

{2200
<223> Description of Artificial Sequence: Synthetic polvpeptide

<400> 39
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 i0 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

18/51



Tyr lle His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp lle
35 ‘ 40 45

Gly Trp lle Tyr Pro Giy Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 : 55 60

Lys Gly Arg Thr Thr Leu Thr Arg Asp Lys Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Sér Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Phe Cys
85 80 85

Ala Thr Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr Trp Gly Glin Gy
100 105 110

Thr Yhr Val Thr Val Ser Ser
115

210> 40
21> 118
232> PFRT
213> Artificial Sequence

<220

223> Description of Artificial Sequence: Synthetic poiypéptide-

<2200

<221> WOD_RES

222> (31).. (35)
<223> Any amino acid

220>

{221> WOD_RES

222> (50).. (66)
223> Any amino acid
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220>

<221> WOD_RES

222> (89).. (108)
£223> Any amino acid

400> 40
Gin Val Gln Leu VYal Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Als

1 b 10 15

Ser VYal Lys V¥al Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Xaa Xaa
' 20 25 30

Xaa Xaa Xaa. Trp Yal Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 o 45

Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
50 55 60

Xaa Kaa Arg Val Thr Het Thr Arg Asp Thr Ser Thr Ser Thr Ala Tyr
65 10 15 80

Met Giu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 35

Ala Arg Xaa Xaa Xaa Xaa Xaa Xaz Xaa Xaa Xaa Xaa Trp Gly Gln Gly
' 100 105 110

Thr Thr VYal Thr Val Ser Ser
115

Q16> 41

21 107

212> PRY

<213> Artificial Sequence

<2205

2051
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<223> Description of Artificial Sequence: Synthetic polypeptide

220>

<Z21> MOD_RES

222> (24).. (34)
<223> Any amino acid

L2200

<221> ¥Ob _RES

222> (50).. (56)
223> Any amino acid

- L2200 ,

<221> ¥OD_RES

222> (89)..(9D

<223> Any amino acid

400> 41

Asp {le Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr le Thr Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaz Xaa Xaa
20 25 30

Xaa Xaa Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 - 40 45

Tyr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gliv Val Pro Ser Arg Phe Ser Gly
50 - 55 60

Ser Gly Ser Giy Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Oys Xaa Xaa Xaa Xaa Xaa Xaa Xaz Xaa
85 a0 95

Xaa Phe Gly Gly Gly Thr Lys Val Glu lle lLys
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100 105

0> 42

211> 119

212> PRT

213> Artificial Seguence

- L2207

<223> Description of Artificial Sequence: Synthetic polypeptide
400> 42

Gln Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 - 5 10 . 15 -

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn.Tyr
20 25 30

Tyr ile His Trp Val Arg GIn Ala Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Trp lle Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 55 _ 60

Lvs Gly Arg Thr Thr Met Thr Ala Asp Thr Ser Thr Ser Thr &la Tvr
85 0 1h 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cvs
85 90 95

_Ala Arg Gly Pro Thr Asp Gliy Asp Tyr Phe Asp Tyr Trp Gly Gin Gly
100 105 110

Thr Thr Val thr Val Ser Ser
115
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210> 43

21 118

212> PRY

<213> Artificial Sequence

220
<223> Description of Artificial Sequence: Synthetic polypeptide

<400> 43
Gin Val Glr Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Tyr {le His Trp Val Arg Gin Ala Pro Gly GlIn Giy Leu Glu Trp lle
35 40 45

Gly Trp 1le Tyr Pro Gly Asp Gly Ser Pro Lys Phe Asn Glu Arg Phe
50 55 60

tys Gly Arg Thr Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Giu Asp Thr Ala Val Tyr Phe Oys
85 80 95

Ala Arg Gly Pro Thr Asp Gly Asp Tyr Phe Asp Tyr Trp Gly Gln Gily
100 105 110

The Thr Val Yhr Val Ser Ser
115

Q2> 4
<E11> 107
212> PRT
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<213> Artifisial Sequence

220
<223> Description of Artificial Sequence: Synthetic polypeptide

<400> 44

Asp lle GlIn Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Yal Gly
i 5 10 15

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gly Asn lle His Asn Phe
20 25 . 30

Leu Ala Trp Tyr GlIn Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asn Glu Lys Thr Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr He Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Phe Cys G!n Gin Phe Trp Ser Thr Pro Tyr
85 80 95

Thr Phe Gly Gty Gly The Lys Val Glu lle Lys
100 105

210> 45
Q211> 107
<212> PRT
<1 Artificial Seguence

<2200
<223> Description of Artificial Sequence: Synthetic polypeptide

<400> 45
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Asp lle Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
i 5 10 15

Asp Arg Val Thr lle Thr Cys Arz Ala Ser Gly Asn {le His Asn Phe
20 25 30

Leu Ala Trp Tyr Gin GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Asn Glu Lys Thr Leu Ala Asp Gly VYal Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gin Tyr Thr Leu Thr Ile Ser Ser leu Gln Pro
85 70 75 80

Glu Asp Phe Ala Thr Tyr Phe Cys Gin Gin Phe Trp Ser Thr Pro Tyr
85 50 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys
100 105 ‘

G 46

211 18

212> PRT

213> Artificial Sequence

220>
<223> Description of Artificial Seauence. Synthetic peptide

<400> 46

Met Asp Trp Thr Trp Ser lie Leu Phe Leu Val Afa Ala Pro Thr Gly
i 5 10 15

Ala His Ser
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Q211>
212>
Q213

220>
<223>

<400>

PCT/JP2610/663653

47
57
DNA

Artificial Seguence

Description of Artificial Sequence: Synthetic oligonuclectide

47

atggactega coteeagoat cottitotig gtescageac caacaggtpe coactec 57

216>
211>
212>
IRV K

<220>
(223>

<400>

48
57
DA
Artificial Sequence

Description of Artificial Sequence: Synthetic oligonucleotide

48

atggactgea catggtocat cotgttectg gtegccecte caactegcge acactet 57

<210>
211>
212>
213>

<220>
223>

<4007

43

22

PRT

Artificial Sequence

Description of Artificia!_Sequence: Synthetic peptide

49

Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp

i

5 10 15

Leu Arg Gly Ala Arg Cys

<210
AR D

20

50
66
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<212> DHNA
213> Artificial Seauence

220>
<223> Deseription of Artificial Seguence' Synthetic oligonuclectide

<400> 50 _
atggacatga gggleceees tcggctcctg geecteotgc tactcotgpet copaggtigee 60

agatgt 66

210> b

211> 50

212> DA

213> Artificial Seguence

220>
223> Description of Artificial Seaquence: Synthetic primer

400> 51
atggactgea coteggageat cotitteotig gtegocageac caacaggipge 50

210> 52
211> 50
<212>  ONA
<213 Artificial Sequence

2207
<223> Description of Artificial Sequence: Synthetic primer

400> 52
ccagactgea ccagotecac ctgggagtge goacotgtte gteotgccac 50

210> 53

Q211> 50

<212> DNA

<2313> Artificial Seauence

<2205
<223> Description of Artificial Sequence: Synthetic primer

<400> 53

27151



gtgcagctgg tecagtotpe ggctgagglie aagaapecig ggecctcagt

210>
Q1
12>
213

220>
223>

<400>

gtetatccag aagecttgea ggagacctte acfgaggccc caggcttott

210>
211>
WAV
1P

<2200
<223

<400>

tecaaggctt ctgegatacac cttcaccaac ftactatatac actpgggtgaa

<210>
Q2
<2
213>

<220>
<223

<400>

atccactcaa geocotigtce apgggectee ttecacccagt gtatatagta

210>
2t
212D
<213

<220>

54
50
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

54

55

50

DNA

Artificial Seaquence

Description of Artificial Sequence: Synthetic primer

55

56

50

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

56

57

50

DNA

Artificial Sequence

28/51
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50

50

50

50
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<223> Description of Artificial Sequence: Synthetic primer

<400> 57
ggacaaggge ttgagtggat aggategatt tatoctgegag atggtagteoe 50

<210> 58
211> 50
<212> DNA
<213> Artificial Sequance

<2207 :
<223> Description of Artificial Sequence: Synthetic primer

<400> 58
gtoctgecet fgaacctcic atigaacttia ggactaccat ciccaggata 50

210> 59

211> 50

212> DHA

213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic primer

<400> 59
gapgaggttca aggecageac cacoclgace goagacaagt ccacgaacac _ 50

210> 60
<211> 50
<212> DHA
213> Artificial Sequence

220>
223> Description of Artificial Sequence: Synthetic primer

<400> 60
gateteagge tgcteagoaa catgtapeet gtettegtes actigtetee 50

210> 61
211> 50
<212> DNA

29/51



213>

220>
<2235

<400>

BRCATD)

211>
212>
213>

<2205
Q223>

<400>

tagtcaaagt agtcgccatc agtgggecct glogecacaga astacacgse

210>
Qe
212>
213D

<220>

<223>

<400>

gatggegact actitgacta ciggegecaa gggaccacge tcaccgicte

<210>

211>

NL
213>

226>
<223>

<400>

gacogatege coottegtee aggotgaapa gacggigace gieegticeo

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

61

62
50
DA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

62

63

50

DA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

63

64

48

DA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

64

ttgetgagea geotpgagate tgacgacacg geoglgtatt toetgtgogac

30/51
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50

50

50

48



210>
QY
Q212>
WAKYS

<220>
223>

<400>

65
70
DHA
Artificial Sequence

Description of Artificial Sequence: Synthetic orimer

65

gocaccatgg acatgaggel ccocgcteag ctoctgpegee tectgetact ctggetocea

ggtgccagat

<2105
Q1
VA Vg
21

<2205
223

<400>

66
10
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic pri@er

66

toectacagat goagacaggg aggatggaga ctggegticatec tegateicac atciggeace

toggagoeoag

210>
AN
212>
213>

220>
+ 223>

<400>

g

10

DNA

Artificial Seguence

Description of Artificial Sequence: Svnthetic primef

67

cectgtetge atetegtapgga pacagagica ccatcacitg cogagoaage gogaatatic

acagttittt

210>

68

T 211> 70
212> DNA

31/51
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60

10

60

10

60

10



213>

2200
223>

<4007

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

68

gaacttagge gotttocotg stttctette ataccatget asamaaatigt gaatattocc

gettgctoge

<210>
VAR D
AV
218>

220>
<223>

<400>

69

70

DNA

Artificial Seaguence

Description of Artificial Sequence: Synthetic primer

69

cagggaaage ccctaagttc ctgptetata atgaaaaaac citagcagat ggggteoccat

caaggticag

<210
Q11
Q12
Q1P

<220>
223>

<40G>

70

10

DHA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

[t

gttgeagact getgatgste apagtatati gtgtcccaga tccactgoca ctgaacetig

atgggaccec

210>
<
2D
<213

<220>

Ik

70

DA

Artificial Sequence

32/561
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70

60

10
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223>

<400>

Description of Artificial Sequence: Synthetic primer

11

caccatcage agictgcaac ctgaagattt tgegacctac ttotgtesac agtittegag

tactocogtat

210>
\VARDS
212>
213>

<220>
223>

<400>

12
63
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

12

ttteatctec acctigstce ctocgeoogaa cgtatacesa gtactccaaa actgttgaca

gaa

<2107
VAR
212>
213>

220>
223

<4007

73

48

DNA

Artificial Sequence

Description of Artificial Segquence: Synthetic primer

13

gacagatggt goagccacag ticgtttgat cteocacettg gtecctce

210>
Q1
Q21D
213>

<220
<223

<400>

14

50

Dit&

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

14

‘scgaatteopt cgacgccace atggactgea cotggagcat cotittotty

33/51
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60

10

60

63

48

50



<210>
Q11>
<212
Q13

<220
<223

- <4000

cgogetaget gaagagaceg tgaccgtggt cce

<210>
VAl b4
212>
213>

220>
<223>

<400

goggtegaceg coaccategpa catgagegelc coc

AL
<21
QL
213>

<220>
223>

<400>

gacagatget geagecacap ttegttteat ctocacettg gteectec

210>
Q21
212>
- 218

220>
223

75
33
DNA
Artificial Sequence

Description of Artificial Seguence: Synthetic primer

15

76

33

DHA

Artificial Sequence

Description of Artificial Seguence: Synthetic primer

76

17

48

DNA

Artificial Sequence

Description of Artificial Sedquence: Synthetic primer

17

78

438

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic polynucleotide
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33

48



<400>

8

gaattogicg acgecaccat ggactggaca tggteocatce tgitoctget

‘actgececac actcoteoaget geagctggte capagirece cteapgteaa

geatcagtga aggtetoctyg caaagecage gpatacacot toaccaacta

tgegtpagec aggctocies acagggactg gagtegatog gatgpatcta

gettocccta agttcaacga aaggtttaaa gpoocegeacca cactgaccag

accaatacag c¢ttacatgga actgtocaze ctgogototg acgatacage

tgtoccactyg gzccaaccea cggegactac tttgattatt geegccagee

accgigteta gtgctase

<2107
L2110
Q1
\VAK)

<2207
223>

<400>

19
39
DNA
Artificial Ssguence

geccectoca

gaaacccgsa

ctatatteat

CCCageggac

ggataagtea

agtgtatite

aactacczie

Description of Artificial Sequence: Synthetic primer

19

cecgtepacyg ccaccatpgpa cteggacatpg tocatoote

210>
it
212>

Q13>

<2207
223>

<400>

80
39
DA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

80

atgaccgecg ataccicaac ctccacaget tacatgeaa

210>

81

211> 30

K212> DNA

35/51
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120
180
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300
360
420
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39
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213> Artificial Sequence

220> :
223> Description of Artificial Sequence: Synthetic primer

<400> 81
gettgagpta topgoestea tigtggicog 30

210> 82
211> 39
<212> DNA
- 213> Artificial Sequence

220>
223> Description of Artificial Sequence: Synthetic primer

<400> 82 ‘
gaggatacag cagtgtattt ctetgcccge gegccaace 39

10> 83

211> 36

212> DNA

213> Artificial Sequence

220>
<223> Description of Artificial Seguence: Synthetic primer

400> 83
ggcacagaaa tacactectg tatcotcaga goecag 36

<210> 84
Q1> 33
<212> DA
213> Artificial Sequence

<2200
<223> Description of Artificial Segquence: Synthetic primer

<400> 84
- cgoectagea ctagacacgg tcacggtagt too 33

36/51
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21> 85

211> 39

212> DHA

<213> Artificial Sequence

220>
223> Description of Artificial Sequence: Synthetic primer

<400> 85 .
cgogtopgace coaccatgega ctggacatge tocatcets 39

210> 86

Q11> 43

212> DNA

213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic primer

400> 86
ttzacttatc ggeggicagt gtgetocpge cttiaascet tic : 43

210> 817
211> 42
<212> DNA
213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic primer

400> 87
acactgaccg cogataagtc aacctccaca gottacatge aa 42

210> 88

211> 33

212> DNA

13> Artificial Sequence

Q20>
{223> Description of Artificial Seguence: Synthetic primer

<400> 88

37151



cgcgetagea ctagacaceg tcacgetagt teoe

<210> 89
211> 39
<212> DNA
213> Artificial Sequence

<220>

223> Description of Artificial Sequence: Synthetic primer

<400> 8%

cgegtopgacg ceaccatgga catgaggetc cocpctcag

210> 90
211> 30
<212> DNA
<213> Artificial Seauence

2200

<223> Description of Artificial Sequence: Synthetic primer

400> 90
cagcagotta gegpectttce cteggtticte

210> 91

211> 36

<212> DNA

213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic primer

<4000 9
ggeaaagcoc ctaagetget gatctataat gaaaaa

210> 82

<211 30

<212> DNA

<213> Artificial Sequence

<220>

38/51
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Q23>

<400>

PCT/JP20G10/069653

Description of Artificial Seguence: Synthetic primer

92

tgtcocagat coactgecac tgaascctiga 30

210>
AR
12>
213>

220>
<223>

<400>

23
36
DNA
Artificial Sequence

Description of ArtiTicial Sequence: Synthetic primer

93

agtgecagty gatotgegac agactatact ctecacc 36

210>
<21
AV
<213

220>
223>

<400>

94
33
DNA
Artificial Sequence

‘Description of Artificial Sequence: Synthetic primer

94

cgccegtacgt tigatcteca cottggtece toe 33

210>
Q>
VAV
Q13D

<220>
223>

<400>

85

39

DA

Artificial Sequence

Description of Artificial Seguence: Synthetic primer

95

cgcgtogace cocaccatgga catgagegic cocgotcag 39

L2105
AR N
212>

96
40
DivA

39/51



<213

<2207
223>

<400>

ggteagagta tactgtetoc cagatocact gccactgaac

210>
Q21>
212>
213>

<220>
223>

<400>

gsatetipgea cacagtatac teteaccate agoagtetg

Q10
21D
212>
Q213>

<2205
223>

<400>

cgeogtacet ttgateteca cottggtece too

<2105
Qe
WAV
213>

220>
223>

<406>

cgogctagea ccaaggecee ategetctie coo

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

96

97
39
DA
Artificial Segquence

Pescription of Artificial Seguence: Synthetic primer

97

g8
33
DiA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

98

99
33
DA
Artificial Seguence

Description of Artificial Sequence: Synthetic primer

98

PCT/UP2G10/669653

40

39

33

33



210>
Qe
<2
<213

<220>
223>

<400>

POT/IP2010/669653

100
33
DNA
Artificial Sequence

Pescription of Artificial Sequence: Synthetic primer

100

cgcgatatot catttaccecg gagacaggga gag 33

10>
AR b
212
2P

220>
223>

<400>

101

33

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

101

. cgoogtaceg teggotgeace atotgtotte ate : 33

<216>
Q21
21>
213

<2205
<223

<400>

102

a3

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

102

cgogatatee taacactete coctgttgaa got 33

210>
2115
2L
Q13

<220>
223>

<400>

103

24

DNA

Artificial Seguence

Bescription of Artificial Sequence: Synthetic primer

103

41/51
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cgaactgteg ctgcaccatc tgic 24

210
WAl b
21
213

<220>
223>

<400>

104

38

DNA

Artificial Seguence

Description of Artificial Sequence: Synthetic primer

104

cgogeggecg cetaacacte teocctegtip aageictt ‘ 38

<21
Q1
<212
213

220
223>

<400>

105

33

DA

Artificial Sequence

Description of Artificial Sequence: Synthetic primer

105

ttgctgagea goctgagate tgaggacacg goo 33

210>
21
21
213

<220>
223>

<4005

106
30
DA
Artificial Sequence

Description of ArtificiaI'Sequence: Synthetic primer

106

agatctcage ctgcteagea acatgtagse 30

210>
Q2>
212>
\WARY

220>

107

39

DNA

Artificial Seguence

42/51



<223> Description of Artificial Sequence: Synthetic primer

<400> 167
gepgaattcg togacgecac catpogatge ageteggate

210> 108

<21t> 48

212> DNA

213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic primer

<400> 108
gaccgateee cocttggtee agpotgagea gactgtpapa steetece

Q216 108

Q211> 41

212> DNA

213> Artificial Sequence

20> )
223> Description of Artificial Sequence: Synthetic primer

400> 108
gocctccacca agggcccate ggtotiecce ctggogeoct g

210> 110

211> 35

<212> DNA

213> Artificial Sequence

<220>
<223> Description of Artificial Seuuence: Synthetic primer

<400> 110
cegcgcggecy cteatttace cggagacagg gagag

<210> 11
Q21 32
<212> [HA
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213>

<220>
223>

<400>

Artificial Sequence

Description of Artificial Seauence: Synthetic primer

AR

goggtogace ceaccatpag tgtecteact cag

210>
WARDS
AV
213>

<2200
<223

<400>

112

49

DiA

Artificial Sequence

Description of Artificial Seguence: Synthetic primer

112

gacagateet poagecacag ttegttttat ttocagette giccccooot

210>
21>
212>
Qi3>

<226>
<2235

<400>

113
24
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic primer

113

cgaactgiee ctpecaccate tgte

<21
211>
<212
2P

220>
223>

<400>

114
38
DNA
Artificial Seguence

Description of Artificial Seguence: Synthetic primer

114

cgegegeccg octaacactc foccctgtte aagotett

44/51
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PCT/JP2010/663653

21> 115

<21 15

<212> PRT

<213> Artificial Sequence

{2205
<223> Description of Artificial Sequence: Synthetic peptide

<400> 115

Gin His His Gly Val Thr Lys Cys Asn lle Thr Cys Ser Lys Met
1 5 10 15

G 116

211> 15

<212> PRT ‘
213> Artificial Sequence

{2200
223> Description of ArtiTicial Sequence: Synthetic peptide

400> 116

Gly Val Thr Lys Cys Asn lfe Thr Cys Ser lys ¥et Thr Ser Lys
i 5 10 15

210> 111

1> 15

<212> PRT

213> Artificial Seguence

L2205 .
223> Description of Artificial Seguence: Synthetic peptide

400> 117
Lys Cys Asn lte Thr Cys Ser Lys Met Thr Ser Lys [le Pro Val

1 5 10 15

210> 118
211> 18
212> PRT

45/51
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213> Artificial Sequence

220>

223> Description of Aftificiai Sequence: Synthetic peptide
<400> 118

I{e Thr Cys Ser Lys Met Thr Ser Lys lle Pro Val Ala Leu Leu
i ‘ 5 - 10 15

<2100 119
ity 1bh
<212> PRT
213> Artificial Seguence

220>
223> Description of Artificial Sequence: Synthetic peptide

<400> 119

Ser Lys Met Thr Ser Lys lie Pro Yal Ala Leu Leu lle His Tyr

1 5 10 15

210> 120

211> 15

212> PRT

213> Artificial Sequence

{2200
<223> Description of Artificial Seguence: Synthetic peptide

<400> 120
Thy Ser Lys 1le Pro Yal Ala Leu Leu lle His Tyr Gin Gin Asn
1 5 10 15

Q210> 121

211> 15

212> PRY

213> Artificial Sequence

220>

46/51
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223> Description of Artificial Sedquence: Synthetic peptide
400> 121

lle Pro Val Ala Leu Leu lle His Tyr Gin Gln Asn Gln Ala Ser
1 5 10 15

210> 122

<> 15

212> PRT

213> Artificial Sequence

{2200
223> Description of Artificial Sequence: Synthetic peptide

<400> 122

Ala Leu Leu lle His Tyr Gin Gin Asn Gln Ala Ser COys Gly Lys
i 5 10 15

210> 123

211> 15

212> PRT

213> Artificial Sequence

220>
223> Description of Artificial Sequence: Synthetic peptide

<400> 123

fie His Tyr Gin Gln Asn Gin Ala Ser Cys Gly Lys Arg Ala lle
i 5 10 15

Q1 124

211> 15

212> PRT

213> Artificial Seguence

220>
- £223> Description of Artificial Sequence: Synthetic peptide

<400> 124

47/51
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Gin Gin Asn Gln Ala Ser Cys Gly Lys Arg Ala ile lle Leu Glu
1 5 10 15

10> 125

211> 15

<212> PRY

1% Artificial Sequence

{2200 .
<223> Description of Artificial Sequence: Synthetic peptide

<400> 125

Gin Ala Ser Cys Gly Lys Arg Ala lle lle Leu Glu Thr Arg Gin
i 5 10 15

210> 126

Q211> 15

212> PRI

213> Artificial Sequence

{2200
<223> Description of Artificial Sequence: Synthetic peptide

<400> 126

Cys Gly Lys Arg Ala lle lle Leu Glu Thr Arg Gln His Arg Leu
1 5 10 15

210> 127

<211 15

212> PRT

<213> Artificial Sequence

2200
{223> Description of Artificial Sequence: Synthetic peptide

<400> 127

Arg Ala lle tle Leu Glu Thr Arg Gin His Arg Leu Phe Cvs Ala
1 5 10 15
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<A0> 128

QL1 15

Q12> PRT

213> Artificial Sequence

Q20
<223> Description of Artificial Sequence: Synthetic peptide

<400> 128

fle teu Glu Thr Arg Gin His Arg Leu Phe Cys Ala Asp Pro Lys
1 5 10 16

<210> 129

Q1> 15

<212> PRT

<213> Artificial Sequence

i)
<223> Description of Artificial Sequence: Synthetic peptide

<400> 129
Thr Arg Gin His Arg Leu Phe Cys Ala Asp Pro Lys Giu GIn Trp
i 5 10 15

210> 130

21> 15

212> PRY

213> Artificial Seguence

220>
223> Description of Artificial Sequence: Synthetic peptide

<400> 130

His Arg Leu Phe Cys Ala Asp Pro Lvs Glu Gin Trp VYal Lys Asp
1 5 i0 15

Q210> 131

- 49/51



211>
2N
213>

<220>
223>

<400>

Phe Cys Ala Asp Pro Lys Glu Gin Trp Val Lys Asp Ala Met Gin

1

<210
<
AV
213>

<2207
223>

<400>

Asp Pro Lys Glu Gin Trp Val Lys Asp Ala Met Gin His Leu Asp

1

10>
Qe
22>
213

<220
223>

<400>

Glu Gin Trp Val Lvs Asp Ala Met Gin His Leu Asp Arg Gin Als

1

<210
211>
212>
213>

15
PRT
Artificial Sequence

Description of Artificial Sequence. Synthetic peptide

131

5

132

15

PRT

Artificial Seguence

Description of Artificial Seguence: Synthetic peptide

132

5

133

15

PRT

Artificial Sequence

Dascription of Artificial Sequence: Synthetic peptide

133

5

134

15

PRT '
Artificial Sequence

50/51
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220>
<223

<400>

Description of Artificial Sequence: Synthetic peptide

134

‘Val Lys Asp Ala Met Gin His Leu Asp Arg Gin Ala Ala Ala Leu

1

210
<G
<21
Q21

220>
223>

<4005

5 10 15

135
16
PRT
Artificial Sequence

Descrip?ion of Artificial Sequence: Synthetic peptide

135

Ala Met Gin His Leu Asp Arg Gin Ala Ala Ala Leu Thr Arg Asn Gly

i

5 10 K]
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