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ABSTRACT The present invention relates to a process

for synthesizing or anplifying efficiently a nucleic
acid conprising a target nucl aci d sequence. In
the process according to the gése i nvention, a
primer conprising inits 3" -end portion a sequence
(Ac') which hybridizes a sequence (A) in the 3 -end
portion of the target nucl ApSTR&CY sequence, and in
the 5'-side of said sequence (Ac") a sequence (B')
whi ch hybridizes the conpl enentary sequence (Bc) of a

sequenceTyg) pRAErt MRGhtidh efas §6da?dﬂ'foc§§‘s¢or synthesizing

sequence A) on_t he target HE%?GIC acl
wheF @rppjitying efficigntly a( nycigic tardd ce@wg:@lsf;ﬂg a.t@ogeb nucleic

1. 86id E@qn{iﬁhé? iﬁ%@%?&cé@aﬁﬁtﬁﬁhgoﬂ‘o b3S b@nt?ﬁbgntlon a

sequence denot es the of base
r eBriGAEr fCUNRESIMY Khiits s¥qavdcporiian @n@e(cmenqe t(A€') which

| RASHOREL 8 oo TRRMATIE 98M0lpo MO Ry roet nuceic
saf@gidegauanee, pnd in awsngle(of Saiﬁysﬁtqauelet@XAC) a sequence
(B which hybridizes the complementary sequence (Bc) of a
sequence (B) positioned in the 5'-side of said sequence (A) on the
target nucleic acid sequence, wherein {X - (Y - Y)}/X is in the
range of -1.00 to 1.00, in which X denotes the number of bases in
said sequence (Ac'), Y denotes the number of bases in the region
flanked by said sequences (A) and (B) in the target nucleic acid
sequence, and Y' denotes the number of bases in an intervening

sequence between said sequences (Ac') and (B") (Y may be zero).




