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O IDI D2 D3 D4 D5  ID6 IDN
1A CONT1 CNT2 CNT3 CNT4 CNT5 CNTS CNTN
9A CNT1 CNT2 CNT3 CNT4 CNT5 CNT6 CNTN
37 CON1 CON2 CON3 CON4 CON5 CONG CONN
4A CON1 CON2 CON3 CON4 CON5 CONG CONN
5A CON1 CON2 CON3 CON4 CON5 CON6 CONN
6A CON1 CON2 CON3 CON4 CON5 CONG CONN
7A CONA1 CONZ CON3 COM4 CONE CON8 CONN
8A CON1 CON2 CON3 CON4 CON5 CON6 CONN
9A CON1 CON2 CON3 CON4 CON5 CON6 CONN
10A CON1 CON2Z CON3 CON4 CON5 CONG CONN
11A EXP1 EXP2 EXP3 EXP4 EXP5 EXPS EXPN
12A EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
13A EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
14A EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
155 EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
16A EXP1 EXP2 EXP3 EXP4 EXP5 EXPS EXPN
. EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
YA EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
O IDI D2 D3 D4 D5  ID6 IDN
18 CNT1 CNT2 CNT3 CNT4 CNT5 CNT6 CNTN
2B CNT1 CNT2 CNT3 CNT4 CNT5 CNT6 CNTN
38 CON1 CON2 CON3 CON4 CON5 CONG CONN
4B CON1 CON2 CON3 CON4 CON5 GCONB CONN
58 CON1 CON2 CON3 CON4 CON5 CONG CONN
68 CON1 CON2 CON3 CON4 CON5 CONB CONN
7B CON1 CON2 CON3 CON4 CON5 CONB CONN
88 CON1 CON2 CON3 CON4 CON5 CONB CONN
98 CON1 CON2 CON3 CON4 CON5 CONS CONN
10B CON1 CON2 CON3 CON4 CON5 CONG CONN
1B EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
12B EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
13B EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
14B EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
158 EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
16B EXP1 EXP2 EXP3 EXP4 EXP5 EXP6 EXPN
.. EXP1 EXP2 [EXP3 EXP4 EXP5 EXP6 EXPN
7B EXP1 EXP2 EXP3 EXP4 EXP5 EXPB EXPN
Fig. 13
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CELL

ORDER| DISTANCE CHIP 1D NAWE | CONC. |IiNE
1 0.0 EC2003092303AA estradiol 0.00000001 | MCF7
2 0.0 9500024037497232008351.A02 |estradiol 0.00000001 | MCF7
3 0.0 5202764005789148112904.A02 |estradiol 0.00000001 | MCF7
4 0.0 5202764005791175120104.A08 |estradiol 0.00000001 | MCF7
5 0.0 5500024035100021608460.A02 |estradiol 0.00000001 | MCF7
6 1436 5202764005789148112904.B04 |fulvenstrant | 0.00000001 | MCF7
7 1.436 5500024035100021608460.B04 |fulvenstrant | 0.00000001 | MCF7
8 1.439 5500024024213121906562.B04 lfulvenstrant | 0.00000001 | MCF7
9 1.469 5500024030403071907255.G09 |clomifene | 0.0000066 |MCF7
10 1472 5500024028416032807794.G09 |clomifene | 0.0000066 |[MCF7

Fig. 15
ORDER| DISTANCE CHIP ID NAWE | CONC. |ERE
1 -0.0 EC2005030715AA estradiol 0.00000001 | PC3
2 0.001 5500024035100021608459.F10 |estradiol 0.00000001 [ PC3
3 0.002 5500024035100021608459.A10 |estradiol 0.00000001 | PC3
4 0.002 5500024031723100807773.A02 |estradiol 0.00000001 | PC3
5 0.002 5500024017802120306174.A08 |estradiol 0.00000001 | PC3
6 0.052 EC2005030716AA butirosin 0.00001 PC3
7 0.131 5500024031723100807773.B04 |fulvenstrant 0.00000001 | PC3
8 0.132 5500024017802120396174.810 fulvenshrant 0.00000001 | PC3
9 0.181 EC2004070103y tetraeth\gene- 0.00001 PC3
pentamine
10 0.206 EC2005033010AA alpha-estr\;idiol 0.00000001 | PC3
0 0O
B B \
(I (I 0
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