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(57) Abstract: The present invention addresses the problem of providing: an anti-SIRPa antibody which can be used as a
tumor agent; and an anti-tumor agent containing the antibody as an active ingredient. The present invention is an antibody
capable of binding specifically to human SIRPa to inhibit the binding between human SIRPo and CD47, the antibody
containing (a) a light-chain CDRL1 comprising the amino acid sequence represented by SEQ ID NO: 1, (b) a light-chain
CDRL2 comprising the amino acid sequence represented by SEQ ID NO: 2, (¢) a light-chain CDRL3 comprising the amino
acid sequence represented by SEQ ID NO: 3, (d) a heavy-chain CDRH1 comprising the amino acid sequence represented
by SEQ ID NO: 4, (e) a heavy-chain CDRH2 comprising the amino acid sequence represented by SEQ ID NO: 5 and
(f) a heavy-chain CDRH3 comprising the amino acid sequence represented by SEQ ID NO: 6, wherein a heavy-chain
constant region is a heavy-chain constant region of human IgG4, and an phenylalanine residue at position-234, a leucine
residue at position-235 and a serine residue at position-228, as numbered according to the EU index as in Kabat et. al.,
are substituted by an alanine residue, an alanine residue and a proline residue, respectively.
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