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FIG. 1A

Heavy chain hu5c8 (SEQ ID NO: 21)

QVQLVQOSGAE
INPSNGDTNF
GRNDMDSWGQ
FPEPVTVSWN
CNVNHKPSNT
TLMISRTPEV
YRVVSVLTVL
TLPPSRDELT
SDGSFFLYSK

VVKPGASVKL
NEKFKSKATL
GTLVTVSSAS
SGALTSGVHT
KVDKKVEPKS
TCVVVDVSHE
HQDWLNGKEY
KNQVSLTCLV
LTVDKSRWQQ

SCKASGYIFT
TVDKSASTAY
TKGPSVFPLA
FPAVLQSSGL
CDKTHTCPPC
DPEVKFNWYV
KCKVSNKALP
KGFYPSDIAV
GNVFSCSVMH

FIG. 1B

Heavy chain JB5 (SEQ ID NO: 9)

QVQLVQSGAE
INPSNGDTNF
GRNDMDSWGQ
FPEPVTVSWN
CNVNHKPSNT
TLMISRTPEV
YRVVSVLTVL
TLPPSRDELT
SDGSFFLYSK

VVKPGASVKL
NEKFKSKATL
GTLVTVSSAS
SGALTSGVHT
KVDKKVEPKS
TCVVVDVSHE
HQDWLNGKEY
KNQVSLTCLV
LTVDKSRWQQ

SCKASGYIFT
TVDKSASTAY
TKGPSVFPLA
FPAVLQSSGL
SDKTHTSPPS
DPEVKFNWYV
KCKVSNKALP
KGFYPSDIAV
GNVFSCSVMH

FIG. 1C

Heavy chain JB5-K74R (SEQ ID NO: 13)

QVQLVQSGAE
INPSNGDTNF
GRNDMDSWGQ
FPEPVTVSWN
CNVNHKPSNT
TLMISRTPEV
YRVVSVLTVL
TLPPSRDELT
SDGSFFLYSK

VVKPGASVKL
NEKFKSKATL
GTLVTVSSAS
SGALTSGVHT
KVDKKVEPKS
TCVVVDVSHE
HODWLNGKEY
KNQVSLTCLV
LTVDKSRWQQ

SCKASGYIFT
TVDRSASTAY
TKGPSVFPLA
FPAVLQSSGL

SYYMYWVKQA
MELSSLRSED
PSSKSTSGGT
YSLSSVVTVP
PAPELLGGPS
DGVEVHNAKT
APTEKTISKA
EWESNGQPEN
EALHNHYTQK

SYYMYWVKQA
MELSSLRSED
PSSKSTSGGT
YSLSSVVTVP
PAPELLGGSS
DGVEVHNAKT
APIEKTISKA
EWESNGQPEN
EALHNHYTQK

SYYMYWVKQA
MELSSLRSED
PSSKSTSGGT
YSLSSVVTVP
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PGQGLEWIGE
TAVYYCTRSD
AALGCLVKDY
SSSLGTQTYI
VFLFPPKPKD
KPREEQYNST
KGQPREPQVY
NYKTTPPVLD
SLSLSPGK

PGOGLEWIGE
TAVYYCTRSD
AATLGCLVKDY
SSSLGTQTYI
VFLFPPKPKD
KPREEQYNST
KGQPREPQVY
NYKTTPPVLD
SLSLSPGK

PGQGLEWIGE
TAVYYCTRSD
AALGCLVKDY
SSSLGTQTYI

SDKTHTSPPS PAPELLGGSS VFLFPPKPKD
DPEVKFNWYV DGVEVHNAKT KPREEQYNST
KCKVSNKALP APIEKTISKA KGQPREPQVY
KGFYPSDIAV EWESNGQPEN NYKTTPPVLD
GNVFSCSVMH EALHNHYTQK SLSLSPGK
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FIG. 2A

Light Chain JB5 (SEQ ID NO: 7)

DIVLTQSPAT
LIKYASNLES
TFGGGTKLEI
QWKVDNALQS
THOGLSSPVT

LSVSPGERAT
GVPARFEF'SGSG
KRTVAAPSVF
GNSQESVTEQ
KSENRGEC

ISCRASQRVS
SGTDFTLTIS
IFPPSDEQLK
DSKDSTYSLS

FIG. 2B

Light Chain JB5-R28K (SEQ ID NO: 11)

DIVLTQSPAT
LIKYASNLES
TFGGGTKLEI
QWKVDNALQS
THOGLSSPVT

LSVSPGEKAT
GVPARFEF'SGSG
KRTVAAPSVF
GNSQESVTEQ
KSENRGEC

ISCRASQKVS
SGTDFTLTIS
IFPPSDEQLK
DSKDSTYSLS

FIG. 2C

Fc region of hu5c8 (SEQ ID NO: 3)

EPKSCDKTHT
VSHEDPEVKF
GKEYKCKVSN
TCLVKGEFYPS
RWOQGNVESC

CPPCPAPELL
NWYVDGVEVH
KALPAPIEKT
DIAVEWESNG
SVMHEALHNH

GGPSVFLFPP
NAKTKPREEQ
ISKAKGQPRE
QPENNYKTTP
YTOKSLSLSP

FIG. 2D

Fc region of JB5 (SEQ ID NO: 4)

EPKSSDKTHT
VSHEDPEVKF
GKEYKCKVSN
TCLVKGEFYPS
RWQOGNVESC

SSTYSYMHWY
SVEPEDFATY
SGTASVVCLL
STLTLSKADY

SSTYSYMHWY
SVEPEDFATY
SGTASVVCLL
STLTLSKADY

KPKDTLMISR
YNSTYRVVSV
POVYTLPPSR
PVLDSDGSFF
GK

QOKPGQPPKL
YCQHSWEIPP
NNEYPREAKV
EKHKVYACEV

QOKPGQPPKL
YCQHSWEIPP
NNEYPREAKV
EKHKVYACEV

TPEVTCVVVD
LTVLHODWLN
DELTKNQVSL
LYSKLTVDKS

SPPSPAPELL GGSSVFLFPP KPKDTLMISR TPEVTCVVVD
NWYVDGVEVH NAKTKPREEQ YNSTYRVVSV LTVLHQDWLN
KALPAPIEKT ISKAKGQPRE PQVYTLPPSR DELTKNQVSL
DIAVEWESNG QPENNYKTTP PVLDSDGSEFFE LYSKLTVDKS
SVMHEALHNH YTQKSLSLSP GK
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FIG. 15

SEQ Description Sequence
ID NO:
1 hu5c8 and JB5 DIVLTQSPATLSVSPGERATISCRASQRVSSSTYSYMHWYQQKPGQPPKL
VL region LIKYASNLESGVPAREFSGSGSGTDFTLTISSVEPEDFATYYCQHSWEIPP
TFGGGTKLEIK
2 hu5c8 and JB5 QVOLVQSGAEVVKPGASVKLSCKASGYIFTSYYMYWVKQAPGQGLEWIGE
VH region INPSNGDTNEFNEKFKSKATLTVDKSASTAYMELSSLRSEDTAVYYCTRSD
GRNDMDSWGQGTLVTVSS
3 Fc region EPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWOOGNVESCSVMHEALHNHYTQKSLSLSPGK
4 JBS Fc region EPKSSDKTHTSPPSPAPELLGGSSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWOOGNVEFSCSVMHEALHNHYTQKSLSLSPGK
5 JB5-R28K DIVLTQSPATLSVSPGERATISCRASQKVSSSTYSYMHWYQQKPGQPPKL
VL region LIKYASNLESGVPARFSGSGSGTDFTLTISSVEPEDFATYYCQHSWEIPP
TEGGGTKLEIK
6 JB5-K74R QVOLVQSGAEVVKPGASVKLSCKASGYIFTSYYMYWVKQAPGQGLEWIGE
VH region INPSNGDTNFNEKFKSKATLTVDRSASTAYMELSSLRSEDTAVYYCTRSD
GRNDMDSWGQGTLVTVSS
7 JBS5 light chain | DIVLTQSPATLSVSPGERATISCRASQRVSSSTYSYMHWYQQKPGQPPKL
Amino acid LIKYASNLESGVPARFSGSGSGTDFTLTISSVEPEDFATYYCQHSWEIPP
sequence TEGGGTKLEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEFYPREAKV

OWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THOQGLSSPVTKSEFNRGEC
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FIG. 16

Sequence

GACATCGTGCTGACCCAGTCCCCCGCCACCCTGTCCGTGTCCCCCGGCGA
GAGGGCCACCATCTCCTGCAGGGCCTCCCAGAGGGTGTCCTCCTCCACCT
ACTCCTACATGCACTGGTACCAGCAGAAGCCCGGCCAGCCCCCCAAGCTG
CTGATCAAGTACGCCTCCAACCTGGAGTCCGGCGTGCCCGECCAGETTCTC
CGGCTCCGGCTCCGGCACCGACTTCACCCTGACCATCTCCTCCGTGGAGC
CCGAGGACTTCGCCACCTACTACTGCCAGCACTCCTGGGAGATCCCCCCC
ACCTTCGGCGGCGGCACCAAGCTGgaaatcaaaCGTACGGTGGCTGCACC
ATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTG
CCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCARAAGTA
CAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT
CACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGA
CGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTC
ACCCATCAGGGCCTGAGCTCGCCCGTCACARAGAGCTTCAACAGGGGAGA
GTGTTAGTGA

WO 2016/126702
SEQ Description
ID NO:

8 JB light chain

nucleotide

sequence

9 JBS heavy
chain amino
acid sequence

QVQLVQSGAEVVKPGASVKLSCKASGYIFTSYYMYWVKQAPGQGLEWIGE
INPSNGDTNFNEKFKSKATLTVDKSASTAYMELSSLRSEDTAVYYCTRSD
GRNDMDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTY I
CNVNHKPSNTKVDKKVEPKSSDKTHTSPPSPAPELLGGSSVFLFPPKPKD
TLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIG. 17
SEQ Description Sequence
ID NO:
10 JBS heavy chain CAGGTGCAGCTGGTGCAGTCCGGCGCCGAGGTGETGAAGCCCGGCGCCTC
nucleic acid CGTGAAGCTGTCCTGCAAGGCCTCCGGCTACATCTTCACCTCCTACTACA
sequence TGTACTGGGTGAAGCAGGCCCCCGGCCAGGGCCTGGAGTGGATCGGCGAG

ATCAACCCCTCCAACGGCGACACCAACTTCAACGAGAAGTTCAAGTCCAR
GGCCACCCTGACCGTGGACAAGTCCGCCTCCACCGCCTACATGGAGCTGT
CCTCCCTGAGGTCCGAGGACACCGCCGTGTACTACTGCACCAGGTCCGAC
GGCAGGAACGACATGGACTCCTGGGGCCAGGGCACCCTGGETGACCGTGETC
CTCCGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGGGGCACAGCAGCCCTGGGCTGCCTGGTCAAGGACTAC
TTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGG
CGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCA
GCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATC
TGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAAAGTTGYg
tgagaggccagcacagggagggagggtgtctgectggaageccaggectecage
gctectgectggacgcatceccecggcectatgecagececccagteccagggecageaa
ggcaggcccecgtcectgectettcacceggaggectcectgececgeeccactea
tgctcagggagagggtcttctggctttttceccaggectectgggecaggeac
aggctaggtgcccctaacccaggeecctgecacacaaaggggecaggtgetgg
gctcagacctgeccaagageccatatecegggaggaccctgeccetgacctaa
gcccaccccaaaggcecaaactctcececacteecctecageteggacaccttete
tccteccagattceccagtaactcccaatecttcectectetgeaghGCCCAAATC
TAGTGACAAAACTCACACAAGCCCACCGAGCCCAGgtaagccagecccagyg
cctcgccctceccagectcaaggegggacaggtgecctagagtagectgeate
cagggacaggccccagecegggtgctgacacgtccacctecatetettect
cagCACCTGAACTCCTGGGGGGATCCTCAGTCTTCCTCTTCCCCCCAAAA
CCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACCTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGG
ACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGCGAGGAGCAGTAC
AACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTG
GCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACARAGCCCTCCCAG
CCCCCATCGAGAARACCATCTCCRAAGCCAAAGgtgggaccecgtggggtyg
cgagggccacatggacagaggceccggctecggcecccaccctctgecctgagag
tgaccgctgtaccaacctctgtececctacagGGCAGCCCCGAGAACCACAG
GTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAG
CCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGT
GGGAGAGCAATGGGCAGCCGGAGARCAACTACAAGACCACGCCTCCCGTG
CTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAA
GAGCAGGTGGCAGCAGGEGGAACGTCTTCTCATGCTCCCTGATGCATGAGG
CTCTGCACAACCACTACACACAGAAGAGCCTCTCCCTGTCTCCGGGTARAA
taatga
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FIG. 18

SEQ
ID NO:

Description

Sequence

11

JB5-R28K light
chain amino acid
sequence

DIVLTQSPATLSVSPGERATISCRASQKVSSSTYSYMHWYQQKPGQPPKL
LIKYASNLESGVPARFSGSGSGTDFTLTISSVEPEDFATYYCQHSWEIPP
TFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

12

JB5-R28K light
chain nucleic
acid sequence

GACATCGTGCTGACCCAGTCCCCCGCCACCCTGTCCGTGTCCCCCGGCGA
GAGGGCCACCATCTCCTGCAGGGCCTCCCAGAAGGTGTCCTCCTCCACCT
ACTCCTACATGCACTGGTACCAGCAGAAGCCCGGCCAGCCCCCCAAGCTG
CTGATCAAGTACGCCTCCAACCTGGAGTCCGGCGTGCCCGCCAGGTTCTC
CGGCTCCGGCTCCGGCACCGACTTCACCCTGACCATCTCCTCCGTGGAGC
CCGAGGACTTCGCCACCTACTACTGCCAGCACTCCTGGGAGATCCCCCCC
ACCTTCGGCGGCGGCACCAAGCTGgaaatcaaaCGTACGGTGGCTGCACC
ATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTG
CCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTA
CAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT
CACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGA
CGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTC
ACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGA
GTGTTAGTGA

13

JB5-K74R heavy
chain amino acid

QVOLVQSGAEVVKPGASVKLSCKASGYIFTSYYMYWVKQAPGQGLEWIGE
INPSNGDTNFNEKFKSKATLTVDRSASTAYMELSSLRSEDTAVYYCTRSD
GRNDMDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYI
CNVNHKPSNTKVDKKVEPKSSDKTHTSPPSPAPELLGGSSVFLFPPKPKD
TLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST
YRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK
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FIG. 19
SEQ | Description Sequence
ID NO:
14 JB5-K74R heavy CAGGTGCAGCTGGTGCAGTCCGGCGCCGAGGTGETCGAAGCCCGGCGCCTC

chain nucleic
acid sequence

CGTGAAGCTGTCCTGCAAGGCCTCCGGCTACATCTTCACCTCCTACTACA
TGTACTGGGTGAAGCAGGCCCCCGGCCAGGGCCTGGAGTCGATCGGCGAG
ATCAACCCCTCCAACGGCGACACCAACTTCAACGAGAAGTTCAAGTCCAA
GGCCACCCTGACCGTGGACAGGTCCGCCTCCACCGCCTACATGGAGCTGT
CCTCCCTGAGGTCCGAGGACACCGCCGTGTACTACTGCACCAGGTCCGAC
GGCAGGAACGACATGGACTCCTGGGGCCAGGGCACCCTGGTGACCGTGTC
CTCCGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGGGGCACAGCAGCCCTGGGCTGCCTGGTCAAGGACTAC
TTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGG
CGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCA
GCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATC
TGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAAAGTTGg
tgagaggccagcacagggagggagggtgtctgectggaageccaggetecage
gctcecctgectggacgcatcceggectatgecagecccagteccagggecagecaa
ggcaggcccegtcectgectecttecacceggaggectetgeeccgeccecactea
tgctcagggagagggtcttctggectttttcceccaggetectgggecaggecac
aggctaggtgcecceccctaacccaggcectgecacacaaaggggeaggtgetgg
gctcagacctgccaagagccatatccgggaggaccctgeccectgacctaa
gcccaccccaaaggccaaactcteccacteectecageteggacaccttcete
tccteccagattccagtaactcecccaatettetetetgecagAGCCCAAATC
TAGTGACAARACTCACACAAGCCCACCGAGCCCAGgtaagccagcecagy
cctecgecctecagetcaaggegggacaggtgecctagagtagectgeate
cagggacaggccccagecgggtgectgacacgteccaccteecatetettect
cagCACCTGAACTCCTGGGGGGATCCTCAGTCTTCCTCTTCCCCCCAAAA
CCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGG
ACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTAC
AACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTG
GCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAG
CCCCCATCGAGAAAACCATCTCCAAAGCCARAGgtgggaccecgtggggtyg
cgagggccacatggacagaggeccggecteggeccacectectgeectgagag
tgaccgctgtaccaacctctgtccctacagGGCAGCCCCGAGAACCACAG
GTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAG
CCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGT
GGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTG
CTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAA
GAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGG
CTCTGCACAACCACTACACACAGAAGAGCCTCTCCCTGTCTCCGGGTARA
taatga
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FIG. 20
SEQ | Description Sequence
ID NO:

15 JB5 CDR-L1 LSCRASQRVSSSTYSYMH

16 JB5S CDR-L2 | YASNLES

17 JB5 CDR-L3 | QHSWEIPPT

18 JB5 CDR-H1 | sYymy

19 JB5 CDR-H2 [ EINPSNGDTNFNEKFKS

20 JB5 CDR-H3 SDGRNDMDS

21 Hu5¢8 Heavy QVQLVQSGAEVVKPGASVKLSCKASGYIFTSYYMYWVKQAPGQGLEWIG

Chain EINPSNGDTNFNEKFKSKATLTVDKSASTAYMELSSLRSEDTAVYYCTR

SDGRNDMDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFP
PKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
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