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Sequence Listing

SEQ. ID NO. 1: NUCLEOTIDE SEQUENCE FOR PgIB

LOCUS pglb  2169bp DNA SYN  17-FEB-2009
DEFINITION

ACCESSION pglb

KEYWORDS

SOURCE .

ORGANISM C. jejuni 81116

REFERENCE 1 (bases 1 to 2169)
AUTHORS Self

JOURNAL Unpublished.

BASE COUNT 650a 264c 386g 869t
ORIGIN

1 ATGTTGAAAA AAGAGTATTT AAAAAACCCT TATTTAGTTT TGTTTGCGAT GATTATATTA
61 GCTTATGTTT TTAGTGTATT TTGCAGGTTT TATTGGGTIT GGTGGGCAAG TGAGTTTAAT
121 GAGTATTTTT TCAATAATCA GTTAATGATC ATTTCAAATG ATGGCTATGC TTTTGCTGAG
181 GGCGCAAGAG ATATGATAGC AGGTTTTCAT CAGCCTAATG ATTTGAGTTA TTATGGATCT
241 TCTTTATCCG CGCTTACTTA TTGGCTTTAT AAAATCACAC CTTTTTCTIT TGAAAGTATC
301 ATTTTATATA TGAGTACTTT TTTATCTTCT TTGGTGGTGA TTCCTACTAT TTTGCTAGCT
361 AACGAATACA AACGTCCTTT AATGGGCTTT GTAGCTGCTC TTTTAGCAAG TATAGCAAAC
421 AGTTATTATA ATCGCACTAT GAGTGGGTAT TATGATACGG ATATGCTGGT AATTGTTTTG
481 CCTATGTTTA TTTTATTTTT TATGGTAAGA ATGATTTTAA AAAAAGACTT TTTTTCATTG
541 ATTGCCTTGC CGTTATTTAT AGGAATTTAT CTTTGGTGGT ATCCTTCAAG TTATACTTTA
601 AATGTAGCTT TAATTGGACT TTTTTTAATT TATACACTTA TTTTTCATAG AAAAGAAAAG
661 ATTTTTTATA TAGCTGTGAT TTTGTCTTCT CTTACTCTTT CAAATATAGC ATGGTTTTAT
721 CAAAGTGCCA TTATAGTAAT ACTTTTTGCT TTATTCGCCT TAGAGCAAAA ACGCTTAAAT
781 TTTATGATTA TAGGAATTTT AGGTAGTGCA ACTTTGATAT TTTTGATTTT AAGTGGTGGG
841 GTTGATCCTA TACTTTATCA GCTTAAATTT TATATTTTTA GAAGTGATGA AAGTGCGAAT
901 TTAACGCAGG GCTTTATGTA TTTTAATGTC AATCAAACCA TACAAGAAGT TGAAAATGTA
961 GATCTTAGCG AATTTATGCG AAGAATTAGT GGTAGTGAAA TTGTTTTTTT GTTTTCTTTG
1021 TTTGGTTTTG TATGGCTTTT GAGAAAACAT AAAAGTATGA TTATGGCTTT ACCTATATTG
1081 GTGCTTGGGT TTTTAGCCTT AAAAGGGGGG CTTAGATTTA CCATTTATTC TGTACCTGTA
1141 ATGGCCTTAG GATTTGGTTT TTTATTGAGC GAGTTTAAGG CTATAATGGT TAAAAAATAT
1201 AGCCAATTAA CTTCAAATGT TTGTATTGTT TTTGCAACTA TITTGACTTT AGCTCCAGTA
1261 TTTATCCATA TTTACAACTA TAAAGCGCCA ACAGTTTTTT CTCAAAATGA AGCATCATTA
1321 TTAAATCAAT TAAAAAATAT AGCCAATAGA GAAGATTATG TGGTAACTTG GGCGGCTTAT
1381 GGTTATCCTG TGCGTTATTA TAGCGATGTG AAAACTTTAG TAGATGGTGG AAAGCATTTA
1441 GGTAAGGATA ATTTTTTCCC TTCTTTTGCT TTAAGCAAAG ATGAACAAGC TGCAGCTAAT
1501 ATGGCAAGAC TTAGTGTAGA ATATACAGAA AAAAGCTTTT ATGCTCCGCA AAATGATATT
1561 TTAAAAACAG ACATTTTGCA AGCCATGATG AAAGATTATA ATCAAAGCAA TGTGGATTTG
1621 TTTCTAGCTT CATTATCAAA ACCTGATTTT AAAATCGATA CGCCAAAAAC TCGTGATATT
1681 TATCTTTATA TGCCCGCTAG AATGTCTTTG ATTTTTTCTA CGGTGGCTAG TTTTTCTTTT
1741 ATTAATTTAG ATACAGGAGT TTTGGATAAA CCTTTTACCT TTAGCACAGC TTATCCACTT
1801 GATGTTAAAA ATGGAGAAAT TTATCTTAGC AACGGAGTGG TTTTAAGCGA TGATTTTAGA
1861 AGTTTTAAAA TAGGTGATAA TGTGGTTTCT GTAAATAGTA TCGTAGAGAT TAATTCTATT
1921 AAACAAGGTG AATACAAAAT CACTCCAATT GATGATAAGG CTCAGTTTTA TATTTTTTAT
1981 TTAAAGGATA GTGCTATTCC TTACGCACAA TTTATTTTAA TGGATAAAAC CATGTTTAAT
2041 AGTGCTTATG TGCAAATGTT TTTTTTAGGA AATTATGATA AGAATTTATT TGACTTGGTG
2101 ATTAATTCTA GAGATGCTAA GGTTTTTAAA CTTAAAATTT ACCCATACGA TGTTCCAGAT
2161 TACGCTTAA
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SEQ. ID NO. 2: AMINO ACID SEQUENCE FOR PgIB
722 AA

MLKKEYLKNPYLVLFAMIILAY VFSVFCRFYWVWWASEFNEYFFNNQLMIISNDGYAFAE
GARDMIAGFHQPNDLSYYGSSLSALTY WLYKITPFSFESIILYMSTFLSSLVVIPTILLA
NEYKRPLMGFVAALLASIANSY YNRTMSGYYDTDMLVIVLPMFILFFMVRMILKKDFFSL
IALPLFIGTYLWWYPSSYTLNVALIGLFLIY TLIFHRKEKIFYIAVILSSLTLSNIAWFY
QSAIIVILFALFALEQKRLNFMIIGILGSATLIFLILSGGVDPILY QLKFYIFRSDESAN
LTQGFMYFNVNQTIQEVENVDLSEFMRRISGSEIVFLFSLFGFVWLLRKHK SMIMALPIL
VLGFLALKGGLRFTIYSVPVMALGFGFLLSEFKAIMVKKYSQLTSNVCIVFATILTLAPV
FIHIYNYKAPTVFSQNEASLLNQLKNIANREDYVVTWAAYGYPVRYYSDVKTLVDGGKHL
GKDNFFPSFALSKDEQAAANMARLSVEYTEKSFYAPQNDILKTDILQAMMKDYNQSNVDL
FLASLSKPDFKIDTPKTRDIYLYMPARMSLIFSTVASFSFINLDTGVLDKPFTFSTAYPL
DVKNGEIYLSNGVVLSDDFRSFKIGDNVVSVNSIVEINSIKQGEYKITPIDDKAQFYIFY
LKDSAIPY AQFILMDKTMFNSAYVQMFFLGNYDKNLFDLVINSRDAKVFKLKIYPYDVPD
YA

SEQ. ID NO. 3: OLIGONUCLEOTIDE CASSETTE IN pGVXN64 PLASMID

5'-AATTCTGCAGGATCCTCTAGAAGCTTGG

SEQ. ID NO. 4: OLIGONUCLEOTIDE CASSETTE IN pGVXN64 PLASMID

5'AATTCCAAGCTTCTAGAGGATCCTGCAG

SEQ. ID NO. 5: COMPLETE NUCLEOTIDE SEQUENCE ENCODING THE
SHIGELLA DYSENTERIAE O1 ANTIGEN IN THE PGVXN64
PLASMID

LOCUS  i-OlCluste 10174 bp DNA SYN 23-JAN-2009
DEFINITION Inverted OlCluster
ACCESSION i-O1Cluste
KEYWORDS
SOURCE  Unknown.
ORGANISM Unknown
Unclassified.
REFERENCE 1 (bases 1to 10174)
AUTHORS Self
JOURNAL Unpublished.
BASE COUNT 3223a 1581c 2074g 3296t
ORIGIN

1 ATGAAAAACC ATAAGGTTAG TATTATCATC CCCTGTTTTA ATAACGGAAA AACTATAGAA
61 AGATGCGTTC TTTCCGCATT AAAACAAACC CATAGAAATA TAGAGATTAT TTGTATAAAT
121 GATGGACCGT CAGATAATAG CTGGAATATT TTAAAGAAAT TAAGCTCATT GTATGGAAAT
181 GTTTTTGCTT TTAATAATGA GGACAATTCA GGGCCGTCAT TTTCCAGGAT TAAAGGGGTT
241 TCACTATCTA CGGGGCATTT TTTGTCATTT TTGGATGCAG ATGATTACTG GCATCCAAAA
301 AAACTAGAAT TACAACTATC ATTTATTAAT GATGAAAACT TGGATTTTTT AGGTTCAACG
361 TGTTCCATTG GTGAGAAAAA TAACCAAGAA ATTAACCAAG GAATTAAAAA AGAACATTTA
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421 AAATTAAAAA TAATTTCATT TAACATGATG TTGTTTAAGA ATTATTTCCA GACTCCAGCT
481 GTCATTATGA AAAGAGATAT TTTTATTCCA TTTAATGAGA ATCAGCGTTT TTCAGAGGAC
541 TACATGTCAT GGCTTGTTAT CGTTTATAAT AAAAAAACAA ATGTGGATTT AATATATGGA
601 AGGGATTTGG TTTTTCTCGA TAAATTTAAC TTTGGAGTGT CAGGGTTGAG TGGTAATTTA
661 TGGTTGATGG AGAAGTGGGA GTTAAAAAAT ATATTTAACT TCTTGTTGAA AGGTAAAATA
721 ATGGCAGTGC CTGCGATCTT GTTTTCTTTG ATAAAATATG AAAGAAGATG CGCTTTAACA
781 AAGAAAAATA AAGGTAAGGG TAATAAATAA TGAAGATCTC AATAATAGGG AACACAGCAA
841 ATGCTATGAT TTTGTTTAGA TTGGATTTAA TAAAAACACT AACCAACAAA GGGATTTCAG
901 TCTATGCTTT TGCTACTGAC TATAATGATT CATCCAAGGA AATAATAAAA AAAGCAGGCG
961 CCATTCCTGT TGATTATAAT TTAAGTCGCA GTGGTATTAA CCTTGCTGGT GATTTATGGA
1021 ATACTTACTT ATTAAGTAAA AAACTAAAGA AGATAAAACC AGATGCTATT TTATCTTTTT
1081 TTTCAAAGCC CTCTATCTTT GGATCGTTGG CTGGTATTTT TTCAGGCGTT AAAAATAATA
1141 ACGCTATGCT TGAGGGGTTA GGTTTTTTAT TTACAGAGCA GCCACATGGA ACTCCGTTAA
1201 AAACAAAGTT ACTTAAAAAT ATCCAGGTTC TCCTGTATAA AATAATATTT CCACATATCA
1261 ACTCATTAAT ACTCCTTAAC AAGGATGATT ATCATGATTT GATAGATAAA TACAAAATAA
1321 AATTAAAATC TTGCCATATT CTTGGTGGCA TTGGTTTAGA TATGAATAAT TACTGTAAAA
1381 GCACGCCACC AACAAATGAA ATATCATTCA TTTTTATAGC TCGTTTGCTA GCAGAAAAAG
1441 GAGTCAATGA GTTTGTTGCT GCCGCAAAAA AAATAAAAAA AACACATCCC AATGTTGAAT
1501 TTATTATACT TGGCGCTATA GATAAGGAAA ACCCCGGAGG GTTATCTGAA TCTGACGTAG
1561 ATACTTTAAT TAAATCAGGA GTTATTTCTT ATCCCGGATT TGTTTCTAAT GTGGCTGATT
1621 GGATTGAAAA ATCAAGCGTA TTTGTTCTTC CTTCCTATTA TCGAGAGGGA GTTCCTCGTA
1681 GTACACAAGA AGCGATGGCT ATGGGGAGGC CGATTTTAAC TACTAATTTA CCAGGCTGCA
1741 AAGAAACAAT TATTGATGGT GTGAATGGAT ATGTTGTAAA AAAATGGTCA CATGAAGATC
1801 TTGCAGAAAA AATGCTGAAG TTAATTAATA ATCCTGAAAA AATAATCAGT ATGGGAGAAG
1861 AAAGTTATAA GTTAGCAAGA GAAAGATTCG ATGCAAATGT AAATAATGTA AAGTTATTAA
1921 AAATACTAGG GATTCCTGAT TAATAAACGA AAAGCGGCTC TGATTCATTC GGAACTAAGA
1981 ACCTATCTCA ATAGGAGCTA AATTCATGAC CTTACCCAGC CATATCGACC TGCAGCCTGA
2041 CTGATGCCAT TGCCGAACTG GCGAAAAAAC AGTCCGTTGA TGCCATGCTG ATGACTGGAG
2101 ACAGCTACGA CTGCGGAAAA AAAATGGGCT ATATGCAGGC GTTTGTGAAG TATGGGCTGC
2161 GCAACCTCAA AGAAGGGGCG AAGTTCCGTA AAGGGATTGA GAAGCTGTTA AGCGAATAAT
2221 GAAAATCTGA CCGAATGTAA CGGTTGATAA GAAAATTATA ACGGCAGTGA AGATTCGTGG
2281 CGAAAGTAAT TTGTTGCGAA TATTCCTGCC GTTGTTTTAT ATAAACAATC AGAATAACAA
2341 AGAGTTAGCA ATAGGATTTT CGTCAAAGTT TTCCAGGATT TTCCTTGTTT CCAGAGCGGA
2401 TTGGTAAGAC AATTAGTGTT TGAATTTTTC GGGTTTAGCG CGAGTGGGTA ACGCTCGTCA
2461 CATCGTGGAC ATGTATGCAG TGCTCTGGTA GCTGTAAAGC CAGGGGCGGT AGCGTGCATT
2521 AATACCTCTA TTAATCAAAC TGAGAGCCGC TTATTTCACA GCATGCTCTG AAGTAATATG
2581 GAATAATAAA GTGAAGATAC TTGTTACTGG TGGCGCAGGA TTTATTGGTT CTGCTGTAGT
2641 TCGTCACATT ATAAATAATA CGCAGGATAG TGTTGTTAAT GTCGATAAAT TAACGTACGC
2701 CGGAAACCTG GAGTCACTTG CTGATGTTTC TGACTCTAAA CGCTATGTTT TTGAACATGC
2761 GGATATTTGC GATGCTGCTG CAATGGCGCG GATTTTTGCT CAGCATCAGC CGGATGCAGT
2821 GATGCACCTG GCTGCTGAAA GCCATGTGGA TCGTTCAATT ACAGGCCCTG CGGCATTTAT
2881 TGAAACCAAT ATTGTTGGTA CTTATGTCCT TTTGGAAGCG GCTCGCAATT ACTGGTCTGC
2941 TCTTGATGGC GACAAGAAAA ATAGCTTCCG TTTTCATCAT ATTTCTACTG ACGAAGTCTA
3001 TGGTGATTTG CCTCATCCTG ACGAAGTAAA TAATAAAGAA CAATTACCCC TCTTTACTGA
3061 GACGACAGCT TACGCGCCTA GTAGTCCTTA TTCCGCATCA AAAGCATCCA GCGATCATTT
3121 AGTCCGTGCG TGGAAACGTA CCTATGGTTT ACCGACCATT GTGACTAACT GTTCGAATAA
3181 CTACGGTCCT TATCACTTTC CGGAAAAATT GATTCCACTA GTAATTCTTA ATGCTCTGGA
3241 AGGTAAGGCA TTACCTATTT ATGGCAAAGG GGATCAAATT CGTGACTGGC TGTATGTTGA
3301 AGATCATGCG CGTGCGTTAT ATATCGTCGT AACCGAAGGT AAAGCGGGTG AAACTTATAA
3361 CATTGGTGGA CACAACGAAA AGAAAAACAT CGATGTAGTG CTCACTATTT GTGATTTGTT
3421 GGATGAGATT GTACCGAAAG AGAAATCTTA CCGCGAGCAA ATTACTTATG TTGCCGATCG
3481 CCCGGGACAC GATCGCCGTT ATGCGATTGA TGCAGAGAAG ATTAGCCGCG AATTGGGCTG
3541 GAAACCGCAG GAAACGTTTG AGAGCGGGAT TCGTAAAACG GTGGGATGGT ACCTCTCCAA
3601 TACAAAATGG GTTGATAATG TAAAAAGTGG TGCCTATCAA TCGTGGATTG AACAGAACTA
3661 TGAGGGCCGC CAGTAATGAA TATCCTCCTT TTCGGCAAAA CAGGGCAGGT AGGTTGGGAA
3721 CTACAGCGTG CTCTGGCACC TCTGGGTAAT TTGATTGCTC TTGATGTTCA CTCCACTGAT
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3781 TACTGTGGTG ATTTTAGTAA TCCTGAAGGT GTAGCTGAAA CCGTAAGAAG CATTCGGCCT
3841 GATATTATTG TCAACGCAGC CGCTCACACC GCAGTAGACA AAGCAGAATC AGAACCGGAG
3901 TTTGCACAAT TACTTAACGC GACGAGTGTC GAAGCGATCG CGAAAGCAGC CAATGAAGTC
3961 GGCGCCTGGG TTATTCACTA CTCTACTGAC TACGTATTTC CGGGGACCGG TGAAATACCA
4021 TGGCAGGAGG CGGATGCAAC CGCACCGCTA AATGTTTACG GTGAAACCAA GTTAGCTGGA
4081 GAAAAAGCAT TACAAGAGCA TTGTGCGAAG CACCTAATTT TCCGTACAAG CTGGGTCTAT
4141 GCAGGTAAAG GAAATAACTT CGCCAAAACG ATGTTGCGTC TGGGAAAAGA GCGTGAAGAA
4201 TTAGCCGTTA TTAATGATCA GTTTGGTGCG CCAACAGGTG CTGAACTGCT GGCTGATTGT
4261 ACGGCACATG CAATTCGTGT GGCACTGAAT AAACCAGAAG TCGCAGGCTT GTACCATCTG
4321 GTAGCCACTG GTACCACAAC CTGGCACGAT TATGCTGCGC TGGTTTTTGA AGAGGCACGA
4381 AAAGCAGGTA TTCCCCTTGC ACTCAACAAG CTCAACGCAG TACCAACAAC AGCTTATCCT
4441 ACACCAGCTC GTCGTCCACA TAACTCTCGC CTTAATACAG AAAAATTTCA GCAAAATTTT
4501 GCGCTTGTTT TGCCTGACTG GCAGGTTGGC GTGAAACGAA TGCTCAACGA ATTATTTACG
4561 ACTACAGCAA TTTAATAGTT TTTGCATCTT GTTCGTGATG ATGGAGCAAG ATGAATTAAA
4621 AGGAATGATG TAATGAAAAC GCGTAAAGGT ATTATTTTAG CGGGTGGCTC TGGTACTCGT
4681 CTTTATCCTG TGACTATGGC TGTCAGTAAA CAGCTATTAC CTATTTATGA TAAGCCGATG
4741 ATCTATTACC CGCTCTCTAC ACTGATGTTG GCGGGTATTC GCGATATTCT GATTATTAGT
4801 ACGCCACAGG ATACTCCTCG TTTTCAACAA CTCCTGGGTG ATGGTAGCCA GTGGGGGTTA
4861 AATCTTCAGT ACAAAGTGCA ACCGAGTCCA GATGGTCTTG CGCAGGCATT TATCATCGGT
4921 GAAGAGTTTA TCGGTGGTGA TGATTGTGCT CTGGTTCTCG GTGATAATAT CTTCTACGGT
4981 CATGATCTGC CGAAGTTAAT GGATGTCGCT GTCAACAAAG AAAGTGGTGC AACGGTATTT
5041 GCCTATCACG TTAATGATCC TGAACGCTAC GGTGTTGTTG AGTTTGATAA AAACGGTACG
5101 GCAATCAGCC TGGAAGAAAA ACCGCTACAA CCAAAAAGTA ATTATGCGGT AACCGGGCTT
5161 TATTTCTATG ATAACGACGT TGTCGAAATG GCGAAAAACC TTAAGCCTTC TGCCCGTGGT
5221 GAACTGGAAA TTACCGATAT TAACCGTATT TATATGGAGC AGGGGCGTTT ATCCGTTGCC
5281 ATGATGGGAC GTGGTTATGC ATGGCTGGAC ACGGGGACAC ATCAAAGTCT TATTGAAGCA
5341 AGCAACTTCA TTGCAACAAT TGAAGAGCGC CAAGGGTTAA AGGTATCTTG CCTGGAAGAG
5401 ATTGCTTATC GTAAAGGCTT TATTGACGCA GAGCAGGTTA ATGTATTAGC CGAACCGCTA
5461 AAGAAAAATG CTTATGGTCA GTATCTGTTG AAAATGATTA AAGGTTATTA AAAATGAATG
5521 TAATTAAAAC TGAAATTCCA GATGTATTAA TTTTCGAGCC GAAAGTTTTT GGTGATGAAC
5581 GTGGTTTTTT TATGGAAAGC TTTAACCAGA AAGTTTTCGA AGAGGCTGTA GGGCGGAAGG
5641 TTGAATTTGT TCAGGATAAC CATTCTAAAT CAACTAAGGG TGTGTTACGC GGACTGCACT
5701 ATCAGTTGGA ACCTTATGCT CAAGGTAAAT TAGTTCGTTG TGTTGTCGGT GAAGTTTTTG
5761 ATGTAGCAGT TGATATTCGT AAATCGTCAC CTACATTTGG GAAATGGATT GGGGTGAATT
5821 TGTCTGCTGA GAATAAGCGT CAGTTGTGGA TACCTGAAGG ATTTGCGCAT GGATTTTTGG
5881 TGCTGAGTGA AACGGCTGAG TTTGTTTATA AAACAACAAA CTATTACAAT CCAAGTTTTG
5941 AAAAAAGTAT TTCATACTCA GATCCTACCA TTAAAATTCA GTGGCCCAAT TTACAGGATA
6001 TGCATTTTAA ATTATCAAAT AAGGATTTGA ATGCTAAGAA CTTTTTTAAT AACAATAGTT
6061 TAATGCAATG AAGAAAAATA TATTGCTCTT GTTCTTAGTA CATGGGGCAA ATTATTTGTT
6121 CCCGTTTATA GTTCTTCCAT ATCAAACTCG AATATTAAGC ATCGAGACAT TCGCAGATGT
6181 AGCAAAAATT CAAGCCGCTG TGATGCTTTT ATCTTTAATC GTAAATTATG GATATAACTT
6241 ATCAAGTACA AGAGCTATAG CTAGGGCCGT ATCTCAAGCA GAAATAAATA AGATCTATAG
6301 TGAGACTCTT ATTGTAAAAT TATTATTGGC AACCATTTGT CTTGCACTTG GTTGCGTACA
6361 TTTGATGTAT GTCAAAGAGT ACTCATTGAT ATATCCTTTT ATAATCAGTT CGATATATCT
6421 TTATGGTAGT GCATTATTTG CTACTTGGTT ATTCCAAGGA CTTGAGAAAA TGAAAGCGGT
6481 CGTTATAGCA ACAACAATCG CTAAACTGAC TGGTGTGATA CTTACTTTTA TTTTAGTTAA
6541 GTCTCCAAAT GATATAGTTG CAGCTCTTTT TACACAAAAC ATTGGGATGT TTATAAGTGG
6601 TATAATATCT ATTTATTTGG TAAGGAAAAA CAAATATGCA ACCGTAATAT GTTTTCGACT
6661 TAAAAATATT ATTGTAAGCT TAAAAGAAGC GTGGCCGTTT TTTTTATCAT TAGCTGCAAC
6721 AAGTGTATAT ACATATTTTA ATGTGATTTT ATTATCTTTT TATGCTGGCG ACTATGTTGT
6781 GGCAAATTTT AATGCTGCTG ATAAATTAAG AATGGCTGCT CAAGGGTTAC TTATTCCAAT
6841 AGGACAGGCT GTTTTCCCAC GATTATCTAA ACTAGAGGGC TATGAATATA GTTCTAAACT
6901 TAAAATTTAT GCAATAAGGT ATGCTATTTT TGGTGTTTGC ATTAGTGCGG GACTTGTATT
6961 TTTAGGTCCC ATGTTAACTA CTATTTATIT AGGCAAAGAA TATTCGTTGT CAGGAGAATA
7021 TCTTCAAAGT ATGTTTTTAC TACCTGCCAC TATTTCAATA TCGACTATAC TGAGTCAATG
7081 GATGTTGATA CCTCAAGGCA AAGAAAAAAT ATTAAGCAGA ATCTATATTC TAGGCGCCAT

60


lalinka
Rectangle

lalinka
Typewritten Text
60


10

15

20

25

30

35

40

45

50

7141 TGTCCATTTA TTATATGCAT TTCCTTTAGT TTACTATTAT GGGGCTTGGG GCATGGTAAT
7201 ATCAATTTTA TTTACTGAAG TCTTAATTGT ATTATTTATG CTTAAGGCTG TGAAATGACT
7261 TACTTTACTG GTTTTATTTT AATATTGTTT GCTATTATAA TTAAAAGATT AACTCCAAGT
7321 CAAAGCAAGA AAAATATTGT CTTAATAGCT AATGCGTTTT GGGGAATATT GTTGGTAGGT
7381 TATGCTTTCA ATGAACAATA TTTCGTACCA TTAAGTGCAA CAACCTTGTT TTTTATACTT
7441 GCATTCTTAT TTTTCTTTAG TATGACTTAT ATTTTAATTG CTAGGAGTGG AAGGGTTGTT
7501 TTTTCTTTCG GTACTGGTTT TATAGAAAGC AAATATATTT ACTGGTTTGC TGGGATGATT
7561 AATATTATTA GTATCTGCTT TGGCATTATC CTTTTATATA ATAATCATTT TTCTTTAAAA
7621 GTAATGAGAG AAGGAATTTT AGATGGTTCT ATTAGTGGGT TTGGATTGGG GATAAGTTTG
7681 CCACTTTCCT TCTGCTGTAT GTATTTAGCA AGACATGAGA ATAAAAAAAA TTATTTCTAT
7741 TGTTTTACAC TACTTTCATT CTTGCTTGCG GTGTTATCAA CTTCAAAGAT CTTCTTAATA
7801 TTATTCCTTG TATATATTGT TGGAATAAAT AGTTATGTAA GCAAAAAGAA ATTGCTTATT
7861 TATGGAGTGT TTGTATTTGG ACTGTTCGCT TTATCAAGTA TTATCTTGGG TAAGTTCTCT
7921 TCAGACCCTG AAGGCAAGAT TATTTCAGCA ATATTTGATA CGTTAAGGGT TTATCTTTTC
7981 TCGGGATTGG CAGCCTTTAA TCTTTATGTT GAAAAGAATG CCACGCTCCC CGAAAATTTA
8041 CTTTTGTATC CATTTAAGGA GGTTTGGGGG ACGACAAAAG ATATTCCCAA AACTGATATT
8101 TTGCCTTGGA TCAACATTGG TGTATGGGAC ACGAATGTAT ATACAGCTTT TGCACCATGG
8161 TATCAGTCAT TGGGATTATA TGCAGCTATA ATTATTGGTA TTCTCTTAGG GTTTTATTAC
8221 GGGATATGGT TTAGCTTTCG TCAAAATTITA GCTGTGGGTT TTTATCAAAC ATTTTTGTGT
8281 TTTCCTCTTT TAATGTTGTT TTTCCAGGAG CATTATTTGT TGTCATGGAA AATGCATTTT
8341 ATTTATTTTT TATGTGCAAT TTTATTAGCG ATGAGAAAAG CATTAGAGTA TGAATAAATA
8401 TTGTATCTTA GTACTATTTA ATCCAGATAT AAGTGTTTTT ATTGATAATG TCAAAAAGAT
8461 TTTATCTTTG GATGTAAGTT TATTTGTATA TGACAATTCA GCAAATAAAC ATGCATTCCT
8521 TGCTCTATCC TCACAAGAGC AAACAAAGAT AAATTACTTT TCGATATGTG AAAATATCGG
8581 ATTGTCGAAA GCTTATAATG AGACACTAAG GCATATTCTT GAATTTAATA AGAATGTGAA
8641 AAATAAAAGC ATTAATGATA GTGTGCTTTT TCTCGACCAA GACTCTGAAG TTGATTTAAA
8701 TTCCATCAAT ATTTTGTTTG AAACTATATC AGCAGCAGAG TCTAATGTGA TGATAGTCGC
8761 GGGGAATCCC ATAAGGAGAG ATGGACTACC GTATATAGAT TACCCCCACA CTGTAAACAA
8821 TGTAAAATTT GTAATTAGTA GTTATGCTGT GTATCGCTTA GACGCATTTA GAAACATCGG
8881 CTTGTTTCAA GAAGATTTTT TTATAGATCA TATCGATAGT GATTTTTGTT CAAGGCTGAT
8941 AAAAAGCAAT TACCAAATTC TCCTTAGAAA AGATGCCTTT TTTTATCAAC CAATAGGAAT
9001 AAAACCATTC AATCTCTGTG GTAGATATTT ATTCCCTATC CCATCACAAC ACCGAACATA
9061 TTTTCAAATT AGAAATGCTT TTTTAAGTTA CAGGCGCAAT GGTGTTACAT TTAATTTTTT
9121 ATTTAGGGAA ATTGTAAATA GATTGATTAT GAGTATATTC TCAGGCCTTA ACGAGAAAGA
9181 CTTATTGAAA CGATTGCATT TATATTTAAA AGGAATAAAA GATGGTCTTA AAATGTAATT
9241 CTTGGCTAGA AGTGGGGGCG TTGTGATTAA AAAAAAAGTG GCGGCGATAA TTATAACATA
9301 TAATCCAGAT CTAACAATTC TGCGAGAAAG TTATACGAGT CTATATAAGC AAGTCGATAA
9361 AATAATTCTT ATTGATAACA ACTCTACAAA CTATCAAGAA CTTAAGAAGT TATTCGAAAA
9421 AAAAGAAAAA ATAAAAATAG TGCCCTTGAG TGATAATATA GGACTAGCAG CAGCTCAAAA
9481 TTTAGGTTTG AACTTAGCTA TTAAAAATAA CTATACTTAT GCTATTTTAT TCGATCAGGA
9541 TAGCGTCTTA CAAGACAATG GAATTAACAG TTTCTTTTTT GAATTTGAGA AATTAGTTAG
9601 TGAAGAAAAA TTAAATATAG TTGCCATTGG GCCAAGTTTT TTTGACGAAA AGACAGGAAG
9661 ACGCTTTCGG CCTACAAAAT TTATCGGTCC CTTTTTATAT CCCTTTCGTA AAATAACCAC
9721 AAAAAATCCT CTAACAGAAG TTGACTTCTT GATTGCTTCT GGTTGTTTCA TAAAATTGGA
9781 GTGTATTAAA TCAGCCGGAA TGATGACTGA ATCGTTATTC ATCGATTATA TTGATGTTGA
9841 ATGGTCATAT CGTATGCGTT CGTATGGCTA TAAGCTATAT ATTCATAATG ATATTCACAT
9901 GAGTCATTTA GTGGGAGAAT CTCGAGTTAA TTTAGGATTG AAAACTATTT CTTTACATGG
9961 GCCGCTAAGA CGATATTACT TATTTAGGAA TTATATTTCA ATTTTAAAAG TGAGATATAT
10021 ACCGTTAGGA TATAAAATAC GTGAGGGTTT TTTTAATATC GGAAGATTTT TGGTAAGTAT
10081 GATTATAACT AAAAATAGAA AAACTTTAAT TTTATACACT ATAAAAGCAA TTAAGGACGG
10141 AATAAATAAT GAAATGGGGA AATATAAAGG CTAA
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SEQ. ID NO. 6: EPA AA SEQUENCE (643 AA), CONTAINING TWO
GLYCOSYLATION SITES, WITH SIGNAL SEQUENCE

MKKIWLALAGLVLAFSASAAEEAFDLWNECAKACVLDLKDGVRSSRMSVDPAIADTN
GQGVLHYSMVLEGGNDALKLAIDNALSITSDGLTIRLEGGVEPNKPVRYSYTRQARGSW
SLNWLVPIGHEKPSNIKVFIHELNAGNQLSHMSPIYTIEMGDELLAKLARDATFFVRAHE
SNEMQPTLAISHAGVSVVMAQAQPRREKRWSEWASGKVLCLLDPLDGVYNYLAQQRC
NLDDTWEGKIYRVLAGNPAKHDLDIKDNNNSTPTVISHRLHFPEGGSLAALTAHQACHL
PLEAFTRHRQPRGWEQLEQCGYPVQRLVALYLAARLSWNQVDQVIRNALASPGSGGDL
GEAIREQPEQARLALTLAAAESERFVRQGTGNDEAGAASADVVSLTCPVAKDONRTKG
ECAGPADSGDALLERNYPTGAEFLGDGGDVSFSTRGTQNWTVERLLQAHRQLEERGYV
FVGYHGTFLEAAQSIVFGGVRARSQDLDAIWRGFYIAGDPALAYGYAQDQEPDARGRIR
NGALLRVYVPRWSLPGFYRTGLTLAAPEAAGEVERLIGHPLPLRLDAITGPEEEGGRVTI
LGWPLAERTVVIPSAIPTDPRNVGGDLDPSSIPDKEQAISALPDYASQPGKPPREDLK

SEQ. ID NO. 7: PROCESSED EPA AA SEQUENCE (624 AA), CONTAINING TWO
GLYCOSYLATION SITES

AEEAFDLWNECAKACVLDLKDGVRSSRMSVDPAIADTNGQGVLHYSMVLEGGNDALK
LAIDNALSITSDGLTIRLEGGVEPNKPVRYSYTRQARGSWSLNWLVPIGHEKPSNIK VFIH
ELNAGNQLSHMSPIYTIEMGDELLAKLARDATFFVRAHESNEMQPTLAISHAGVSVVMA
QAQPRREKRWSEWASGKVLCLLDPLDGVYNYLAQQRCNLDDTWEGKIYRVLAGNPAK
HDLDIKDNNNSTPTVISHRLHFPEGGSLAALTAHQACHLPLEAFTRHRQPRGWEQLEQC
GYPVQRLVALYLAARLSWNQVDQVIRNALASPGSGGDLGEAIREQPEQARLALTLAAA
ESERFVRQGTGNDEAGAASADVVSLTCPVAKDONRTKGECAGPADSGDALLERNYPTG
AEFLGDGGDVSFSTRGTQNWTVERLLQAHRQLEERGY VFVGYHGTFLEAAQSIVFGGV
RARSQDLDAIWRGFYIAGDPALAYGYAQDQEPDARGRIRNGALLRVYVPRWSLPGFYR
TGLTLAAPEAAGEVERLIGHPLPLRLDAITGPEEEGGRVTILGWPLAERTVVIPSAIPTDPR
NVGGDLDPSSIPDKEQAISALPDYASQPGKPPREDLK

SEQ. ID NO. 8: CONSTRUCT A CONTAINING A118-S130 FROM EXAMPLE 2

MKKTAIAIAVALAGFATVAQADVIIKPQVSGVIVNKLFKAGDKVKKGQTLFIIEQDQASK
DFNRSKALFSQLDHTEIKAPFDGTIGDALVNIGDYVSASTTELVRVTNLNPIYADGSHHH
HHH

SEQ. ID NO. 9: CONSTRUCT B CONTAINING F122-E138 FROM EXAMPLE 2

MKKTAIAIAVALAGFATVAQADVIIKPQVSGVIVNKLFKAGDKVKKGQTLFIIEQDQFN
RSKALFSQSAISQKELDHTEIKAPFDGTIGDALVNIGDYVSASTTELVRVTINLNPIYADGS
HHHHHH
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SEQ. ID NO. 10: CONSTRUCT C CONTAINING D121-A127 FROM EXAMPLE 2

MKKTAIAIAVALAGFATVAQADVIIKPQVSGVIVNKLFKAGDKVKKGQTLFIIEQDQDF
NRSKALDHTEIKAPFDGTIGDALVNIGDYVSASTTELVRVTNLNPIYADGSHHHHHH

SEQ. ID NO. 11: AMINO ACID SEQUENCE OF THE SOLUBLE ACRA PROTEIN
FROM EXAMPLE 3

MKYLLPTAAAGLLLLAAQPAMAMHMSKEEAPKIQMPPQPVTTMSAKSEDLPLS/TYPA
KLVSDYDVIIKPQVSGVIVNKLFKAGDKVKKGQTLFIIEQDKFKASVDSAYGQALMAKA
TFENASKDFNRSKALFSKSAISQKEYDSSLATFNNSKASLASARAQLANARIDLDHTEIK
APFDGTIGDALVNIGDY VSASTTELVRVTNLNPIYADFFISDTDKLNLVRNTQSGKWDLD
SIHANLNLNGETVQGKLYFIDSVIDANSGTVKAKAVFDNNNSTLLPGAFATITSEGFIQK
NGFKVPQIGVKQDQNDVYVLLVKNGKVEKSSVHISYQNNEYAIIDKGLQNGDKIILDNF
KKIQVGSEVKEIGAQLEHHHHHH

SEQ.ID NO.12: AMINO ACID SEQUENCE OF THE CTXB PROTEIN FROM
EXAMPLE 6

MKKTAIAIAVALAGFATVAQATPQNITDLCAEYHNTQIHTLNDKIFSYTESLAGKREMAI
ITFKNGATFQVEVPGSQHIDSQKKAIERMKDTLRIAYLTEAKVEKLCVWNNKTPHAIAAI
SMANGSHHHHHH

SEQ.ID NO.13: AMINO ACID SEQUENCE OF THE OMPH1 PROTEIN OF
CAMPYLOBACTER JEJUNI (STRAIN 81-176) FROM EXAMPLE 7

MKKILLSVLTTFVAVVLAACGGNSDSKTLNSLDKIKQNGWRIGVFGDKPPFGYVDEKG
NNQGYDIALAKRIAKELFGDENKVQFVLVEAANRVEFLKSNKVDIILANFTQTPERAEQ
VDFCLPYMKVALGVAVPKDSNITSVEDLKDKTLLLNKGTTADAYFTQDYPNIKTLKYD
QNTETFAALMDKRGDALSHDNTLLFAWVKDHPDFKMGIKELGNKDVIAPAVKKGDKE
LKEFIDNLIIKLGQEQFFHKAYDETLKAHFGDDVKADDWIEGGKILEQKL/SEEDL

SEQ. ID NO.14: FORWARD OLIGO FOR AMPLIFYING EPA USING PCRIN
EXAMPLE 10

5’-AAGCTAGCGCCGCCGAGGAAGCCTTCGACC
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SEQ.ID NO. 15: REVERSE OLIGO FOR AMPLIFYING EPA USING PCR IN
EXAMPLE 10

5’-AAGAATTCTCAGTGGTGGTGGTGGTGGTGCTTCAGGTCCTCGCGCGGCGG

SEQ.ID'NO. 16: PHOSPHORYLATED OLIGONUCLEOTIDE USED TO
CONSTRUCT pGVXN70 IN EXAMPLE 10

5’-GAAGGCGGGCGCGTGACCATTCTCGGC

SEQ.ID NO.17: PHOSPHORYLATED OLIGONUCLEOTIDE USED TO
CONSTRUCT pGVXN70 IN EXAMPLE 10

5’-GCCGAGAATGGTCACGCGCCCGCCTTC

SEQ.ID NO. 18: OLIGO FOR QUICK CHANGE MUTAGENESIS USING pGVXN70

AS A TEMPLATE IN EXAMPLE 10

5’-CCTGACCTGCCCCGGGGAATGCGCGG

SEQ.IDNO.19: OLIGO FOR QUICK CHANGE MUTAGENESIS USING pGVXN70

AS A TEMPLATE IN EXAMPLE 10

5’-CCGCGCATTCCCCGGGGCAGGTCAGG

SEQ.ID NO.20: OLIGO FOR PRODUCTION OF pGVXN137 IN EXAMPLE 10

5’- GTCGCCAAAGATCAAAATAGAACTAAA
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SEQ.IDNO.21: OLIGO FOR PRODUCTION OF pGVXN137 IN EXAMPLE 10
5- TTTAGTTCTATTTTGATCTTTGGCGAC

SEQ.ID NO.22: OLIGO FOR INSERTION OF ADDITIONAL GLYCOSYLATION
~ SITE INTO pGVXN137 IN EXAMPLE 10

5’-CATGACCTGGACATCAAGGATAATAATAATTCTACTCCCACGGTCATCAGTCATC
SEQ.ID NO.23: OLIGO FOR INSERTION OF ADDITIONAL GLYCOSYLATION

SITE INTO pGVXN137 IN EXAMPLE 10

5’-GATGACTGATGACCGTGGGAGTAGAATTATTATTATCCTTGATGTCCAGGTCATG
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