<110>
<120>
<130>
<150>

<151>

<150>
<151>

<160>
<170>
<210
«211>
<212>
<213>
<400

Asp Ile
1

Asp Arg
Leu Ala

tyr Ala

W1
o

ser Gly
B3

Glu Asp
Thr phe

<2 10>
<211
<212>
<213>
<400

clu 1le
1

Glu aArg
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107

PRT _

Homo sapiens

1

Gin Met Thr GIn Ser Pro Ser phe Met Ser Ala Ser val Gly
5 10 15

val Thr Tle Thr Cys Arg Ala Ser Gln asp Ile Gly Ser Tyr

20 25 30

Trp Tyr 6In Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Tle

35 40 45

aAla ser the Leu 6In ser Gly val Pro Ser Arg Phe Ser Gly

55 &0
ser Gly Thr Asp Phe Thr Leu Thr Ile aAsn Ser teu Gln Pro
70 75 80

phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Ser Pro Pro
85 S0 G5

Gly Pro Gly Thr Thr teu Glu Ile Lys

100 105

2

103

PRT

Homo sapiens

4

val Leu ghr Gln Ser Pro Ala ggr teu Ser phe ser P§o Gly

1

Ala Thr leu 5er Cys Arg Ala Ser G6ln Ser val Gly ser Tyr
20 25 30
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Leu Ala Trp
i3
Tyr asp Ala
50

ser Gly Ser
65

Glu Asp phe
Gly thr Lys

<210» 3
<211> 112
<212» PRT
<213> Homo
<400~ 3

Asp val val
1
Glu pro ala

asn Gly Tyr
15

Pro Gln Leu
SO

Asp arg Phe
65

5er Arg val
Thr His Trp

<210> 4
«211> 108
«212» PRT
<Z213> Homo
<400> 4

clu thr Tthr
1

Glu Arg Ala

Tyr Gln
Thr asn
Gly Thr
Ala Thr

85

Leu Glu
100

sapiens
wet Thr
5
ser 1le
20
asn Tyr
Leu Ile
ser Gly
Glu Ala
85

Pro Pro
100

sapiens
ieu Thr
5

Thr Leu
20

Gln

Arg

Asp

70

Tyr

Ile

Gln

Ser

Leu

Tyr

Glu

Thr

Gin

Ser

Ala
35
Phe

Tyr

Lys

Seor
Cy5s
ASp
Leu
33

Gly

Asp

Phe

S5er

Cys

3115G438-5eq1-000001
Pro Gly Gln Ala Pro Arg
4C 45

Trr Gly Ile Pro Thr Arg
60

Thr teu Thr Ile
75

Cys Gln His Arg
90

Pro

Arg

Trp

4

Gly

Ser

val

Gly

Pro

Arg

Leu

Ser

25

Tyr

Ser

Gly

Gly

Glin
105

Gly

Ala
25

ser Leu
10

ser Gin

tey Gln

asSn Arg

Thr asp
75

val Tyr
90

Gly Thr

Thr Leu
10

ser Glin
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S5er

Arg

Pro
ser
Lys
Ala
60

phe
Iyr

Lys

5er

5er

5er

Thr

val

Leu

Pro

45

Ser

thr

Cys

val

Leu

val

Pro

Phe

feu

Phe

Thr
teu
30

Gly
Gly

t.eu

Met

Y

ser

ser
30

Leu

Ser

Glu

Pro
15

His
Glin
val

Lys

Glin
95

Leu

Pro
13

Ser

Gly
Pro

80

Arg

Gly

ser

ser

Pro

Tle

80

Gly

Lys

Gly

ser




Tyr Leu Ala
35
Ile Tyr Gly
53

Gly Ser Gly
65

Pro Glu Asp
Ile Thr pPhe

<210> S

<211> 108
<212> PRT
<213> Homo

<400> 5
g1u Thr Thr

Glu Arg Ala

Ala

Tyr Leu
35

Gly

Ile gxr

Gly Ser Gly
65

Pro Glu Asp

Ile Thr Phe

<210> 6
211> 11
<212> PRT
<213> Homo

<400> 6
Qrg Ala ser

Trp Tyr
Ala ser
Ser Gly
Phe g}a

ggg Gln

sapiens
Leu Thr
5
Thr Leu
20
Trp Tyr
Ala ser
Ser Gly
Phe Ala
85

g

sapiens

GIn Asp
5

Gln
ser
Thr
70

val

Gly

Gln

Ser

GlIn

ser

Thr

70

val

Gly

Ile

GlIn
Arg
55

Asp

Tyr

Thr

ser
Cys
Gln
Arg
55

Asp

Tyr

Thr

Gly

3115G438-seq1-000001

Thr Pro Gly Gln Ala
40

Ala
Phe
Tyr

Arg

Pro
Arg
i
Ala
Phe
Tyr

Arg

Ser

Thr

Thr

Cys

Leu
105

Gly

Ala

25

Ile

Thr

Thr

Cys

Leu
105

TYr

Gly Ile

Thr
75

Leu

GIn GIn

90

Glu Ile

Thr
10

Leu
ser GlIn
Gly GIn
Gly Ile

Thr
75

Leu

GIn GIn
20

Glu Ile

Leu Ala

10
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Pro Arg
45

Pro

Asp Arg
60

Ile Ser Arg
Tyr Gly Ser

Lys

Ser Leu Ser

val ser
30

ser
Ala Pro Arg
45

Pro Asp Arg
60

Ile Ser Arg
Tyr Gly Ser

Lys

Leu

Phe

Leu

ser
95

Pro

15

ser

Leu

Phe

Leu

ser
95

Leu
Ser
Glu
80

Pro

Gly

ser

Leu

ser

Glu

80

Pro




3115G438~5eq1-000001
210> 7
<21il> 7
212> PRT .
<213> Homo saplens

<400> 7

ala ala Ser Thr Leu GlIn ser
1 5

<210> 8

<?11> 9§

<21Z2> PRT

<213> Homo sapiens

<A00> 8

§3n GIn Ser Tyr Ser Ser Pro Pro Thr
>

<210 9

<211> 11

<212> PAT

<213> Homo sapiens

400> 9
?rg Ala ser Gln ger val Gly ser Tyr ;gu Ala

«210> 10
<211l>» 7

<212> PRT

«213> Homo sapiens

<400> 10
Asp Ala Thr Asn érg Ala Thr
1

<210> 11

<211> 5

<212> PRT

<Z13> Homo sapiens

<400> 11
Gin His Arg Arg Thr
1 5

<210> 12

<21i> 18

<212» PRT i
<213> Homo sapiens

<400> 12
Arg Ser Ser Gin ger Leu Leu His ser an Gly Tyr Asn Tyr i§u ASp
1

<210> 13
«<211> 7
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3115G438-seq1-000001
<212> PRT
<213> Homo sapiens
<400> 13

&eu Gly Ser Asn erg Ala ser

<210> 14
<211> 9

<212> PRT

<213> Homo sapiens

<400> 14
;et GIn Gly Thr gis Trp Pro Pro Thr

<210> 15

<211> 12

<212> PRT

<213> Homo sapiens
<400> 15

irg Ala ser GIn ger val Ser Ser Ser Igr Leu Ala

<210> 16
<211> 7

<212> PRT

<213> Homo sapiens
<400> 16

i]y Ala Ser Ser grg Ala Thr

<210> 17

<211> 9

<212> PRT

<213> Homo sapiens
<400> 17

gln GIn Tyr Gly ?er ser Pro Ile Thr

<210> 18

<400> 18
000

<210> 19

<211> 120

<212> PRT

<213> Homo sapiens
<400> 19

GIn val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15
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Ser val Lys

Tyr Met His
35

Gly Ile Ile
x 50

GIn Gly Arg

65

Met Glu Leu

Ala Arg Ser

Gly Thr Leu
115

<210>
<211>
<212>
<213>

<400>

20
119
PRT
Homo

20

GIn val GlIn
1

Thr Leu Ser

Asp Tyr gr

Trp Ile Gly
50

Leu Lys Ser

65

Ser Leu Lys

Cys Ala Arg

Thr Leu val

115

val ser
20

Trp val
Asn Pro
val Thr
ser Ser

85

Pro Gly
100

val Thr

sapiens
Leu GIn
5

Leu Thr
20

Trp Gly
Ser Ile
Arg val

Leu Ser
85

Gly Glu
10

Thr val

Cys

Arg

ser

Met

70

Leu

val

val

Glu

Cys

Trp

Tyr

Thr

70

ser

His

Ser

Lys
Gln
Thr
Arg
val

ser

Ser
Thr
Ile
Tgr
5

Met
val
Arg

ser

3115G438-seq1-000001
Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
25 » 30 b

Ala
40

Gly
Arg
ser
Thr

ser
120

Gly
val
Arg
40

Ser
ser

Thr

Gly

Pro

ser

Asp

Glu

Ala
105

Pro

Ser

25

Gln

Gly

val

Ala

Glu
105

Gly

Thr

Thr

Asp

90

Leu

Gly
10

Gly

Pro

Gln Gly

ser E{F

ser Thr
75
Thr Ala

Phe Asp

Leu val
Gly ser

Pro Gly

Ser Thr ;{r

Asp
Ala
90

Phe

Thr Pro
75

Asp Thr

Asp Tyr

Page 6

Leu
45
Ala

ser

val

Tyr

Lys
Ile
¥
Tyr
Asn
Ala

Trp

Glu
Gln

Thr

Tyr

Tr
11

Ala
Gl

30y
Gly
Asn

Asn

val

18

Trp
Lys
val

;zr

Gly

Ser
15
Ser
Leu
Pro
Gln
T¥r
9

Gln

Phe
;gr
Cys

Gln

Glu
ser
Glu
ser

Phe
80

Tyr

Gly




<210> 21
<2il>» 118
<212> PRT

<213>

Homo

<400> 21

GlIn
1

Thr
Asn

Ite

Ley
Ala

Thr

val GIn
Ley Ser
Trp Trp
35

Gly Glu
S0

Ser Arg
Ly¥s Leu

Arg val

Leu val
115

<210> 22
<211> 123
<212> PRT

213>

Homo

<400> 22

Glu
1
Ser

Tyr

Glin
65

Met

val G1n

val Lys

vet His
35

1le 1le
50

Gly arg

Glu Leu

sapiens

Leu

Leu

20

ser

Ile

val

Ser

val

106

Thr

Gln
5
Thr
Trp
Tyr
‘Thr
ser
85

Ala

val

sapiens

Leu

val
20

Trpe

Asn

val

Ser

val
5

Ser
val
Pro
Thr

ser
B5

Glu
Cys
val
His
Ile
70

val

val

ser

Gln

Cys

Arg G

Ser

vat
70

Leu

Ser
Ala

Arg

ser
Thr
Ala

ser

Ser

Lys

Gly
53
Thr

Arg

3115G438-5eq1-000001

Gy

vel

Gln

4C

Gly

val

Ala

Galy

ala
Ala
40

Gly

Arg

Ser

Pro

ser

25

Pro

Ser

ASp

Ala

Thr
1G5

Pro

Ser

Asp

Glu

Gly
10

Gly
Pro
Thr
Lys
Asp
90

val

Glu
10

Gly
Gly
Thr

Thr

Asp
90

Leu

Gly

Gly

Asn

ser

75

Thr

Asp

val

Tyr

Glin

Ser

ser

75

Thr

Page 7

val

ser

Lys

Lys

Ala

Tyr

Lys

Thr

Tyr
60

Thr

Ala

Lys
Ile
Gly
45

ASn
Asn

val

Trp

Lys
Phe
Leu
45

Ala

Ser

val

Pro

Ser

30

Leu

Pro

Gln

Tyr

Gly

Pro
Thr
30

Glu
Gln

Thr

TYr

ser
15

ser
Glu

ser

fhe

Gly
15

ser
Trp
LYS

val

Gly

sSer

Trp

Leu

Ser

80

Cys

Gly

Tyr

Mot

phe

Tyr

Lys



ala Arg Asp
Trp 61y Gln
S 115

<210> 23
<211> 123
<212> PRT
«<Z213> Homo
<400> 23

Gin val 6In
1
ser val Lys

Tyr Met His
35

Gly Ile Ile
50

Gln Gly Arg
65

Met Glu Leu
Ala Arg Asp

Trp Gly Glin
115

«<210> 24
<«211> 10
«212> PRT
<213> Homo

<400> 24
Gly Tyr Thr
i

<210> 25
<211s> 17
<212> PRT
<213> Homo

<400s> 25

Ite 1le asn

Glin Tyr
160

Gly Thr

sapiens
Leu GIn

5

val ser
20

Trp val
Asn Pro
val Thr
Ser Ser

85

Leu Tyr
100

Gly Thr

sapiens

phe Thr
5

sapiens

Pro Ser

Ser

Thr

Gln

cys

Arg

Ser

Met

70

Leuy

Ser

Thr

Ser

Gly

ser

val

Ser

Lys

Gln

Arg

Tyr

val

Tyr

Gly

3115G438~s5eq]1-000001

Gly

Thr
120

Gly

ala

ala

40

Arg

Ser

Gly

The

120

Tyr

Ser

Trp Tyr Tyr Tyr Gly Met Asp val
105 110

val

Asp

Glu

phe

105

val

et

Thr

Ser

Glu
10

Gly
Gly
‘thr
thr
ASD
S0

Tyr

Ser

His
10

Ser

val

Tyr

Gin

ser

ser

Thr

Tyr

Ser

Lys

Thr

Gly

Ala

Tyr

Lys

phe

Leu

45

Ala

sSer

val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Met
110

Gly
15

ser
Trp
Lys
val
Tyr
95

Asp

ala
Tyr
Met
Phe
Tyr
80

Cys

val

Sar Tyr Ala GlIn Lys Phe Gln
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3115G438-5eg1-000001
10 15

Gly

<210> 28

<211> 11

<212> PRT

<213> Homo sapiens

<400> 26
%er Pro Gly val §a1 Thr Ala Leu Phe igp Tyr

«210> 27

<21l> 12

<212>» PRT

<213> Homo sapiens

<400> 27

g?y Gly Ser Tle Gly Ser Ser Asp Tyr ggr Trp Gly
5 \

<210> 28

<211> 16

<21Z> PRT

<213> Homo sapiens

<400> 28

ier Tie Tyr Tyr éer Gly ser Thr Tyr Egr Asn Pro Ser teu Lys Ser
; 13

<210> 79

<23i1l>» 8

«212> PRT

<213> Homo sapiens

<400> 29
i?y Glu His Arg Gly Glu Phe Asp Tyr
' 5

<210> 30

<211> 1l

<212> PRT

<213> iomo sapiens

<400> 30

Gly Gly Ser Ile Ser Ser Ser Asn Trp Trp Ser
1 3 10

<210> 31

<211> 16

<7217> PRY

«213> Homo sapiens

<400> 31
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Glu Tle Tyr
1

<?210> 32
<211> 10
<212> PRT
<213» Homo
400> 32

gai val Ala

<210> 33
<211> 14
<212> PRT
<213> Homo
<400> 33

QSF Gln Tyr

<210> 34
<211l> 14
<212> PRT
<213> Homo
<400> 34

ésp Leu Tyr

<2 10>
<211>
<212>
<213> Homo

<400> 35
gacatccaga

35
321
DNA

atcacttgeo
gggaaagooc
aggttcagtg
gaagattttg
gggaccacat
<210>
«Z2ii>
«7212>
<213> Homo

<400> 36
gaaattgtgce

36
3049
DA

ctotoetgea

ggccaggete

3115G438-5eq1-000001

His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser
5 10 15

sapiens

val ala Gly Thr val asp Tyr
S 10

sapiens

Ser Ser Gly Trp Tyr Tyr Tyr Gly
5 10

sapiens

ser gyr Gly Phe Tyr Tyr {%r Gly

sapiens

tgaccoagte
gggceagtca
ctaaactoct
geagtggatc
caacttacta

Lgyagatcaa

sapiens

tgactcagte
gggeeagtca

ccaggeoooct

toeotootte
ggacattggc
gatcratgct
tgggacagat
ctgtcaacag

a

toccagocaceo

gagtgttgge
ratctatgat

atgtotgcat
agttatttag
gcatccactt
ttcactctca

agttacagtt

ctgtcttttt
agctacttag

gcaaccaaca
Page 10

Met Asp val

Met Asp val

ctytaggaga
cectggtatca
tgcaaagtgy
ccatcaacag

ccootecgac

cteogggtga
cCtggraccs

gggccactgyg

cagagtcace
gLaaaaacca
ggtcccatca
tctgoaacet

tttcggeoct

aagagccace
gcagagacct

catccoccaacc

60
1260
180
240
300
321

60
120
186G



aggttcagtyg
gaagatttrg
gagatcaaa

<2 10>
«211>
<212>
«213>

<400> 37
gatgttgtga

37
336
NNA

atctectgea
tacctgeaga
Teeggggtee
agcagaotgg
cegacgtteg
38

324
DNA

<210>
«211>»
<212>
<213>

<400> 38
gaaacgacac

ctctcctgea
cctggecagy
gacaggttca
cetgaagatt
caagggacac
<210
<211>
<212>
<213>

<400> 39
gaaaCHacac

39
324
DNA

ot t(ﬁ(l'fg{'.él
attggceagy
gacaggttca
cetgaagatt
caaggaacac
«210>

<211>
<21é>

44
360
DRA

gcagtgggtc

caacttatta

Homo sapiens

tgacteagte
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga

gccaagggac

Homo sapiens

tcacgeagte
gggccagtea
ctcccagget
gtggcagtgg
ttgeagtgta
gactggagat

Homo sapiens

tcacgeagtc
gggeeagtea
clcecagget
gtggcagtgg
ttgcagtgta
gactggagat

311sG438~5eql~-000001

tgggacagac

ctgtcaacac

tecactotee
gagoctecta
gretocacag
cagtggcagt
tgttogastt

caaggtocaa

tccaggeace
gagtgttagc
¢ccteatotat
grctggyaca
ttactytcag

taaa

tecaggeace
gagtgttage
cctcatoetat
grctgggaca
ttactgtcag

taaa

ttcactctca

cgaaggactt

ctgecegtea
catagraatg
ctocctgatoy
ggatcaggea
tattactgea

ctcaaa

ctgterrigt
agcagetact
ggtgcateea
gacttcactc

cagtatggta

ctgtcttigt
agragcract
ggtgeatcca
gacttcacte

cagratggta

Page 11

ccatcageag

ttggecgggg

cceotggaga
gatacaacta
atttgggtic
cagattrtac
tgcaaggtac

ctecagggga
tagoectggta
gcagggccac
teaccatcag

goetcacceat

ctccagggea
tageotggta
gragggeeac
tcaccateay

gctcaccaat

cctagagect

gaccaagttg

geeggectec
tttggattgg
taatcgggece
actgaaaatc

acactggect

aagageeace
ccageagaca
tggcatceea
cagactggag

caccttogae

aagagecace
cragraaasa
tggeatceca
cagactggag

caccrtegge

240
300
309

60
120
180
240
300
336

50
120
186
240
300
324



<213

<400> 40
caggtgeage

tcotgoaayg
cctggacaag
gcacagaagt
atggagetaa
ggggtggtyga
<210
<211
<2 12>
<213>

<4(Q0> 41
caggtgoage

41
357
DA

accrgcacty
cagcecocay
tacaacccct
tcoctgaage
gaacatagag
<210>
<211>
<212>
<213>

<400> 42
caggtgcage

42
357
DNA

acctgegetg
cceccaggga
aacccgtooe
ctgaagctga
gcagtggetg
<2 10>
<211
«212>
<213>

<400> 43
gaggtccage

43
369
DNA

teotgcaagy
cotggacaag

gcacagaagt

Homo sapiens

tggtgeagtc
catctgyata
ggettgagtg
tccagggeag
gragectgag

crgecetett

Homo sapiens

tgoaggagtc
rotctygtag
ggaagggact
ccetcaagag
tgagototyt
gggaatttga

Homo sapiens

tgcaggagtc
tetotggtyg
aggggcraga
tcaagagteg
getetgtgac
gtacggttga

Homo sapiens

tggtgragtc
catctggata
gycttgagty
tccaggacag

3115G438~5eq1-000001

tggggotgag gtgaagaage ctggggoectc

caccttoace
gatgggaata
agtcaccatg
atctgaggac

tgactactygy

gggoccagga
cLecatcgge
ggagtggatt
tcgagtcace
gacocgetgoeg
ctactgggge

cggcccagga
ctccattage
grggarteag
agtcaccata
cgcegeggac

ctactgygege

tggggetgag
caccttoace
gatygggaata

agtcaccatg

agotactata
atcaacceta
accagggaca
acggeegtgt

ggccagggaa

ctggtgaagg
agtagtgatt
gggagtatct
atgtcagiag
gacacggeoeg

cagggcacee

ctggtgaage
agtagtaact
gaaatctatc
tcagtagaca
acggoogtot

cagggaacee

gTtgaagaagc
agctactata
atcaacccta
accagggaca

page 12

tgcactgggt
giggtagtag
cgtccacgag
attactgtgce

ceotggteas

cttoggagac
actactygsyy
attatagtqg
acacgcreaa
tgtattactg

tggtcacegt

crteggggac
ggtggagtty
atagtgggag
agteccaagaa
attactgtge
tggtoacegt

ctggggecte
Tgcactgggr
gtaggtygtag
cgtoccacgag

agtgaaggtt
gcgacaggec
cacaagctac
cacagtctac
gagaageect

cgreteaage

cetgteccte
ctggatccye
gageacctag
caatcagttc
tgegagagyga

ctcaage

CCTQTQCCti
ggtccgeeag
caccaactac
ceagttctec
gagagtagta

ctoaage

agtgaaggtt
gcgacaggee
cacaagetac

cacagtctac

60
120
180
240
200
360

60
120
180
240
300
357

60
120
180
240
300
357

60
120
180
240



atggagotga
tatagcagty
gtctecaage

<Z210>
<211>
<212>
«<213> Homo

<400> 44
cagglacage

44
369
DNA

tcotgeaagy
cctggacaag
gcacagaagt
atggagcetga
tacagcetaty
gtotcaage
<210>
<211>
«212>
<213> Homo
<400> 45
Gin ser val
1

45
1140
PRT

Lys val Thr

Jye val ser

35

Ite Tyr Gly

50

Gly
65

ser Lys

Thr Gly Asp

s5er Ala Gly

«210>
<211>
<212>
<213>

46
110
PRT

geageotgag

gotggtacta

sapiens

Lgeagragtc
catctggata
ggcttgagtg
LCCaguygrag
geagootgag
gttittacta

sapiens
val Thr
3

ser

Trp Tyr

Asn Asn

ser Gly

ala
835

val phe
100

Glin

cys

Gln

Trp

Thr

70

ASp

3118G438-seq1-000001
atctgaggac acggocgtgt attactgtge

ctacggtatg gacgtctogg gocaagggac

aggggcLcag
cacctteace
gatgggaata
agtcaccatg
atctgagoac

ctacggtatg

Fro Pro

ser Gly

Gln Leu

40

Arg Pro

ser Ala
TYr Tyr

Gly

Arvificial sequence

gtgaagaagc

agcractata

atcaacccra

accagggaca

acggeegtgt

gacgtciggg

Ser

Ser

25

Pro

Ser

Thr

cys

thr
105

val
10

Ser

ser 3er

Gly Thr

Gly Ile

Ala
75

Glu Thr

90

L¥S Leu

Page 13

ctggggeote
tgcactgggt
grggtggtag
cgtecacgay
attactgtge

gecaaggpac

Ala Ala pPro

asn 1le Gly

30

Ala Pro

435

L¥s

Pro Asp Arg
60

Ile ser Gly

Trp Asp Ser

Thr val Leu

110

gagagatcay

cacggrcace

agtgaaggrt
gcgacagged
cacaagctac
cacagtctac
gagagatita

cacggteace

y Gln
Asn
Leu Leu
Ser

Phe

sin
&0

Leu

Ser Leu

360
360
369

60
126
180
240
300
360
369



«220>

<223> Synthetic sequence: Licht chain variable domain sequence for

3118G438-5eq1-000001

anti-TIM-3 antibody all_gr

<400> 46

GIn Ser val Leu Thr
1 5

Lys val Thr
Tyr val ser
35
Ile Tyr Gly
50

Gly ser Lys
65

Thr Gly asp
ser ala Gly

<210> 47
<211> 13
<212> PRT
<213> Homo

<400> 47
ser Gly ser
1

<210> 48
<21ll> 7
«212> PRT
<213> Homo
<400> 48

gly ASN ASR

<210> 48
<211> 11
<«2lZ> PRT
<213> Homo
<400> 49

?uthrTm

«210> 50

Ile
20
Trp

Asn

Ser

val
100

Ser
Tyr
ASN
Gly
g

Phe

sapiens

Ser

Ser
5

sapiens

Trp

Arg
5

zapiens

Asp Ser
5

GIn Pre Pro ser ggT ser Ala

Cys

Gin

Trp

Thr

70

Asp

Gly

Asn

Pro

ser

Ser
Gln
Arg
55

ser
Tyr

Gly

Ile

Ser

Gly

Le

4¢

Fro

ala

Tyr

Gly

Gly

Ser

25

Pro

S5er

Thr

cys

Thr
105

Asn

sar

Gly

Gly

Leu

Glu

a0

Lys

Asn
10

Ser aAsn

Thr ala

Ile Pro
&0

Giy Ile
75
Thr Trp

teu Thr

Tyr val

Leu Ser Ala Gly val
10

rPage 14

Ala

Ile

Pro

45

ASp

Thr

Asp

val

Ser

Pro

aly

30

Lys

Arg

Gly

sSer

Ley
110

Gly
15

Asn
Ley
rhe
Leu

ser
95

Glin

Asn

Leu

Ser

Glin

80

Leu



<Z211>
<212>
<213>
<4 00>

Gln val
1
Thr

Tyr Trp

Gly Glu

50

ser
65

Arg

Lys Leu

Arg Gly

Tthr val

<210>
<211»
<?212>
<213>

<220>
«223>

<400

116
PRT
Homo

50
Glin

Ile

val

ser

Tyr

Ser

115

51
116
PRT

sapiens

Ley

Leu

20

Trp

Asn

Thr

ser

val

100

ser

Gln
5

Thr
Ite
His
Ile
val

Ala

31156438-5eq1-000001

Gin Trp Gly Ala

Cys Ala vel Tyr

Gln Pr

4¢

Arg Pro

ser Gly Ser Thr

55

ser val Thr

70

Asp

Thr Ala Ala Asp

Gly pPhe asp -

artificial sequence

Gly
10

Gly
Gly
Asn

Ser

Thr
90

Trp

Leu

Lys

Tyr

LysS

ala

Leu

¥
i
-

Gly
Asn

60

Asn

Glin

synthetic sequence: Heavy chain variable
anti-Tiv¥-3 antibody clone All gl

51

Gin val ¢ln Leu GIn
1 5

Thr Leu Ser Leu Thr
20

Tyr Trp igr Trp Tle

Gly Glu Ile Asn His
50

65

ser arg val Thr 1le

Gln Trp
Cys ala
Arg

Ser

Ser
70

Page 15

Gly Ala Gly Leu Leau
i0
val Tyr Gly Gly Ser
25
Pro Pro Gly Lys Gly
40
y Ser Thr Asn Tyr Asn
60

Asp Thr Ser Lys Asn
75

Lys Pro Ser Glu
135

phe ser

30

cly Tyr

Leu Glu Trp

45

Pro ser Leu Lys

Gin phe ser Leu

80

Tyr Tyr Cys Ala

Thr val

110

Gly Leu

domain sequence

tys Pro Ser Glu
15

phe Ser Gly Tyr
30
Glu Trp Ile

Ser Leu Lys

Phe Ser Leu
80

for



3115G438-seq1-000001
Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys Ala
" 85 4 90 L S§

Arg Gly Tyr val Ala Gly Phe Asp Tyr Trp Gly Gin Gly Thr Leu val
e 155 110

100

Thr val Ser Ser
115

<210> 52

<211> 10

<212> PRT

<213> Homo sapiens

<400> 52

Gly Gly ser pPhe Ser Gly Tyr Tyr Trp Ser
1 5 10

<210> 53

<211> 16

<212> PRT

<213> Homo sapiens

<400> 53

Glu Ile Asn His Ser Gly Ser Thr Asn Tzr Asn Pro Ser Leu Lgs ser
1 5 1 1

<210> 54

<211> 8

<212> PRT

<213> Homo sapiens
<400> 54

g1y Tyr val Ala ?1y Phe Asp Tyr

<210> 55

<211> 330

<212> DNA

<213> Homo sapiens

<400> 55
cagtctgtcg tgacgcagcc gccctcagtg

tcctgetctg gaagcagctc caacattggg
ccaggaacag cccccaaact cctcatttat
gaccgcttct ctggctccaa gtctggcacc
actggggacg aggccgatta ttactgcgaa
ttcggcggag ggaccaagct gaccgtccta
<210> 56

<211> 330
<212> DNA

tctgcggece caggacagaa agtcaccatc
aataattatg tatcctggta ccagcagctc
ggcaataatt ggcgaccctc agggattcct
tcagccaccce tggccatcag cggacttcag

acatgggata gcagcctgag tgctggggta

Page 16

120
180
240
300
330




3115G438-s5eq1-000001

<213 Artificial sequence

<220

<223> Synthetic sequence: wucleotide sequence of heavy chain variable
domain sequence for anti-TiM-3 antibody clone All_gl

<400> 56

cagtctgtgt tgacgcagcc
tTCotgotety gaageagote
ccaggaacag ccocccaaact
gaccgottet ctggotecaa
actggggacg aggccgatta
ttoggoggag ggaccaaget

«210> 57
<211> 348
«212> DNA
«213> Homo
<400> 57

caggtgeage tacagcagig
acctgogetyg totatggtag
ccagggaagy ggotggagig
ccgtcoctca agagtcogagt
aaactgagct ctgtgacoge

gcrggetttg actactggog

«210> 58
<211> 3
<212> PRT
<213> Homo
<4030> 58
%er Tyr Tyr
<210> 59
<211> 7
<212> PRT
«213>  Homo
<400> 59

ger Ser Asp

<210> 60
<211> 6
<212> PRT
<213> Homo

<400> 60

sapiens

sapiens

Met His
5

sapiens

gcooteagtyg totgoggooe caggacagaa agtcaccate

caacattogy
cctcatttat
gtorggeaee
ttactgreaa

gaccgtocta

gggegeacga
gtocottoagt
gattggocaa
caccatatca
cgrygacacy

ccagggaace

Tyr Tyr Trp Gly
3

sapiens

aataattatg
ggcaataatt
teageeacee

acatgggata

ctgtigaage
ggttactact
atcaatcata
gtagacacgt
gctgtgtatt
ctggtcaceg

pPage 17

tatcctggta
ggegacecte
tgggeatcac

gcagcctgag

cttcggagac
ggagctygat
gtggaageac
ccaagaacca

actgtgogag

CCAgCagete
agggartoct
cygacreay

tgctggggra

corgteecte
cocgocagooe
caactacaac
gtrctcectig

aggctacytg

60
120
180
240
300
330

60
120
180
240
300
348



Ser Ser Asn Trp gra Ser
1

«210>
<21l
<2 12>
«21%>

<400>

61

S

PRT

Homo sapiens

61

Gly Tyr Tyr Trp Ser
1 5

3115G438~-s5eq1-000001
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