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1

Met Ala Lys

1

Arg

Ala

Tyr

Gly

65

Tyr

Thr

Lys

Gln

Thr

145

Phe

ASp

Gly

Arg

Phe

50

Glu

Cys

Ile

Ala

Ser

130

Leu

Ala

Phe

Pro

Ala

35

Asn

Glu

Lys

Arg

His

115

Pro

Asp

Asn

Gly

sapiens

Arg

Ala

20

Arg

Leu

Ala

Leu

Gly

Pro

Pro

Leu

Ser

Leu

5

Pro

Glu

Ala

Pro

va'l

85

Glin

Ala

Leu

Gly

Pro

165

Thr

Cys

Leu

Glu

Glu

Ala

70

Gly

Tyr

Ser

Ser

Glin

150

Arg

Tyr

3.5

Ala

Leu

Ala

Gly
55

Arag G

Gly

Cys

Asnh

Pro

Gln

Gly

Leu

Gly

40

Ala

Pro

ASp

Ala

120

Gly

Phe

Asp

Pro
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SEQUENCE LISTING

Ser
val
25

Gly

Arg

Ile

105

ITe

Leu

His

Leu

Trp

Ala

10

Gly

Gly

Ile

Pro

Ala

90

cys

Asp

Glu

val

Leu

lLeu

Phe

Ala

Arg

75

Gly

Thr

Gly

Tyr

Cys

Ala

Ser

Ala

60

Pro

Gly

Ala

Thr

Asn

140

Tyr

teu

pPhe

val

Leu

ey

45

Ser

Thr

ASp

Ala

Glu

125

Glu

val

Glu

Ala

Arg

Leu

30

His

Ala

Glu

Pro

Asn

110

Arg

val

Leu

Arg

Ser
190

Gly

15

Gly

Pra

Thr

Asp

Asn

95

Ser

Trp

AsSn

Ile

Ser

175

Ser

Pro

Ala

Pro

Cys

Leu

80

Asn

Trp

val

Lys

Met

Lys



Arg

Arg
Leu

225

Ala

Thr
1Leu
Tyr
His
305
G1n
Cys
Ala
Tyr
Gly
Thr
Asn

ser

Cys

Asp

ASp

210

Glu

Met

Asn

Met

ser

290

Ala

Cys

Pro

Asn

TYyr

370

Thr

Gly

His

Asp

Asn

Asn

val

Gly

Ile

Asp

Thr

Gly

AsSp

Tyr

val

Pro

Phe

435

Pro

Leu

Ala

Gly

Phe

Lys

Ala

Cys

Phe

340

Cys

Pro

GIn

Asn

Leu

420

Thr

Asn

Glu

Ala

Glu

Ser

245

Leu

‘Ala

Asp

Cys

Gln

325

Asn

Gln

Glu

Gly

Asp

Asp

pPhe

Arg

Ile

Ile

230

Tyr

Arg

Leu

Ile

310

His

Gln

Ser

val

Ser

Gly

Ser

Phe

Cys

215

val

ser

Phe

Arg

Ser

295

Ala

Asn

Gln

cys

Asp

375

Gly

Arg

Pro

Thr

Gly

val

Pro

Leu

Asp

Ile

Lys

Thr

Pro

Asn

360

Arg

val

cys

His

Cys

440

Glu
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Pro GIn Thr Leu Glu

Thr

ser

Leu

Gly

Asp

Cys

Trp

Cys

Arg

Cys

ieu

val

425

Glu

Arg

Glu

Leu

Leu

250

Thr

Thr

Gly

Pro

Gly

LysS

Tyr

Arg

Ile

Pro

410

Cys

Asp

Cys
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Tyr
val
235

Arg

Asn

‘val

Arg

Thr

315

Gly

Pro

Gly

Ala

Arg

Leu

ASp

Ser

220

Asn

Glu

Thr

Thr

Cys

300

Asp

Thr

Ala

His

Ser

380

Cys

Phe

Arg

Thr

val
460

205

Arg

Gly

Phe

Leu

285

val

Pro

Cys

Thr

Ala

365

Gln

Gln

Tyr

Cys

Arg

Ile

Arg

Thr

Ley

270

Arg

cys

Phe

ASp

Ala

350

Thr

ser

His

Arg

Asn

430

Arg

Ala

Ile

val

Pro

Tyr

His

Arg

Arg

Asn

Asp

Leu

His

ser

415

Cys

cys

Glu

Thr

Pro

Gly

240

Ala

His

Tyr

Gly

Leu

320

Cys

ser

cys

Asp

Thr

400

Pro

Glu

Tyr

Gly



Phe
465

Thr

ser

cys
Ser
545

Arg

Gly

Pro

Asp

Thr

Ser

cys

Leu

705

Glu

Thr

Arg

Ala

Arg

Ala

530

Pro

Cys

Tyr

Thr

Glu

610

Phe

Gin

Gly

Cys

Arg

Ala

Gly

Glu

Ala

Cys

515

Pro

Gly

Arg

phe

Leu

595

Phe

Pro

Leu

Thr

val

675

Pro

Cys

Gly

Phe

Gin

Gly

val

val

His

580

Pro

Ala

Asn

cys

Ala

660

Pro

Arg

Asp

Ser

Pro

val

485

Thr

cys

Phe

Ala

Gly

Phe

Cys

Cys

Ser

Thr

cys
725

Ser

470

Leu

GIn

Lys

Tyr

Asp

Phe

Pro

Gly

Pro

GlIn

630

Ala

Gln

Cys

Pro

Gly

Pro

Gly

ASp

Glu

Leu

Cys

His

615

Ala

Gly

Glu

Cys

Gln

695

val

Pro

Tyr

Ala

Asn

Asn

520

Pro

Arg

Gly

cys

cys

Gly

Cys

ser

680

cys

Pro

Ala

LCTI-200006_ST25
Pro Thr Pro Ser Ser

Gly

Ala

505

Phe

Gly

Cys

Ala

Gln

585

Glu

Thr

Leu

Ser

665

Ala

Ser

Gly

Gly

Gin
490
Cys
Gln
Cys
Asp
Thr
570
Leu
Ala
Arg
Cys
Cys
650
Pro
Glu
Cys

Ala

Leu
730
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475

Ile

Arg

Gly

Gln

Pro

555

Cys

cys

Gly

Cys

Arg

Gly

Gly

Arg

Tyr

715

Ala

val

Lys

Thr

Pro

540

Asp

AsSp

Gly

Arg

Cys

Phe

Ser

Pro

700

Asn

Pro

Asn

Asp

His

525

Cys

Thr

Arg

Cys

Cys

Pro

Arg

Arg

His

Leu

685

Arg

Phe

val

Ser

cys

Pro

510

cys

Gin

Gly

Cys

Ser

590

Leu

Gly

Gly

Pro

Gly

His

val

Pro

Asp

Asn

Arg

Glu

cys

Gln

Ala

575

Pro

Cys

Ala

Gly

Phe

Ala

Thr

TYyr

Pro
735

Cys

val

Leu

Ser

Cys

560

Pro

Ala

GIn

His

Leu

640

TYFr

Pro

Ala

Gly

Cys

720

Ala
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Leu Pro Glu Ala GIn val Pro Cys Met Cys Arg Ala His val Glu Gly
740 745 750

Pro Ser Cys Asp Arg Cys Lys Pro Gly Phe Trp Gly Leu Ser Pro Ser
755 760 765

Asn Pro Glu Gly Cys Thr Arg Cys Ser Cys Asp Leu Arg Gly Thr Leu
770 775 780

Gly Gly val Ala Glu Cys GIn Pro Gly Thr Gly GIn Cys Phe Cys Lys
785 790 795 800

Pro His val Cys Gly Gln Ala Cys Ala Ser Cys Lys Asp Gly Phe pPhe
805 810 815

Gly Leu Asp GlIn Ala Asp Tyr Phe Gly Cys Arg Ser Cys Arg Cys Asp
820 825 830

ITe Gly Gly Ala Leu Gly Gin Ser Cys Glu Pro Arg Thr Gly val Cys
835 840 845

Arg Cys Arg Pro Asn Thr Gln Gly Pro Thr Cys Ser Glu Pro Ala Arg
850 855 860

ASp His Tyr Leu Pro Asp Leu His His Leu Arg Leu Glu Leu Glu Glu
865 870 875 880

Ala Ala Thr pPro Glu Gly His Ala val Arg Phe Gly Phe Asnh Pro Leu
885 890 895

Glu Phe Glu Asn Phe Ser Trp Arg Gly Tyr Ala GIn Met Ala Pro val
900 905 910

Gln Pro Arg Ile val Ala Arg Leu Asn Leu Thr Ser Pro Asp Leu Phe
915 920 925

Trp Leu val Phe Arg Tyr val Asn Arg Gly Ala Met Ser val Ser Gly
930 935 940

Arg val Ser val Arg Glu Glu Gly Arg Ser Ala Thr Cys Ala Asn Cys
945 950 955 960

Thr Ala GIn Ser GIn Pro val Ala Phe Pro Pro Ser Thr Glu Pro Ala
965 970 975

phe Ile Thr val Pro GIn Arg Gly Phe Gly Glu Pro Phe val Leu Asn
980 985 990

Pro Gly Thr Trp Ala Leu Arg val Glu Ala Glu Gly val Leu Leu Asp
995 1000 1005
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Tyr

Gln

Gln

Asn

His

Leu

Glu

His

Arg

Leu

val

Ala

Leu

Thr

val
1010

Leu

1025

Ser
1040

Phe
1055

Ser
1070

Pro
1085

Gln
1100

Tyr
1115

Thr
1130

cys
1145

Asp
1160

Leu
1175

val
1190

Ser
1205

Cys
1220

Arg
1235

His
1250

val

Arg

Gly

Pro

Leu

Pro

val

Ala

Pro

Ley

His

Thr

Pro

cys

Leu

ASp

Ala

Leu

val

Asp

Ser

Pro

Leu

Ala

Asn

GlIn

Tyr

Leu

Ala

Ile

Ile

Pro

cys

GIn

Leu

Thr

Asn

Ala

Arg

Ile

val

Glu

Arg

Ser

Ala

Glu

Glu

Ser

Ser

Gn

Asp

Pro

Glu

ser
1015

Ala

© 1030

cys

Ala

Pro

Thr

Pro

Asp

Ala

Thr

val

Gin

Glu

Ser

Arg

val

Leu

Leu
1045

Gly
1060

cys
1075

Cys
1090

Gln
1105

Ala
1120

Pro
1135

Leu
1150

Phe
1165

Ala
1180

Phe
1195

His
1210

pPhe
1225

Ile
1240

Thr
1255
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Ala Tyr Tyr Glu Ala

Cys

Leu

leu

Pro

Thr

Pro

Arg

Glin

Cys

His

Arg

Ser

Gly

Pro

Pro

Pro

Thr

Tyr

Glu

Thr

Gly

Gly

Gln

Gn

Arg

Leu

Phe

Pro

Ala

Lys

Leu

Ala

Tyr Arg

Thr His

Ala Leu

Glu Gln

Ser Asp

Arg Tyr

Glu val

Gly Leu

Gly Thr

Asp Ser

Phe Leu

Glu phe

pPhe Gly

Pro Pro

Pro Pro

Met Ser
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1020

Pro
1035

Leu
1050

Cys
1065

Leu
1080

val
1095

Ala
1110

Gly
1125

Leu
1140

Ala
1155
Glu
1170

His
1185

val
1200

Pro
1215

GIn
1230

Gly
1245

Pro
1260

Ala

ser

Pro

Arg

Ser

ASp

Leu

val

Ser

Arg

Ala

Gly

Glu

Asn

Pro

Leuy

Ala

Leu

Ala

Leu

GIn

Pro

val

val

Ala

Leu

ASp

Ser

va'l

Pro

Ser

Ile

Pro

Gly

Leu

Glin

ASp

AsSp

Ser

Gln

val

val

His

Thr

val

Thr

Arg

Leu

Pro



Arg

L.eu

Pro

Ala

val

val

Arg

Tyr

Ser

ey

Gly

cys

Gly

Arg

Thr

Pro
1265

Leu
1280

Thr
1295

His
1310

Trp
1325

Cys

13490

Thr
1355

Trp
1370

Ser
1385

Phe
1400

Ser
1415

Phe
1430

Ala
1445

His
1460

TYyr
1475

Leu
1490

Ile
1505

Arg

Arg

Leu

Pro

Gin

Arg

His

Leu

Phe

Ile

Ser

Tyr

Thr

Ala

Trp

Cys

Pro

Pro

Glu

Gly

Thr

Gly

Thr

Ser

Trp

Gly

Ser

ASn

Gly

His

Gly

Asp

Pro

Pro

pPro

Arg

phe

His

Leu

Glu

Leu

TYP

His

Leu

Asn

Pro

val

phe

Glu

ASp

Thr

Gln

Tyr

Pro

Ala

val

Leu

AsSp

Leu

Gly

Thr

Ile

Pro

Leu

Cys

Ala
1270

Ala
1285

Ala
1300

val
1315

Asn
1330

val
1345

Thr
1360

Tyr
1375

Arg
1390

Ala
1405
Cys
1420

Ala
1435

Asn
1480

Thr
1495

Leu
1510
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val Asp Pro Asp Ala

Thr

Phe

Glu

Ala

cys

val

val

Glu

Ala

Arg

Arg

Glu

Arg

Cys

Gly

Leu

val

Leu

val

Ser

Glu

Thr

Leu

Glu

Gln

Asn

Pro

Pro

ASp

Arg

Gln

Cys

val phe

Leu His

Leu Ile

Phe Cys

Gly Gln

val Arg

val val

Pro teu

Gly Tyr

Ala Ala

cys Gly

Phe Gly

Cys Ser

Pro Cys

Cys Ile

GIn Pro
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1275

Thr
1290

Gly
1305

Asn

1320

Pro
1335

Ala
1350

val
1365

Pro
1380

AsSp
1395

His
1410

Ala
1425

Arg
1470

Asp
1485

Cys
1500

Gin
1515

Glu

Thr

Tyr

Ala

His

Leu

Pro

Glu

Lys

Ile

Ser

His

G?n

cys

Cys

Pro

Thr

Pro

His

Gin

Gly

Gly

Leu

Lys

Asn

Ser

Ser

Leu

Glu

Ccys

Ala

Gly

Pro

Phe

Thr

val

Pro

Arg

Tyr

Asp

Gly

val

Tyr

Pro

Ser

val

Pro

Thr

Ala

Arg

Gly



cys

GIn

cys

Ccys

Gly

Gin

Gly

Ser

val

Pro

Ala

ser

Tyr

Met

Ile

Arg

His
1520

Ite
1535

cys
1550

Ser
1565

His
1580

Gln
1595

cys
1610

Cys
1625

Ser
1640

Lau

1655

val
1685

Tyr
1700

Glu
1715

Glu
1730

Thr
1745

Gly
1760

Pro

GIn

Lys

Pro

Glu

cys

Ser

Thr

Ser

Pro

Leu

Leu

Ser

Phe

Gln

Leu
Glu
Cys
Gly
Ala
Tyr
Leu
Arg
Tyr
Ser
Glu
Glu
Gly
His
Arg
Leu

Leu

val

Leu

Arg

Phe

Gly

Cys

Gly

Cys

Thr

Thr

Met

Ala

Asp

Ser

Pro

Glu

Glin

Gly

Thr

Pro

His

Thr

Lys

Thr

Phe

Arg

AsSp

Leu

Phe

Arg

Glu

ASp

Pro

Leu

cys
1525

Asp
1540

Asn
1555

Gly
1570

Ala
1585

Glu
1600

Phe
1615

Cys
1630

Gin
1645

Arg
1660

Arg
1675

Pro
1690

val
1705

Thr
1720

val
1735

Ala
1750

val
1765
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Glu Glu Cys Asn Cys

Pro

val

Tyr

Pro

Asn

Ser

Phe

Glu

Gln

Ala

Glu

Ser

GIn

val

Tyr

Glu

Thr

Thr

Pro

Gly

val

Leu

Gly

Phe

val

ASp

Leu

Ser

Arg

Leu

Pro

Gly

Cys Asp

Gly Arg

Arg Cys

val Cys

GIn Gly

Asp Ala

Ala Thr

val Asp

val pPro

Leu Arg

Tyr Trp

Tyr Gly

Gly Asp

Gin Gly

Thr Pro

Asn Phe
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1530

Thr
1545

Arg
1560

Arg
1575

Asp
15380

Pro
1605

Ala
1620

Glu
1635

Met
1650

His
1665

His
1680

Gln
1695

Gly
1710

val
1725

Asn
1740

ser

Asp

cys

Pro

Pro

Lys

Asn

Arg

Glu

Glu

val

Ala

Thr

Phe

Gln

His

His

Gly

ser

ASp

Cys

Leu

Cys

Pro

Cys

Gly

Arg

Pro

Pro

Leu

val

Met

val

Thr

Pro

Gly

Thr

Asp

Thr

Asp

Lys

Arg

Trp

Gln

Glu

Pro

Arg

Pro

Ser

His

Glu



Thr

Ser

Ser

Ala

Pro

Phe

Ccys

val

Arg

Pro

Phe

cys

Gly

Cys

cys

Thr

Ala

Arg
1775

Leu
1790

Ala
1805

Gly
1820

Ala
1835

Tyr
1850

Gin
1865

Cys
1880

Cys
1895

Cys

1910

Ala
1925

Lys
1940

Phe
1955

Asp
1970
ASD

1985

Gly
2000

Leu
2015

Asn

Glu

val

GIn

Ser

Arg

cys

val

GIn

val

Glu

Pro

Phe

Cys

Pro

Pro

Leu

Thr

GlIn

Phe

Gly

Tyr

ASp

His

Asp

Ala

Ser

Gly

Gly

Gly

Ser

Leu

Arg

Pro

val

L.eu

leu

Arg

val

Gly

Cys

Gly

cys

Cys

Tyr

AsSn

Gly

Thr

Cys

Gly

Ser

Glin

Arg

Leu

Gly

Lys

His

Glin

Phe

Pro

val

Ala

Pro

Asn

Gly

Glu

Asn

Arg
1780

Ile
1795

Arg
1810

Ala
1825

Asp
1840

ser
1870

His
1885

val
1900

Cys
1915

Leu
1930

Gly
1945

Leu
1960

Ala
1990

Ile
2005

Cys
2020

LCTI-200006_ST25
Glu Glu Leu Met Met

1785

Arg Ala Leu Phe Ser

val

Ser

Ser

l.eu

ASD

Asn

Ser

Pro

Arg

Ala

val

Asp

Cys

Cys

Thr

Ala

Asn

Cys

Phe

Arg

Thr

Ser

Gly

Ser

Leu

Pro

Arg

Ala

Arg

Leu Glu

val Glu

Gin Glu

Leu Gly

Cys Leu

Glu Gly

Arg Asp

Ser val

Gly Arg

Cys Glu

Gly Ser

Asn Leu

Gly Cys

Pro Gly

Cys Asp
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1800

vatl
1815

Leu
1830

cys
1845

Arg
1860

Pro
1875

Ala
1890

ASp
1905

Pro
1920

Thr
1935

Arg
1950

ser
1965

Leu
1980

Leu
1995

Phe
2010

Cys
2025

val

GIn

Ala

Cys

Ala

Cys

Gly

His

Pro

Ser

Gin

Cys

Cys

Phe

Arg

Tyr

Thr

Leu

Ile

Ser

teu

Pro

val

Ser

Cys

Ser

Asn

cys

Ala

Glin

ser

His

Gly

Pro

Ala

Ser

Pro

Cys

Gly

Pro

Gly

Glu

Ala

AsSn

Leu

Pro

Pro

Asp

Thr

Asn

Cys



Gly

Ala

Phe

Pro

His

Pro

Cys

Pro

His

Cys

Glu

Gly

Asn

Gly

G1ln

Ala

Glu

Thr
2030

Gly
2045

Gly
2060

Ala
2075

Cys
2090

Gly
2105

Pro
2120

Pro
2135

GIn
2150

Glu
2165

Arg
2180

Ile
2195

Ala
2210

Pro
2225

Ser
22490

val
2255

Ala
2270

Glu

val

Phe

Ala

Arg

Tyr

Gly

Gly

val

val

Ala

Asn

Ser

Arg

Thr

Gly

Thr

Ala

Thr

AsSp

Glu

Pro.

Trp

Gly

Leu

Pro

Ala

Ile

His

Ser

Thr

Leu

Cys

Gly

Gly

Gly

Gly

Gly

Arg

Ser

val

Ala

Ser

Ala

Glu

L.eu

Arg

Gly

Asp

Arg

Cys

Ser

Thr

Leu

Cys

Gly

Pro

Leu

Ser

Asp

Thr

Gly

Asp

His

Pro
2035

Glu
2080

Met
2095

Pro
2110

Asp
2125

Glu
2140

2155

LCTI-200006_5T25
His ser Gly His Cys

cys

Gly

cys

Gly

Glu

Pro

Arg

Pro

Ala

Gln

Gln

Asp

Ala

Lys

ASp

Cys

His

Pro

Gln

His

Cys

Pro

P val

Ala

Trp

ser

Gin

Ala

ser

Thr

Arg Cys

Arg Pro

Pro Gln

GIn Cys

Gly Cys

Thr Gly

Asp Thr

val Gly

Ley Leu

Ile His

Ala Arg

Glin Leu

Leu Glu

Arg Arg

Gln Leu

Leu Leu
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2040

Gin
2055

Cys
2070

Ser
2085

Arg
2100

Arg
2115

Arg
2130

Cys
2145

His
2160

Leu
2175

Glu
2190

Leu
2205

Arg
2220

val
2235

Leu
2250

Leu
2265

Ala
2280

Leu
Glu
Ala
Gly
Glu
AFQ
Cys
Ser
ser
Asp
Gln
His
Ser
Leu
Gly
Ala

Ala

cys

Gly

cys

Glin

cys

Cys

Ash

Gln

Ile

ASD

Leu

Arg

Pro

Glu

Gly

Gly

Ile

Lys

His

Gly

Cys

Ala

GlIn

Cys

GIn

His

Arg

Leu

L.eu

Gin

Glin

Thr

Arg



Ala

Leu

Arg

Arg

Ala

Leu

Leu

Asn

Arg

-
(D
<

Arg

Gln

Ala

GlIn

val

Ala

val
2285

Gly
2300

Thr
2315

Asp
2330

Ala
2345

Trp
2360

Ala
2375

Arg
2390

Asn
2405

Ser
2420

Asp
2435

Ala
2450

Arg
2465

sSer
2480

Leu
2495

Asn
2510

Tyr
2525

Asp

Leu

Leu

Leu

GlIn

Glu

Gin

Ala

Gin

Arg

Thr

Lys

Thr

Lys

Gly

GIn

Ser

Arg

Ala

Ala

Gly

Arg

Glu

His

val

Glu

Asp

Leu

Glu

Pro

Leu

Gln

AsSp

Arg

Thr

Asn

Glu

Ala

Leu

Asn

Glu

ASp

Arg

Asn

Ala

Glu

Leu

Arg

Leu

Arg

Ile

Leu

Ala

val

Pro

Leu

Gln

Ala

Ala

Leu

Ala

Ser

Leu

Leu

Leu

Ala

leu

Leu

Ser
2290

Ser
2305

Glu
2320

Gln
2335

Ala
2350

Ala
2365

Thr
2395

Glu
2410

Thr
2425

val
2440

Glu
2455

Gln
2470

val
2485

Leu
2500

Thr
2515

GIn
2530

LCTI-200006_5ST25
Glu Leu Met Ser GlIn

Ala Pro Ser Gly

Arg

Ala

Arg

Leu

Leu

Arg

Glu

Ley

Phe

Arg

Arg

Glu

Asn

Glin

Ala

Leu

Ala

val

Ala

Met

Glu

Ala

Gln

Arg

Leu

Met

Ala

Leu

Arg

val

Leu Trp

Ala Glu

GIn Glu

Thr GIn

Asp Leu

Ala GIn

Leu GlIn

Ala Thr

L.eu Leu

Ala Ala

Gin Thr

Ala Glu

Ser Ser

Ala Ile

Gln Ala

pPage 10

2295

Glu
2310

Glu
2325

Ala
2340

GlIn
2355

Thr
2370

Arg
2385

Glu
2400

Arg
2415

Leu
2430

His
2445

ser
2460

Phe
2475

Ala
2490

Ile
2505

Glu
2520

Ala
2535

Thr

Gin

Met

Glu

Leu

Arg

Glu

Leu

Lys

His

Ser

Leu

Ser

His

Ile

Ala

Glu

Gly

Leu

Arg

Leu

Ser

ASD

Ala

Asn

Gln

Ala

Leu

ASp

Pro

Ala

Leu

ser

ASP

His

Leu

Ala

Ala

Ser

Arg

Leu

Ser

Glu

Ala

Asp

Gly

Ala

Gln

AsSp

Asn

Ala



Ala

val

Ser

ASp

Ala

Ile

Thr

Thr

Gly

val

Lys

Thr

Phe

Asp

Gly
2540

Thr
2570

Leu
2585

val
2600

Gln
2615

Ala
2630

Arg
2645

v Ala

2675

Leu
2690

2705

Gin
Gln
Ala
val

Arg
Ala
His
val

Gln
val

Pro
His

Glu
Pro
Arg
Leu

Phe

Ala

Gly

Leu

Trp

Ala

Met

Ala

Gin

Gly

Leu

Gin

Asn

Ley

Met

ASp

Gln

val

Leu

Leu

Glu

Ala

Lys

Leu

Lys

Ser

Gln

ASD

Leu

Ala

ile

Lys

Leu

Gly

Met

Gin

val

Glu

Ala

Lys

Ala

Ala

GlIn

Tyr

Ala

Leu

Ser

Ala

Phe

Ala

Pro

Tyr

Gin
2545

Asp
2560

Ala
2575

Leu
2590

ASp
2605

Met
2620

val
2635

l.eu
2650

Glu
2665

Gly
2680

Ala
2695

Leu
2710

Gin
2725

Asn
2740

Asp
2755

Glu
2770

Met
2785

LCTI-200006_5725
Ala Asp His Thr Trp

Arg Ala GIn GIn

Met

Gln

Gln

Asp

Ala

Gln

Gly

His

Lys

Ala

Ala

Gly

Leu

Pro

Gly

Leu Gin

Gly Ala

Leu Glu

Thr Asp

Ala Glu

Ala Met

Leu Arg

Ser val g

Leu Ser

L.eu Ser

Arg Gly

Arg ser

Ala Ala

Glu Pro

Ser Arg

page

Glu

Arg

Ala

Glu

Ala

Gln

Gly

Ile

Ala

Ala

Gly

Tyr

Gly

Gln

11

2550

Leu
2565

Gln
2580

Thr
2595

His
2610

Thr
2625

GIn
2640

Glu
2655

Glin
2670

Thr
2685

Leu
2700

Ser
2715

Ala
2730

val
2745

Thr
2760

Gin
2775

Ala
2790

Ala

Leu

Gln

Glin

Ile

Ser

Asp

Asn

Asp

Leu

Glu

Ile

Ser

Gln

Ala

Gly

Thr

Thr

Ala

Arg

leu

Gln

Lys

Thr

val

l.eu

Glu

Asn

Gly

LYyS

Leu

lLeu

Thr

Gly

val

Asnh

Leu

ATg

Ala

Lys

Ala

Glu

Gly

Arg

Arg

val

Arg

Lys

Glu

ASpP



Tyr

Gln

Ile

Phe

Thr

teu

Thr

Cys

Asn

Cys

Ser

GIn

Ser

Leu

rhe

Pro

Met
2795

leu
2810

Ala
2930

Tyr
2945

Ile
2960

Tyr
2975

Cys
2990

Gly
3005

Leu
3020

Ser
3035

Gly

Gly

Glu

His

Gly

Pro

Thr

Glu

Glu

Arg

Leu

Ser

Ser

Leu

Ala

Thr

Arg

val

Glu

Gin

Met

Asp

Asp

Pro

Met

Asp

Thr

Gly

Ala

Gly

Ser

Lys

ser

Ala

Phe

Ser

Thr

ASp

Pro

Asp

Thr

o
~
Wn

Gly

Thr

val

val

Leu

Ala

Arg

Leu

Gly

Ala

val

val

Phe

Pro

Thr

Phe

N
D
3

Thr

Lys

Leu

Gln

Lys

ser

val

Arg
2800

Pro
2815

Ala
2830

Thr
2845

Ala
2860

val
2875

Leu
2890

Leu
2905

Gin
2920

r Thr

2935

Gly
2950

Arg
2965

Phe
2980

Glu
2995

Lys
3010

Leu
3040

LCTI-200006_ST25
Asp Lys Lys val His

Ala val Leu Ser

val

val

Pro

phe

Leu

Asn

Leu

Gly

Phe

Phe

Phe

Gly

Ala

Ala

val

Ser

Glu

Gly

Tyr

Arg

Glu

ASp

Asp

Ala

Glu

Leu

Ser

val

Ile

Arg

Leu

Arg

Ala

val

Phe

Glu

Thr

Pro

Arg

Gln

LyS

Leu

Pro

GlIn

val

Page

Asp

Gln

Glu

Gly

Pro

val

Ala

Trp

Ile

Glu

Gln

val

Ley

val

Glu

12

2805

Ile
2820

Arg
2835

Met
2850

Y
2865

Gly
2880

val
2910

val
2925

Ley
2940

ser
2955

Leu
2970

GIn
2985

Leu
3000

Gin
3015

Phe
3030

Arg
3045

Trp

Asp

Thr

Ile

Leu

Tyr

Tyr

Ser

AsSp

Thr

Phe

Arg

Ser

Leu

Pro

Leu

Ala

val

Glu

Leu

Glin

Leu

Pro

Arg

Leu

Arg

ASD

ASp

Leu

Gln

Tyr

Pro

Leu

Thr

Tyr

Asp

Gln

Glu

Asn

Ser

Gly

Tyr

Pro

Ser

val

Phe

Asp

Pro

Gly

val



Tyr

TYr

Arg

Ile

Thr

Ala

Asn

His

Gly

Trp

Gly

Leu

ser

GIn

ser

Ser

3050

Leu
3065

Leu
3080

Lys
3095

Gly
3110

Met
3125

val
3140

Ser
3155

Gly
3170

Leu
3185

Ala
3200

Leu
3215

Pro
3230

Leu
3245

Gly
3260

Arg
3275

Thr
3290

val

Gly

phe

Ala

val

Thr

Ala

Ala

Leu

Leu

Pro

TYyr

Pro

Leu

cys

val

Gly

Glu

Gly

Pro

Leu

Ser

Phe

Pro

GIn

cys

Arg

His

val

Pro

Gly

Ile

Phe

Cys

Gln

val

Thr

Gly

Ala

His

Leu

ASP

Gln

Thr

Tyr

ASp

Glu

Gly

ser

ASp

Ala

Asp

Pro

Gly

LyS

Gly

Gly

Thr

Ser

val

Glu

val

Asp

Leuy

Leu

Asn

Leu

Pro

Asn
3055

Pro
3070

Gl
3
Tyr
3100

Cys
3115

His
3130

Gly
3145

Ala
3160

Ser
3175

val
3190

Ala
3205

Gln
3220

Gln
3235

Pro
3250

val
3265

GlIn
3280

Ala
3295

LCTI-200006_5T25
Asp Leu Glu Leu Ala

Asp

Ser

val

Thr

Gly

Asn

Leu

Leu

Phe

Leu

Pro

Glu

Phe

Gln

lLeu

GIn Leu

val Arg

Asp Leu

Ala Asp

pPhe Leu

val Tyr

Leu Tyr

GIn GIn

Thr Gln

Tyr Ser

Gin Gln

Gin Pro

Ser Gly

val Glin

Asn Leu

Gin Ala

Page

Pro

Gly

Lys

Leu

Arg

Ser

Tyr

Gly

Ala

AsSn

Met

Glu

Thr

Arg

Gly

Gln

13

3060

Pro
3075

Cys
3090

Arg
3105

Leu
3120

Leu
3135

Ala
3210

Lys
3225

Ile
3255

Leu
3270

Ser
3285

Thr
3300

Asp

ser

val

Leu

val

Ala

Phe

Ala

val

Phe

Thr

Pro

Pro

Tyr

Leu

val

Pro

Ala

Leu

Lys

AsSh

Gly

Leu

Gly

Ser

Ser

Ala

Gly

His

Pro

Asn

Gly

Asn

Gly

Tyr

Arg

Gly

Thr

Arg

Ser

Phe

Pro

Leu

Asp

val

Arg

Arg

Phe

Pro

val

Leu



Gly

Ser

Leu

Ser

Pro

Leu

L.eu

Gly

Arg

Leu

Arg

val

Thr

Arg

Gly

Gly

Pro
3305

Arg

Arg

Gln

3320

Arg
3335

His
3350

Ser
3365

Leu
3380

Phe
3395

Thr
3410

Trp
3425

val
3440

Glin
3455

val
3485

Pro
3500

Leu
3515

val
3530

Leu
3545

Thr

Leu

Leu

Phe

Leu

Arg

His

Thr

His

Gly

Gly

Leu

Gly

Ile

Glu

Gly

Pro

Thr

Glu

Ser

Thr

ser

Leu

Lys

ASp

Glin

Leu

Phe

Gly

Pro

Thr

L.eu

Leu

Ala

Arg

Phe

Met

Ala

Asn

Arg

val

Gly

Gly

Pro

ser

Ala

Leu

Leu

Glu

GIn

Arg

Asp

val

His

Arg

Gly

Ala

Ser

Ala

Ala

Ala

Gly

Pro

Glu

ASp

val

Ala
3310

His
3325

ser
3340

val
3370

Leu
3385

His
3400

Gln
3415

val
3430

Arg
3445

Glu
3460

Ser
3475

Cys
3490

Thr
3505

Ala
3520

Leu
3535

Arg
3550

LCTI-200006_5T725
Thr Ala Arg Lys Ala

Pro

Tyr

Ile

Leu

Arg

phe

Ser

Arg

Ala

His

Ser

val

Arg

Gly

Pro

Pro

Ala

GlIn

Leu

Pro

Pro

val

Arg

Trp

Trp

Pro

His

Lys

Met

L.eu

Gly

Leu

Cys

Phe

Ala

Arg

Gly

Ala

Gin

Glu

Ser

GIn

Ser

Arg

Ala

Phe

Ala

Ala

Page

Met

Gly

Arg

Ser

Ser

Gln

Arg

Lys

Pro

Ser

l.eu

Gly

Phe

Thr

val

14

3315

Leu
3330

Gly
3345

His
3360

Ser
3375

Pro
3390

Met
3405

Ser
3420

Asn
3435

Giu
3450

His
3465

Lys
3480

Arg
3495

val
3510

Pro
3525

Leu
3540

Thr
3555

Ser

Pro

Ser

Arg

Arg

Ser

Glu

Arg

Arg

Gly

Thr

Leu

Leu

Thr

Gly

Pro

Gly

Arg

Pro

Leuy

Asn

Gly

Leu

Gly

Pro

Ile

Pro

Leu

Pro

His

Pro

Ser

Asp

Leu

Arg

His

Ser

Trp

Leu

t.eu

Gly

Leu

His

pPhe

val

Gly

Cys

Gly

val



Phe His Leu Gly GIn
3560 :

val Thr Glu Lys GIn
3575

Glu Phe Ser Thr ser
3590

Gln Trp His Arg Leu
3605

Leu Glu val Asp Ala
3620

Ala Ala Ala ala Gly
3635

Pro Glu Pro Met Ala
3650

Cys Met Arg Arg Leu
3665

Arg Ser val Glu val
3680

Ala Ala
3695

<210> 2

<211> 1811

<212> PRT

<213> Homo sapiens

<400> 2

Met Glu Leu Thr Ser

1 5

Glu Leu Arg Leu Gly

20
GIn Ala Pro Ala Pro
35

Pro Ala Thr Gly Asp
50

Ser Ser Thr Cys Gly

65

His Leu GIn Asp Glu

L.CTI-200006_5T25

Ala Arg Thr Pro Pro Tyr Leu GlIn Leu
3565 3570
val Leu Leu Arg Ala Asp Asp Gly Ala
3580 3585
val Thr Arg Pro Ser val Leu Cys Asp
3595 3600
Ala val Met Lys Ser Gly Asn Vval Leu
3610 3615
Gln Ser Asn His Thr val Gly Pro Leu
3625 3630
Ala Pro Ala Pro Leu Tyr Leu Gly Gly
3640 3645
val GIn Pro Trp Pro Pro Ala Tyr Cys
3655 3660
Ala val Asn Arg Ser Pro val Ala Met
3670 3675
His Gly Ala val Gly Ala Ser Gly Cys
3685 3690
Arg Glu Arg Gly Arg Gly GIn Pro Leu Pro
10 15
Leu Leu Leu Ser val Leu Ala Ala Thr Leu
25 30
Aép val Pro Gly Cys Ser Arg Gly Ser Cys
40 45
Leu Leu val Gly Arg Ala Asp Arg Leu Thr
55 60
Leu Asn Gly Pro GlIn Pro Tyr Cys Ile val
70 75
Lys Lys Cys Phe Leu Cys Asp Ser Arg Arg

Page 15

Gln

Gly

Gly

Arg

Leu

Leu

Gly

Thr

Pro

Trp

Ala

Tvyr

Ala

ser

80

Pro



Phe

Thr

Gly

Phe

145

Leu

Tyr

Pro

Ile

Ala

225

Lys

Asp

Ala

Ala

Met

305

Cys

Glu

Thr

Ser

Ser

Ile

130

Thr

val

Phe

Pro

Glu

210

Ite

Ile

Asn

Leu

Ser

290

val

Glu

ASp

His

Ala

Phe

115

Pro

His

Glu

Ser

Pro

Thr

Leu

Tyr

275

Glu

His

GlIn

Gly

Ser

Ala

Leu

Arg

Tyr

180

His

Ser

Ile

Asn

L.eu

260

Glu

cys

Gly

cys

His

340

Cys

85

Asp

Pro

val

Ile

ser

165

ASp

Trp

Thr

Pro

Leu

245

ASp

Leu

Ala

Ala

GlIn

325

Ser

His

Asn

GIn

Thr

Met

150

Ala

Cys

Asp

Glu

230

Arg

Pro

val

Pro

cys

310

Asp

His

Phe

Pro

Arg

Ile

135

Thr

Asp

Gly

ASp

val

Arg

val

Ala

295

Ile

Phe

Ala

ASp

His

Phe

Phe

Ala

val

200

Glu

Tyr

Asn

Arg

Arg

280

Pro

Cys

Tyr

Cys

Met

LCTI-200006_5T25
90

Ser His Arg Ile GlIn

105

Ala

Leu

Lys

Gly

val

Ser

Leu

Glu

265

Gly

Gly

Lys

Arg

Ala

Asp

Thr

Cys

Ile

ser

Thr

250

Ile

Asn

Ala

His

Asp

330

LYS

Trp

Leu

Phe

155

Thr

Pro

Glu

Tyr

Arg

Arg

Arg

Cys

Pro

ASnh

315

Leu

Ccys

Trp

Glu

140

Arg

Trp

Gly

Ser

Arg

220

Ile

Leu

Glu

Phe

Ala

300

Thr

Pro

Glu

val Tyr Leu
Page 16

Gln

125

Ala

Pro

His

val

Glin

His

Lys

Cys

285

His

Arg

Trp

Cys

Ala

Asn

110

ser

Glu

Ala

val

Pro

190

Tyr

Leu

Asn

Thr

Tyr

270

Tyr

Ala

Gly

Arg

His

350

Ser

95

val

Glu

Phe

Ala

Tyr

Leu

Ser

Asp

Leu

lLeu

255

Tyr

Gly

Glu

Leu

Pro

335

Gly

Gly

val

Asn

His

Met

160

Arg

Ala

Glu

Pro

Leu

240

Gly

Tyr

His

Gly

Asn

320

Ala

His

ASn



val

His

385

Leu

Ser

Leu

Cys

Leu

465

Ser

val

Ser

Ala

Gln

545

Arg

Gln

Ser

Glu

Leu

ser

370

Cys

Arg

Glin

val

Gln

450

Gly

Thr

Thr

His

Leu

530

His

Pro

val

Tre

Phe

610

Arg

355

Gly

Glu

Asp

AsSp

Ser

435

GIn

cys

Pro

Gly

ASp

ASp

Met

Phe

Leu

Thr

595

Leu

Leu

Gly

Leu

Pro

cys

Arg

cys

Arg

500

Leu

Pro

val

Leu

580

Gly

val

Glu

val

cys

Ala

405

Gly

Gln

Arg

Arg

AS

48

Gly

Leu

Gin

Gly

565

val

Ser

Ala

Pro

Cys

390

val

Arg

Cys

Asp

Ccys

470

Pro

Cys

Gly

cys

val

Gly

Ser

Gin

AsSp

375

Pro

Cys

Cys

Arg

Gly

Gln

Asn

Asp

Cys

AsSp

535

Arg

Leu

Glu

Phe

val

615

val

360

Gly

Phe

Arg

ASp

Cys

440

Phe

Cys

Ser

Arg

cys

Ile

Arg

val

600

Pro

Pro

LCTI-200006_5T25

365

Cys GlIn His Asn Thr

Phe

Ser

Ser

425

Lys

Phe

Asn

Gly

Cys

505

Pro

Gly

Glu

Trp

Leu

585

Arg

Lys

Glu

Tyr

Cys

410

His

Glu

Gly

Ala

Ser

490

l.eu

Cys

Thr

Gln

Glu

570

val

Leu

Ala

Arg

395

ASp

ASp

His

lLeu

Cys

Pro

Asp

Gly

val

555

Ala

Thr

Gln

Met

380

Asp

Cys

Asp

val

Ser

460

Gly

Tyr

Gly

Cys

GlIn

540

Gin

Glu

Pro

Glu

Asp
620

GIn Trp Ala
Page 17

Pro

Asp

Pro

val

445

Ile

Thr

Cys

His

Asp

Cys

Pro

Asp

Gly

Tyr

Glu

Ala
Thr
Pro
Ala
430
Gly
Ser
val
Lys
Trp
510
val
His
Gly
Thr
Glu
590
Gln

Asp

lLeu

Gly
Lys
Met
415
l.eu
Thr

Asp

Pro

Gly
Gly
Cys
Tyr
Arg
Thr
Thr
Leu

Glu

Gly

Arg

Arg

Leu

Gly

Arg

Phe

560

Gly

Pro

Leu

Leu

Leu



625

Ile

Leu

Arg

TYr

Glu

705

Leu

Ala

Gly

Leu

cys

785

Gln

Ala

cys

Gln

GIn

865

Gly

Arg

val

val

Tyr

LyS

Thr

Pro

Leu

Leu

Ile

770

Ash

Cys

Pro

Ser

cys

850

Arg

His

Asp

Glin

Pro

Arg

Lys

660

Leu

675

Leu

Pro

Arg

Glu

val

755

Ser

Pro

Leu

Gly

His

835

Leu

Gly

Ala

His

Ile
His
Tyr
val
Arg
740
Pro
l.eu
Gln
Cys
Tyr
820
Glu
Cys
Gln

ASp

Thr

Pro
645
ASDp
rPhe
l.eu
ser
Leu
725
Gin
ser
ser
Gly
LYS
805
Tyr
Gly
Arg
Trp
Glu

885

Gly

630

Gly

Asp

Pro

Lys

Ala

Lys

Thr

Ser

790

Pro

Gly

Ala

Thr

Gly

Cys

Gly

Pro

Arg

Asn

Leu

695

Pro

Leu

Thr

Thr

Leu

775

Leu

Gly

Phe

Leu

Gly

Phe

AsSn

Glu

val

Ile

Pro

680

val

Gly

Glu

Phe

Ser

760

Ile

Ser

val

Gly

Ser

840

Ala

Pro

Thr

His

LCTI~200006_5T25

635

Pro Ala His Ser Leu

Glin

665

val

Arg

Leu

Met

Glu

745

Pro

Tyr

Ser

val

Pro

825

Ser

Phe

Ser

His

cys

650

Gly

Cys

Thr

Leu

Phe

730

Arg

Ser

Asn

Glu

Gly

810

Thr

Leu

Gly

Cys

Thr
890

Thr

Leu

Gly

Ile

715

Ser

Tyr

Glu

Gly

Cys

Arg

Gly

Cys

Leu

Arg

875

Gly

Leu

Glu

Asp
Gly
GIn
Ala
Ala
780
ASN
Arg
Cys
Glu
Ar

860
Pro

Ala

Glu Arg Cys
Page 18

Gln

Pro

685

Ser

ser

Gly

Cys

Pro

Cys

Gln

Lys

g Cys

Cys

cys

Ile

Cys

Pro

670

Gly

Ala

Leu

Asp

His

750

Ala

Pro

His

Asp

Ala
830

Thr

Asp

val

Leu

Ala

Ile

Gin

val

Pro

cys

Gly

Leu

815

Cys

Ser

Arg

Cys

640

His

Ala

Ser

Pro

Leu

720

Ala

Glu

Leu

GlIn

Gly

cys

GIn

Gly

Cys

Asn

880

Ccys

Phe



LCTI-200006_5T25
900 905 910

His Gly Asp Pro Arg Leu Pro Tyr Gly Gly GIn Cys Arg Pro Cys Pro
915 920 925

Cys Pro Glu Gly Pro Gly Ser Gln Arg His Phe Ala Thr Ser Cys His
930 : 935 940

Glin Asp Glu Tyr Ser GIn GIn Ile val Cys His Cys Arg Ala Gly Tyr
945 950 955 960

Thr Gly Leu Arg Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp Pro
965 970 975

ser Arg Pro Gly Gly Arg Cys GIn Leu Cys Glu Cys Ser Gly Asn Ile
980 985 990

Asp Pro Met Asp Pro Asp Ala Cys Asp Pro His Thr Gly GIn Cys Leu
995 1000 1005

Arg Cys Leu His His Thr Glu Gly Pro His Cys Ala His Cys Lys
1010 1015 1020

Pro Gly Phe His Gly GIn Ala Ala Arg GIn Ser Cys His Arg Cys
1025 1030 1035

Thr Cys Asn Leu Leu Gly Thr Asn Pro Gln GIn Cys Pro Ser Pro
1040 1045 1050

Asp GIn Cys His Cys Asp Pro Ser Ser Gly GIn Cys Pro Cys Leu
1055 1060 1065

Pro Asn Val GIn Gly Pro Ser Cys Asp Arg Cys Ala Pro Asn Phe
1070 1075 1080

Trp Asn Leu Thr Ser Gly His Gly Cys GIn Pro Cys Ala Cys His
1085 1090 1095

Pro Ser Arg Ala Arg Gly Pro  Thr Cys Asn Glu Phe Thr Gly Gln
1100 1105 1110

Cys His Cys Arg Ala Gly Phe Gly Gly Arg Thr Cy

s Ser Glu Cys
1115 1120 1125

GlIn Glu Leu His Trp Gly Asp Pro Gly Leu GIn Cys His Ala Cys
1130 1135 1140

Asp Cys Asp Ser Arg Gly Ile Asp Thr Pro Gln Cys His Arg phe
1145 1150 1155

Thr Gly His Cys Ser Cys Arg Pro Gly val Ser Gly Vval Arg Cys
pPage 19



ASp

Pro

Leu

Gln

Met

Asn

Glu

Leu

Asn

Leu

Ser

GIn

val

Glu

Met

Thr

Gly

1160

Gln
1175

Cys
1180

Ala
1205

Gin
1220

Gln
1235

Thr
1250

Leu
1265

Glu
1280

Thr
1310

Asn
1325

ser
1340

Pro
1355

Ala
1370

Ala
1385

Leu
1400

Asp

cys

His

Ala

Thr

Glu

Ser

Arg

Ala

Ala

Leu

Phe

Ala

Ser

Leu

Asn

Ser

Ala

Ala

Ala

Arg

Gly

Lys

Ala

Arg

Asp

Leu

Arg

Leu

Glu

Pro

Met

Gln

Leu

Pro

Arg

cys

Thr

val

Leu

Ala

Glu

Leu

ser

Gin

Gly

Ala

val

ASp

Arg

Thr

cys

Gly

Phe

Gln

l.eu

Gly

Ser

Ile

Thr

Gly

Leu

Ala

Glu

Ser

Ala

Ala

Asp

Ala

1165

Phe
1180

Gly
1195

Ile
1240

Thr
1255

Leu
1300

ASp
1315

Tyr
1330

Arg
1345

Asn
1360

Gin
1375

Leu
1390

Ile
1405

Thr

LCTI-200006_S725

1170

ser Gly Ile Phe Pro

Asp

Leu

Ala

val

Ala

Glu

val

Glu

Gln

Asp

Arg

Ser

Lys

Gly

AsSn

Ser

Trp Asp

Glu Gln

Phe Glu

GIn Gly

Gln Leu

Ala Thr

GIn Asp

Arg Asp

His Leu

Ser Ile

Ala Asn

Ala ser

Glu Asp

Lys Leu

Glu Leu

Pro Cys
pPage

Arg

Arg

Ser

Ile

val

Glu

Glu

Arg

ASp

Arg

Thr

Ala

Phe

Ser

val

Gly
20

1185

val
1200

Ala
1215

ser
1230

val
1245

Glu
1260

His
1275

Asn
1290

Leu
1305

Leu
1320

His
1335

ser
1350

Arg
1365

Asn
1380

Ala
1395

Cys
1410

Gly

Ala

val

GIn

Phe

Gly

Ala

Leu

Phe

Ala

Leu

Ala

Ala

His

Ser

His

Gly

Ala

Cys

Glin

Glu

Trp

Ala

Thr

Thr

Asn

Leu

Lys

His

Leu

Arg

Lys

Thr

Ala

Gly

His

Asp

Leu

His

Arg

Glu

GIn

Ala

Asn

His

Ser

Ala

Thr

His

Pro

cys



Arg
lG1y
Thr
Leu
Gin
Gin
val
Glu
Ala
Arg
Asp
Arg
Ala
Ala
Leu
ser

Ala

1415

Asp
1430

Ala
1445

Gin
1460

ser
1475

Arg
1490

val
1505

Lys
1520

Met
1535

ser
1565

val
1580

ser
1595

Ala
1610

Ile
1625

Tyr
1640

ser
1655

Leu

Glu
Ala
Ala
Arg
Ala
Glu
ASD
val
Glin
Leu
Arg
Trp
Leu
Arg
Gln
Ala

Lys

Asp

Ala

Glu

val

Gln

Gin

Phe

Ala

Ite

Ala

Arg

Ala

Glu

Gly

val

Gly

Leu

Gly Gln

Thr Ala

Leu GIn

Ala Glu

Ala Ala

Ala Asn

Leu Asn

Thr Arg

Gin His

Asp val

Ala Glu

Glu Asp

Glu Ala

Ala val

Gln Glu

Glu Arg

Lys Arg

1420

Pro

1435

Asp
1450

Arg
1465

Thr
1480

Leu
1495

Gin
1510

Gin
1525

val
1540

Leu
1555

ASp
1570

Gin
1585

Glu
1600

Gln
1615

Ala
1630

Arg
1645

Ala
1660

Ala

LCTI-200006_ST25

1425

Arg Cys Gly Gly Leu

Leu

Ala

Arg

ASp

Glu

Glu

Leu

Ala

Ala

Leu

Lys

Arg

ASp

Met

Arg

Gly

Ala Leu

Leu Ala

Arg Gln

Lys Ala

Leu Gin

Gly Ala

Glu Leu

Gly Ala

ITe Leuy

Leu Gln

GIn Lys

Ala GIn

Thr Arg

Ala Gly

Gln Leu

Asn Ser
Page

Gly

Glu

Ala

Asnh

Glu

Asp

ser

Ile

Ala

Asp

Ala

Gly

Asp

Ala

Asp

Leu
21

1440

Arg
1455

ser
1485

Ala
1500

Leu
1515

Pro
1530

Ile
1545

Ala
1560

Arg
1575

Ala
1590

Glu
1605

Ile
1620

Thr
1635

Glu
1650

Ala
1665

Ala

ser

Ala

Gly

Glu

Ser

ile

ASp

Pro

Glu

Thr

Arg

Thr

Ala

Glu

Arg

Leu

Ala

Cys

Arg

Ser

Ala

Arg

Glin

Ser

Ala

Arg

val

Arg

val

GlIn

Gln

Ala

lLeu

Ser

Asn

His

Ile

Glin

Gly

Ser

Ile

Ser

val

Gly

Ala

Gln

Gly

Thr

l.eu

Glu

Thr



1670

Ala GTu Glu
1685

Glu GIn Leu
1700

Lys Ala Leu
1715

Thr

Leu

Ala Glu

Ala Arg Ala Glu

1730

Ala Ala Gln
1745

Tyr Glu Glu
1760

Asp Gly Leu
Leu Gln val
Gly A

1

<210> 3
<211> 1609
<212> PRT
<213> Homo
<400> 3

Met Arg Gly
1
Leu Trp Pro

Ala GIn Ala
35

Arg Cys Met
50

Ala Thr Asn
65

Gly val Thr

Asp Lys

AsSn

Glu

Gln

Pro

sapi

ser

val

20

Ala

Pro

Thr

Gly

LCTI~-200006_5725

1675 1680
Ala Gly ser Ala GIn Gly Arg Ala GlIn Glu Ala
1690 1695
Arg Gly Pro Leu Gly Asp GlIn Tyr Glin Thr val
1705 1710
Arg Lys Ala GIn Gly val Leu Ala Ala Gln
1720 1725
Gln Leu Arg Asp Glu Ala Arg Asp Leu Leu Gln
1735 1740
Leu GIn Arg teu Gin Glu Leu Glu Gly Thr
1750 1755
Glu Arg Ala Leu Glu Ser Lys Ala - Ala GIn Leu
1765 1770
Ala Arg Met Arg Ser val Leu GIn Ala Ile Asn
1780 1785
ITe Tyr Asn Thr Cys Gln Lys Ser Ser Trp Pro
1795 1800
Asn Lys Pro val
1810
ens
His Arg Ala Ala Pro Ala Leu Arg Pro Arg Gly Arg
5 10 15
Leu Ala val Leu Ala Ala Ala Ala Ala Ala Gly Cys
25 30
Met Asp Glu Cys Thr Asp Glu Gly Gly Arg Pro Gln
40 45
Glu phe val Asn Ala Ala phe Asn val Thr val val
55 60
cys Gly Thr Pro Pro Glu Glu Tyr Cys val GIn Thr
70 75 80
val Thr Lys Ser Cys His Leu Cys Asp Ala Gly Gln
85 9 a5

Page 22



Pro

Ala

Tyr

Ile

145

Ala

Tyr

pPhe

Phe

Leu

225

Gln

Asn

Tyr

ASN

305

Pro

ser

Phe

His

Asp

Pro

130

Thr

Ile

Tyr

Ile

Ser

210

Glu

Glu

Thr

Tyr

Phe

Glu

ASp

Leu

Thr

115

Ser

Tyr

Tyr

Ser

AsSp

Gly

Trp

pPhe

Tyr

275

His

Cys

Phe

Cys

Pro
355

Gln

100

Thr

Ser

val

Lys

Ile

Arg

val

Ala

Lys

Asn

lLeu

340

Glu

His

Trp

Ile

Arg

Gly

Ser

Pro

Thr

245

Asp

Ite

Ser

His

Asp

Pro

Leu

Gly

Trp

Ash

Leu

150

Thr

cys

Gly

Pro

Ser

230

Ala

Glu

Ser

Glu

Asn
310

Arg

cys

Tyr

Ala

Gln

Leu

135

Lys

Arg

Glu

Asp

Leu

215

Ala

Thr

val

ASp

cys

Thr

Pro

Asp

Arg

Ala

Ser

120

Thr

Phe

Glu

Asn

Glu

200

Thr

Tyr

AsSp

Phe

Phe

280

Met

Tyr

Irp

cys

ser
360

LCTI~-200006..S725

Phe Leu Thr Asp Tyr

105

Gln

Leu

His

Asp

Thr

185

GlIn

Gly

Asn

Ile

Asn

265

Ala

Lys

Gly

Arg

Asn

345

Thr

Thr

His

Thr

Tyr

Gln

Gly

Phe

Arg

ASp

val

Asnh

val

Arg

330

Gly

Gly His Gly -

Met

Leu

ser

155

Pro

Ser

Ala

Asnh

Asp

val

Pro

Gly

Glu

Asp

315

Ala

Arg

Leu

Gly

Arg

Trp

Lys

Leu

val

220

Asnh

Thr

Lys

Gly

Phe

300

cys

Thr

Ser

Page 23

Ala

125

Lys

Pro

Ile

Ala

Ccys

205

Ala

Ser

Leu

val

285

Asp

Glu

Ala

GlIn

Asn

110

Gly

Ala

Glu

Pro

Asn

190

Thr

Phe

Pro

AsSn

Leu

270

Cys

Lys

Lys

Glu

Glu

350

His

Asn

va'l

Phe

Ser

Tyr

175

Arg

ASp

Ser

val

Arg

Lys

Lys

Leu

Cys

Ser

335

Cys

Cys

ASp

Phe

160

Gly

Glu

Thr

L.eu

240

Leu

Ser

Cys

val

Leu

320

Ala

Tyr

Thr



Asn

Asn

385

Ser

Ser

Gly

Pro

Cys

465

Phe

Cys

Tyr

Glu

Gln

545

Ala

Leu

Glu

Ile

Phe
625

Cys

370

Phe

Pro

Cys

Phe

ser

450

Lys

Phe

Phe

Ser

Glin

530

Asp

Pro

Ser

Asp

Ala

610

Arg

Gln

Phe

val

Lys

Gly

Asp

Asn

Gly

Ile

515

Arg

Ile

Ala

Phe

Leu

595

Gln

Leu

AsSp

Arg

Gly

Pro

420

Ser

ser

Asn

L.eu

His

500

Ser

Asp

Ala

Lys

Ser

580

val

Gly

His

Asn

Leu

Ser

405

Gly

l.eu

Ile

val

Glu

485

Ser

Ser

Gly

val

Phe

565

Phe

Leu

Asn

Glu

Thr

val

Thr

Asp

Glu

470

Ser

Ser

Thr

ser

Ile

550

Leu

Arg

Glu

Ser

Ala
630

ASp
375
Asn
Ser
Met
Glu
Glu
455
Gly
Ser
val
Phe
Glu
535
sSer
Gly
val
Gly

Tyr

Thr

Gly

Asn

Thr

Gly

Ala

440

Cys

Phe

Asn

Cys

Gln

520

Ala

Asp

Lys

Asp

Ala

600

Pro

Asp

LCTI-200006_ST25

Ala His Cys Glu Arg
380

Glu

Gln

Asp

Gly

Asn

Asn

Pro

Thr

505

Ile

Ser

Ser

Gln

Arg

Gly

Ser

Tyr

Ala

Cys

410

Lys

Cys

Ile

cys

Arg

490

Asn

Asp

Leu

Tyr

val

570

Arg

Leu

Glu

Pro

Cys

395

AsSp

cys

Arg

Glu

Glu

475

Gly

Ala

Glu

Glu

Phe

555

Leu

Asp

Arg

Thr

Trp
635

Ser

Ser

Asp

Pro

Thr

460

Arg

cys

val

Asp

Ser

Thr

val

Thr

620

Arg

Page 24

Ser

Tyr

Arg

Cys

445

Gly

Cys

Thr

Gly

Gly

Ser

Arg

Tyr

Arg

Ser

605

val

Pro

Cys

Cys

Gly

Cys

Ser

Arg

Lys

Pro

Tyr

510

Trp

Ser

Tyr

Gly

Leu

590

val

Lys

Ala

Arg

His

Cys

Cys

Pro

Arg

Glu

Phe

Glin

Ser

Pro

Tyr

Leu

Pro

Asp

val

Gly

Phe

val

Ala

Arg

Ile

560

Asn

Leu

val

Thr
640



Pro

Arg

Leu

Ser

Ley

705

Cys

Thr

Lys

AsSp

Pro

785

Gly

Asn

Cys

Lys

865

Cys

Ser

Phe

Gly

Ala

cys

ser

val

Gly

Cys

Cys

770

Lys

Lys

Arg

Ile

Leu

850

Asp

Lys

Cys

Glu

Thr

Ser

675

Thr

Gly

Leu

val

‘Ser

755

Gln

Thr

Arg

Asn

835

Lys

Gly

Ala

Asn

Phe

Tyr

660

Ala

Cys

Tyr

Cys

cys

740

Asp

Pro

Lys

Cys

Gly

Pro

cys

Phe

cys

Pro
900

Gln

Lys

645 .

Ser

Arg

Pro

Arg

Ala

725

Asn

Gly

Cys

Glu

Glu

805

Pro

Asn

Ile

Phe

Asn

885

val

Glu
Pro
val
Arg
710
Cys
cys
Tyr
Pro
val
790
Leu
val
Ala
Tyr
Gly
cys

Thr

Leu

Arg

Gly

ASn

Arg

TYr

Cys

775

val

Cys

Arg

val

Asn

855

Asn

Asn

Gly

Leu

sSer

Pro

680

Tyr

Thr

Gly

Asp

Gly

760

Pro

Cys

ASp

Leu

Gly

Thr

Pro

Leu

Gin

LCTI-200006_ST25

Asn Asn Leu Thr Ser

Ala
665

Gly

Gly

Pro

His

Asn

745

Asp

Gly

Thr

Asp

Cys

825

AsSn

Ala

Leu

Tyr

Cys
905

650

Gly

val

Gly

Ash

Ser

730

Thr

Ser

Gly

Asn

Gly

810

Arg

Ccys

Gly

Atla

Gly
890

Tyr

Pro

Gln

Leu

715

Glu

Ala

Thr

Ser

Cys

795

Tyr

Leu

Asn

Phe

Pro

875

Thr

Leu

Ala

Phe

700

Gly

Thr

Gly

Ala

Ser

780

Pro

Phe

Cys

Arg

Tyr

860

Asn

Met

Glu Cys Leu
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Asp
Thr
685
Cys
Pro
Cys
Pro
Gly
Cys
Thr
G1y
Gln
Leu
845
Cys
Pro

Lys

Pro

Ile

Trp

Glu

Tyr

Asp

His

750

Thr

Ala

Gly

ASp

Cys

830

Thr

Asp

Ala

Gin

His
910

val

Met

Ser

Pro

735

Ccys

Ser

val

Thr

Pro

815

Ser

Gly

Arg

Asp

Gln

895

val

Ile

Thr

Glu

Cys

Pro

720

Glu

Ser

val

Thr

800

Leu

Asp

Glu

Cys

Lys

Ser

Thr



LCTI-200006_5T25

Gly GIn Asp Cys Gly Ala Cys Asp Pro Gly Phe Tyr Asn Leu GlIn Ser
915 920 925

Gly GIn Gly Cys Glu Arg Cys Asp Cys His Ala Leu Gly Ser Thr Asn
930 935 940

Gly GIn Cys Asp Ile Arg Thr Gly Gln Cys Glu Cys GIn Pro Gly Ile
945 950 955 960

Thr Gly Gln His Cys Glu Arg Cys Glu val Asn His Phe Gly pPhe Gly
965 970 975

Pro Glu Gly Cys Lys Pro Cys Asp Cys His Pro Glu Gly Ser Leu Ser
980 985 990 . .

Leu GIn Cys Lys Asp Asp Gly Arg Cys Glu Cys Arg Glu Gly pPhe val
995 1000 1005

Gly Asn Arg Cys Asp GIn Cys Glu Glu Asn Tyr Phe Tyr Asn Arg
1010 1015 1020

Ser Trp Pro Gly Cys GIn Glu Cys Pro Ala Cys Tyr Arg Leu val
1025 1030 1035

Lys Asp Lys val Ala Asp His Arg val Lys Leu GIn Glu Leu Glu
1040 1045 1050

ser Leu Ile Ala Asn Leu Gly Thr Gly Asp Glu Met val Thr Asp
1055 1060 1065

GIn Ala Phe Glu Asp Arg Leu Lys Glu Ala Glu Arg Glu val Mmet
1070 1075 1080

Asp Leu Leu Arg Glu Ala GIn Asp val Lys Asp val Asp GIn Asn
1085 1090 1095

Leu Met Asp Arg Leu GIn Arg Vval Asn Asn Thr Leu Ser Ser Gln
1100 1105 1110

Ile Ser Arg Leu GIn Asn Ile Arg Asn Thr Ile Glu Glu Thr Gly
1115 1120 1125

Asn Leu Ala Glu GlIn Ala Arg Ala His val Glu Asn  Thr Glu Arg
1130 1135 1140

Lteu I1e Glu Ile Ala Ser Arg Glu Leu Glu Lys Ala Lys val Ala
1145 1150 1155

Ala Ala Asn val Ser val Thr GlIn Pro Glu Ser Thr Gly Asp Pro
1160 1165 1170
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Asn
Arg
‘ Ala
Leu
Arg
Gln
Ala
Ser
Glu
Asp
Leu
Leu
Lys
Asn
Ala
Thr

Ser

Asn
1175

His
1190

Asn
1205

Ala
1220

Lys
1235

Ala
1250

val
1265

Glu
1280

Asn
1295

Leu
1310

Leu
1325

Ala
1340

Lys
1355

Leu
1370

Glu
1385

Glu
1400

Ala
1415

met

Lys

Asp

Gly

Tyr

Ala

Glu

Thr

Leu

Arg

Glu

Arg

Gly

Lys

Glu

Ala

Ala

Thr

Gin

Thr

Glu

Glu

Arg

Ile

l.eu

Glu

Glu

Lys

Ala

Arg

Asp

Ala

Asn

Ala

Leu

Glu

ser

ASN

GIn

val

Tyr

Glu

GIn

ASD

Gly

ASp

ASp

Phe

Leu

Glu

AsSp

Leu

Ala

Thr

Gln

Ala

His

Ala

Asn

Leu

Met

Lys

Ala

Thr

ASp

Arg

Lys

Ala

Ala
1180

ASp
1195

Glu
1210

Thr
1225

LyS
1240

Glu
1255

Ser
1270

Glu
1285

Ile
1300

Arg
1315

Thr
1330

Ala
1345

Leu
1360

Thr
1405

Thr
1420

LCTI-200006_ST25

Glu Glu Ala Arg Lys

Asp

Ala

Ala

Asn

Glu

val

Ala

AsSp

Gly

Glu

LyS

Gin

Arg

Ile

Arg

Glu

ITe val Arg

Tyr Asn Leu

phe Glu Ile

ITe Ser Gln

Ala Lys Arg

Ala GIn Leu

Asn Asn Ile

GIn Lys Leu

Lys Glu Leu

GIn GIn Thr

Ala Leu Ala

Glu Ala Asn

val Asn Asp

Pro Ala Ile

Glu Ala GIn

Ala Lys Asn
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1185

val
1200

L.eu
1215

Glu
1230

Asp
1245

Ala
1260

ser
1275

Lys
1290

Lys
1305

Glu
1320

Ala
1335

Glu
1350

Asp
1365

Asn
1380

Asn
1395

Gln
1410

Lys
1425

Leu
Ala
Leu
Glu
Leu
Gly
Pro
Met
ASp
val
Asp
Glu
Ile
Lys
G1ﬁ
Ala

Ala

Ala

Lys

Arg

Leu

Glu

Asp

Leu

Glu

Tyr

Lys

Gln

Ala

Leu

Thr

Thr

Leu

His

Glu

Thr

Thr

Asn

Lys

Lys

Asp

Ala

Glu

Asn

Leu

Ala

Asn

Ala

Ile

Gly

Glu



Ala

Lys

Asn

Glu

Ala

Arg

ASD

Lys

Met

Glu

Ile

LysS

Pro

Glu
1430

Ala
1445

Glu
1460

Leu
1475

Gly
1490

Lys
1505

Leu
1520

Leu
1535

Lys
1550

Ala
1565

Glu
1580

Thr
1595

<210> 4

<211>
<212>
<213>

<400> 4
atggagctga cctcaaggga aagagggagg ggacagcctc tgecctggga

Arg

Glu

vaTl

Lys

Met

Ala

L.eu

Asn

val

Lys

Glu

Leu

5518
DNA )
Homo sapiens

Ile

Ala

Asn

Arg

Ala

Lys

Glu

Glu

Ser

LyS

Ile

Pro

Ala

Glu

Asn

Lys

Ser

Asn

Glin

Ile

Asp

Gln

Met

Ser

Ser

Arg

Met

GlIn

Glin

Ser

Leu

Glu

Leu

Glu

Lys

Gly

Ala
1435

Thr
1450

Leu
1465

ASp
1480

Ala
1495

Ala
1570

Asp
1585

Cys
1600

LCTI~200006.5T25

val GIn Lys Asn Ala

Phe

L.ys

ASp

Ala

Thr

Gin

Thr

Arg

Ala

Ile

Phe

Ala

GIn

Ala

Glin

ser

Leu

Leu

Lys

Ile

Arg

Asn

Glu

Leu

ASp

Glu

Leu

Asp

Asn

val

Met

Asn

Thr

val

Glin

Gin

Ala

1440

Thr
1455

Glu
1470

ASp
1485

Glu

1500

Leu

Thr

Lys

Ser

Asp

Leu

Pro

Ser
1515

val
1530

Ala
1545

Asp
1560

Tyr
1575

Glu
1590

ser
1605

Thr

Asp

Ala

Met

Ite

ITe

Asp

Lys

Leu

Asn

ASp

Ile

ggcctactge taagegtgct ggcetgccaca ctggcacagg cccctgeccc

ggctgttcca ggggaagetg ctaccccgec acgggegacce tgctggtggg

agactgactg cctcatccac ttgtggectg aatggcccce agecctactg

page 28

Ser Thr

Leu Asp

Glu Lys

Met Met

Asn Ala

Ile Asn

Leu Asn

Asp Glu

Glu Asn

Arg Asp

Ile Arg

Glu Lys

acttcgactg
ggatgtgcct
ccgagctgac

catcgtcagt

60
120
180
240



cacctgcagg
gacaacccac
gcagcctggt
gctgagttte
ctggtggaac
gactgtgggg
gtctgtgagt
gtgctggacc
aagatcacca
gacccacgga
ggcaactgct
catgctgagg
tgcgagcagt
agtcatgcect
gccgtatacc
acagctggge
ctgcgggatce
ggtcgctgtg
aaagaacatg
atcagtgacc
agcactcctt
ggatgtgacc
ccctgtgact
tgccactgece
cggceccttece
gtggtggagc
cggctacagg
tatgacctgce
attgtgcagc
gatgatcgca
gtctgecttyg
agtgcccage
ctgceceegty

caggccacct

acgaaaagaa
acagccatceg
ggcagtcaga
atttcacaca
gctcagcaga
ctgacttcce
ccegetacte
ctgccatecc
acctacgggt
gggagatccg
tctgctacgg
gcatggtgcea
gtcaggattt
gtaggaagtg
tggcatctgg
gccactgtga
cggctgtoty
attcccatga
tggtgggcac
gtcrgggctg
gtgaccccaa
gctgectgece
gcgacgtggg
gccagcacat
tggaccacct
gcctggtgac
aaggtcagac
tgctgegett
gtccagggcec
tccaagggac
agcctggtat
ctgagactcc
tcctggtoct

ttgaacgcta

gtgcttcctt
catccagaat
gaatggtatc
ccteattatg
ctttggecge
aggagtccca
agagattgag
tatcccagac
gaacctgact
agagaagtac
acacgcctca
cggagcettgce
ctatcgtgac
tgagtgcceat
caatgtgagt
gctctgtegg
ccgetectgt
tgaccctgea
tcgetgecag
ccggegatgt
cagtggatcc
tggccactgy
tggtgctttg
ggttgggcga
aatttgggag
ccceggggaa
cctggagttc
agagccccag
tgtgectgee
tctgcaacca
ctcctacaag
ctactctgga
agagatgttt

ccaatgcceat

LCTI-200006_ST25

tgtgactccc
gtagtcacca
cctgecggtcea
accttcaaga
acctggcatg
ctagcacccce
ccatccactg
ccctacaget
cgtctacaca
tactatgécc
gagtgtgcac
atctgcaaac
ctgceetgge
gggcacaccc
ggaggtgtgt
cccttctict
gattgtgacc
ctgggactgg
caatgcecgtg
caatgtaatg
tgttactgceca
ggcctgagec
gatccccagt
cgctgtgage
gctgaggaca
actccatcect
ctggtggect
gtccctgagce
cacagcctgt
catgccaggt
ctgcatctga
cctggectge
agtggggatg
gaggagggtc

ggcgeeectt
gctttgeacc
ccatccaget
catttcgece
tgtaccgata
cacggcactg
aaggcgaggt
cacggattca
cgttgggaga
tctatgagcet
ccgeeecagg
acaacacacg
gtccggctga
acagctgeca
gtgatggatg
accgtgaccce
ccatgggttc
tctceggeca
atggcttctt
cacggggcac
aacgtctagt
acgacctgct
gtgatgaggg
aggtgcaacc
cccgagggea
ggactggctc
ctgtgccgaa
aatgggcaga
gtgggcattt
acttgatatt
agctggtacg
tcattgactc
atgctgetge

tggtgcccag
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ctctgctaga
acagcggegg
ggacctggag
tgctgecatg
tttctectat
ggatgatgta
catctatcgt
gaacctgttg
caacctactc
ggttgtacgt
ggcaccagcee
tggcctcaac
ggacggccat
cttcgacatg
tcagcataac
aaccaaggac
tcaagacggt
gtgtcgctgce
tgggctcage
agtgcetggg
gactggacgt
cggctgeege
cacaggtcaa
tggctacttc
ggtgctcgat
aggctrcgtg
ggctatggac
gttggaactg
ggtgcccaag
tcctaatect
gacaggggga
gctggtgetg
cctggagegce

caagacttct

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280



cccrctgagy
ctgccatgtc
cagtgcctgt
tatggctttg
agtctctgtg
tgtgaccgct
gggcatgceag
gggggtgagc
gggggccagt
acttcttgec
acggggctge
ggceggtgec
gacccccaca
cactgcaagc
aacctgctgg
agcagtggge
cccaacttet
cgggccagag
ggagggcgga
catgectgtg
cactgcagcet
tcaggaatct
gtgcaggact
acgggtgtgc
gtgcagggca
gccacagagg
gcagacctga
gagcgagata
ctcaaacatt
gcagaggcag
tcggcaagty
agcaaacaca
agcctgacag

agccettgty

cctgegeace
agtgcaaccc
gcaagcectgy
gceccacagg
aaaagaccag
gccagegtgg
atgagtgcaa
actgtgaaag
gcecggecctg
accaggatga
gatgtgaagc
aactgtgtga
cggggcaatg
ctggctrtcca
gcacaaatcc
agtgcccatg
ggaacctcac
gcecccacctg
cttgttctga
attgtgactc
gccgeecagy
ttcctgecty
tggcagcecg
tgggtgcctt
tcgtaggtgce
agctgeggeg
cagatgtgca
ggcttgeact
caaacttcct
aacgtcgtgc
ctcggeateg
tggccaacca

acataaatga

ggggtgcegy

cctecteatc
tcaaggttca
agtggttogg
ctgtcaagcc
tgggcaatgt
ccagtgggga
cacccacaca
gtgcattgct
tcectgtect
atattcccag
ttgtgceect
gtgcagtggg
cctgegetgt
tgggcaggcet
gcagcagtgce
cctececccaat
cagtggccat
caacgagttc
gtgccaagag
tcgtggaata
ggtgtctggt
ccatcectgce
tacacagcgc
tgagagcagc
ccgcaacacce
tgaaattggg
agatgagaac
taatctcaca
gggtgcctat
caatacctca
gacagaggca
gcgggcactt
gctggtgtgt
ctgtcgagat
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agcctgtccea
ctgagttctg
cgcegetgtg
tgccagtgea
ctctgtcgaa
ttcecctagcet
ggecgettgec
ggtttccacg
gaaggccctg
cagattgtgt
gggcactttg
aacattgacc
ttacaccaca
gcccgacaga
ccatctectg
gtccagggec
ggttgccagce
acagggcagt
ctccactggg
gatacacctc
gtgcgctgtyg
catgcatgct
ctagagcagc
ttctggcaca
tcagccgect
gaggccactg
ttcaatgcca
ctgcggcagc
gacagcatcc
gcecctggeag
ctgatggatg
ggcaagctct
ggggcaccag
gaggatgggc

ccctcatcta
agtgcaaccc
acctctgtygce
gccacgaggyg
ctggtgectt
gceggecatg
tgggctgecg
gggacccacg
ggagccaacg
gccactgecg
gggacccatc
caatggatcc
cagagggtcc
gctgteaccy
accagtgcca
ctagctgtga
cttgtgectyg
gccactgecg
gagaccctgyg
agtgtcaccg
accagtgtgce
tcggggattg
gggcgcagga
tgcaggagaa
ccactgcaca
agcacctgac
accatgcact
tcgaccagea
ggcatgccca
tacctagecce
ctcagaagga
ctgcccatac
gggatgcacc
agccgegetg
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caatggtgcc
tcatggtggt
ccctggetac
ggcactcagc
tgggcticge
tgtctgcaat
tgatcacaca
gctgccatat
gcactttget
ggcaggctat
aaggccaggt
tgatgcctgt
acactgtgcec
ctgcacatge
ctgtgatcca
ccgetgtgec
ccacccaage
tgccggettt
gttgcagtgc
cttcacaggt
ccgtggette
ggaccgagtg
gttgcaacag
gctgggeatt
gcttgtggag
tcagctcgag
aagtggtctg
tcttgacttg
tagccagtct
tgtgagcaac
ggacttcaac
ccacaccctg

ctgtgctaca

tgggggcctc

2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320



agctgcaatg
gcagagctgce
cgtcggeagy
tccaggggac
gacttcctca
ctagagctct
gagcgagtcc
cgtcgtgeceg
aaacagaagyg
gcccagggty
caggtacagg
cggcagttgg
gcctctacag
ctgctacgeg
gcccaaggtyg
ctgttgcaag
gaaaatgagc
cgcagegtgce
ctgcccaagyg
aagagctctt
<210>
<211>

<212>
<213>

DNA
<400> 5

agacccgecey
cgggaagatg
cceecgegecg
ggcgggegge
cgeccgectec
ggacctttac
ccggggecay
caatgccatc
gtacaacgag
catcaagttt

cggcecgeacce

gggcageggc
agcgggeact
caagcgaggc
aggtggaaca
accaggaggg
ccatcccage
ggagcctgge
agcagctact
cagagacagt
ccatccgggg
agaggatggc
atgctctect
cagaagaaac
gtectetggg
tgctggetge
ccgctcagga
gggcactgga
ttcaagccat
cctraccccag

ggcccggeag

5
11426

Homo sapiens

ggctcccgec
gcgaagcggce
ctgctgetgg
ggcttcagec
gcgacctgeg
tgcaagetgg
tactgtgaca
gatggcacgg
gtcaacgtca
gCcaactcac

taccagccect

tacagcagac
ggcagaaggt
acagcagcygg
ggccaaccag
ggctgatect
ttcagctgag
agatgtggat
gcaggatgcea
acaggcagca
ggcagtggcet
aggtgcagag
ggaggctctg
ggcaggcagt
tgatcagtac
acaggcaagg
caagctgcag
gagtaaggca
caacttgcag
ttcctageac

ggcceeccaat

gcgegegetg
tctgegeggg
tcgggetgge
tgcacccgee
gagaggaggc
tagggggecec
tctgeacgge
agcgetggtyg
ccetggacct
cceggeegga

ggcagttctt

ctagcactgg
ggtagcatcc
gcccaggeag
gaaqttcaag
gatagcattg
cagatccagc
gcgatcctgg
cggcgggeaa
ctggaggagg
gacacacggg
cgggcactga
aaattgaaac
gcccagggtce
cagacggtga
gcagaacaac
cggctacagg
gcccagttygg
gtgcagatct
tgccccacat

aaaccagtgt

tcecectggage

gagcgcactg
gctgetgggce
ctacttcaac
ccecggegege
cgtggccgge
tgccaacagce
gcagagtcca
gggccaggtc
cctctgggty

tgcctectce
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gcegggececy
tcagcagagt
ccctggacaa
aacttatcca
aaatggtggc
acctggeggy
cacgtactgt
ggagctgggc
ccecageggge
acacagagca
gctctgcagg
gggcaggaaa
gtgcccagga

aggcecctage

tgcgggatga
aattggaagg
acgggttgga
acaacacctyg
gcatgtctgc

gaacccccaa

tcggggacyc
tgtgttcgeg
gcgocgeggg
ctggccgagg
ggctceecge
ggcgacccca
aacaaggcac
ccgetgtece
ttccacgtgg
ctggagcggt
aagagggact
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gcacacacag
ggctgagact
ggctaatgct
gagtgtgaag
cacacgggty
tgcgattgea
aggagatgtg
tgaggatgag
acagggtatt
gaccctgtac
tgaaagggct
tagtctggca
ggctgageag
tgagcgcaag
ggctegggac
cacctatgag
ggccaggatg
ccagtgaccc
ctatgcactg

daaadaaaa

ggcccggage

gcccaegygg
cgcgggagga
gcgeecgeat
gccccaccga
accagaccat
accccgegag
gcggectgga
cctacgtect

ccatggactt

gtctggagcg

4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5518

60
120
180
240
300
360
420
480
540
600
660



gttcgggeca
gtactcacgc
tccgggegec
cgtecgecty
gcgggacccc
ccgcetgtgtce
caggctgcag
cggcttcaat
ctgtaactgc
cgccagecag
ccacaccacc
ccctctegac
cacctgcgag
tgacgtgtgt
caatgacacc
ggcagggacc
acccaacttc
ccageectgce
ccagtgcagy
ctttcacttc
ctgcgatgag
gtgcecgeect
agccctggac
cactgectgce
ctgctctget
ccggeeccgt
ctactgcgaa
tgaggcacag
caaacctggg
cgacctcagg
ctgcaagccec
ggatcaggct
ccagagcetgt

ctgcagcgag

cagacgctgg
atcgtgeecce
atgaatttct
cgcttectge
acggtcaccc
tgccacggece
tgcacctgec
cagcageegt
tacggccatyg
agcctggatg
ggcgtcaact
tcgeececacyg
gacctgacgg
gccgaggget
agggagcagg
cagggcaacg
caaggcaccc
cagtgttcca-
tgccgagtyg
cctetetgece
gccggeegcet
ggctaccatg
cagctctgtyg
caggaatgca
gaaggctccce
gtgacggggce
gctggetctt
gttccctgta
ttctggggac
ggcacactgg
cacgtgtgeg
gactattttg
gaaccgagga

cctgcgaggyg

agcgcatcac
tggagaacgyg
cctactegece
gtaccaacac
gccggtatta
acgcggatgce
agcacaacac
ggaagcctge
ccaccgactg
gcacctatca
gtgagcgcetg
tctgeecgecg
gtcgatgcta
tcacgggcett
tgctgecagce
cctgcecggaa
attgtgagcet
gcecctggagt
gctrtcgaggg
agttgtgtgg
gcctatgeca
gtttccecaa
gggcgggagg
gccecggett
tgcacgcagc
tgcggtgtga
gccaccctgce
tgtgceggge
tgagccccag
gtggagttgc
gccaggecty
gctgcecgeag
cgggcgtctg

accactacct
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acgggacgac
agagatcgtg
gctgctacgt
gctgctggge
ttacagcatc
ctgcgatgec
ctgcgggggc
gactgccaac
ttactacgac
99gtgggggt
cctgeecgge
ctgcaactgc
ctgcecggecc

cccaagetge

‘cggccagatt

ggacccaagg
ctgcgegeca
ggccgatgac
ggccacatgt
ctgcagecect
gcctgagttt
ctgccaagea
tttgtgccge
tcacggettce
ctgtgacccc
cacatgtgtg
cggtctggec
tcacgtggag
caaccccgag
tgagtgccag
cgcgtectge
ctgececggtgt
ccggtgecge

cccggacctg

gcggecatct
gtgtcecctygg
gagttcacca
catctcatgg
aaggatatca
aaagacccca
acctgcgacc
agtgccaacyg
cctgaggtgg
gtctgtatcg
ttctaccget
gagtccgact
aacttctctg
tacccgacgce
gtgaattgtg
gtgggacgct
gggttctacg
cgctgtgacc
gatcgctgtyg
gcaggaacct
gctggacctce
tgcacctgeg
tgcegececg
cccagetgtg
cggagtgggc
cceggtgect
ccagtggatc
gggccgagcet
ggctgtaccce
ccgggeaccg
aaggatggct
gacattggcg
cccaacaccc

caccacctgc

pPage 32

gcaccaccga
tgaacggacy
aggccaccaa
ggaaggcgcet
gcatcggagg
cggacccgtt
gctgetgecce
agtgccagtc
accggegecg
actgccagea
ctcccaacca
tcacggatgg
gggagcggtg

cctegtectc

actgcagcge -

gtctgtgcaa
gccceggetg
ctgacacagg
ccececggceta
tgcccgaggg
attgtgaccg
accctcgggy
gctacacagyg
tccectgeca
agtgcagctyg
acaacttccc
ctgecccttece
gtgaccgctg
gctgcagetg
gccagtgett
tctttggact
gtgcactggg
agggccccac

gcctggaget

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700



ggaggaggct
cgagaacttc
caggctgaac
ggccatgagt
caactgcaca
caccgtgcecc
gcgtgtggag
cgaggcggcg
gcagtctgge
cgcegggetg
gcagctcagc
gcttcaagtg
ggatgccege
gctgctetec
ccaggaccac
acaggcacgc
gttcgtggag
cgeetgtetyg
ggtgatcccyg
gtccccaget
cctgetgegt
ctatgeccttce
catcaacgcec
cggctgceege
gctcactgtg
ggtccctgag
tgacttcatc
gttctgecga
tggctgecac
ctgccatgec
ccccaactgce
catctgeecg
ctgecaccec

cacagaccct

gccacacctg
agctggaggg
ctgaccteccce
gtgagcgggc
gcacagagtc
cagaggggct
gccgaagggg

ctcctgeage
gacaactgec
gaggccctgt
ccgtegeacce
gcagtgccac
caggaggtgg
ctgcacccct
ctggectgtct
ttcttectye
cccegggtea
ccectegeget
ctgcecgeecg
ggaccccgac
gagccccagg
ctgctgcacyg
ggccgegtgt
accctggtgg
accgtgegtg
aacgtctaca
agccactgeg
aacgctgcetg
gaagtaggtg
catgtcattg
aggccctgtg
ccacgcacca
ctggtcgget

acctgtgaca

agggtcacge
gctacgegea
ctgacctttt
gggtctctgt
agcccgtgge
tcggagagec
tgctectgga
tgcgggtgac
tcctctacac
gtcgccagga
cgccactgat
agccaggecy
gcgtggeegt
gcctgtacag
tccacctgga
acggggtcac
gctgcatcag
tcccaaagec
gcecteccget
ctcggeeecc
ccaccgtggt
gctaccagec
ggcagggceca
tgtgtgaggy
tgcccaaggg
gctttggeta
cagcccaggg
cttecctete
ctacaggecc
gcegtgactg
actgcggtge
tcecgeecga
gtgaggagtg

cagacagcgg
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cgtgcgettt
gatggcacct
¢tggctecgtc
gcgagaggag
cttcccacce
ctttgtgcty
ctacgtggtt
tgaggcctge
acaccteccec
caacagcctyg
cacctgcacyg
ctatgcccta
gcacacccea
caccctgtgce
ctcggaggcec
tctggtgecc
cagccacggce
gcceccagecec
gacccacgeg
caccgetgty
cttcaccacc
agcccacccec
cgccaacycec
ccaggcecectg
ccggtggcetc
ccteegggag
ctaccacatc
cctettctat
cacgtgtgag
ctcecegetgt
ccgectetgt
ctgecctgety
taactgctca

ccagtgcaag

ggcttcaacc
gtccagecca
ttccgatacy
ggcaggtcgg
agcacggagc
aaccctggea
ctgctgecta
acataccgtc
ctggatggct
cceeggeect
ggcagtgatg
gtggtggagt
cagcgggecc
cggggcactg
agcgtgaggce
attgaggagt
gcctttggec
atcatccteca
caggatctca
gaccctgatg
catgtgcceca
acctrtccecg
agcttctgte
ctggacgtga
tggctggatt
gagcccctgg
agccecagea
aacaacggag
cccttegggy
gccaccggat
gacgagctca
tgccagececce

gggceeggea

tgcagaccca
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ccctegagtt
ggatcgtggc
tcaaccgggyg
ccacctgege
ctgccttcat
cctgggecct
gcgcatacta
cctetgeeca
tcecectegge
gcceccacgga
tggacgtcca
acgccaatga
cccageaggg
ccecgggatac
tcacagccga
tcagceegga
ccaacagtgce
gggactgcca
ctccagcecat
cagagcccac
cgctgggecg
tggaagtcct
cacatggcta
cccacagega
atgtactcgt
ataaatccta
gctcatcect
cecegtecatg
gccagtgtcc
actggggctt
cgggccagtg
agacctttgg
tccaggaget

acgtgactgg

2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740



gcgeegetgt
ctgtcacgag
taaggagaac
tgctgecaac
gagctcgtec
tgaccggcaé
gcggeacgtyg
ctcctacctg
agagacccag
gggcaaccag
ccgtgggeag
gtcccgegag
cttctcacag
agcaggccag
gggggactca
gggccgatgt
cgtctgtgtg
cttcgtgage
agtgccttce
ctgcaaacct
cccactggtyg
cttgctette
cactgggecc
caactgcacc
gcactgcctg
ttttggtttc
ctcecgagtge
gtgccgegag
gtgccctggg
cggggagcge
gggccacage
ggaacgggcc
ctccatggece

gctecggage

gatacctgct
gcgggeactg
gtgcagggcec
cccaaaggtt
tacacccgec
gtggtgcccc
cctgaggetg
ggggaccggg
cggggagatg
atgagcatca
ctgcagctgg
gagctcatga
atctcctegg
ggggccctyg
tgccaggaat
gtcccttgte
gactgccage
agcagggacg
aacaacttcg
ggttatgcag
ctgggcagct
agcgactgcg
cgctgcgaga
cggtgcgact
tgcaaggcgg
gatggctgcg
cacccccaga
tgtgccecty
ggcegetgtg
tgcgacacct
atccactgtg
ggcgeectec
tgggccegtc

cceetgggece

ctccgggett
cgeetggegt
ccaaatgtga
gcaccegetg
aggagttcgt
acgagcggea
tgcccgaggce
tgtcatccta
tctttgteee

cattcctgga

tggaggggaa
tggtgctggc
ctgtcttcct
ccagcaatgt
gtgceceegg
agtgccatgg
acaacaccga
accccagege
ccgagggcetg
gtgcctcctg
cctgecagec
accccctgac
tctgtgeecece
gtaccccatg
gcgtgactgg
ggggctgeeg
gcggacagtg
gctactgggg
acccteacac
gcagccagea
aagtgtgtga
tccccgecat
tgcacaggct

ccegeecatga
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ccatggctac
gtgtgacccc
ccagtgcagc
cttctgettt
ggatatggag
gccagggacg
tttccccgag
cggtgggacc
catggagagc
gceggeatac
ctteceggeat
cagcctggag
gcgcagggtg
ggagctgtgce
cttctatcgg
acactcagac
aggggceccac
cccectgtgte
tgtcctgega
cgagcggtgt
atgcgactgce
gggcgectge
cggcttctac
tgggacagag
gcggegetgt
ccegtgtget
ccactgcega
gctccctgag
gggcegetge
gcatcaggtg
ccactgtgty
tcacgagcaa
gaacgcectec

gacggcacag

ccececgetgece
ctcacagggce
cttgggacct

ggggccacgg
ggatgggtgc
gagatgctcc
ctgtactggce
ctccgttatg
aggccggatg
ccecacgectg
acggagacgc
cagctgcaga
gcactggagg
ctgtgececy
gacgtcaaag
cgctgectec
tgtgagcget
agctgceceect
ggcggecgea
gcgeccggat
agcggcaacyg
cgtggctgec
ggcaacgccc
gcectgegacc
gaccgctgece
tgtggaccgg
ccagggacca
cagggctgca

aactgcccecce

cctgttecag

gtcectgetec
ctgcgtggea
atcgctgacc

cagctggagg
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gccectgtga
agtgctactg
tctcactgga
agcgctgecg
tgctgageac
gtgcagacct
aggccccacc
aactgcactc
tggtgctgea
gccacgttca
gcaacactgt
tcegtgeect
tggccagccc
ccagcetaccy
gtctcttect
ctggctctgg
gccaggcetgyg
gcecectete
cccagtgect
tctttgggaa
gtgaccccaa
tgcgecacac
tgctgeeegg
cccacagegy
aggagggaca
ccgecegaggyg
tgggacccca
ggcgctgeca
cggggctcag
gcgggeergt
tggatgacct
tcaatgccag
tgcagagceca

tgctggagea

4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780



gcagagcaca
agaccaggcg
gttggcggcec
cctggggctg
ggtggagcgg
tgaggctgag
cctctgggag
ggceggecte
ccaggagctc
gctgteccgg
cagcgtcttce
cgceagectyg
gggcagcaag
ggcactcaat
catcgaggece
tgctggecag
ggtggaccga
ggaacagcag
agatgtcegg
tgccatggac
agcccaggac
gcggtggceag
cgcaggcecac
catcctggag
cgtgcgagag
gttcaacggg
ctacactgcec
ggatcgcttt
tctgegtgac
aagcatcgat
gtttggccac
ggtggceect

c€ggggggtac
ctgcatcgag

agceteggge
agccaattgc
atccgggetg
gccaatgect
ctgctetggg
ttggctgeag
gagaaccagg
atggacctgce
aacagccgea
gacaatgcca
agattgctge
gatggggctce
ctgcgtctag
ctgtccagea
tccaacgect
gcectgeage
gcccageage
aggctgggec
gccaagaagg
acagacgaga
accgccacce

ggccagtacg

aggacgcacg
tggceggeac
tggaccgcac
cggctecate
agatgcgggc
cacagagatt
cactggccac
gagaggcttt
accaggagcg
ccetgcagge
acagcctgga
ggaccccact
tggaggccege
tcatcctgga
acagccgceat
aggcggacca
tcetggecaa
ttgtgtgggce
accagctgga
caagcaagaa
gtgtgcagtc
agggcecetgeg

tcagtgtcca ccctggagaa

aaccgtgggg
ctcattgecce

cgctcagggyg
ctcaagttct
gtgatgtaca
aagaaggtgc
gaggacattg
atgtccgtca
ggggcagagg
cccagtacct

atggacacgc

tgcacaacgc
aggeecgggyg
tgcagctgceg
acctgcaggg
tgggcagccg
actgggtgta
gggagcagtt
cagtggagag
ggctgctcaa
tcacgeceec

tgaatgagga
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gcggctaggce
cgaggccaca
cctgagcgag
aggtgagcag
ccgggacctg
gctggeecgg
acaaacccgce
gaaccgggca
cctggaggaa
cactctgeat
ccaggctaag
gctgcagagg
cgaggcecac
cgtcaaccag
cctgcaggece
cacgtgggcy
cagcactgca
tgccctecag
ggcgcacatc
gatcgcacat
ccagctgcag
gggccaggac
gacgctgecc
cagcctggec
ggctgccagt
caccccacgg
cccagagect
ccaggccact
tcagctgggt
cgcagetgte
acagatgatc
cctgeggeca
tcecectgett

ggtggtcagce

ggccaggeeg
ctgggccatg
ctcatgtccce
ctgctccgga
ggggccccge
gtgcaggagc
gaccggetgg
gtggacgcca
gccctgeaaa
gcggctaggg
gaggagctgg
atgcagacct
gcacagcage
gaccgcectea
gtgcaggctg
acggtggtge
ctagaagagyg
ggtgccagga
caggcggege
gccaaggetg
gccatgcagg
ctgggccagg
cagctgcetgg
ctgtcecgeca
aaggtcaagg
gatcttgccg
gagcctggge
ggggactaca
gaggcgggec
agcctggaca
caggaaacca
gacgacttcg
cgctteeccyg

ctctacaact
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tggggacccyg
cgaagacgct
agacgggceea
cactggccga
aggcagcagce
agctgagcag
cccagcacga
€acgggaggce
ggaagcagga
acaccctggce
agcgectege
tctceecggce
tgggccaget
cccagagggce
ccgaggatgc
ggcagggect
ccatgctcca
ccecagcetecg

aggccatgct

tggctgctga

agaatgtgga
cagtgcttga
ccaagctgag
gcattggeeg
tgcccatgaa
accttgctge
agggtaccga
tgggtgtgtc
ctgcagtect
ggactctecca
agggtgacac
tcttctacgt

gctaccgggg
tcgagaggac

6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820



cttccagcetg
gtggctcacg
tcagatcagce
gctettctte
cgtgctgtty
gccectgacce
tgtgctggty
gctggecgac
acggctcttce
caagtatgtg
cctgctyggtg
gaacgtggca
cagtgccctg
gggcegtgtyg
tggtgecccec
tgaccagcte
tgaggggccec
cagtggctgce
tctgecageag
ccagaccecg
cagccgtcag
agactcctac
ccgacatagg
cctectettc
tggccacttc
gcgctecegg
gctggtgacg
ggcagagcac
ctccaaactt
gaggcccctg
ggaggcgggc
tacactgcect
cttccacttg

agtcctgctg

gacacggctg
gacggctcect
accaccaagc
ctgaagcagc
tatgactttg
tcggccagea
cgtgtggage
gcctactacc
cccaccggag
gacctcaagc
gggcgcegeca
ccgctcactg
ctctactacc
agcctacagce
cattacgtcg
cagcagatga
ccgaggetec
atcagcaacg
aacctgggca
ggcetggggc
cccgeccgge
cagtttgggg
aactggccca
actgcccgte
gttgcacaga
cctggecget
gacggggccc
ccccagceccce
ccggtgaccg
ggggccccca
ctgttcttec
gatgtgggcec
ggccaggecc

cgggcggatg

tggacaggcc
acctggacgg
gcttcgagea
agagccagtt
gggctggect
aggcgatcca
gggccacggt

tggggggcgt
gctcagtceg

ggctgaacac
tgactttcca
gcaacgtcta
gggcgtcecc
tcctgaggac
ccttctacag
agccecaccg
tcctgggagg
tcttegtgea
gcgtcaatgt
ctagaggact
atcctgectg
gttccctgte
gtctctecat
tgaggcccgg
tggaaggect
ggcacaaggt
gggcctggag
acaccctett
tcgggttcag
cacggatggc
caggcagcgg
tggaactgga
ggacgccece

acggagcagg
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ttgtgcecge
caccggcttc
ggagctgegg
cctgtgetty
gaaaaaggcc
ggtgttcctg
gtacagcgtg
gccgeccgac
tggctgegtc
gacaggcgtg
tggccacgge
cteceggette
ggatgggcta
tgaagtgaaa
caatgccacy
gggaccaccc
cctgeetgag
gcggetecty
gagcacgggce
gcaggccacc
catgctgecce
cagtcaccty
gcacgtccte
cagccectec
cgggactcgg
ctecegtgege
€caggaggag
tgtgggcggce
cggctgtgtg
aggggtcaca
gggagttatc
ggtgcggecc
ctacttgcag

ggagttctcce

tccaagtcga
gcececgeatca
ctecgtgtect
gcegtgceaag
gtcccactge
ctggggggca
gagcaggaca
cagctgeecc
aaaggcatca
agcgeegget
ttccttegec
ggcttccaca
tgccaggtgt
actcaagcgg
ggagtctggc
cccgagetcec
tctggcacca
ggcccacagce
tgtgcacccg
gcccggaagy
ccacacctca
gagtttgtgg
ccgecgaaget
ctggecgcetcet
cteegegecec
tgggagaaga
ccgcaccgge
ctececggecea
aagagactga
ccctrgeatcet
actttagacc
ctggcagtca
ttgcaggtga

acgtcagtga
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ccggggacce
gcttcgacag
acagcggggt
aaggcagcect
agccecccacc
gccgcaageg
atgatctgga
cgagcctgcg
aggccctggg
gcaccgecga
tggcgetctc
gcgeccagga
ccctgeagea
gcttcgecga
tgtatgtcga
agcegeagee
tttacaactt
gcgtatttga
ccctgcaage
cctcﬁcgccg
ggaccacccg
gcatcctgge
cccgaggect
tcctgagcaa
agagccgeca
accggatect
agcaccaggg
gcagccacag
ggctgcacgg
tgggeeecct
tcccaggage
ccggactgat
ccgagaagea

ceegeeecte

8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
9960

10020

10080

10140

10200

10260

10320

10380

10440

10500

10560

10620

10680

10740

10800

10860



agtgctgtgt
gctggaggiyg
tgccccagec
cceecgectac
tcgetcetgtg
agccaacccce
ctcataggtg
gtttaagtta
ccettecacce
aaaattaaaa
<210> 6

<21l> 7632
<212> DNA
<213>

<400> 6

atgagaggga gccatcggge
ctggecgtge tggeggegge
gcgggaggec

tggccaccaa

acggacgagg
gtgactgtgg
ggggtgaccg
cacggggcag
cagaccatgc
aaagcttttg
gccatttaca
tcctgtgaga
cagcaggcct
gccttttcta
caggaatggg
gatgaagtgt
gctgtaggtyg
gataagctgy
ccrttcttea
ccctgtgatt
actggccatg
aggtgccgag

gatggccagt
gacgcgcaga
cctectgtacc
tgcggetgea
gaggtccacy
ggccectggt
tctatttgga
tagcttctta
catttttaat

agtaacttct

Homo sapiens

gggtcaccaa
ccttcctgac
tggccggggt
acatcaccta
agcgcacacg
acacctactc
tgtgtactga
ccctggaagg
taactgccac
ttaacgatcc
gcagatgtaa
tgtgtaattg
atgaccggcec
gcaatggtcyg

ggggcca ctg
agaacttctt

ggcaccggcet
gcaaccacac
tcgggggect
tgaggaggct
gggcagtggg
caggcccctg
ctctaagcte
aacgaaagaa
tgtgagagat
gtgtaa

cgcgeeggec
cgccgeggeg
gcagcgetge
cacgtgtggg
gtcctgtcac
cgactacaac
gcagtacccc
tgtgcgtctce
ggaagacggyg
caaggcaaac
tgaattcagt
aaggcccagce
tgacatcaga
caaagttctc
atgtaatgga
caaacataac
gtggaggagg
atcccaggaa
taccaactgc

ccgecttggce
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agcggtgatg
cgtgggcecc
gcctgagece
ggcggtgaac
ggccagtgge
cagctgectce
tacgggtgac
taaaatactg

ttgtcaccaa

ctgcggeecc
ggctgtgecc
atgcccgagt
acteccgeecyg
ctgtgcgacg
aaccaggccyg
agctccatca
aagttccaca
ccctggattce
cgcggcettca
gacatttctc
gcctataact
gtaactctta
aagtcctatt
cacgcaageyg
acatatggag
gcaactgcgg
tgctacticyg
caggataaca

aacaatgaag

aaaagcggga
ttgctggegg
atggcegtge
cggtcceecg
tgcccagecy
acaccgececc
agatcttgtt
caaaatgttt

tcatcactgg

gggggceggcet
aggcagccat

tcgtcaacgce
aggaatactg
ccgggeagec
acaccacctg
acctcacgcet
ccagcegecce
cttaccagta
tcaggacagg
cectecactygy
ttgacaatag
atcgcctgaa
attatgccat
agtgtatgaa
tagactgtga
aaagtgccag
accctgaact
cagatggegce

cctgetettc
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atgtgetccg
ctgcagctgg
agcecctggec
tcgecatgac
cctaggacac
ttgtgctege
tctgaagatg
ttatatttgg

ttcctcectta

ctggecegtg
ggacgagtgc
cgcettcaac
tgtgcagacc
ccacctgeag
gtggcaaagc
gcacctggga
ggagagcttt
ctacagtggt
aggggacgag
gggcaacgtg
ccectgtgetg
cacttttgga
ctctgatttt
gaacgaattt
aaagtgtctt
tgaatgcctg
ctatcgttec
ccactgtgag

atgccactgt

10920
10980
11040
11100
11160
11220
11280
11340
11400
11426

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200



agtcctgtgg
ggagtgatgg
ggatgcaggc
ggaagatgtg
ttttttaatc
tcttetgtet
attgatgagg
tcctetgaga
gctcctgcaa
tttcgagtygg
ggcttaagag
gtgaagtatg
ccttttgaat
agtgagagaa
ggagtcccty
tgtgagatgt
tgtgtgcttt
aactgcagag
gattcaactg
tgtgctgttg
ggtaagagat
cctgtgagac
aattgcaatc
tgtgaccggt
tgcaaagect
gtgacggggc
cctggattct
ggctccacca
actggtcagce
aaaccctgtg
tgtgaatgca
tacaatcggt
aaggttgctg

actggggatg

gctctctaag
gggacaaatg
catgctcttg
tttgcaaaga
tggaatcatc
gtacaaacgc
atgggtggeg
ggcaagatat
agttcttggg
acaggcgaga
tatctgtacc
tcttcagget
ttcagaagct
gtgctggata
caacttgggt
gcctctcagg
gcgectgeaa
acaatacggc
caggcacctc
ttcccaagac
gtgagctctg
tttgccgect
gcttgacgyg
gcaaagacgg
gcaattgcaa
agtgtgaatg
acaatctgca
atgggcagtg
actgtgagcg
actgtcatcc
gagaaggctt
cttggectgg
atcatagagt

agatggtgac

cacacagtgt
tgaccgttgce
tgatccctct
caatgtcgaa
taatcctcgg
tgttggctac
tgcggaacag
cgcegtgatc
caagcaggtg
tactcgectc
cttgatcgct
ccatgaagca
cctaaacaac
tttggatgat
ggagtcctgce
ttacagaaga
tggacacagc
tggccegceac
ctccgattac
aaaggaggtyg
tgatgatggc
gtgccagtgc
agaatgcctyg
attttttgga
tctgtatggg
tttgcctecac
gagtgggcaa
tgacatccgce
ctgtgaggtc
tgagggatct
tgtgggaaat
ctgccaggaa
gaagctccag

agatcaagcc
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gatagttacg

cagecctggat
ggcagcatag
ggcttcaatt
ggttgcacac
agtgtttatt
agagatggct
tcagacagct
ttgagttatg
tctgcagaag
cagggcaatt
acagattacc
ttgacctcta
gtcaccctgg
acctgtectyg
gaaactccta
gagacctgtg
tgtgagaagt
caaccctgtc
gtgtgcacca
tactttggag
agtgacaaca
aagtgcatct
aatcecectgg
accatgaagc
gtgactggcc
ggctgtgaga
accggccagt
aaccactttg
ctttcacttc
cgctgtgacc
tgtccagett
gaattagaga

ttcgaggata

gcagatgcag
tccattctct
atgaatgtaa
gtgaaagatg
cctgcttctyg
ctatctectce
ctgaagcatc
actttccteg
gtcagaacct
accttgtgct
cctatccaag
cttggaggcece
tcaagatacyg
caagtgctcyg
tgggatatgg
atcttggacc
atcctgagac
gcagtgatgg
cgtgtcctgg
actgtcctac
acceectygg
tcgatcccaa
ataacactgc
ctcecaatec
agcagagcag
aggactgtgg
ggtgtgactg
gtgagtgccea
ggtttggacc
agtgcaaaga
agtgtgaaga
gttaccgget
gtctcatage

gactaaagga
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ctgtaagcca
cactgaagca
tattgaaaca
caaacctgga
ctttgggcat
tacctttcag
tctcgagtgg
gtacttcatt
ctecttctcec
tgagggagct
tgagaccact
tgctcttacc
tgggacatac
tcectgggect
agggcagttt
atacagtcca
aggtgtttgt
gtactatgga
aggttcaagt
tggcaccact
tagaaacggc
tgcagttgga
tggcttctat
agcagacaaa
ctgtaacccc
tgcttgtgac
ccatgecetty
gceceggeatc
tgaaggctgc
tgatggtcge
aaactatttc
ggtaaaggat

aaaccttgga

agcagagagg

1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240



gaagttatgg
gatcgcctac
cggaatacca
acagagcggt
aatgtgtcag
gaagaggctc
gcaaagacag
ggagaaaatc
aacatctcac
ggtgacaaag
acactggaga
gaccagaaat
gtcaagaacc
cgagctgatyg
caagaagcta
aagacggccyg
gccaatgaaa
gaggccaaga
acéagcacca
gtgaacaata
gacgctgacc
atcaatgcca
ttggagcagce
accctaaaca
ctggagaatg
gagatcatga
ttcaacaccc
tgacaggggyg
ccecccactec
taaagagaag
ctcrtccatt
gcatcctacg
agagcaagta

cttgtttcta

acctecctteyg
agagagtgaa
ttgaagagac
tgattgaaat
tcactcagcec
gaaagcttge
ccaatgatac
aaacagcatt
aggatctgga
ctgtggagat
atgaagcaaa
taaaagatta
ttctggagaa
ctgccaaggce
atgacattct
cagaggaggc
agaccagaga
acaaggccca
aggcagaagce
tgttgaagca
aggacatgat
gaaaagccaa
tggggcagct
aagccaaaga
aagccaagaa
aggacattcg
cgtccattga
gcagttgtga
tecrgetgetyg
caaattaaac
cacgttgcta
ttactgtaca
gccctecect

tgaaggaaaa

tgaggeccag
taacactctyg
tggaaactfg
cgcatccaga
agaatctaca
tgaacgtcat
gtcaactgag
tgagattgaa
aaaacaagct
ctatgccagc
taacataaag
tgaggacctc
aggcaagact
cctcgetgaa
caacaacctg
actaaggaag
agcccageag
tgaggcggag
tgaaagaact
actgcaggaa
gatggcaggg
aaactctgtt
ggatacagtg
tgaaatgaag
gcaggaggcet
caatctggag
aaagccctag
ggccacagag
tccatgactg
atcctgaatc
ccttacccac
gtggcataag
gtctcatcga

gtttggctac
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gatgtcaaag
tccagccaaa
gctgaacaag
gaacttgaga
ggggacccaa
aaacaggaag
gcatacaacc
gagcttaata
gcccgagtac
gtggctcagc
atggaagctg
agagaagata
gaacagcaga
gaagctgcaa
aaagattttg
attcctgeca
gccctgggea
aggatcgcga
tttgcagaag
gcagaaaaag
atggcttcac
actagcctcc
gacctgaata
gtcagcgatc
gccatcatgg
gacatcagga
tgtctttagg
tgccttgaca
tcocttttgaa
gggaacaaag
actitccctt
cacatcgtgt
taccagcaga

taacagtagc

atgttgacca
ttagcegttt
Cgcgtgccca
aagcaaaagt
acaacatgac
ctgatgacat
tgcttctgag
ggaagtatga
atgaggaggc
tgagcccttt
agaatctgga
tgagagggaa
ccgcagacca
agaagggacg
ataggcgtgt
tcaaccagac
gtgctgcggce
gcgetgtceca
ttacagatct
agctaaagag
aggctgctca
tcagcattat
agctaaacga
ttgataggaa
actataaccg
agaccttacc
gctggaaggc
caaagattac
ccaggaaaag
ggttttatct
ctgatttgceg
gagcccatgt
acctccteag

attgtgatgy
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gaatttgatg
acagaatatc
tgtagagaac
cgctgetgec
tcttttggea
tgttcgagtg
gacactggca
acaagcgaag
caaaagggcc
ggactctgag
acaactgatt
ggaacttgaa
actcctagec
ggatacctta
gaacgataac
catcactgaa
ggatgccaca
aaagaatgcc
ggataatgag
aaaacaagat
agaagccgag
taatgacctc
gattgaaggc
agtgtctgac
agatatcgag
atctggetge
agcatccctce
atttttcaga
tcacagagtt
aataaagtgt
tgaggacgtg
atgctggggt
tctcagtact

ccagtatatc

3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280



cagtccatgg
gaaataaaca
tgcttttagt
tataaaagtc
gaagatgaac
tgcactcacc
aagaaatagg
gcttttttat
Ctaaggtctt
gggataaaac
gttggagaga
agaatcccte
tcacacagct
ttcectctaa
ttgatcctea
ttcctcctac
actttgegta
ttaattattt
agaataagga
ttgctcaatt
agaattcttt
taaaattaat
tettecatty
gcaggaacgc
tgacgccaca
agctggatag
acagtgctac
ccacttecctyg
atactcctga
tggcgtgety
gctacatcct
aagctagret
tggtttcctt

ttttaagcag

ataaagaaaa
tcctgtgeca
tattatgagt

tccaggtgaa

Tttttttcag.

aatagaccaa
gatatgataa
tagttagtct
gacaaaacag
ttagatggea
tgagacattt
aaaaaacatt
gccaacgcta
gtgtagaggg
gctetgtggt
caacccacct
gcaggggcgy
caaatttata
atttatgtaa
tttcctettc
ggattgtact
ataattgett
cagtcctgat
caggttgaca
gtgggactag
gtaagtttta
ttactgatgg
tttccatctyg
gctttcactc
ttgcaaagtt
aacatatgca
gggtgaagtt
ttaactttct

aattttattt

tgcatctgca
aaggtattgy
gtaggacact
catggctgaa
atctttgggc
aagacatctt
ccactaaaat
tggaactagt
aagaaaaaca
gcttgtactg
gacccttagce
gtttgccaaa
tcgagttect
aagaccctta
tttaagacca
ttgagattca
ggtgggggga
tttttgtgtg
atatacttag
actggcacaa
ccaaagaatt
tcctecacac
gatcctaacc
agctatggta
ccaggaatga
taagggagta
gtagactggg
cttgggatat
tgctgettet
ttcacgtcat
tttggtcaag
cactccagea
ttttgttatt

tttaaaataa

LCTI-200006_5T25

tcteetaccece
tcatttagaa
gagccatccyg
gatttttcta
agctgataat
ttgatattct
tttgttttca
gttaagtatc
agecectectey
tcagaatccc
tccagttttce
tcectggtggc
gcactttgtg
cgtggagttt
cagtgtgaca
tatatagcect
aagaaactat
aatgttttgt
tcctatttct
tgtatctgaa
gtgcecttgtg
ccagecactg
tgcagcacygg
ggattaggaa
gggagaaatg
cattttgact
agaggtggtg
accagagttt
ccecaggectc
tgtttectgg
gttgcagaag
agtctcaggc
tgecttttcte

aaggttcttt

ctcrtectte
tgtcggtagce
tgggtcagga
gtatattaat
ttaaatctgg
tataaatgga
aaatcaaact
tggcagagaa
tcctagtett
gtgtatccat
ttctgatgtt
aaatacttgc
atttaaatcc
cctagtgggce
gttccctgece
ttaacactat
tatctgacac
gttttgttta
agaatgacac
tacctecttce
tttgcageat
taaagaggta
tggttttaca
agtttgctga
ccetttetgg
gagcacttag
taacttagtt
accacaagtg
ttctactatg
ctagttcatt
aggactgaag
cacaatgggg
ctccacctgt

acaagatgat
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taagcaaaag
catccatcag
tgcaattatt
aattgactag
atgggcagcet
acttacacag
aattcttaca
cagttaatcc
ttctagcaaa
ttgttcttet
tccatcttec
actcagtatt
actctaaacc
ttctcaactt
acacaccccec
gcaactttgt
actggtgcta
tcatgattat
tctgtteact
ccteccttct
ctcecattctce
acttgggtcc
atgttccaga
agaggatctt
caattgttgg
ggcatcagga
cttgatgatc
ttttgacgat
gcaggagatg
tcattaagtg
attgactgcee
tggtttggtt
gtggtatatt

accttaatta

5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060

6120

6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
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cactcccgea acacagccat tattttattg tctagctcca gttatctgta

tgtaattgac aggatggctg ctgcagaatg ctggttgaca cagggattat

fttttccctg aatttttttc ctttgaattc caactgtgga ccttttatat

tttagctgtt tgccttaatc tctacagect tgctctccgg ggtggttaat

acttggcatt tttatgtttt aagaaaaaca gtattttatt tataataaaa

tgtaaccctt ta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

24

DNA

Artificial Sequence

primer
7

gtggtaccca caggcagagt tgac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

26

DNA

Artificial Seguence

primer

8

gctctagage tcttcagtge ataggc
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ttttatgtaa
tatactgcta
gtgcettcac
aaaatgcaac

tctgaatatt

7380
7440
7500
7560
7620
7632

24

26



