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FIGURE 1

SEQID Description Sequence

1 Heavy Chain QVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIG
Variable AIYPGNGDTSYNQKFKGKATLTADKSSSTAYMOQLSSLTSEDSAVYYCARSTYY
Region GGDWYFNVWGAGTTVTVSAA

2 Heavy Chain STKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
Constant AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTH
Region — TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVAVSHEDPEVKFN
Option 1 WYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNK

ALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGK
3 Heavy Chain STKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
Constant AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTH
Region — TCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
Option 2 WYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNK

ALAAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGK
4 Heavy Chain, MMRPIVLVLLFATSALAQVQLQQPGAELVKPGASVKMSCKASGYTFTSYNM
Full Length HWVKQTPGRGLEWIGAIYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSS

Sequence with LTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFPLAPSSK
signal — Option STSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSV
1 VTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVAVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYASTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS

PGK
5 Heavy Chain, MMRPIVLVLLFATSALAQVQLQQPGAELVKPGASVKMSCKASGYTFTSYNM
Full Length HWVKQTPGRGLEWIGAIYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSS

Sequence with LTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFPLAPSSK
signal — Option STSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSV
2 VTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAK
GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSL
SPGK
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SEQID Description Sequence

6 Heavy Chain, QVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIG
Full Length AlYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYY
Sequence — GGDWYFNVWGAGTTVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
Option 1 FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNV

NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVAVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

7 Heavy Chain, QVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIG
Full Length AlYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYY
Sequence — GGDWYFNVWGAGTTVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
Option 2 FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNV

NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDEL
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

8 Light Chain QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQKPGSSPKPWIYATSNL
Variable ASGVPVRFSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLEIK
Region

9 Light Chain RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
Constant QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
Region EC

10 Linker APTSSSGGGGS

11 A1-A2 Domain EPHSLSYDITVIPKFRPGPRWCAVQGQVDEKTFLHYDCGQKTVTPVSPLGKK
(NQ) LQVTTAWKAQNPVLREVVDILTEQLWDIQLENYTPKEPLTLOQARMSCEQKA

EGHSSGSWQFSFDGQIFLLFDSEKRMWTTVHPGARKMKEKWENDKVVAT
KLYLWSMGDCIGWLEDFLMGMDSTLEPS

12 Light Chain, MMRPIVLVLLFATSALAQIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWF
Full Length QQKPGSSPKPWIYATSNLASGVPVRFSGSGSGTSYSLTISRVEAEDAATYY
Fusion CQQWTSNPPTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNF
Sequence with YPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKV
signal YACEVTHQGLSSPVTKSFNRGECAPTSSSGGGGSEPHSLSYDITVIPKFRPGP

RWCAVQGQVDEKTFLHYDCGQKTVTPVSPLGKKLQVTTAWKAQNPVLREV
VDILTEQLWDIQLENYTPKEPLTLOQARMSCEQKAEGHSSGSWQFSFDGQIFL
LFDSEKRMWTTVHPGARKMKEKWENDKVVATKLYLWSMGDCIGWLEDFL
MGMDSTLEPS
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SEQID Description Sequence
13 Light Chain, QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQOKPGSSPKPWIYATS
Full Length NLASGVPVRFSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGT
Fusion KLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
Sequence with SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSF
Al1l-A2 domain NRGECAPTSSSGGGGSEPHSLSYDITVIPKFRPGPRWCAVQGQVDEKTFLHY
and linker DCGQKTVTPVSPLGKKLQVTTAWKAQNPVLREVVDILTEQLWDIQLENYTP
KEPLTLQARMSCEQKAEGHSSGSWQFSFDGQIFLLFDSEKRMWTTVHPGA
RKMKEKWENDKVVATKLYLWSMGDCIGWLEDFLMGMDSTLEPS
14 Linker GGGS
15 iINKG2D LFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQNA
domain SLLKVYSKEDQDLLKLVKSAHWMGLVHIPTNGSWQWEDGSILSPNLLTIIEM
QKGDCALYASSFKGYIENCSTPNTYICMQRTV
16 CD8a hinge/tm TTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
domain GTCGVLLLSLVITLYCSL
17 4-1BB domain KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL
18 CD3¢ domain RVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKP
RRKNPQEGLYNELQKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATK
DTYDALHMQALPPR
19 iINKG2D LFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQNA
domain + CD8a SLLKVYSKEDQDLLKLVKSAHWMGLVHIPTNGSWQWEDGSILSPNLLTIIEM
hinge/tm QKGDCALYASSFKGYIENCSTPNTYICMQRTVTTTPAPRPPTPAPTIASQPLSL
domain + RPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVLLLSLVITLYCSLKRGR
4-1BB domain KKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAYK
+ CD3¢ domain QGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNEL
QKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMOQALP
PR
20 Signal MALPVTALLLPLALLLHAARPLFNQEVQIPLTESYCGPCPKNWICYKNNCYQF
sequence + FDESKNWYESQASCMSQNASLLKVYSKEDQDLLKLVKSAHWMGLVHIPTN
iINKG2D GSWQWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTV
domain + CD8a TTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
hinge/tm GTCGVLLLSLVITLYCSLKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEE
domain + EGGCELRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPE
4-1BB domain MGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGERRRGKGHDGLYQ

GLSTATKDTYDALHMOQALPPRSGSGSGSGSI
DVNGHKFSVSGEGEGDATYGKLTLKFICTTGK
RYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRI
ELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKANFKIRHNIEDGS

VQLADHYQQONTPIGDGPVLLPDNHYLSTQSALSKDPNEKRDHMVLLEFVTA
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SEQID Description Sequence
21 Light Chain, QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQKPGSSPKPWIYATS
Full Length NLASGVPVRFSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGT

KLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSF
NRGEC

30 A1-A2 domain EPHSLSYDITVIPKFRPGPRWCAVQGQVDEKTFLHYDCGNKTVTPVSPLGKK
LNVTTAWKAQNPVLREVVDILTEQLWDIQLENYTPKEPLTLQARMSCEQKA
EGHSSGSWQFSFDGQIFLLFDSEKRMWTTVHPGARKMKEKWENDKVVAT
KLYLWSMGDCIGWLEDFLMGMDSTLEPS

31 A1-A2 domain EPHSLSYDITVIPKFRPGPRWCAVQGQVDEKTFLHYDCGQKTVTPVSPLGKK
(AYT) LQVTTAWKAQNPVLREVVDILTEQLWDIQLEAYTPKEPLTLQARMSCEQKA
EGHSSGSWQFSFDGQIFLLFDSEKRMWTTVHPGARKMKEKWENDKVVAT
KLYLWSMGDCIGWLEDFLMGMDSTLEPS

32 A1-A2 domain EPHSLSYDITVIPKFRPGPRWCAVQGQVDEKTFLHYDCGQKTVTPVSPLGKK
(QyT) LQVTTAWKAQNPVLREVVDILTEQLWDIQLEQYTPKEPLTLQARMSCEQKA
EGHSSGSWQFSFDGQIFLLFDSEKRMWTTVHPGARKMKEKWENDKVVAT
KLYLWSMGDCIGWLEDFLMGMDSTLEPS
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FIGURE 3C
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FIGURE 4C
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FIGURE 6
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FIGURE 8A
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FIGURE 20

Rit-MicAb aglyosylated variants
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