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Fig. 1
loxP (Cre) ATAACTTCGTATAATGTATGCTATACGAAGTTAT SEQ ID NO:3
loxH (Fre) ATATATACGTATATAGACATATATACGTATATAT SEQ ID NO:4
rox (Dre) CTAACTTTAAATAATGCCAATTATTTAAAGTTAT SEQ ID NO:5
ZoX (Zre) ATAACTTCGTATAACACACATTATGCGAAGTTAT SEQ ID NO:6
loxL'TR (Tre) ACAACATCCTATTACACCCTATATGCCAACATGG SEQ ID NO:7
SEQIDNO:1  ARCCCACTGCTTAAGCCTCAATAAAGCTTGCCTT
SEQIDNO:2  CTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGAT
Fig. 2
SEQ ID NO:1 AACCCACTGCTTAAGCCTCAATARAGCTTGCCTT
Subsite 1 AACCCACTGCTTAAGCCTCAATAAGCAGTGGGTT SEQ ID NO:8
Subsite 1b+2 AACACACTGCTTAAGCCTCAATAAGCAGTGTGTT SEQ ID NO:27
Subsite 1b+1 ATCACACTGCTTAAGCCTCAATAAGCAGTGTGAT SEQ ID NO:28
Subsite 1b ATAACACTGCTTAAGCCTCAATAAGCAGTGTTAT SEQ ID NO:29
Subsite 1a AACCCATTGTATAAGCCTCAATATACAATGGGTT SEQ ID NO:30
Subsite 1A AACACATTGTATAAGCCTCAATATACAATGTGTT SEQ ID NO: 9
Subsite 1B ATACCACTGTATAAGCCTCAATATACAGTGGTAT SEQ ID NO:10
Subsite 1C ATAACATTGCTTAAGCCTCAATAAGCAATGTTAT SEQ ID NO:11
Subsite 2 AAGGCAAGCTTTAAGCCTCAATAAAGCTTGCCTT SEQ ID NO:12
Subsite 2a+2 AAGGCAAGGTTTAAGCCTCAATAAACCTTGCCTT SEQ ID NO:31
Subsite 2a+1 AAGGCTAGGTTTAAGCCTCAATAAACCTAGCCTT SEQ ID NO:32
Subsite 2a AAGGCTAGGTATAAGCCTCAATATACCTAGCCTT SEQ ID NO:33
Subsite 2b ATAACAAGCTTTAAGCCTCAATAAAGCTTGTTAT SEQ ID NO:34
Subsite 2A AAGACTAGGTATAAGCCTCAATATACCTAGTCTT SEQ ID NO:13
Subsite 2B ATAGCAAGGTATAAGCCTCAATATACCTTGCTAT SEQ ID NO:14
Subsite 2C ATAACTAGCTTTAAGCCTCAATAAAGCTAGTTAT SEQ ID NO:15
AloxP ATAACTTCGTTTAATGTATGCTAAACGAAGTTAT SEQ ID NO:35
SEQ ID NO:2 CTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGAT
Subsite 1 CTGGGCGGGACTGGGGAGTGGCAGTCCCGCCCAG SEQ ID NO:16
Subsite 1A CTGACTTCGACTAGGGAGTGGTAGTCGAAGTCAG SEQ ID NO:17
Subsite 1B ATAGGTTCGAATGGGGAGTGGCATTCGAACCTAT SEQ ID NO:18
Subsite 1C ATAACCGGGAATAGGGAGTGGTATTCCCGGTTAT SEQ ID NO:19
Subsite 2 ATCTGAGGGCTCGGGGAGTGGCGAGCCCTCAGAT SEQ ID NO:20
Subsite 2A ATCTGTTGGCATGGGGAGTGGCATGCCAACAGAT SEQ ID NO:21
Subsite 2B ATATGATGGCTTAGGGAGTGGTAAGCCATCATAT SEQ ID NO:22
Subsite 2C ATATGTGGGCACAGGGAGTGGTGTGCCCACATAT SEQ ID NO:23
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Fig. §

Cre SEQ ID NO:36
Tre common consensus sequence 100% SEQ ID NO:37
Tre 3.0 consensus sequence 100% SEQ ID NO:38
Tre 3.0 consensus sequence 95% SEQ ID NO:39
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MSNLLTVHQNLPALPVDATSDEVRKNLMDMFRDRQAFSEHTWKMLLSVCRSWAAWCKLN
MSXXXTXXXXLXALXXDXXSDXXXXXLXXXXRDXXAX SXXTWXXLLSXCRXWXAWCXXX
MSXXXTXXXXLSALLXDXXSDXXXXXLXXXXRDXXAXSXXTWXVLLSXCRXWXAWCXXX
MSXLXTXHXXLSALLXDXTSDEXRXNLMDVXRDXXAX SEHTWKVLLSVCRXWAAWCXLN

60 86 93

NRKWFPAEPEDVRDYLLYLQARGLAVKT IQQOHLGOLNMLHRRSGLPRPSDSNAVSLVMRR
XRXXFPXXPXXVRXYLLXLOXRGLXVXTXQQOHLXXLNMXHRRXGLXRXXDXXXVSLXXRR
XRXXFPXXPXXVRXYLLXLOXRGLXVNTXQOHLAX LNMXHRRXGLXRXXDSXXVSLXXRR
NRKXFPAEPEDVRDYLLXLQOXRGLAVNTIQQHLAXLNMLHRRXGLPRXXDSXAVSLVXRR
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D OQOUTw

120 175

IRKENVDAGERAKQATLAFERTDFDQVRSLMENSDRCODIRNLAFLGIAYNTLLRIAEIAR
IRXENVDAGERXKQALAFXRXDXXXXXXLXXXSXXXXDXRXLAXLGXAYNTLLRXXEXXX
IRXENVDAGERXKQALAFXRXDXXXXXXLXXXSXXXXDXRXLAXLGXAYNTLLRXSEXXX
IRXENVDAGERXKQATLAFERTDXXQVRXIMXXSXRXQDIRXLAXLGXAYNTLLRISEIAR

180

IRVKDISRTDGGRMLIHIGRTKTLVSTAGVEKALSLGVTKLVERWISVSGVADDPNNYLF
XRXXDXSXTXGGRXLIHXXXTKTLVSTXGVEKALSLXXTXLXERWXSXSGVAXXXXXYLF
XRXXDXSXTXGGRXLIHXXXTKTLVSTXGVEKALSLXXTXLXERWXSXSGVAXXXXXYLF
IRXXDISXTXGGRMLIHIXRTKTLVSTAGVEKALSLXVITXLVERWISXSGVAXDPNNYLF

240 259 262

CRVRKNGVAAPSATSQLSTRALEGIFEATHRLIYGAKDDSGORYLAWSGHSARVGAARDM
CXXXXXGXAXPXAXXXLSXXXLXXIFXXXHXXXXGAKXXSGXRYXXWSGHSARVGAARDM
CXXXXXGXAXPXAXXXLSKXXXLXXIFXXXHXXXXGAKXXSGXRYXXWSGHSARVGAARDM
CXVRXXGVAXPSATXQLSTSALQGIFXAXHXLIYGAKXXSGXRYLAWSGHSARVGAARDM

300 307 317 320

ARAGVSIPEIMQAGGWTNVNIVMNYIRNLDSETGAMVRLLEDGD*
ARAGVXIXEIMQAGGWXTVXXVMNYIRNLDSEXGAMVRLLEXXX*
ARAGVXIAEIMQAGGWXTVXXVMNYIRNLDSEXGAMVRLLEXXX*
ARAGVXIAEIMQAGGWTTVXSVMNYIRNLDSETGAMVRLLEXXD*
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