TAXONOM C | DENTI FI CATI ON OF PATHOGENI C M CROORGANI SM5 AND THEIR TOXI C
PROTEINS ABSTRACT The present invention describes a nethod for the

bi ndi ng of pathogenic mcroorganisnms and their toxic proteins with |igands
that have been covalently tethered at sonme distance from the surface of a
substrate: distances of at |east fifteen A are required for m croorgani sm
bi ndi ng | i FAMONSMIEr IDENHFA ATHANtOBPATHNCGGHENNE MICRODRGANISMSeANTDI ndi ng

| i gand tethers. The |igands demIR TERIGEREGTEINSC| ude hene conpounds,
si‘der ophores, polysaccharides, and peptides specific for toxic proteins,

outer nenbrane proteins and conj ugaj £ i&' ds. Non- bindi ng conponents of
the solution to be anal yzed are se romthe bound fraction and
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m croorgani sm by anal ysis of the binding pattern of the sanple to the
array. Fi eHars@rfce of a substrate: distances of at least fifieen A are required for microorgamsm

binding ligand tethers and at least six A are required for protein binding ligand tethers, The

ligands described herein include heme compounds, siderophores, polysaccharides, and

peptides specific for toxic proteins, outer membrane proteins and conjugated lipids. Non-

binding components of the solution to be analyzed are separated from the bound fraction

and binding is confirmed by detection of the analyte via microscopy, fluorescence,

epifluorescence, luminescence, phosphorescence, radioactivity, or optical absorbance. By

patterning numerous ligands in an array on a substrate surface 1t is possible to taxonomically

identify the microorganism by analysis of the binding pattern of the sample to the array.

Figure 1
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