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Jackson, Simon Mark
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Piper, Derek E.

shan, Bei

Shen, wenyan
- Chan, Joyce Chi Yee
King, chadwick Terence
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Carabeo, Teresa
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<150> UsS 61/086,133
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<150> Us 61/010,630
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<160> 499
<170> FastSEQ for windows version 4.0

<210> 1

<211> 662

<212> PRT

<213> Homo sapiens

<400> 1
Gln Glu Asp Glu Agp Gly Asp Tyr Glu ggu Leu val Leu

| Ser Glu Glu Asp Gly Leu Ala Glu Ala Pro Glu His Gly

20 25
Thr phe ggs Arg Cys Ala Lys ggp Pro Trp Arg Leu Zgo
val val val Leu Lys Glu Glu Thr His Leu Ser GTn Ser
50 ¥ 60 )
Ala Arg Arg Leu Gln ?ga GIn Ala Ala Arg ?gg Gly Tyr
65
Ile Leu His val g?e His Gly Leu Leu 550 Gly Phe Leu
Ser Gly Asp Leu Leu Glu Leu Ala Leu Lys Leu Pro His
100 105
ITe Glu Glu Asp Ser Ser val Phe Ala Gin Ser Ile Pro
115 120 125
Glu Arg Ile Thr Pro Pro Arg Tyr Arg Ala Asp Glu Tyr
130 135 140
Asp Gly Gly Ser reu val Giu val Tyr Leu Leu Asp Thr
145 150 155
Ser Asp His Arg Glu Ile Glu Gly Arg val Met val Thr
165 170
Asn val Pro gga Glu Asp Gly Thr Agg Phe His Arg Gln
1
Cys Asp Ser His Gly Thr His Leu Ala Gly val val Ser
195 200 205

Ala
Thr
Gly
Glu
Leu
val
val
110
Trp
GIn
Ser
Asp
Ala

190
Gly

teu
15

Thr
Thr
Ar'g
Thr
LYsS
95

Asp
Asn
Pro
Ile
Phe
175
ser

Arg

Arg
Ala
Tyr
Thr
Lys
Met
Tyr
Leu
Pro
Glin
160
Glu
Lys

Asp



Ala
Cys
225
" Ile
Leu
Arg
Arg
Thr
305
Leu
Asp
sar
Met
Leu
385
GTu
Ser
Ala
Pro
Al
. 465

Ala
Cys
Glu
Leu
Lys
545
His
Glu
Thr
Pro
val
625
Ala

Ala

Gly
210
Gln
Arg
Pro
Leu
Asp
290
val
Gly
Ile
Gly
Leu
370
Ile
Asp
Thr

His

AsSp
450

g Arg

His
Leu
Ala
Thr
530
Pro
Arg
Cys
val
Gly
610
val
val

Ser

<210> 2

<211>
<212>
<213>

<400> 2

val
Gly
Lys
Leu
Ala
275
Asp
Gy
Thr
Ile
Thr
355
Ser
His
Gln
His
ser
435
Glu
Gly
Asn
Leu
ser
515
Gly
Pro
Glu
Lys
Ala
595
Thr
Arg

Thr

Gln

2076
DNA _
Homo sapiens

Ala
Lys
ser
Ala
260
Arg
Ala
ala
Asn
Gly
340
ser
Ala
Phe
Arg
Gly
420
Gly
Glu
Glu

Ala

Pro

500
Met

cys
val
Ala
val
580
cys
Ser
Ser
Ala

Glu
660

Lys
Gly
Gin
245
Gly
Ala
Cys
Thr
Phe
325
Ala
Glin
Glu
ser
val
405
Ala
Pro
Leu
Arg
Phe
485
Gln
Gly
ser
Leu
ser
565
Lys
Glu
His
Arg
val

645
Leu

Gly
Thr
230
lLeu
Gly
Gy
Leu
Ash
310
Gly
Ser
Ala
Pro
Ala
390
Leu
Gly
Thr
Leu
Met
470
Gly
Ala
Tht
Ser
Arg
550
Ile
Glu
Glu
val
Asp
630
Ala

Glin

Ala
215
val
val
Tyr
val
Tyr
295
Ala
Arg
Ser
Ala
Giu
375
Lys
Thr
Trp
Arg
ser
455
Glu
Gly
Asn
Arg

His
535

Pro

His
His
Gly
Leu
615
val

ITe

ser
ser
Gln
ser
val

280
ser

Gln

Cys
Asp
Ala
360
Leu
ASp
Pro
GIn
Met
440
Cys
Ala
Glu
Cys
va'l
520
Trp
Arg
Ala
Gly
Trp
600
Gly
ser

Cys

Mat
Gly
Pro
Arg
265
Leu
Pro
Asp
val
Cys
345
His
Thr
val
ASn
Leu
425
Ala
ser
Gln
Gly
ser
505
His
Glu
Gly
ser
Ile
585
Thr
Ala
Thr

Cys

Arg
Thr
val
250
val
val
Ala
Gin
Asp
330
Ser
val
Leu
Ile
Leu
410
Phe
Thr

Ser

Gly

val
490
val
Cys

val

Gln

Cys
570
Pro
Leu
Tyr

Thr

Al
650

Ser
Leu
235
Gly
Leu

Thr

Ser

Pro
315
Leuy
Thr
Ala
Ala
AsSh
395
vai
Cys
Ala
Phe
Gly
475
Tyr
His
His
Glu
Pro
555
Cys
Ala
Thr
Ala

Gly
635

g ser

Leu
220
Ile
Pro
Asn
Ala
Ala
300
val
Phe
Cys
Gly
Glu
380
Glu
Ala
Arg
Ile
ser

460
Lys

‘Ala

Thr
Glin
ASp
540
Asn
His
Pro
Gly
val
620
ser

Arg

Arg
Gly
Leu
Ala
Ala
285
Pro
Thr
Ala
Phe
Ile
365
Leu
Ala
Ala
Thr
Ala
445
Arg

Leu

ITe-

Ala
Gn
525
Leu
GIn
Ala
Gln
Cys
605
Asp
Thr

Kis

val
Leu
val
Ala
270
Gly
Glu
Ley
Pro
val
350
Ala
Arg
Trp
Leu
val
430
Arg
Ser
val
Ala
Pro
510
Gly
Gly
Cys
Pro
Giy
290
Ser
Asn
Ser

leu

Leu
Glu
val
255
Cys
Ash
val
Gcly

Gly

335

Ser
Ala
Gln
Phe
Pro
415
Trp
Cys
Gly
Ccys
Arg
495
Pro
His
Thr
val
Gly
575
Gln
Ala
Thr
Glu

Ala
655

Asn
Phe
240
Ley
Gin
Phe
Ile
Thr
320
Glu
Gln
Met
Arg
Pro
400
Pro
ser
Ala

LysS

Arg
480

Cys
Ala
val
His
o
Leu
val
Leu
Cys
Glu

640
Gin

atgggcaccy tcagctccag geggtcctog tggccgetgc cactgetget getgetgety 60
ctgctectygg gtcccgeggg cgccecgtgeg caggaggacg aggacggega ctacgaggag 120
ctggtgctag ccttgegetc cgaggaggac ggectggecg aagcacccga geacggaacc 180



acagccacct
gtgctgaagg
caggctgecc
gocttcctgg
gactacatcg
attacccctce
gaggtgtatc
atggtcaccg
agcaagtgtg
gtggccaagg
. grragcggca
gggccactgg
tgccagegeco
gatgcctgece
gcecaggace
ctctttgecec
tcacagagtg
tctgecgagce
aaagatgrca
gtggccgecec
-tggtcagcac
gaggagctgce
} gaggcccaag
" tacgceatty
ccagetgagag
ggctgcagcet
ccacgaggtc
tgccatgeec
caggtgaccg
acctcccacg
gtcagcacta
agecggeacc

<210>
<211>
<212> PRT
<213> Homo

<400> 3
M%t Gly Thr
Leu

3
692

Leu Leu

Asp Glu Asp

N : 35
Glu Asp Gly
30

H1s Arg

65 '

val

Cys

Leu LYyS

Arg Leu Glin
Phe
115
Leu

‘His vai
Leu
130
ASp

Asp

Glu
145
Ile

Ser

Thr Pro

Gly Ser Leu
Glu
195

Glu

His Arg
Glu
210
His

Pro

ser Gly

225

tcecaccgetg
aggagaccca
gccggggata
tgaagatgagd
aggaggactc
cgcggtaccg
tecctagacac
acttcgagaa
acagtcatgg
gtgccagcat
ccctcatagy
tagtgctget
tggcgagggc
tctacteecc
agccggtgac
caggggagga
ggacatcaca
cggagctcac
tcaatgaggc
tgccecccag
actcggggec
tgagctgctc
ggggcaagct
ccaggtgctg -
ccagcatggg
cccactggga
agcccaacca
caggtctgga
tggcctgega
tcetgggggce
caggcagcac
tggcgcaggc

sapiens

val Ser se
5

Leu Leu
20
Gly Asp

l.e
Ty

teu Ala 61

Ala Lys As

Glu Th
85
Gin

§1u
Ala Al
100
His

Gly Le

Al
Ph

15
Ty

Glu Ley

ser val

Pro Arg
165
val Glu
180

Ile

va
Glu

Asp Gly Th

Thr His Le

23

Gly

cgccaaggat
cctetegeag
cctcaccaag
tggcgacctyg
ctcrgtcttt
ggcggatgaa
cagcatacag
tgtgececgag
cacccacctg
gcgcagectg
cctggagttt
gcececctggeg
tggggtcgty
agcctcagcet
cctggggact
catcattggt
ggctgetgec
cctggccgag
ctggtrtcect
cacccatyggyg
tacacggatg
cagttitctec
ggtctrgccgy

cctgetacce

gacccgtgtce
ggtggaggac
gtgcgtggygc
atgcaaagtc
ggagggctgg
ctacgccgta
cagcgaagag
ctccecaggag

r Arg Arg

U Leu Gly

ser

Pro

3
ccgtggaggt
tcagagcgca
atcctgeatyg
ctggagctag
gcccagagca
taccagcccce
agtgaccacc
gaggacggga
gcaggggtgg
cgcgtgctca
attcggaaaa
ggtgggtaca
ctggtcaccyg
cccgaggtca
ttggggacca
gcetecageg
cacgtggetg
ttgaggcaga
gaggaccagc
gcaggttggce
gccacageca
aggagtggga
gcccacaacg
caggccaact
cactgccacc
cttggeaccc
cacagggagg
aaggagcatg
accctgactg
gacaacacgt
gccgtgacag
ctceag

Trp Tfp
10

Ala Gly

25

Glu
4¢
Pro

r Glu

Ala
55
Pro

U

P
r

Trp

His Leu

a Ala Arg

u Pro
120

Lys

Leuy
a Leu
135
e Ala Gln
0
r

Arg Ala

T Tyr Leu
val
200
Phe

Arg
r Arg
215
u Ala

0

Gly

Leu
Glu
Arg
Ser
Arg
105
Gly
Leu
ser
Asp
Leu
185
Met
His

val

val Leu
His Gly
Leu Pro
75

Gln Ser
90

Gly Tyr

rPhe Leu

Pro His
Ile Pro
155
Glu Tyr
170
Asp Thr

val Thr

Arg Gin

val ser

235

tgcctgacac
ctgcccgecyg
tettccatgy
ccttgaagtt
tccegtggaa
ccgacggagyg
gggaaatcga
ccegetteea
tcagcggeceg
actgccaagg
gccagetggt
gcegegtect
ctgccggceaa
tcacagttgg
actttggceg
actgcagcac
gcattgcage
gactgatcca
gggractgac
agetgttttg
tcgecegetg
agcggcgggg
cttttgggog
gcagcgtcca
aacaggdgcca
acaagccgcece
ccagcatcca
gaatcccggc
gctgeagegc
gtgtagtcag
ccgttgecat

Pro Leu

Ala Arg
30

Ala Leu

Thr
Thr

Thr
60
Gly
Glu Arg

Leu Thr
val Lys
125
val Asp
140
Trp Asn

G1n Pro

ser Ile

Pro
Ala
Arg
Ala
Tyr
Thr
110
Met
Tyr
Leu
Pro

Gln

ctacgtggty
cctgcaggec
ccttettect
gcecececatgtc
cctggagegg
Cagcctggtyg
gggcagggtc
cagacaggcc
ggatgccggc
gaagggcacg
ccagcetgtyg
caacgccgee
cttcegggac
ggccaccaat
ctgtgtogac
ctgctttgtyg
catgatgcty
cttctctgec
cCcccaaccty
caggactgtg
cgcceccagat
cgagcgcatg
tgagggigtc
cacagctcca
Cgtcctcaca
tgtgctgagg
cgcttcctgc
ccctcagogg
cctccctggg
gagccgggac
ctgctgecgg

lLe
15
Gln

Leu
Glu
Ser Glu
Thr pPhe
val

80
Arg

val

Ala
a5
Ile teu

Ser Gly

ITe Glu

Glu Arg
160
Asp Gly
i75

Ser Asp

190

Phe
205
Ser

Asp

Ala
220

Gly Arg

-Glu
Lys
ASD

Asn val

Cys Asp
Ala Gly
240

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920 -
1980
2040
2076



val
Gly
Lys
Leu
Ala
305
Asp
- Gly
Thr
Ile
Thr
385
Ser
His
Gln
His
Ser
465
Glu
Gly
Asnh
Leu
ser
545
Gly
Pro
Glu
Lys
Ala
625
Thr
Arg
Thr

Gln

Ala
Lys
Ser
Ala

290
Arg

Ala

Ala
Asn
Gly
370
Ser
Ala
Phe
Arg
Gly
450
Gly
Glu

Glu

Ala.

Pro
530
Met
Cys
val
Ala
val
610
Cys
Ser
Ser
Ala

Glu
690

<210> 4

<211>
<212>
<213>

<400> 4
Ile val Met T?r

Asp
1

Lys

Gly
Gin

275

Gly

Ala.

Cys
Thr
Phe
355
Ala
Gln
Glu
Ser
val
435
Ala
Pro
Leu
Arg
Phe
515
Gln
Gly
Ser
Leu

Ser
595

Lys

Glu
His
Arg
val

675
Leu

112
PRT .
HOMO sapiens

Gly
Thr
260
Leu
Gly
Gly
Leu
ASn
340
Gly
Ser
Ala
Pro
ATa
420
Lau
Gly
Thr
Leu
Met
500
Gly
Ala
Thr
Ser
Arg
580
Ile
Glu
Glu

val

Ala
245
val
val
Tyr
val
Tyr
325
Ala
Arg
ser
Ala
Glu
405
Lys
Thr

Trp

Arg
Ser
485
Glu
Gly
Asn
Arg
His
565
Pro
His
His
Gly

Leu

645

AsSp
660
Ala

G1n

- val

ITe

Glu Pro Ala Ser Ile

Ser
sar
Gln

Ser

val

310
ser

GlIn
Cys
Asp
Ala
390
Leu
ASD
Pro
Gln
Met
470
Cys
Ala
Glu
Cys
val
550
Trp
Arg
Ala
Gly
Tr

630
Gly

Ser

Cys

Glin

Ser

Met
Gly
Pro
Arg
295
Leu
Pro
Asp
vat

Cys

375

His
Thr
val
Asn
Leu
455
Ala
ser
Gln
Gly
Ser
535
His
Glu
Gly
seyp

Ile
615

p Thr

Ala
Thr
Cys

ser

Cys

Arg
Thr
va'l

280

val
val
Ala
Gin
As

360
Ser
val
Leu
Ite
Leu
440
Phe
Thr
Ser
Gly
val
520
vai
Cys
val
Gln
Cys
600
Pro
Leu
Tyr
Thr

Ar
680

Pro

Arg

Ser
Leu
265
Gly
Leu
Thr
ser

Pro
345

p Leu

Thr
Ala
Ala
Asn
425
val
Cys
Ala
Phe
Gly
505
Tyr
His
His
Glu
Pro
585
Cys
Ala
Thr
Ala

Gly

665
g ser

l.eu

Ser

Leu Arg
250

Ile Gly
Pro Leu
Asn Ala

Ala Ala
315

Ala Pro

330
val Thr

Phe Ala
Cys Phe
Gly Ile
395
Glu Leu
410
Glu Ala
Ala Ala
Arg Thr

Ile Ala
475

Ser Arg

490
Lys Leu

Ala Ile
Thr Ala

Gin G¢1n
555

Asp Leu

570

Asn GlIn

His Ala
Pro GIn

Gly Cys
635

val Asp

650

Ser Thr

Arg His

Ser Leu
10
Ser Gln

val
Leu
val
Ala
300
Gly
Glu
Leuy
Pro
va'l
380
Ala
Arg
Trp
Leu

val

460

Arg
ser
val
A]a
Pro
540
Gly
Gly
cys
Pro
Gly
620
ser
ASn
ser

Leu

PI'o

Ser

Leu
Glu
val
285
cys

Asn

val

Gly
Gly
365
Ser
Ala
Gin
Phe
Pro
445
Trp
Cys
Gly
Cys
Arg
525
Pro
His
Thr
val
Gly
605
Gin
Ala
Thr
Glu

Ala
685

val

Leu

Asn
Phe
270
Leu
Gln

Phe

Tle

Thr
350
Glu
Gln
Met
Arg
Pro
430
Pro
Ser
Ala
Lys
Arg
510
Cys

Ala

val

His
Gly
530
Leu
val
Lay
Cys
Glu

670
Gn

Thr

Leu

Cys
255
Ile
Leu
Arg
Arg
Thr
335
Leu
Asp
Ser
Met
Leu
415
Glu
Ser
Ala
Pro
Arg
495
Ala
Cys
Glu
Leu
Lys

575
His

Glu.

Thr
Pro
val
655
Ala

Ala

Pro
15
His

GTn
Arg
Pro
Leu
Asp
320
val
Gly
Ile
Gly
Leu
400
Ile
Asp
Thr

His

Asb

480
Arg

His
Leu
Ala
Thr
560
Pto
Arg
Cys
val
Gly
640
Val
val

Ser

Gly

Ser



P
I

1
koo
R

5
20 25 30
Asn Gly ggr Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly GIn Ser

Pro gén Leu Leuy Ile Tyr ggu Gly Ser Asn Arg géa ser Gly val Pro
Aép Arg Phe ser Gly Ser Gly Ser Gly Thr asp pPhe Thr Leu Lys ITe
65 70 75 ) , 80
ser Arg val Glu gga Glu Asp val Gly ;31 TYr Tyr Cys Met g%n Ala
Leu GIn Thr Pro Phe Thr Phe Gly Pro Gly Thr Lys val Asp Ile Lys
100 105 110 .

<210> 5

<211> 112

<212> PRT

<213> Homo sapiens

<A400> 5
Asp Ile val Met Tgr Gln Ser Pro Leu ggr Leu-ser val Thr Pro Gly
1 _ 15
Glu Pro Proiggr Ile Ser Cys Arg ggr Ser GIn Ser Leu Leu His Ser
. 30
" Asn Gly ggr_Asn Phe Leu Asnh ng Tyr Leu G1n Lys ZEOIG]Y Gln ser
Pro Gln Leu Leu Ile Tyr %gu Gly Ser His Arg g%a Ser Gly val Pro
50 )
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp phe Thr Leu GTu Ile
65 70 75 80
Ser Arg val Glu gga Glu Asp val Gly gg1 Tyr Tyr Cys Met g;n val
Leu GIn Thr Pro Phe Thr Phe Gly Pro Gly Thr Lys val Asp Ile Lys
100 ‘ 105 110

<210> 6

<211> 107

<212> PRT )
<213> Homo sapiens

<400> 6 -

Asp Ile GIn Met T?r GIn Ser Pro ser isr Leu Ser Ala Ser val Gly
1 15

Asp Arg val ;Br Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr

Leu Asn'ggp Tyr Gln GIn Lys ZSO Gly Lys-Ala Pro hgs Leu Leu Ile

Tyr Ala Ala Ser Ser Leu ggn ser Gly val Pro Ser Abg Phe Ser Gly
: 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro

65 70 _ 75 80-

Glu Asp Phe Ala Thr Tyr Tyr Cys GIn Gln Ser Tyr Ser Thr Pro Leu

85
Thr pPhe Gly Gly Gly Thr Lys val Glu Ile tys
100 105

<210> 7

<211> 107

<212> PRT i
<213> Homo sapiens

<4Q0» 7

Asp ITe Gln Met T?r Gln Ser Pro Ser ggr Leu Ser Ala Ser Xal Gly
1

Asp Arg val ggr Ile Thr Cys Arg Ala ser Gin Arg Ile ggr Asn Tyr

Leu Ser Trp Tyr Leu Gln Lys Pro Gly Ile Ala Pro Lys Leu Leu Ile
35 40 45



Tyr Ala Ala Ser Ser
50

ser Gly ser Gly Thr

65

Glu Asp phe Ala Thr

5
Ile phe Gly Gly Gly
100

<210> 8
<211> 107
<212> PRT

<213>

<400> 8

Asp
1
AsD

Leu

Ile GIn
Arg val

Asn Trp
35

Tyr Ala Ala
50

Ser
65
Glu

Gly ser

Asp Phe

Thr Phe Gly

_<i10> 9
<211> 107
<212> PRT

’ <213>

<400> 9

Asp
1
Asp
Leu
Tyr
Ser
65
Giu

Thr

Ile Leu
Arg val
Asn Trp
35

Ala Ala
50

Gly Ser
Asp Phe

Phe Gly

<210> 10
<211> 107
<212> PRT

<213>

<400> 10
Asp Ile GIn Met-Tgr
1

Homo sapiens

Met Thr
5

Thr. Ile
20
Tyr G1n_

Ser sear

Gly Thr

Ala Thr
85

Gin Gly
1.00

Homo sapiens

Mmet Thr
5

Thr Ile
20
Tyr GIn

Ser ser

Gly Thr

Ala Thr
85

Gln Gly
100

Homo sapiens

Asp Arg val Thr Ile
‘ 20

Leu Asn ;rp Tyr Gln
5

Leu
ASp
70

Tyr

Thr

GIn
Thr
Gln
Leu
Asp
70

Tyr

Thr

Gln
Thr
GlIn
Leu
ASp
70

Ty

Thr

GIn
Thr
Gln

Tyr Ala Ala Ala Ser Leu

50

Gln
55

Phe
Tyr

Lys

Ser
Cys
Lys
GTn
Phe
TYyr

Arg

Ser
cys
Lys
Gln
phe
Tyr
Arg

ser

Cys

Lys

Gin
55

ser Gly ser Gly Thr Asp Phe

Ser
Thr
Cys
val

Pro
Arg
Pro
40

ser
Thr
Cys

Leu

Pro
Arg
Pro
A0

ser
Thr
Cys

L.eu

Pro
Arg
Pro
40

Ser

Thr

6
Gly val pPro

Leu

Gln

Glu

105

Ser
Ala
Gly
Gly
Leu
Gln

Glu
105

Ser
Ala
Gly
Gly
Leu
Gin

Glu
105

Ser
Ala
Gly
Gly

Leu

Thr
Gln

a0
Tle

Sar
10

Ser
Lys
vai
Thr
GIn

Ile

Ser
10

Ser
Lys

val

Thr

Gin

Ile

Ser
10

Ser

Lys
val
Thr

ITe
75
ser

Lys

Leuy

Gln

Ala.

Pro
Ile
75

Ser

Lys

Ley
Gin
Ala
Pro
ITe
75

Ser

Lys

Leu
Glin
Ala
Pro

Ile

ser Arg Phe Ser Gly
60

ser ser Leu Gln

Tyr Ser Thr Pro

ser
ser
Pro
ser
60

sSer

Tyr

ser
Ser
Pro
Ser
60

Asn

TYTr

ser
sSer
Pro
ser

60
ser

Ala
Ile
Lys
45

Arg
ser

ser

Ala

ITe
Lys
45

Arg
Ser

ser

Ala

Iie
TYyr
45

Arg

Ser

ser
Ser
30

Leu
Phe
Leu

Thr

sar
Ser
val
Phe
Leu

Ser

Ser
Ser
30

Leu
Phe

Leu

95 .

val
15

Ser
Leu
Ser
GTn

Pro
95

val
15

sep
Leu
ser
Gin

Pro
95

val
ITe
Leu
Ser

Gin

ser
80
Leu

Gly
TYr
Ile
Gly
Pro

ile

Gly
Tyr
Ile
Gly
pro

ITe

Gly
Tyr
Tle
Gly

Pro



.!"f'\\‘,

T
£y

vy

65
Glu Asp. Phe

Thr Phe Gly

<210 11
<211> 111
<2123 PRT

Ala Thr

85
Gin Gly
100

<213> Homo sapiens

<400> 11
Gln sar val
Arg val Thr

Tyr Asp val

35

iteu Ile Tyr
50

ser Gly Ser

65

Gin Ala Glu

Leu Ser Gly

<210> 12
<211> 111
<212> PRT

Leu Tgr
ITe Ser
20

His Trp

Gly Asn

Lys ser

Asp Glu
85

Ser vai
100

<213> Homo sapiens

<400> 12
GIn Ser val
1

arg-val Thr

Tyr Asp val

35

Leu Ile Ser
50

ser Gly Ser
65
GIn Ala Glu

Leu Ser Gly

<210> 13
<211> 111
<212> PRT

Leu T?r
Ile ser
20
His Trp
Gly Asn
Lys Ser
Asp Glu
85

ser vail
100

<213> Homo sapiens

<400> 13
G}n sar val

- Arg val Thr

Tyr Asp val
35
Leu 1le Tyr
50
ser Gly Ser
65
GIn Ala Glu

Leu Tgr
Ile ser
20

His Trp
Gly Asn
Lys Ser

Asp Glu
85

70
Tyr

Thr

Gln
Cys
Tyr
Ser
Gly
70

Ala

Phe

Glin
Cys
Tyr
Ser
Gly
Ala

Phe

Gin
Cys
Tyr
Thr
Gly
Ala

Tyr
Arg

Pro
Thr
Gln
AsSn
55

Thr
Asp

Gly

Pro
Thr
Gln
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ser Gly

Glu Ala

85
val Phe
100

Ley T?r
Ile Ser
20

Trp Tyr
Tyr Asn
Ser Gly

Glu Ala

Thr
70
ASp

Gly

Gln

Cys
Gln
Arg
Thr
70

AsSp
Ala

Gln
Cys
GTn
Lys
Thr
70

Asp

Gly

Gin
Cys
Gln
Lys
Thr

70
Asp

Ser

Tyr

Gly

Pro
Ser
Gln
Arg
55

Ser
Tyr
Gly

Pro
Ser
Gln
Arg
55

Ser
Tyr

Thr

Pro
Ser
Gln
Arg
55

Ser

TYr

Ala
Tyr
Gly

Pro
Gly
Phe
40

Pro
Ala
Tyr
Thr

Pro
Gly
Leu
40

Pro
Ala
Tyr
Gly

Pro
Gly
Leu
40

Pro
Ala

Tyr

Ser
Cys

Thr
105

Ser

ser
25

Pro

ser

ser

Cys

Lys
105

Ser
saer
25

Pro
ser
Thr
Cys

Thr
105

ser
Ser
25

Pro
ser
Thr

Cys

Leu
Ala
90

Lys

Ala
10

ser
Gly
Gly

Leu

Ala

90
Leu

val
10

Ser
Gly
Gly
Leu
Gly

90
Lys

val
10

Ser
Gly
Gly
Leu

Gly

14

Ala
75
va

Leu

ser
ser
Thr
val
Ala
Ala
Thr

ser
ser
Thr
Ile
Gly
Thr
val

ser
ser
Thr
Ile
Gly
Thr

Ile
Trp
Thr

Gly
Asn
Ala
Pro
60

Ile
Trp

val

Ala
Asn
Ala
Pro
Ile
Trp
THr

Ala
ASn
Ala
Pro
60

Ile

Trp

ser
Asp

val

Thr
ITe
Pro
45

Asp
Ser
Asp

Leu

Ala
ITe
Pro
45

Asp
Thr
Asp
val

Ala
Ile
Pro
45

Asp
Thr

ASp

Gly
AsSp

Ley
110

Pro

Gly
30

Lys.

Arg
Gly
ASp

Pro

Gly
30
Lys

Arg

Gly
ser

Leu
110

Pro

Gly

30
Lys

Arg
Gly

Ser

Leu

ser
95

Gly
15

ser
Leu
Phe
Leu

Ser
95

Gly
Asn
Leu
Phe
Leu

ser
g5

Gly
15

Asn
Leu
Phe
Leu

Ser

Gln
80
Leu

Gin
Lys
Leu
Ser
GlIn

80
Leu

Gln
Asn
Leu
Ser
Gln

80
Leu

Glin
Asn
lLeu
Ser
Gln

80
Leu

s
Srea
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1

( }
Segar”

85

Ser Ala Tyr val Phe
100

<210> 36

<211> 110
<212> PRT
<213> Homo sapiens

<400> 36
GIn Ser val
1

Lys val
Phe val
Ile Tyr
50

Gly Ser
65

Thr‘G1y
Ser Gly

Thr
Ser
35

Asp
Lys
Asp
Tyr

<210> 37

<211> 110
<212> PRT
<213> Homo sapiens

<400> 37
" Gln Ser

1
Lys val

Phe val

Ile Tyr
50

Gly Ser

65

Thr .Gly

Ser ser

<210> 38

val
Thr
Sar
35

Asp
Lys
Asp
Tyr

<211> 110
<212> PRT
<213> Homo sapiens

<400> 38

Gln Ser
1
Lys val

Phe val

ITe Tyr
: 50
Gly Ser

65
Thr Gly

Ser Gly

val
Thr
ser
35

ASp
Lys
ASp
Tyr

Leu
Ile
20

Trp
Tyr
Ser
Glu

val

100

Leu
Ile
20

Trp
Tyr
Ser
Glu

val
100

Leu
Ile
20

Trp
TYr
Ser
Glu

val
100

Thr
5
Ser
Tyr
Asn
Gly
Ala

85
Phe

Thr

5.

ser

Tyr

Ash

Gly
Ala

85
Phe

Thr
5
Ser
Tyr
ASn
Gly
Ala

85
Phe

Gly

GIn
Cys

Gln

Lys

Thr
70
Asp

Gly

Gln
Cys
Gln
Lys
Thr
70

Asp

Gly

Gln
Cys
GIn
Lys
Thr
70

Asp

Gly

Thr

Pro
ser
Glin
Arg
55

Ser
Tyr

Thr

Pro
ser
GIn
Arg
55

ser
Tyr
Thr

Pro
ser
Gln
Arg
55

Ser
Tyr

Thr

Gly

Pro
Gly
Leu
40

Pro
Ala
TYyr

Gly

Pro
Gly
Phe
40

Pro
Ala
Tyr

Gly

Pro

Gly

Leu

40
Pro

Ala
Tyr
Gly

Thr
105

Ser
Ser
Pro
ser
Thr
Cys

Thr
105

Ser
Ser
25

Pro
Ser
Thr
Cys

Thr
105

Ser

Ser
25
Pro

Ser

Thr
Cys

Thr
105

90
Alg

val
10
Ser

Gly

Gly
Leu
Gly

90
Arg

val
Ser
Gly
Gly
Leu
Gly

90
Arg

val
10

Ser
Gly
Gly
Leu
Gly

90
Arg

15

val

Ser
Ser
Thr
Ile
Gly
Thr
val

Ser
Ser
Thr
Ile
Gly
Thr

va1

ser
ser
Thr
Ile
Gly
Thr

val

Thr

Ala
Asn
Ala
Pro
60

Ile
Trp

Thr

Ala
AsSnh
Ala
Pro
60

Ile
Trp

Thr

Ala
Asn
Ala
Pro
Ile
Trp
Thr

val

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Ala
Ile
Pro
45

ASp
Thr
ASD

val

Leu
110

Pro
Gly
30

Lys
Arg
Gly
Ser

Leu
110

Pro

Gly
30

Lys

Arg
Gly
ser

Leu
110

Pro
Gly
30

Lys
Arg
Gly
Ser

Ley
110

95

Gly Gln
15

Asn
Leu
Phe
Ley

Ser
95

Gly
15

Asn
Leu
Phe
Leuy

ser
95

Gly
15

Asn
Leu
Phe
Leu

ser
95

Asn
Leu
Ser
Gln

80
Leu

G]n
Asn
Leu
Ser
Gln

80
Leu

Gln
Asn
Leu
Ser
Gln

80
Leu



<210> 39

<211> 110
<212> PRT
<213> Homo sapiens

<400> 39

Gln Ser
1

Lys val
Phe val
Ile Tyr

50

Gly Ser
65

Thr Gly

ser Gly

val
Thr
ser
35

ASp
Lys
Asp
Tyr

<210> 40

<211> 110
<212> PRT
<213> Homo sapiens

<400> 40

GIn Sser’

1

Lys val

phe val

Ile Tyr

50

Gly Ser

- B> o
Thr Gly

ser Ala

val
Thr
ser
35

ASP
Lys
AsSp

Tyr

<210> 41
<211> 110
<212> PRT
<213> Homo sapiens

<400> 41

Gln Ser
i

Lys val

Tyr val

Ile Tyr
.50

Gly Ser

- 65

Thr Gly

Ser Ala

<210> 42

val
Thr
ser
35

Asp
Lys
ASp

val

Ltey
Ile
20

Trp
Tyr
ser
Glu

val
100

Leu
Ile
20

Trp
ser
ser
Glu

val
100

Leu
Ile
20

Trp
ASh
Ser
Glu

val
100

Thr
5
sSer

Tyr

Ash

Gly
Ala

85
Phe

Thr
5
sSer

Tyr
Ash
Gly
Ala

85
Phe

Thr
5
Ser
Tyr
Asn

Gly

Ala

85
Phe

GlIn
Cys
GIn
Lys
Thr
70

Asp

Gly

Glin
Cys
Gln
Lys
Thr
70

Asp
Gly

Gin

Cys.

GIn
Lys
Thr
70

Asp

Gly

Pro
ser
Gln
Ar'g
55

Ser
Tyr

Thr

Pro
ser
Gln
Arg
55

ser
Tyr
Thr

Pro
ser
Ggin
Arg
55

ser
Tyr
Gly

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Leu
40

Pro

Ala

Tyr

Gly

Pro
Gly
Leu
40

Pro
Ala
Tyr
Gly

Thr val
10

Ser Ser

25

Pro Gly

ser Gly
Thr Leu

Cys Gly

90
Thr Arg
105

ser val
10

ser Ser

25

Pro Gly

ser Gly
Thr Leu

Cys Gly

90
Thr Lys
105

ser val
10

ser ser

25

Pro Gly

ser Gly

Thr Leu

Cys Gly
90

Thr Lys
105

16

ser Ala
Ser Asn
Thr Ala
ITe Pro
Gly I1e
Thr Trp
val Thr

ser Ala
Ser Asn
Thr Ala
Ile Pro
60
Asp Ile
75
Thr Trp

Va1_Thr

Ser Ala
ser Asn
Thr Ala
Ile Pro
60
Gly Ile
Thr Trp

teu Thr

Ala
Ile
Pro
45

Asp
Thr
ASp

val

Ala
Ile
Pro
45

Asp
Thr
ASp

val

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Pro
Gly
30

Lys
Arg
Gly
Ser

Ley
110

Pro
Gly
30

Lys
Arg
Gly
Ser

Leu
110

Pro
50"
Lys
Arg
Gly
Ser

Leu
110

Gly
15
Asn

Lew

Phe
Leu

Ser
95

Gly
15

Asn
Leu
Phe
Leu

ser
95

Gly
15

Asn
lL.eu
Phe
Leu

Ser
95

Glin
Asnh
Leu
Ser
Gln

80
Leu

Gln
Asn
Leu
Ser
GlIn

30
Leu

Gln
Asn
Leu
ser
Gin

80
Leu



B

ok

kY

<21l> 110
<212> PRT
<213> Homo sapiens

<400> 42

Gln Sser
1

tys val

Tyr val

Ile Tyr

ser Ala

<210> 43

val
Thr
Ser
35

ASp
Asn
AsSp

val

<211> 107
<212> PRT
<213> Homo sapiens

<400> 43
Sgr TYyr

Thr Ala

Cys Trp

Gin Asp
50

Asn Ser

65

Asp Glu

val phe

Gly
Ser
Tyr
35

Ser
Gly
Ala

Gly

<210> 44

<211> 106
<212> PRT
<213> Homo sapiens

<400> 44

_Ser Tyr

1
Thr Ala
Cys Trp
Gln Asn
50

Lys ser
65
Asp Glu

Phe Gly

<210> 45

Glu
Arg
Tyr
35

Thr
Gly
Ala
Gly

<211> 116
<212> PRT )
<213> Homo sapiens

Leu
Ile
20

Trp
Asn
Ser
Glu

val
100

tey
Ile
20

Gin
Lys
Asn
Asp

Gly
100

Leu
Ile
20

GIn
Lys
Asn
Asp

Gly
100

Thr
5
Ser
TYr
Asn
Gly
Ala

85
Phe

Thr
5
The
Gin
Arg
Thr
Tyr
85
Gly

Thr
5
Thr
Gln
Trp
Thr
Tyr

85
Thr

Gln
Cys
Gln
Lys
Thr
70

ASD

Gly

Gin

Cys
Lys
Pro
Ala
70

Tyr

Thr

GIn
Cys
Lys
Pro
val
70

Tyr

Lys

Pro
Ser
Gln
Arg
55

Ser
Tyr

Gly

Pro
ser
Pro
ser
Thr
cys
LysS

Pro
Ser
Pro
Leu
55

Thr
Cys

Leu

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Gly
Gly
Leu
Gin

Leu

Pro
Gly
Gly
Gly
Leu
G1In
Thr

Ser
Ser
25

Pro
ser
Thr
Cys

Thr
105

Ser
Asp
25

Gln
Ile
Thr
Ala

Thr
105

ser
Asp
25

Gin
Ile
Thr
Ata

val
105

val
10
Asn

Gly
Gly
Leu
Gly

90
Lys

val
10
Lys

sSer

Pra

ITe
Trp

val

val
10

Lys

ser
Pro
Ile
Trp

90
Leu

17

Ser
ser
Thr
Ile
P
Thr

Leu

Ser
Leu
Pro
Glu
Ser
75
ASp

Leu

Ser
Leu
Pro
Glu
Ser

75
AsSp

Ala
Asn
Ala
Pro
60

ITe
Trp

Thr

val
Gly
val
Arg
60

Gly

Ser

val
Gly
val
Arg
60

Gly

Ser

Ala

AI1e

Pro
45

Asp
Thr
Asp

val

Ser
ASp
Leu
Phe
Thr

Ser

Ser
Asp
Leu
45

Phe
Thr

Ser

Pro
Gly
30

Lys
Arg
Gly
Ser

Leu
110

Pro
LysS
val
ser
Gln

Thr

Pro
Lys
val
ser
GIn
Thr

Gly
15

Asn
Leu
Phe
Leu

ser
95

Gly
15

Tyr
Ile
Gly
Ala

Ala
95

Gly
15
Tyr

Ile

Gly
Ala

val
a5

Gln
Asn
Leu
Ser
GlIn

80
Leu

Gln

Ala
Tyr
ser
Met
val

GIn
Ala
Tyr
Ser
Met

val



<400> 45

Gin
ser
val
Arg
65
Lys
His

Leu

Pro
val
Asp
val
50

Arg
Asn

Gly

Thr

val
Thr
Trp
Gly
Phe
Ile
Ser

val
115

<210> 46

<211> 116
<212> PRT
<213> Homo sapiens

<400> 46

Gln
1
Ser
val
Arg
Asp
65
Lys
His

Leu

<210>
<211
<212>
<213>

<400>

Gln
1
Ser
Gly
Gly
GlIn
65
. Met
Ala

Ser

<210> 48

Pro
val
Asp
vai
50

Arg
Ash
Gly

Thr

val
val
Ile
TP
50

Gly
Glu
Arg

ser

val
Thr
Trp
35

Asp
Phe
Ile
Ser

val
115

47

114
PRT .
Homo sapiens

47

Gln
Lys
Ser
35

Ile
Arg
Leu

Tyr

Leu
Leu
20

Tyr
Thr
Ser

Gln

Gly
100

‘Leu

Leu
Leu
20

Tyr
Thr
ser
Gln
Gly

100
Leu

Leu
val
20
Tl"p |
ser
val
Arg

Gly
100

Thr
Thr
GIn
Gly
val
Glu

85
Ser

Thr
5
Thr
Gin
Gly
val
Glu

85
Thr

val
5
Ser

val

Ala

Thr

Ser
85
Met

Gln
Cys
Gln
Gly
Leu
Glu

Asn

Gln
cys
GIn

Gly

Leu
70

Glu

Asn

Glin
Cys
Arg
Tyr
Met
70

Leu

Asp

Pro
Thr
Arg
Ile
55

G1y
Asp
Phe

Pro
Thr
Arg
Ile
55

Gly
ASp
Phe

ser

Lys

Gin
Asn
55

Thr
Arg

val

Pro
Leu
Pro
val
Ser
Glu

vatl

Leu
Leu
Pro
va'l
ser

Glu

val

Gly
Ala
Ala
Gly
Thr
Ser

Trp

Ser
ser
25

Gly
Gly
Gly
Ser

val
105

Phe
Ser
Gly
Gly
Gly
Ser

vai
105

Ala
ser
25

Pro
Asn
ASp
ASD

Gly
105

Ala
10

Ser
Lys
ser
Leu
ASp

val

Ala
10

Ser
Lys
Ser
Leu
Asp

val

Glu
10

Gly
Gly
Thr
Thr
Asp

90
Gin

18

Ser
Gly
Gly
LysS
AsSn
75

Tyr

Phe

-Ser
Gly
Gly
Lys
Asn

75
TY"1

phe

val
TYyr
Gln
Asn
ser
Thr

Gly

Ala
Tyr
Pro
Gly
60

Arg
His

Gly

Ala
Tyr
Pro
Gly
60

Arg
His

Gly

Lys
Thr
Gly
TYr
Thr
Ala
Thr

Ser
Ser
Arg
45

Asp
Tyr
Cys

Gly

Ser
Ser
Arg
Glu
Tyr
Cys
Gly

Lys
Phe
Leu
Ala
Ser
val

Thr

Leu
Asn
Phe
Gly
Leu
Gly

Gly
110

Leu

ser
30

Phe

Gly
Leu
Gly

Gly
110

Pro
Thr
Glu
Glin
Thr
Tyr

val
110

Gly
15

TYr
val
Ile
Thr
Ala

Thr

Gly
15

Tyr

val
Ile

The

Ala

a5
Thr

Gly
15

Ser
Trp
Lys
Ala

TYrP

Thr

Ala
Lys
Met:
Pro
Ile
80

Asp
LYS

Ala
Glu

‘Met

Pro
Ile
8O

AsSp

Lys

Ala
Tyr
Met
Leu
TYyr
80

cys

val

Ea
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<211> 115
<212> PR

<213>

<400> 48
GIn 1le Gin

1
ser

Gly

‘Gly

Glin
65

Mat
Ala
val

val
Ile
Trp
50

Gly
Glu
Arg

ser

<210> 49

<211>
<212>
<213>

<400> 49

Gln
1
Ser
Gly
Gly
GlIn
65
Met
Ala

val

val
val
Ile
Trp
50

Gly
Glu
Arg

Ser

<210> 50
<211> 115

<212>
<213>

<400> 50

Gln
1
ser
Gly
Gly
Gin
65
Met
Ala

val

val
val
Tle
Trp
50

Gly
Glu
Arg

Ser

T

Lys
ser
35

Ile
ser
Leu
Gly

ser
115

115
PRT ) _
Homo sapiens

Gln
Lys
sar
35

val
Arg
Lau
Gly

ser
115

PRT ]
Homo sapiens

Gin
LyS
ser
35

val
Arg
Leu
Gly

ser
115

Leu
vatl
20

Trp
Sep
val
Arg

Tyr
100

Leu
val
20

Trp
Ser
Gly
Arg
Tyr
100

Leu
val
20

Trp
ser
Gly
Arg

Tyr
100

Homo sapiens

val
5
Ser
val
Ala
Thr
Ser

B5
Gly

val
5
ser
val
phe
Thr
Ser

85
Gly

val
5
Ser
val
Phe
Thr
Ser

85
Gly

GlIn
Cys
Arg
Tyr
Met
70

Leu

Met

Gln

Cys

Arg
Tyr
Met
70

Leu

Mat

Gin
Cys
Arg
Tyr

Met
70

Leu

Met

Ser
Lys
Gin

AsSn.

Thr
Arg
ASp

Ser
Lys
Gln
Asn
Thr
Arg
Asp

Ser
Lys
Gln
Asn
55

Thr
Arg

Asp

Gly
Ala
Ala
Gly
Thr
Ser

val

Gly
Ala
Ala
Gly
Thr
Ser

val

Gly
Ala
Ala
40

Gly
Thr
Ser

val

Ala
ser
25

Pro
ASn
Asp
Asp

Trp
105

Ala
ser
25

Pro
Ash
Asp
Asp

Trp
105

Ala
Ser
25

Pro
Asn
ASp
Asp

Trp
105

19

Glu val
10

Gly Tyr
Gly G1n
Thr Ash
Thr ser
Asp Thr

Gly Gln

Glu val
Gly Tyr
Gly G1ln
Thr Asn
Pro ser
Asp Thr
Gly G1n

Glu val
Gly Tyr
Gly Gln
Thr Asn
Pro ser
Asp Thr
Gly Gln

Lys
Pro

Gly

Tyr

60
Thr

Ala
Gly

Lys
Thr
Gly
Tyr
Thr
Ala

Gly

Lys
Thr
Gly
TYFP
60

Thr
Ala

Gly

Lys
Leu
Leu
Ala
Ser
val

Thr

Lys
Leu
Leu
45

Ala
ser
val

Thr

Lys
Leu
Ley
45

Ala
Ser
val

Thr

‘Pro
Thr
30

Glu
Gln
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gln
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gin
Thr
Tyr

Thr
110

Gly
15

ser
Trp
Lys
va’'l
Tyr

val

Gly
15

Ser
Trp
Lys
Ala
Tvyr

val

Gly
15

Ser
Trp
Lys
Ala
Tyr

val

Ala
Tyr
Met
val
Tyr
80

Cys

Thr

Ala
Tyr
Met
Leu
Tyr
80

Cys
Thr

Ala
Tyr
Met
Ley

Tyr

-80

Cys
Thr



<210> 51
<211 115
<212> PRT

<213> Homo sapiens

<400> 51
Gln val Gln
Ser val Lys

Gly Ile Ser
35
Gly Trp Ile
50
GIn Gly Arg
65
Met Glu Leu

Ala Arg Gly
val ser Ser
115

<210> 52
<211> 115
<212> PRT

Leu
val
20

T™rp
Ser
val

Arg

Tyr
100

val
5
ser
val
Phe
Thr
Ser

85
Gly

<213> Homo sapiens

<400> 52

Gln val GIn
1 .

ser val Lys

Gly Ile Ser
35
Gly Trp Ile
50
Gln Gly Arg
65
Met Glu Leu

Ala Arg Gly
Va? ser Ser
115

<210> 53
<211> 115
<212> PRT

teu
val
20

Trp
Ser
val

Arg

TYr
100

val
5
ser
val
val
Thr
ser

85
Gly

<213> Homo sapiens

<400> 53
Gin Ile GIn
1

ser val Lys

Gly 1le ser
35
Gly Trp Ile
50

Gln Gly Arg
65
Met Glu Leu

Ala Arg Gly

Leu
val
20

Trp
ser
val
Arg

Tyr

val
5
Ser
val
Phe
Thr
Ser

85
Gly

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

Gin

Cys

Arg

Tyr
Met
70

Leu

Met

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

ser
Lys

Gin

Asn

Thr
Arg
Asp

ser
Lys
Gln
Asn
Thr
ser

ASp

Ser

Lys

Gln

Asn
55

Thr
Arg

Asp

Gly
Ala
Ala
Gly
Thr

Ser

val

Gly
Ala
Ala
40

Gly
Thr
Ser

val

Gly
Ala
Ala
Gly
Thr
Ser

val

Ala
Ser
25

Pro
Asn
AsSp

Asp

Tr
105

Ala

ser
25
Pro

Ash

Asp
Asp

Trp
105

Ala

Ser
25

Pro
Asn
Asp
Asp

Trp

Glu
Gly
Gly
Thr
Thr
AsSp

p Gly

Glu
16

Gly
Gly
Thr
Thr
Asp

Gly

Glu

10
Gly

Gly
Thr
Thr
ASp
Gly

20

val
TYFP
Gin
Asn
Ser
Thr
Gln

val
Tyr
Glin
Asn
ser
Thr
Gln

val
Tyr
GIn
AsSn
Ser
75

Thr

Gln

Lys
Thr

Gly

Tyr
60

Thr
Ala
Gly

LyS
Thr
Gly
Tyr

Thr

Ala

Gly

Lys
Thr

Gly

TYr
Thr
Ala

Gly

Lys
Leu
L.eu
45

Ala
ser
val

Thr

Arg
Leu
Leu
Ala
ser
val

Thr

Lys
Leu
Leu
Ala
Ser
val
Thr

Pro
Thr
Glu
Gin
Thr

Tyr

Thr

110

Pro

Thr
30

Glu’

Gln
Thr
Tyr

Thr
110

Pro
Thr
Glu
Gln
Thr
Tyr
Thr

Gly
15

ser
Trp
Lys
val
Tyr

val

Gly
15

Ser
Trp
Lys
val
Tyr

val

Gly
i5

ser
Trp
Lys
va'l
Phe

val

Ala
Tyr
Met

val

Tyr
80
Ccys

Thr

Ala
Tyr
Met
val
Tyr
80

Cys
Thr

Ala

Tyr
Met
val
Tyr
80

Cys

Thr

f"?A
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. 100
val Ser ser
115

<210> 54

<211> 115

<212> PRT

<213> Homo sapiens

<400> 54

Gln val Gin Leu val
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val
val
Tyr
80

Cys
Gly

Gly
Tyr
val
val

Tyr
80
Cys

Gly

Arg
Tyr
val
val
Tyr
80

Cys

val



<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
Gly
Ala
Lys
65
Leu
Ala

Trp

<210>
<211>
<212>
<213>

<400>

GIn
1
Ser
Gly
Ala
Lys
65
tey
Ala

Thr

<210>
<211>
<212>
<213>

<400>

GIn
1
Ser

Gly
Ala
Lys

65
Leu

Ala

Gly

val
Leu
Met
val
50

Gly
Gln
Arg

Gly

val
Leu
Met
val
50

Gly
Gln
Arg

val

val
LLeu
Met
Leu
50

Gly
Gln
Arg

Gln

75

116
PRT
Homo sapiens

75

74

123
PRT -
Homo sapiens

74

GIn

Arg

His
35

Ile
Arg
Met
Glu

Gln
115

Gln
Arg
His
35

ITe
Arg
Met
Tle

Ser
115

76

122
PRT _
Homo sapiens

76

His
Arg
His
He
Arg
Met
Ala
Gly

Leu
Leu
20

Trp
Trp
Phe
Asn
Thr

100
Gly

Leu
Leu
20

Trp
Trp
Phe
Asn
Ala

100
ser

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

val
5
ser
val
Tyr
Thr
Ser
85
G1y

Thr

val
5
Ser
val
TYr
Thr
Ser

85
Ala

val
5
Ser
val
Ser
Thr
Ser
85
Ala

Thr

Glu
Cys
Arg
Asp
Ile
70

Leu

Pro

Thr

Glu
Cys
Arg
Asp
Ile
70

Leu

Gly

Glu
Cys
Arg
Asp
Iie
70

Leu
Ala

val

Ser
Ala
Gin
Gly
55

ser
Arg
Leu

val

Ser
Ala
GIn
8
Ser
Arg

Met

Ser
Ala
Gln
Ser
Arg
Leu

Thr

Gly
Ala
Ala
40

Ser
Arg
Ala
Lys

Thr
120

Gly
Ala
Ala

40
Ser

Arg

Ala

Asp

Gly

Ala

Ala
40

ser
Arg
Ala
TYr

val

Gly
Ser
25

Pro
Asp
ASp
Glu
Leu

105
val

Gly
ser
25

Pro
Asn
Asp
Glu

val
105

Gly
ser
25

Pro
Asp
Asp
Glu
Tyr

105
Ser

Gly
10

Gly
Gly
Lys
Asnh
ASp
90

Tyr

Ser

Gly
Gly
Gly
Lys
Asn
Asp

90
Trp

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

ser

28

vali
Phe
Lys
Tyr
Ser
Thr
Tyr

Ser

val
Phe
Lys
Tyr
Ser
Thr
Gly

val
Phe
Lys
Tyr
Ser
Thr

Tyr

vat.

Thr
Gly
Tyr
60

Lys
Ala

Tyr

val
Thr
Gly
TYr
60

Lys
Ala

Gln

val
Thr
Gly
TYr
60

Lys
Ala
Gly

GIn
Phe
Leu
45

Ala
Asn
val

Gly

Gln
Phe
Leu
Ala

Asn

vai

'Gjyl

Gln

Phe

Leu

Ala
Asn
val
Met

Pro
Ser
30

Glu
Asp
Thr
Tyr

Met
110

Pro
Ser
Glu
Asp
Thr
Tyr

Thr
110

Pro’

Asn
30

Glu
ASp
Thr

Tyr

AS
110

Gly
15

Ser
Trp
ser
Leu
Tyr
95

Asp

Gly
Ser
Trp
ser
Lauy
Tyr
Thr

Gly
15

Ser
Trp
ser
Leu

Tyr

p val

Arg

Tyr

val

val
Tyr
80

Cys

vai

Arg

Tyr

val
val

Tyr
80

cys

val

Arg
Phe
val
val
Tyr
80

Cys

Trp

PN



p——

<210>
<211>
<212>
<213>

<400>

Gln
1
ser
Gly
Ala
Lys
65
Leu

Ala
Gly

<210>
<211>
<212>
<213>

<400>

Gin
1
ser

"Gy

Ala
Lys
65

Leu
Ala

Gly

<210>
<211>
<212>
<213>

<400>

Gln
1
Sap
Gly
Ala
Lys

65

Leu

val
Leu
Met

Leu

50

Gly

Gin

Arg

His

val
Leu
Met
Leu
50

Gly
Gln
Arg

GIn

val
Leu
Met
Leu
50

Gly

GIn

78

122

PRT

Homo sapiens

78

115

77

122

PRT .
Homo sapiens

77

GIn Leu Vg?

Arg Leu Ser
20

His Trp val

35

Ile Trp Asn

Arg Phe Thr

Met Asn ser
85
Ala Ile Ala
100
Gly Thr Thr
115

Gin Leu v§1
Arg Leu Ser
20
His Trp val

35
Ile Trp Asnh

Arg Phe Thr

Met Asn Ser
85
Ala Ile Ala
100
Gly Thr Thr
115

79
122
PRT
Homo sapiens

79

His Leu V?}
Arg Leu Ser
20
His Trp val

35
Ile Trp Ser
Arg Phe Thr

Met Asn Ser
85

Glu

Cys
Arg
Asp
Ile
70

Leu
Ala

val

GHu
Cys
Arg

Asp

Ile
70

Leu

Ala

va'l

Glu
Cys
Arg
Asp
Ile

70
Leu

Ser
ala
Gln
Gly
55

Ser
Arg
Leu

Thr

Ser
Ala
Gln
Gly
55

Ser
Arg
Leu

Thr

Ser
Ala
Gln
Gly
55

ser

Arg

120

Gly
Ala
Ala
40

ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
Ala
TYyr

val
120

Gly
Ala
Ala
40

Ser
Arg

Ala

Gly
ser
25

Pro
Asn
ASp
Glu
Tyr

105
ser

Gly
Ser
25

Pro
Asn
ASp
Glu
Tyr

105
ser

Gly
ser
25

Pro
ASp
Asp

Glu

Gly
10

Gly
Gly
Lys
AsDh

Asp

90

Tyr

Ser

Gly
Gly
Gly
Lys

Asn

Asp.

90
Tyr

Ser

Gly

10
Gly

Gly
Glu
Asn

Asp
90

29

va'l
Phe
Lys
Tyr
Ser
Thr

Tyr

vai
Phe
Lys
Tyr
ser
75

Thr

Tyr

val
Phe
Lys
TYr
ser

Thr

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

va'l
Thr
Gly
Tyr
60

Lys

Ala

Gln
Phe
Leu
Ala
Asnh
val
Met

Gln
Phe
Leu
Ala
Ash
val'

Met

Gln
Phe
Leu
Ala
Asn

val

Pro

Ser

Glu

Asp
Thr

Tyr

As
110

Pro
ser
Glu
ASp
Thr

Tyr

As
110

Pro
Asn
Glu
Asp
Thr

Tyr

Gly
15

Ser
Trp
ser
Leu

TYyr

p val

iy
ser
Trp
Ser
Leu

TYr

p vatl

Gly
15

Ser
Trp
Ser
Leu

Tyr
95

Arg
Phe
vai
val
Tyr
80

Cys

Trp

Arg
Phe
val
val
Tyr
80

Cys

Trp

Arg
Phe
val
val
Tyr

80
Cys



Ala Arg Ala Ile Ala
100
Gly GIn Gly Thr Thr
15 -

<210> 80

<211> 122

<212> PRT

<213> Homo sapiens
<400> 80

Glh val G1n Leu val
1 5
Ser teu Arg Sgu Ser
Gly Met gés Trp val

Ala Lgu Ile Trp Asn

5

E%S Gly Arg Phe Thr
Leu GIn Met Asn ger
5
Ala Arg Ala Ile Ala
100
Gly ¢In Gly Thr Thr
115

<210> 81
<211> 122
<212> PRT
<213> Homo sapiens

<400> 81
Gln val G1n Leu Vg]

Ser Leu Arg Leu Sgr
Gly Met Hjsvggp val
Ala Ile ;?e Trp Tyr
Lys g?y Arg Phe Thr
Egu Gln Met Asn Ser

Ala Arg Arg Gly Gly

Gly GIn Gly Thr Thr
115

<210> 82

<21l> 122

<212> PRT .
<213> Homo sapiens

<400> 82
Gln val Gin Leu Vg]
1
Ser Leu Arg Leu Ser
20
Gly Met g;s Trp val

Ala ¥a1 ITe Trp Tyr
Q
Lys Gly Arg Phe Thr

Ala

val

Glu
Cys
Arg

ASp

ile

70
Leu

Ala
val

Glu

cys

Arg
Asp
Ile
70

Leu

Leu

val

Glu
Cys
Arg
Asp
Ile

Leu

Thr

Ser
Ala
Gin

Gly
55

SEI'"

Arg
Leu

Thr

Ser
Ala
GlIn
Gly
5%

Ser
Arg
Ala

Thr

Ser
Ala
Gln
Gly

55
Ser

Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
Ala
Ald

val
120

Gly
Ala
Ala
40

Ser

Arg

30

Tyr Tyr Tyr
105

ser

Gly
ser
25

Pro

Asn

Asp

Glu
Tyr

105.

Ser

Gly
sSer
25

Pro
Asn
Asp
Glu
Arg

105
ser

Gly
ser
25

Pro
Asn

Asp

Ser

Gly
Gly
Gly
Lys

Asn

ASp
a0
Tyr

sSer

Gly
10

Gly
Gly
Lys
AsSh
Asp
a0

Pro

Ser

Gly
Gly
Gly
Lys

Asn

val
Phe
Lys
Tyr
Ser
75

Thr

Tyr

val
Phe
Lys
Tyr
Ser
75

Thr

Gly

val
Phe
Lys
Tyr

Ser

Gly Met Asp val Trp
: 110

val Gln Pro Gly Arg
15

Thr Phe ggr Ser Phe

Gly Leu Glu Trp val

Tyr Ala Asp Ser val
60

‘Lys Asn Thr Leu Tyr

80
Ala val Tyr Tyr Cys

Gly Met Asp val Trp
110

val GIn Pro Egy Arg
Thr phe Ser Ser Tyr

Gly zgu Glu Trp val
Tyr Ala Asp Ser val
Egs Asn Thr Leu Tyr
Ala val Tyr Tyr 235

Gly Met Asp val Trp
110

val Gln Pro Gly Arg
15

Thr Phe ggr ser Tyr

Gly zgu Glu Trp val

Tyr Ala Asp Ser val

60

Lys Asn Thr Leu Tyr



65

lLeu Gln Mét Asn Ser

- 85
Ala Arg Gly Ile Ala
100

Gly Gln Gly Thr Thr

115

<210> 83
<211> 122
<212> PRT

<213>

<400> 83

Glin
1
Ser
GTy
Ala
Lys
65
Leu
Ala

Gly

val Gln
Leu Arg
mMat H1s
35

Leu Ile
50

Gly Arg
Gln Met
Arg Gly

Gin. Gly
115

<210> 84

<21l> 117
<212> PRT i
<213> Homo sapiens

<400> B84

Gln
1
Thr
Gly

Y Trp

Leu
65

ser
Cys

val

val Gin
Leu Ser
Tyr Tyr
35
Ile Gly
50
Lys Ser
Leu Lys
Ala Arg

The val
115

<210> 85
<211> 122
<212> PRT

<213>

<400> 85
G}n val Gln Leu G;n Glu ser

Leu
Leu
20

Trp
Trp
rhe
Asn
Ile

100
Thr

Leu
Leu
20

Trp
Tyr
Arg
Leu
Tyr

100
ser

Homo sapiens

val
5
ser
val
His
Thr
Ser
85
Ala

Thr

Gln
5
Thr
Ser
Ile
val
Ser
85
Tyr

Ser

Homo sapiens

70
Leu

val

val

Glu
Cys
Arg
Asp
Ile
70

Leu
val

val

Glu
cys
Trp
Tyr
Thr
70

ser

Tyr

Arg
Ala
Thr

Ser
Ala
Gin
ser
Arg
Ala

Thr

ser
Thr
ITe
Tyr
Ile
val
Gly

Thr Leu Ser Egu Thr cys Thr

Asp Tyr §§r Trp Ser Trp Ile

Ala
Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
Ala
Tyr

val
120

Gly
val
Arg
40

Ser
ser

Thr

Met.

Gly
val

Arg
40

Glu

Tyr
105

sSer

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr

105
sSer

Pro
Ser
Gln
Gly
val

Ala

ASp
105

Pro
ser
75

GIn

Asp
90
Tyr

Ser

Gly

Gly
Gly
Thr
Asn
Asp
90

Tyv

Ser

Gly
Gly
His
Ser
Asp
Ala

val

Gly
10

31
75
Thr

TYFP

val
Phe
Lys
Tyr
Ser
Thr

TYr

Leu
Gly
Pro
Thr
Thr

75
AsSp

Trp

Leu

80

Ala val Tyr ggr Cys

Gly Met Asp val Trp
110 '

vail
Thr
Gly
TYr
60

Lys
ATa

Gly

val
Ser
Gly
&
Ser
Thr

Gly

val

Gly Gly ser

His Pro Gly

Gln
Phe
Leu
val
AsSn
val

Met

Lys
Ile
Lys
45

Tyr

Lys

Ala

Gln

LysS
Ile

Lys
45

Pro
Arg
Glu
Asp
Thr

Tyr

Asp

110

Pro
ser
Gly
Asn
Asn
val

Gly
110

Pro

ser
30
Gly

Gly
15
ser

Trp

Ser
leu
Tyr
val

Ser
15

ser
Leu

Pro

Gin

Tyr
95
Thr

Ser
15
Ser

Leu

Arg
Tyr
val
val
)
Cys
Tre

Gln
Gly
c¢lu
Ser
Phe
80

Tyr
Thr

Gin
ser

Glu



Trp Ile Gly Tyr Ile
50

Egu Lys Ser Arg Ile
Ser Leu lLys teu Ser
85

Cys Ala Arg Gly Gly
100

Gly GIn Gly Thr Thr
115

<210> 86
<211> 120
<212> PRT
<213> Homo sapiens

<400> 86

G}n val Gln Leu G;n
Thr Leu Ser Leu Thr

20
Gly Tyr ggr Trp Ser
Trp Eée Gly Tyr Ile
Egu Lys Ser Arg val
Ser Leu Lys Leu Ser
85

Cys Ala Arg Glu Asp

100
Gly Thr Leu val Thr
115

<210> 87

<211> 121

<212> PRT

<213> Homo sapiens

<400> 87

Gin val GlIn Leu G;n
1

Thr Leu Ser Egu.Thr

Gly Tyr ;%r Trp Ser

Trp Ige Gly Tyr Ile

5

Leu Lys Ser Arg Val
65

Ser Leu Lys Leu ggr
Cys Ala Arg Glu Asp

100
GIn Gly Thr Leu val
115

<210> 88

<211> 115

<212> PRT .
<213> Homo sapiens

<400> 88
Gln val Gin Leu ng

Thr Leu Ser Leu Thr

Tyr
Thr
70

ser
val

val

Glu
Cys
Trp
Tyr
Thr
70

Ser
Thr

val

Glu
Cys
Trp
Tyr
Thr
70

Ser
Thr

Thr

Gln

Cys

TYP
Ile
val
Thr

Thr

Ser

Thr
Ile

Tyr

Ile

val
Ala

ser

Ser
Thr
ITe
Asn
55

Ile
val
Ala

val

Trp

Ala

ser
Ser
Thr
Thr

val
120

Gly
val
40’
ser
Ser
Thr
Met

ser

120

Gly
val
Arg
40

sar
ser
Thr
Met

ser
120

Gly
val

Gly
val
Ala
Tyr

105
Ser

Pro
ser
25

Glin
Gly
val
Ala

val
105

Pro
Ser
Gln
Gly
val
Ala
val

105
Ser

Ser
Asp
Ala
90

TVr

Ser

Gly
His
ser
AsSp
Ala

20
Tyr

Gly
Gly
His
Ser
Asp
Ala

90
Pro

Gly
10

32
Thr

Thr
75
Asp

Tyr

Leu
Gly
Pro
Thr
Thr
75
Asp
Phe

Leu
Gly
Pro
Thr
Thr
75

ASp

TYr

TYyr
60

Ser
Thr

Ala

val
Ser
Gly
Tyr
60

ser
Thr

Asp

val
Ser
Gly
TYF
Ser
Thr
Phe

Tyr
Lys
Ala

Met

Lys
ITe

LYS

45

Tyr
Lys
Ala

TYyr

Lys
Tle
LyS
45

Tyr
Lys
Ala

Asp

Asn
AsSn
val

Asp
110

Pro
ser
Gly
Asn
Asn
val

Trp
110

Pro

Ser
30
Gly
Asn
Asn
val

Tyr
110

Pro

L.eu

Tyr

val

Ser
15

Ser
Leu
Pro
Gln
Tyr

95
Gly

ser
15

Ser
Leu
Pro
Gln
Tyr

95
Trp

Ala Gly Leu Leu Lys Pro Ser
10 15

Ser
Phe
80

Tyr

Trp

Gln
Gly
Glu
Ser
Phe
30

TYr
GIn

Glin
Gly
Glu
Sar
Phe
80

Tyr
Gly

Glu

Tyr Gly Gly Ser Phe Ser Gly Tyr



Tyr

Trp

Gly Glu
50

Sar
65

Lys
Arg
vai

<210>
<211>
<212>
<213>

<400>

GIn
1
Thr
TYYr
Gly
ser
65
Lys
Arg

Thr

<210>
<211>
<212
<213>

<400>

GIn
1
Thr

ser

~Trp

val
65

GlIn
TYr

val

<210>
<211~
<212>
<213>

<400>

Arg
Leu
Gly

ser

val
Leu
Trp
Glu
50

Arg
Leu
Gly
val

val
Leu
Ala
Leu
50

ser
rhe
TYr

Ser

Ser
Ile
val
Ser
GIn

ser
115

89

116
PRT .
Homo sapiens

89

Gln
Ser
Asn
35

Ile

val

Asn

Gin

Ser
115

90

115
PRT .
Homo sapiens

90

Gln
ser
Ala
35

Gly
val
Ser
Cys

ser
115

91

121
PRT
Homo sapiens

91

20
Trp

Asn

“Thi

Ser

Leu

100

Leu
Leu
20

Trp
Asn
Thr
ser
Leu

100
Ser

Leu
Leu
20

Trp
Arg
Lys

Leu

Ala
100

Ile
His
Tle
val

val

Gln
5
Thr
Ile
His
Ile
val

85
val

Gln
5
Thr
Asn
Thr
ser
GIn

85
Arg

Arg
ser
Ser
Thr

Phe

Gln
Cys
Arg
Ser
Ser
70

Thr

Pro

GIn
Cys
Trp
Tyr
70°
leu

Phe

GIn
Gly
val
Ala

ASp

Trp
Ala
GIn
Gly
vatl
Ala

Phe

ser
Ala
Ile
TYr
55

Ile
Asn

Asp

Pro
40

Ser
Asp
Ala

Tyr

Gly
val
Pro
40

Arg
ASp
Ala

ASp

Gly
Ile
Arg
40

ArQ
Thr
ser

Tyr

25
Pro

Thr
Thr
Asp

Trp
105

Ala
Tyt
25

Pro
Thr
Thr
ASp

Tyr
105

Pro
Ser
Gln
Ser
Tle

val

Tr
105

Gly

Asn
ser
Thr
Gly

Gly

Gly
Gly
Asp
Ser
Thr

a0
Trp

Gly
Gly
ser
Lys

Asn

Thr
p Gly

33
Lys
Tyt
lLys
Ala
Gln

Leu
Gly
Lys
TYr
Lys
Ala
Gly

Leu
Asp
Pro
Trp
Pro
75

Pro

Gln

Gly
Asn
60

Asn
val

Gly

Leu
sSer
Gly
Asn
60

Lys
val

GIn

val
Ser
Ser
Tyr
60

Asp
Glu

Gly

Leu
45

Pro
Glin
Tyr

Thr

Lys
Phe
Leu
45

Pro
Gln
Tyr

Gly

Lys
val
Arg
45

Asn
Thr
Asp

Thr

30
Glu

ser
Phe
Tyr

leu
110

Pro
Ser
Glu
Ser
Phe
Tyr

Thr
110

Pro
ser
Gly
Asp

Ser

Thr

LLeu
110

Trp
Leu
Ser
Cys
val

Ser
15

Ala
Trp
Leu
Ser
Cys

95
Leu

Ser
15

ser
Leu
Tyr
Lys
Ala

val

Ile
Lys
Leu
Ala
Thr

Glu
Tyr
Ile
Lys

Leu

80
Ala

val

GIn
Asn
Glu
Ala
Asn
val
Thr



Gln
1
Thr
ser
Trp
val
65
Gln
TYPR

GIn

va'l
lLeu
Ala

Leu

50

Ser
Phe
Tyr
Gly

Gln
Ser
Ala
Gly
val
Ser
Cys

Thr
115

Leu
Leu
20

Trp
Arg
Lys
Leu
Ala

100
Leu

Glin
Thr
Asn
Thr
Ser
GlIn
85

Arg

val

Gln
Cys
Trp
Tyr
Arg
70

Leu
Gly

Thr

ser
Ala
iie
Tyr
e
Asn
Gly

val

Gly
Ile

Arg
40

Arg

Ther
Ser
Pro

ser
120

Ser Lys

<210> 92
<211> 345
<212> DNA
<213> Homo

<400> 92

cagattcagce
tcctgeaagg
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 93
<211> 327
<212> DNA
<213> Homo

<400> 93

cagtctgecc
tcctgcactg
tacccaggea
tctaatcget
caggctgagg
ggcggaggga

<210> 94
<211> 345
<212> DNA
<213> Homo

<400> 94

caggttcagce
tcctgcaadg
cctggacaag
gcacagaagc
atggagctga
ggtatggacg

<210> 95

<211> 327
<212> DNA
<213> Homo

<400> 95

cagtctgccc
tcctgeactg
cacccaggca
tctaatcgcet
caggctgagy
ggcggaggga

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag

ggagcctgag.

tctggggeea

sapiens

tgactcagcc
gaaccagcag
aaccccccaa
tctctggete
acgagogctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctagggeca

sapiens

tgactcagec
gaaccagcag
aagccccecaa
terctggcete
acgaggctga
ccaagcrgac

tggagctgag
cccettgacc
gatgggatgg
cgtcaccatg
atctgacgac
agggaccacg

tgccteegtg
tgacgttggt
actcaagatt
caagtctgoc
ttatttctge
cgtccta

tggagctgag
caccttaacc
gatgggatgg
aggcaccatg

atctgacgac

agggaccacg

tgcctcegtg
tgacgttggt

actecatgatt

caagtctggce
ttattactgc
cgtccta

34
Pro Gly teu

Ser Gly Asp
25

GIn Ser Pro
Trp
Ile Asn Pro
. 75
val Thr Pro
Thr Ala Ala
105

Sar

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggcegtgt
gtcaccgtct

tctgggtctc
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagttttt
accacagace
acggecegtgt
gtcaccgtct

tctgggtctc
ggttataact
tatgaggtca
aacacggcct
aattcatata

val Lys

ser val

Pro ser Gln

15

Ser Ser Asn

Ser Arg Gly Leu Glu

45
TYnP
60

Asp Thr Ser
Gly Asp Thr

Lys Ash

Tyr ser

Lys Asnh

80

Ala. val
- 95

Phe Asp Tyr Trp Gly
110

ctggggcctc

tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctet

ctggacagtc
ctgtetectg
gtaatcggec
ccctgaccat
caagcaccag

ctggggcctc
tcagctgggt
ataatggtaa
catccacgag
attactgtgc
cectct

ctggacagtc
ctgtctcectg
gtaatcggcc
ccctgaccat
caagcaccag

agtgaaggtc
gcgacaggcc
cacaaactat
cacagitctac
gagaggctac

gatcaccatc

gtaccaacag
ctcaggggtt
ctctgggctce
catggtcttc

agtgaaggtc
gcgacaggcc
caczaaactat
cacagcctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggcte
catggtattc

60
120
240

300
345

60
120

180

240
300
327

60

120
180
240
300
345

€0

120
180
240
300
327



—-
()
pe

.

<400>

<210>
<211>
<212>
<213> Homo

<400> 96

caggttcage
tcctgcaagy
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 97

<211> 327
<212> DNA
<213> Homo

<400> 97
cagtctgecce

96
345
DNA

. Tecctgcactg
; cacccaggea

tctattcget
caggctgagg
ggcggaggga

<210> 98

<211> 345
<212> DNA
<213> Homo

<400> 98

‘cagattcage

tcctgcaagg
cctggacaag
gcacagaagy
atggagctga
garatggacg

<210> 99

211> 327
<212> DNA
<213> Homo

99

cagtctgece
tcctgcactg
cacccaggca
tctaatcget
caggctgagg
ggcggaggga

<210> 100
<211> 345
<212> DNA
<213> Homo

<400> 100

caggttcagc
tcctgcaagy
cctggacaag
gcacagaagc
atggagctga

ggtatggacy

<210> 101
<211> 327
<212> DNA

sapiens

tggtgeagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggeca

sapiens

tgactcagcec
gaaccagcag
daccccecaa
Tctctggctco
acgaggctga
Ccaagctgac

sapiens

tggtgeagtc
cttctggtta
ggcttgagtg
tccaggygcag
ggagccrtgag
tctgggacca

sapiens

tgactcagcee
gaaccagcag
aaccccccaa
tetctggete
acgaggctga
ccaagctggce

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggccea

tggagctgaa
caccttgacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgectcegty
tgacgttggt
actcatgatt
caagtctggce
ttatttctge
cgtecta

tggagctygag
caccttgacc
gatgggatgg
agtcaccatyg
atctgacgac
agggaccacg

tgcctecgtyg
tgacgttggt
actcatgatt
caagtctgge
ttatttctgc
cgtccta

tggagctgag
caccttaacc
gatgggatgg
aggcaccatg
atctgacgac
agggaccacy

35

gtgaagaagc
agctatggta
atcagctttt
accacagaca
acggeecgtagt
gtcaccgtct

tctgagtctce
ggttataact

tatgaggtca

aacacggcct
agctcatata

gtgaagaage

agctatggta
atcagctttt
accacagaca
acggccgtgt
gtcaccgtct

tctgggtcte
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagttttt
accacagacc
acggcegtgt
gtcaccgtct

ctggggecte
tcagctgggt
acaatggtaa
catccacgag
attactgtgce
ccrct

ctggacagtc
ctgtctcetg
gtaatcggcce
ccctgaccat
caagcaccag

ctggggcctc
tcagctgggt
acaatggtaa
catccacgag
attrtctgtge
cctca

ctggacagtc
ctgtctcgty
gtaatcggcce
ccctgaccat
caagcaccag

ctggggcctce
tcagctygggt
ataatggtaa
catccacgag
attactgtgc
cctca

agtgaaggte
gcgacaggcec
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggctc
catggtcttc

agltgadggtc
gcgacaggcc
cacaaactat
cacagtctac
gagaggttac

gatcaccatc
gtaccaacag
ctcaggggtt
ctcrgggcte
catggtcttc

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagaggctac

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345



<213> Homo

<400> 101
cagtctgecc
tcectgecacty
cacccaggca
tctaatcget
caggctgagg
ggcggaggga

<210> 102
<211> 363
<212> DNA
<213> Homo

sapiens

tgactcagcc
gaaccagcagd
aagcoccccaa
tctetggetc
acgaggctga
ccaagctgac

sapiens

<400> 102 .

caggtgcagc
acctgcactyg
cagcacccag
tacaaccegt
tcectgaagce
gatacagcta
tca

<210> 103
<211> 333
<212> DNA
<213> Homo

<400> 103

cagtctgtac
tcctygcactg
gttccaggaa
cctgaccgat
caggctgagg
gtattcggcg

<210> 104
<211> 366
<212> DNA
<213> Homo

<400> 104
© caggtgcacc
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gcagccctct
tecetea

<210 105
<211> 330
<212> DNA
<213> Homo

<400> 105

cagtctgtgt
tcctgetctg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 106
<211> 366
<212> DNA
<213> Homo

tgcaggagtc
tctctggtgy
ggaagggcect
ccctcaagag
tgagctctgt
tggttcctta

sapiens

tgacgcagcc
ggagcagctc
cagcccccaa
tctctggetc
atgaggctga
gagggaccaa

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggceg
acagcctgag
actactacta

sapiens

tgacgcagcec
gaagcagcrc
cccccaaact
ctggctccaa
aggccgatta

ggaccagggt

sapiens

tgcctcegtg
tgacgttggt
actcatgatt
caagtctggc
ttattactgc
cgtecta

gggceccagga
ctccatcagc
ggagtggatt
tecgagttacc
gactgccgcegy
ctttgactac

gcectcagty

caacatcggg

actcctcatce
caagtctgge
ttattactgc
gctgaccgtce

tgggggaggce
caccttcaac
ggtogcactt
attcaccatc
agcegaggac
cggtatggac

gcectcagtg
caacattggg
cctcatttat
gtctggcacg
ttactgegga
caccgtecta

36

tctgggtctc
ggttataact
tatgagotca
aacacggcct
aactcatata

ctggtgaagc
agtggtggtt
gggtacatat
atatcagtag
gacacggccg

‘tggggccagg

tctggggcec
gcacattatg
tatggtaaca
acctcagect
cagtcctatg
cta

gtggtccagce
agctttggca
atctggtctg
tccagagaca
acggctgtgt
gtctggggcc

tctgeggecce
aataattttg
gactataata
tcagccaccc
acatgggata

ctggacagtc
ctgtctccty
ctaatcggee
ccctgaccat
caagcaccag

cttcacagac
actactggag
ataacagtgg

acacgtctaa -

tgtattactg
gaaccctgat

cagggcagag
atgtgcactyg
cctatcgges
ccctggecat
acaacagcct

ctgggaggtc
tgcactgggt
atggaagtga
attccaagaa
attactgtge
aagggaccac

caggacagaa
tatcctggta
agcgacccte
tgggcatecac
gcagcectgag

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggctce
catggtgttc

cctgteecte
ctggatccge
gagcacctac
gaaccagttc
tgcgagagag
caccgtctcc

ggtcaccatc
gtaccagcag
ctcaggggtc
cactgggctc
gagtggtgty

cctgagactc
ccgccaggct
tgaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagetce
agggattcct

cggactccag

tgcttatgte

60

120
180
240
300
327

60

120
180
240
300
360

363

60

120
180
240
300

333

60

120
180
240

300

360
366

60

120
180
240
300
330

£



&

<400> 106
caggtgcagc
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcadatga
gcagcectcet
teetea

<210>
<211>
<212>
<213> Homo

<400> 107

cagtctgtgt
tcctgotcety
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 108
<211> 3606
<212> DNA
<213> Homo

<400> 108
caggtgcacc
tcctgtgcag
ccaggcaagg
gcagactccg
ctygcaaatga
gecagccctct
tcctea

<210>
<211>
<212>
<213> Homo

<400> 109
cagtctgtgt
tcctgetety

107
330
DNA

109
330
DNA

. ccaggaacag
/ gaccgattct

actggggacg
ttcggaactg

<210> 110
<211> 366
<212> DNA
<213> Homo

<400> 110
caggtgcage
tecctgigeag
ccaggeaagg
gcagactccg
ctgcaaatya
gcagccctct
tccteca

<210>
<211>
<212>
<213>

<400>

111
330
DNA
Homo

i11

tggtggagtc
cgtctggatt
ggciggagtg
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagec
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta
ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagig
tgaagggccg
acagcctgayg
actactacta

sapiens

tgacgcagec

gaagcagttc

cccccaaact
ctggctccaa
aggccgatta
ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggceg
acagcctgag
actactacta

sapiens

tgggggaggc
caccttcagce

ggtggcactt
attcaccatc
agcegaggac
cggtatggac

gccctcagtg
caacattggg
cctcatttat
gtctggcacyg
ttactgcoga
caccgtecta

tgggggaggc
caccttcaac

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gcectecagtg
caacattggg
cctcatttat
gtctggcacg
ttactgcgga
caccgtccta

tgggggagygc

caccttcagc
ggtggcactt
attcaccatc
agccgaggac
cggtatggac

37

gtggtccage
agctttggca
atatggaatyg
tccagagaca
acggctgtgt
gtctggggcc

tctgeggece
aataattttg
gactataata
tcagccaccce
acatgggata

gtggtccagc
agctttggca
atatggtctg
tccagagaca
acggctgtgt
gtctggggcc

tectgeggecc
aataattttg
gactataata
tcageccaccce
acatgggata

gtggtccagce
agctttggca
atatggaatg
tccagagaca
acggctgtgt
gtctggggcc

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce
aagggaccac

caggacagaa
tatcctggta
agcgaccctc
tgggcatcac
gcagtctgag

ctgggaggtc
tgcactgggt
atggaagtga
attccaagaa

attactgtgce

aagggaccac

caggacagaa
tatcctggta
agcgaccectc
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgige
acgggaccac

cctgagactc
ccgcecagget
taaatactat
cacgetgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagcte
agggattcct
cggactccag
tggttatgtc

cctgagactc
ccgecaggcet
taaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagttc
agggattecct
cggactccag
ttettatgte

cctgagactc
ccgccaggcet
taaatactat
cacgctdgtat
gagagccata
ggtcaccgtc

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360
366



" cagtctgtgt
tcctgetetg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 112
<211> 366
<212> DNA
<213> Homo

<400> 112
caggtgcagc
tcctgtgeag
ccaggcaagg
_gcagactccg
ctgcaaatga
gcagccctct
tcctca

<210> 113
<211> 330
<212> DNA
<213> Homo

<400> 113

cagtctgtgt
tectgetcig
ccaggaacag
gaccgattct

actggggacyg
ttcggaactg

<210> 114
<211> 366
<212> DNA
<213> Homo

<400> 114
caggtgcagc
tectgtgeag
ccaggcaagg
gtagactccg
ctgcaaatga
gcagtggctt
tecteca

- <210> 115
<211> 330
<212> DNA
<213> Homo

<400> 115

cagtctgtgt
tcetgetcetg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 116
<211> 363
<212> DNA
<213> -Homo

<400> 116

gaggtgcagc
tcctgtgeag

tgacgcagec
gaagcagctc
cceccaaact
ctggctecaa
aggccgatta

ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagec
gaagcagcetc
cccccaaact
ctggctcecaa
aggccgatta
ggaccagggt

sapiens

tggtggagtc
cogtctggatt

ggctggagtg

tgaagggeeg
acagcctgag
actactacta

sapiens

tgacgcagec
gaagcagcetc
cccccaaact
ctggctccaa
aggccgatta
ggaccaaggt

sapiens

tgttggagtc
cctetggatt

gcecctcagtg
caacattogg
cctecatttat
gtetggeacy
ttactgegga

tgggggaggc
caccttcagce

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gcccacagtg
caacattgog
cctcatttat
gtctggeacg
ctactgcgga
caccgtecta

tgggggaggc
cacctteagy

ggtoggcactt
attcaccate
agccgaggac
cggtatggac

gcecctecagtg
caacattgag
cctcattitat
gtectggeacg
ttactgcgga
caccgtccta

tgggggaggc
cacctttage

38
tctgcggecc
aataattttg
gactataata
tcagccacce

acatgggata
caccgtccta -

gtggtccagc
agctttggca
atatggaatg

“tccagagaca

acggctgrgt
gtctggggec

tctgcggccc
aataattttg
gactataata
tcagccaccc
acatgggata

gtggtccage
agctatggca
atatggcatg
tccagagaca
acggctgtgt
gtctggggcc

tctgeggecce
aataattttg
gacagtaata
tcagccaccc
acatgggata

ttggtacagce
agctatgcca

caggacagaa
tatcctggta
agcgaccctc
tgggcatcac
gcagectgag

ctgggaggtc
tgcactgggt

atggaagtaa
attccaagaa
attactgtge
dagggaccac

caggacagaa
tatcctggta
agcgacccte
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc
aagggaccac

caggacagaa
tatcctggta
agcgaccctc
tggacatcac
gcagcctgag

ctggggggtc
tgaactgggt

ggtcaccatc
ccagcagctc

agggattcct

cggactccag
tggttatgtc

cctgagactc
ccgecaggcet
taaatactat
cacgctgtat
gagagccata

ggtcaccgtc

ggtcaccatc
ccagcagcte
agggattcct
cggactccag
tggttatgtc

cctgagactc
ccgccaggct
tacatactat
cacgctgtat
gagaggtata
ggtcaccgtce

ggtcaccatc
ccagcagctc
agggattcct
cggactccag
tgcttatgtt

cctgagactc
ccgceagget

60

120
180
240
300

330

60

120
180
240
300
360
366

60
120
180

240

300

-330

60

120
180
240
300
360
366

60

120
180
240

300

330

60

120



ccagggaagy
gcagactccg

ctgcaaatga
gtactaatgg
tca

<210>
<211>
<212>
<213> Homo

<400> 117

gacatcctga
atcacttgeo
gggaaagccce
aggttcagtyg
gaagatttty
gggacacgac

<210> 118
<211> 363
<212> DNA

117
321
DNA

‘7 <213> Homo

<400> 118
gaggtgcagc
tcctgtacad
ccagggaagg
gcagactccg
ctgcaaatga
gtactaatgy
tca

<210>
<211~
<212>
<213> Homo

<400> 119
gacatccaga
atcacttgee
gggaaagccce
aggtrcagty
gaagattttg

119
321
DNA .

- gggacacgac

120
345
DA,

<210>
<211>
<212>
<Z213> Homo

<400> 120
caggttcagc
tcctgcaagg
cctggacaag
gcacagaagg
atggaggtga
ggtatggacg

<210> 121
<211> 327
<212> DNA
<Z213> Homo

<400> 121

" cagtctgcecec
tcetgeacty
cacccaggea
tctaatcget

ggctggagtg
tgaagggccyg
acagcctgag
tgtatgctat

sapiens

tgacccagtc
gggcaagtca
ctaaggtcct
gcagtggatc
caacttacta
tggagattaa

sapiens

tgttggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

tgtatgctat

sapiens

tgacccagtc
gggcaagtca
cttacctect
gcagtggatc
caacttacta
tggagattaa

sapiens

tggtgcagtc
cttctggtta
ggcttgagig
tccagggceag
ggagtctgag
tctggggeca

sapiens

tgactcagec
gaaccagcag
aaccccceaa
tctetggetc

ggtctcaact
gttcaccatc
agccgaggac
gcttgactac

tccatectece
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
a

tgggggaggc
cacctttagc
agtctcaact
gttcaccatc
agccgaggac
gcttgactac

tccatectec
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
a

tggagcigag
cagtttgacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgcecteegtyg
tgacgttggt
actcatgatt
caagtctggc

39

attagtggta

tccagagaca
acggcegtat

tggggccagg

ctgtctgeat
agttatttaa
gcctecagtt
ttcactctca
agttacagtt

ttggtacagc
agctatgcca
attagtoggta
tccagagaca
acggececgtat
tggggccagga

ctatctgcat
atctatttaa
gcagcecagtt
ttcactctca
agttacagtg

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggeegtgt
gtcaccgtct

tctgggtcte
agttataact
tatgaggtca
aatacggect

gtggtgataa
attccaagaa
attactgtgce
gaaccctggt

ctgttggaga
attggtatca
tgcaaagtgg
ccatcaacag
ccecccatcac

€gggggggtc
tgaactgggt
gtggtggtaa
attccaagaa
attactgtgce
gaaccctggt

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cccecatcac

ctggggcctc
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctca

ctggacagtc
ctgtctectg
gtaatcggcec
ccctgaccat

cacatactac.

cacgctgtat

gaaaaagttt

caccgtcetcc

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
cttcggccaa

cctgagactc
ccgceeaggcet
cacatactac
cacgctgtat
gaaaaagttt
caccgtctcec

cagagtcacc
gcagaagcca
ggtcccatca
tctgcaacct
cttcggecaa

actgaaggtc
gcgacagyce
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctggycte

180
240
300
360
363

60

120
180
240
300
321

60

120
180
240
300
360
363

60

120

180
240
300
321

60

120
180
240
300
345

60

120
180
240



caggctgagg
ggcggaggga

<210> 122
<211> 345
<212> DNA
<213> Homo

<400> 122

caggttcage
tCctygcaagyg
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 123
<211> 327
<212> DNA
<213> Homo

<400> 123

cagtctgcec
tcctgeactg
cacccaggea
tctattcget
caggctgagg
ggcggaggga

<210> 124
<211> 345
<212> DNA
<213> Homo

<400> 124
caggttcage
tectgcaagg
cctggacaag
gcacagaagg
atggagttga
ggtatggacy

<210> 125
<211> 327
<212> DNA
<213> Homo

<400> 125

cagtctgccc
tcgtgecactg
‘cacccaggcea
tctaatcgct
caggctgagg
ggcggaggda

<210> 126
<211> 345
<212> DNA
<213> Homo

<400> 126
caggttcagt
tcctgcaagy
cctggacaag
gcacagaadgg
atggagctga
ggtatggacg

<210> 127

acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggcca

sapiens

tgactcagcc
gaaccagcag
aaccccecaa
tetctggetc
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggeca

sapiens

tgactcagec
gaaccagcag
aaccccccaa
tctetggetce
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtyg
tccagggcead
ggagcctgag
tctggggeca

ttatttctgce
cgtecta

tggagctgag
caccttgacc
gatgggatgg
agtcaccatg
ctctgacgac
agggaccacg

tgcctecgty
tgacgitggt
actcatgatt
caagtctggc
ttatttctgc
cgtccta

tggagctgag
cccettgacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgcctecegtg
tgacgttggt
actcatgatt

‘caagtctgygc

ttatttctge
cgtecta

tggagctgag

cgccttgacc

gatgggatgg
agtcaccatg
atctgacgac
agggaccacyg

40
agctcatata

gtgaagaggc
agctatggta
atcagcgitt
accacagaca
acggccgtgt
gtcaccgrct

tctgggtcte

ggttataact
tatgaggtca
aacacggcct
agctcatata

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggcegtgt
gtcaccgtct

tctgggtcte
ggttataact
tatgaggtea
aatacggcct
agctcatata

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggcegtgt
gtcaccgtct

caagcaccag

ctggggecte
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctca

ctggacagtc
ctgtctectg
gtaatcggcec
ccctgaccat
caagcaccag

ctgggocctc
tcagctgggt
acaatggtaa
catccacgag
attactgtac
cctca

ctggacagtc
ctgtctcctg
gtaatcggcc
ccctgaccat
caagcaccag

ctggggcectc
Tcagctgygt
acaatggtaa
catccacgag
attactgtgc
cctca

catggrcttc

agtgaaggte
gcgacaggec

caCaaactat

cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctygggete
catggtctrc

agtgaaggtc
gcgacaggec
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetce
catggtcttc

agtgaaggtc
gcgacaggcec
caCaaactat
cacagtctac
gagaggctac

300
327

60

120
180
240
300
345

60
120
180

, 240

300
327

60
120
180

240

300
345

60

120
180
240
300
327

60
120
180
240
300
345

e

()

)



£

oo

<A00>
_cagtctgecc

<211>
<212>
<213> Homo

<400> 127
cagtctgeece
tcctgeactg
cacccaggcea
tctaatcgcet
caggctgagg
ggcggaggga

<210> 128
<211> 345
<212> DNA
<213> Homo

<400> 128
caggttcagc
tcetgeaagg
cctggacaag
gcacagaagt

327
DNA

- atggaactga

gttatggacg

<210> 129
<211> 327
<2172> DNA
<213> Homo

129

tcctgeactg
cacccaggcea
tctaatcgcet
caggctgagg
ggcggaggga

<210> 130
<211> 363
<212> DNA
<213> Homo

<400> 130
caggtacagt
acctgtgeca
cagtccccat
aaaaattatt
cagttctcte

agaggggggc
tca

<210>
<211>
<212>
<213> Homo

<400> 131
ctttctgeee
tectgecactyg
tattcaggea
tctaatcgct
caggctgagyg
ttcggcggag

<210> 132
<211> 357
<212> DNA
<213> Homo

131
330
DNA

sapiens

tgactcagec
gaaccaacag
aaccccecaa
tetetggctco
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagdgcag
ggagcctgag
tctggggcea

sapiens

tgactcagcc
gaaccagcag
aagcccccaa
tctctagetc
acgaggctga
ccaagctgac

sapiens

tgcagcagtc
tctrceecggaga
cgagaggcct
cagtatctgt
tgcaactgaa
caactgctgce

sapiens

tgactcagec
gaaccagcag
aagcccccaa
tctctggetc
acgaggctga
ggaccaagct

sapiens

tgccteegtg
tgacgttagt
actcatgatt
caagtctgge
ttatttcige
cgtccta

tggagctgag
cagctttacc

gatgggatgg

agtcaccatg

atctgacgac
agggaccacg

tgccteegtt
tgacgttggt
acgcatgatt
caagtctggce
Ttattactgc
cgtccta

aggtccagga
cagtgtctct
tgagtggctg
gaaaagtcga
ctctgtgact
ftttgactac

tgcctecgtyg
tgatgttggg
actcatgatt
caagtctggc
ttattactgc
gaccgtccta

41

tctgggtetc
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagcgcett
accacagaca
acggccatgt
gtcaccgtct

tctgggtete
gcttataact
tatgaggtca
aacacggcct
agctcatata

ctggtgaagc
agcaacagtg
ggaaggacat
ataaccatca
cccaggggaca

tggggccagg

tctgggtcete
aattataacc
tatgaggtca
aacacggcct
tgctcatatg

ctggacagtc
ctgtctectyg
gtaatcggcc
ccctgaccat
caagcaccag

ctogoagectce
tcagctaggt
acaatggtaa
catccacgag
attactgtgc
cctca

ctggacagtc
ctgtctectg
gtaatcggcc
ccctgaccat
caagcaccaa

cctcgcagac
ctgcttggaa
actacaggtc
acccagacac
cggctgtgta
gaaccctggt

ctggacagtc
ttgtctecctyg
gtaagcggcce
ccctgacaat
caggtagtag

gatcaccatc
gtaccaacag
ctcagggatt
ctctgggctc
catggtcttc

agtgaaggtc
gcgacaggec
cacaaactat
cacagcctac
gagaggctac

gatcaccatc

gtaccaacag

ctcagggott
ctcigggcerc
catggtattc

ccrctecactc
ctggatcagg
caagtggtat
atccaagaac
ttacigtgca
caccgtctcc

gatcaccatc
gtaccaacag
ctcaggggtt
ctctggycte
cactttggtt

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
360
363

60

120
180
240
300
330



<400> 132
gaggtgcagt
tcctgtgtag
ccaggyaagg
gtggactety
ctgcaaatga
aactggggat

<210> 133
<211> 327
<212> DNA
<213> Homo

<400> 133
cagtctgtge
tcttgttctg

. ccaggaacgg

gaccgattct
tctgaggaty
ggcggaggda

<210> 134
" <211> 357
<Z212> DNA
<213> Homo

<400> 134

gaggtgcage
tectgtgeag
ccagggaagg
gtggactctg
- ctgcaaatga
aactggggat

<210> 135
<211> 327
<212> DNA
<213> Homo

<400> 135

cagtctgtgc
tcttgttctg
ccaggaacgg
gaccgattct
tctgaggatg
9gcygaggga

<210> 136
<211> 351
<212> DNA
<213> Homo

<400> 136
gaggtgcagc
tcctgtgcag
ccagggaagy
gcagactccg
ctgcaaatga
ggcagtccct

<210> 137
<211> 330
<212> DNA
<213> Homo

<400> 137
cagtctgtgt.
tcetygctetg

tggtggagtic
tctetggatt
ggctggagty
tgaagggcey
acagcctgag
ttgcttttga

sapiens

tgactcagece
gaagcagctc
cCeccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

tggtggagte
cctetggatt
ggctggagty
tgaagggceg
acagcctgag
ttgcrtttga

sapiens

tgactcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

tgttggagtc
cctctggatt
ggctggagtg
tgaagggceg
acagcctgag
ttgactactg

sapiens

tgacgcagcc
gaagcaactc

tgggggaggc
cacctttagt

ggtggccaac
attcaccatc
agccgaggac
tatctggggc

accctcagceg
caacatcgga
cctcatctat
gtctggcacc
ttattgtgca
cgtccta

tgggggagac
cacctttagt

ggtggccaac
attcaccatt
agccgaggac
tgtctggggoc

accctcagcg
caacatcgga
cctcatctat
gtctggeace
ttactgtgeca
cgtccta

19999gaggc

cacctttage

ggtctcaact
gttcaccatc
agccgaggac
gggccaggga

gccctcagtg
caacattggg

42

ttggtccagce
agctattgga
ataaagcaag
tccagagaca
acggctgtat
caagggacaa

tctgggaccc
agtaagactg
aggaataatc
tcagcctcec
gcatgggatg

ttggtccagce
cgctattgga
ataaagcatg
tcecagagacsa
acggctgtgt
cacgggacaa

tctgggcecc
agtaatactg
agtaataatc
tcagccteccc

gcatgggatg

ttggtacagc
agctatgcca
artagtggta
tccagagaca
acggccgtat
accctggtca

tctgeggccc
aataattatg

ctggggagtc
tgagctgggt
atggaagtga
aCcgCCdagaa
attactgtgce
tggtcaccgt

ccgggcagag
taaactggta
agcggecctt
tggccatcag
acagcctgaa

ctggggggtc
tgagctgggt
atggaagtga
acgccaagaa
attactgtgc
tggtcaccgt

ccggacagag
taaactggta
ggcggeectc
tggccatcag
acagcctgaa

ctggggggtc
tgagcigggt
gtggtggtag
attccaagaa
attactgrgc
ccgtetecte

caggacagaa
tatcctggta

cctgagactc
ccgccagget
gaaatactat
ctcactgtat
gagagagtca
Cctcttca

ggtcaccatc
ccaacaggtc
aggggtcecct
tgggctccay

ttgggtgttc

cctgagactc
ccgccagget
gaaatactat
ctcactgtat
gagagagtca
ctcttca

ggtcaccatc
ccagcagctc
aggggtccct
tgggctecag
ttgggtgttc

cctgagactc
ccgecagget
gacatattac
cacgctgtat
gaaagaagtt
a ‘

ggtcaccatc
ccagcagcetc

60

120
180
240
300
357

60

120
180
240
300
327

60
120
180

240 -

300
357

60

120
180
240
300
327

60

120
180
240
300
351

60
120



ccaggaacag
gaccgattct
actggggacg
ttcggeggag

<210> 138
<211> 366
<212> DNA
<213> Homo

<400> 138
caggtgcagce
tcctgtgeag
ccaggcaagg
gcagacteccg
cttcaaatga

ggtctgacag
tcctca

<210>
<211>
<212>
<213> Homo

<400> 139
tcectatgage
acctgctctg
cagteceectyg
ttetectgget
gatgaggctg
accaagctga

<210> 140
<211> 366
<212> DNA
<213> Homo

<400> 140
caggtgcagc
acctgcactg
cagcacccag
tacaacccgt
tccctgaagt

139
318
DNA

" ggggtgacta

tcctpa

<210> 141
<21i> 321
<21i2> DNA
<213> Homo

<400> 141
gacatacaga
atcacttgcee
gggattgccc
aggttcagtg
gaagattitg
gggaccaagg

<210> 142
<211> 369
<212> DNA
<213> Homo

<400> 142

caggtgcagc
tcctgtgeag:
ccaggcaagg
gcagactecg

ccecccaaact
ctggctccaa
aggccgatta
ggaccaagct

sapiens

tggtggagtc
cgtctggatt
ggctggagty
tgaagggceg
acagcctgag
ctcgtccggy

sapiens

tgactcagcc
gagataaatt
tgctggteat
ccaagtctgg
actattactg
ccgtecta

sapiens

tgcaggagtc

tctetggtog

ggaagggect

ccctcaagay
tgagctctgt
cgtactacta

sapiens

tgacccagte
gggcaagtca
ctaagctect
gcagtggatc
caacttacta
tggagatcaa

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggcceg

cctcatttat
ctctggeacg
ttactgegga
gaccgtecta

tgggggaggc
caccttcagt

ggtggcaatt
attcaccatc
agcegaggac
cggtatggac

accctcagtg
gggggataaa
ctatcaaaat
gaacacagtc

tcaggcgtgg

gggcccagga
ctccatcagc
ggagtggatt
tcgaattace
gactgccgeg
¢gctatggac

tcecatcctece
gcgcattagce
gatctatgct
‘tgggacagat
ctgtcaacag
a

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc

43
gacaataata
tcagecacce
acatgggata

gtggtccage
agctatggca
atatggtatg

tccagagaca

acggctgtgt
gtctggggee

tctgtgtece
tatgcttget
accaagtggc
actctgacca
gacagcagca

ctggtgaagce

agtagtgatt

gggtacatct
atatcagtag
gacacggccg

gtctggggcec

ctgtctgeat
aactatttaa
gcatccagtt
ttcactctca
agttacagta

gtggtccagc
agctatggca
atatggtatg
tccagagaca

agcgaccctce
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce
aagggaccac

caggacagac

ggtatcagca

ccttagggat
tcagcgggac
ctgtggtatt

cttcacagac
actactggag

attacagtgg

acacgtctaa
tgtattactg
aagggaccac

ctgtaggaga
gttggtatct
tgcagagtgy
ccatcagcag
cccegetcat

ctgggaggtc
tgcactoagt
atggaagtga
attccaagaa

agggattcect
cggactccag
tgctgtggta

cctgagacte
ccgceaggcet
taaatactat
cacactgtat
gaggagggag

‘ggtcaccgtc

agccagaatc
gaaaccaggc
ccctgagega
ccaggctatg
€ggcggaggg

cctgtecctc
ctggatccgc
gagcacctac

gaacctgttc

tgcgagagdg
ggtcaccgtc

cagagtcacc

gcagaaacca
ggtcccatca
tctgcaatct
tttcggegga

cctgagactce
cegeeagget
taaatactat
cacgctgtat

180
240
300 -
330

60

120
180
240
300
360
366

60

120
180
240
300
318

60

120
180
240
300
360
366

60

120
180
240
300
321

60

120
180
240



~ ctgcaaatga
ggtcccttga
gtctcctea

<210> 143
<211> 336
<212> DNA
<213> Homo

<400> 143
gatattgtga
atctcctgea
tacctgcaga
tccggggtec
agcagagtgg
titcactttcyg

<210> 144
<211> 357
<212> DNA
<213> Homo

<400> 144
gaggtgcage
tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
aactggggat

<210> 145
<211> 327
<212> DNA
<213> Homo

<400> 145

cagtctgtge
tcttgttety
ccaggaacgg
gaccgattct
tctgaggatg
ggcgcaggga

<210> 146

<211> 345
<212> DNA
<213> Homo:

<400> 146
caggttcage
tcctgcaagg
cctggacaag
gcacagaagg
atggagctga
actcgggact

<210> 147
<211> 348
<212> DNA
<213> Homo

<400> 147
cagcctgtgce
acctgecaccce
gggaagggcc
gaaggcatcc
aagaacatcce
accaacttcg

acagcctgag
aactctacta

sapiens

tgactcagtc
ggtctagtca
agccagggca
¢tgacaggtt
aggctgagga
gcecetgggac

sapiens

tggtggagtc.

cctctggact
ggctogagtg
tgaagggecg
acagcctgag
ttgctitiga

sapiens

tgactcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
tcaagctgac

sapiens

tggtgcagte
cttctggtta
ggcttgagtg
tccagggead
ggagcctgag
actggggcea

sapiens

tgactcagecc
tgagcagcygg
cceggtttgt
ctgatcgctt
dggaagagga
tggtggtatt

agccgaggac
ctacggtatg

tccactetcc
gagcctectyg
gtctccacaa
cagtggcagt
tgttggggrt
caaagtggat

tgggggaggc
cacctttagt
ggtggecaac
attcaccatc
agccgaggac
tatctgyggce

accctcagceg
caacatcgga
cctcatctat
gtctggcacc
tractgtygca
cgtccta

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
atctgacgac
gggaaccctg

actttttgca
ctacagtagt
catgcgagtyg
ctcagttttg
tgagagtgac
cggcggagyy

44
acggctgtgt
gacgtctgag

ctgtccgtca
catagtaatg
ctectgatct
ggatcaggca
tattactgca
atcaaa

ttggtccagc
aacttttgga
ataaagcaag
tccagagaca
acggctgtgt

caagggacaa

tctgggacec
agtadaactg

agtaataatc

tcagectcec
gcatgggatg

gtgaagaagc
agctatggta
atcagcactt
accacagaca
acggccgttt
gtcaccgtct

tcagcctecc
tatgaagtgg
gacactggtg

ggctcaggec

taccactgty
accaagctga

attactgtgc
gccaagggac

cccectggaga
gatacaactt
atttgggttc
cagattttac
tgcaagttct

€1ggggggtc
tgagctgggt
atggaagtga
acgccaagaa
attcctgtac
tggtcaccgt

ccgggcagag
taaactggta
ggcggeccte
tggccatcag
acagcctgaa

ctggggcctc
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctea

tgggagcctc
actggtatca
ggattgtggg
tgaatcggta
gggcagacca
ccgtccta

gagagagact
cacggtcacc

gcecgecctee
tttgaattgg
tcatcgggec
actggaaatc
acaaactceca

cctgagactc
ccgeccagget
gaaatactat
ttcactgtat
gagagagtca
ctcttca

ggtcaccatc
ccagcagttc
aggagtccct
tgggctccayg
ttgggtgttc

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac

gagagggtat

ggtcacactc
gcagagacca
atccaaggygg
tctgaccatce
tggcagtagg

300
360
369

60

120
180
240
300
336

60

120

180

240 -

300
357

60

120

180
240
300
327

60

120
180
240
300
345

50
120
180
240
300
348



<210>
<211>
<212>
<213> Homo

<400> 148

caggtgcagc
acctgcgetg
cCagggaagy
ccgtccctea
aagctgaact
gtccectttg

149
330
DNA
Homo

<400> 149
cagtctgtoc
tcttgttctyg
ccaggaacgg
gaccgattct
tctgaggatg
ttcggeggag

<210> 150
<211> 345
<212> DNA
<213> Homo

<400> 150
caggttcagc
tcctgecaagg
cctggacaag
gcagagaagc
atggaggtga
gttatggacg

<210> 151
<211> 327
<212> DNA
<213> Homo

<400> 151
cagtctgecce
tcctgeactg
cacccaggca
tctactcact
caggctgagg
ggcggaggga

<210> 152
<211> 369
<212> DNA
<213> Homo

<400> 152

gaggtgcagce
tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga
gatttttgga
gtctcttca

<210> 153
<211> 333
<212> DNA

148
348
DNA

<210>
<211>
<212>
<213>

sapiens

tacagcagtg
tctatggtyg
ggctggagtg
agagtcgagt
ctgtgaccgc
actactgyag

sapiens

tgactcagcece

gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ggaccaagct

sapiens

tggtgcagtce
ctictggtta
ggcttgagty
tccagggcag
ggagcctgag
tctggggeca

sapiens

tgactcagcecc
gaaccagcag
aagcceccaa
tctectggctce
acgaggctga
ccaaactgac

sapiens

tggtogagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gtgcttacta

gggcgcagga
gtccttcagt
gattggggaa
caccatatca
cgeggacacy
ccagggaacc

accctcageg
caacatcgga
cctcatectat
gtctggcacc
ttactgtgca
gaccgtecta

tggagctgag
caccrtttecc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgcctecgtyg
tgacgttggt
agtcatgatt
caagtctggc
ttattactgc
cgtccta

tgggggaggce
caccttecagt
ggtctcatec
attcaccatc
agccgaggac
tgatgctttt

45

ctgttgaagc
gcgtactact
atcaatcata
gtagacacgt
gctgtgtatt
ctggtcaccy

tctgggaccc
agtaatactg
agtaataatc
tcagectccec
gtatgggatg

gtgaagaagc
agctatggta
atcagcgcett
accacagaca
acggccgtgt
gtcaccgtct

tctgggtctc
cgttataatt
tatgaggtca
aacacggect
agctcatata

ctggtcaagc
agctatagca
attagtagta
tccagagaca
‘acggctgtgt
gatgtctggy

cttcggagac
ggaactagat
gtggaagaac
ccaagaagca
actgtgcgag
tctcttca

ccgggcagag
taaattggta
agcggecctc
tggccatcag
acagcctgaa

ctggggcctc
tcagcectogogt
acaatggtaa
catccacgad
tttactgtge
cceet

ctggacagtc
ctgtctecty
gtaatcggec
ccctgaccat
caagcagcag

ctggggggtc
tgaactgggt
gtagtagtta
acgccaagaa
atttctgtgc
gccaagggac

cctgteecte
ccgecageec
cgactacaac
gttctccotg
agggcagctc

ggtcaccatc
tcagcaactc
aggggtcect
tgggctccag
togttogoty

agtgaaggtc
gcgacaggcee

‘cacaaactat

cacagcctac
gagaggctac

gatcaccatc
gtaccaacac
ctcaggggtt
ctctgggceic
cgttgtattc

cctgagactc
ccygccagget
catttcctac
ctcactgtat
gagagattac
aatggtcacc

60
120

180

240
300
348

60

120
180
240
300
330

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
360
369



<213> Homo

<400> 153
cagtctgtge
tcetgeactg
cttccaggaa
cctgaccogat
caggctgagg
gtattcggcg

<210> 154
<211> 326
<212> PRT
<213> Homo

<400> 154

Ala ser Thr
1

ser Thr Ser

Phe Pro Glu
35
Gly val His
50
‘Leu Ser Ser
65
Tyr Thr Cys

Thr val Glu

Pro val Ala
115
Thr Leu Met
130
val Sser His
145
val Glu val

ser Thr Phe

Leu Asn Gly
105
Ala Pro Ile
210
Pro Gin val
225
GIn val Ser

Ala val Glu

Thr Pro Pro
275
teu Thr val
290
Ser val Met
305
Ser Leu Ser

<210> 155
<211> 327
<212> PRT
<213> Homo

<400> 155
A}a Ser Thr

Ser Thr Ser

sapiens

tgacgcagec
ggagcagctc
cagcccccaa
tctetggete

atgaggctga

gagggaccaa

sapiens

gcecteagtg
caacatcggg
actcctcatc
caagtctgge
ttattactgce
gctgaccgtc

Lys Gly Pro Ser val

5

Glu ser Thr Ala Ala

20

46

tctggggeec
gcaggttatg
tctggtaaca
acctcagcct
cagtcctatg
cta

Phe Pro Leu

10

Leu Gly Cys
25

Pro val Thr val Ser Trp Ash Ser

Thr Phe Pro Ala val

val val Thr val pro

70

Asn val Asp His Lys

85

Arg Lys Cys Cys val

100

Gly Pro Ser val Phe

120

Ile Ser Arg Thr Pro

135

.Glu Asp Pro Glu val
©. 150
His Asn Ala Lys Thr

165

arg val val Ser val

180

Lys Glu Tyr Lys Cys

200

Glu Lys Thr Ile Ser

215

Tyr Thr Leu Pro Pro
230
Leu Thr Cys Leu Vval

245

Trp Glu Ser Asn Gly

260

Met Leu Asp Ser Asp

280

AsSp Lys Ser Arg Trp

295

His Glu Ala Leu HWis
310
Pro Gly Lys

325

sapiens

Asn His T

Leu Gln ser

sar ser Asn

75

Pro Ser Asn

90

Glu Cys Pro
105

Lel Phe Pro
Glu val Thr

GIn Phe Asn

155

Lys Pro Arg

170

Leu Thr val
185

Lys val Ser
Lys Thr Lys

Ser Arg Glu

235

Lys Gly Phe

250

Gln Pro Giu
265
Gly Ser Phe

GIn Gin Gly

yr
315

Lys G;y Pro Ser val Phe Pro Leu

10

Glu Ser Thr Ala Ala Leu Gly Cys

cagdgcagag ggtcaccatc 60

atgtacactg gtaccagcag 120
gcaatcggec ctcaggggte 180
ccectggccat cactgggete 240
acagcagcct gagtggtteg ggg

Ala Pro Cys Ser Arg
15
Leu val Lys Asp Tyr

Gly Ala Leu Thr Ser

égr Gly Leu Tyr Ser

Phe Gly Thr GIn Tgr
8

Thr Lys val Asp Lys

Pro Cys Pro Ala Pro
110 ’
Pro Lys Pro Lys As
125 Y P
Cys val val val Asp
140
Trp Tyr val Asp Gly
160
Glu Glu Gln Phe Asn
175
val His Gln Asp Trp
190
Asn Lys Gly Leu Pro
205
Gly GIn Pro Arg Glu
220
Glu Met Thr Lys Asn
240
Tyr Pro Ser Asp Ile
255
AsSn Asn Tyr Lys Thr
H 270
Phe Leu Tyr Ser Lys
285 Y
Asn val Phe Ser Cys
300
Thr Gin Lys Ser Leu
320

Ala Pro Cys Ser Arg
15
Leu val Lys Asp Tyr



Phe
Gly
Leu
65

Tyr
Arg
Glu
Asp
Asp
145
Gly
Asn
Trp
Pro
Glu
225
Ash
Ile
Thr
Arg
Cys

305
Leu

<21G>
<211>
<212>
. <213>

<400>

GIn
1
Glu
Tyr
Lys
Tyr
65
His

Lys

<210>
<211>
<212>
<213>

<400>

Pro

val
50
Saerp

Thr

val
Phe
Thr
130
val
val
Ser
Leu
ser
210
Pro
Gln
Ala
Thr
l.eu
290
ser

ser

Pro
Leu
Pro
Ala
50

Ala
Arg

Thr

Glu
35

His
Ser
Cys
Glu
Leu
115
Leu
Ser
Glu
Thr
Asn
195
Ser
GlIn
val
val
Pro
275
Thr
val

Leu

156
105
PRT
Homo sapiens

156

Lys
Gln
Gly
35

Gly
Ala
Ser

val

157
106
PRT
Homo sapiens

157

20
Pro

Thr
val
Asnh
Ser
100
Gly
Met
Gln
val
Tyr
180
Gly
ile
val
Ser
Glu
260
Pro
val
Met

Ser

val
Phe
val
val
85

LYs
Gly
Ile
Glu
His
165
Arg
Lys
Glu
Tyr
Leu
245
Trp
val
Asp
His

Leu

. 325

Ala
Ala
20

Ala
val
ser
Tyr

Ala
100

Ala
5
Asn
val
Glu
ser
Ser

85
Pro

Thr
Pro
Thr
70

Asp
Tyr
Pro
ser
Asp
150
Asn
val
Glu
LYS
Thr
230
Thr
Glu
Leu
Lys
Glu

310
Gly

Pro
Lys
Thr
Thr
Tyr
70

Cys

Thr

val
Ala
val
His
Gly
ser
Arg
135
Pro
Ala
val
Tyr
Thr
215
l.eu
Cys
ser
ASp
Ser
295
Ala

Lys

Ser
Ala
val
Thr

55
Leu

Gln

Glu

Ser
val
Pro
Lys
Pro
val
120
Thr
Glu
Lys
Ser
Lys
200
Ile
Pro
lLeu
AsSn
Ser
280
Arg

Leu

val
thr
Ala
40

Thr
Ser
val

Cys

25
Trp

Leu
ser
PID
Pro
105
Phe
Pro
val

Thr
val

185
Cys
Ser
Pro
val

Gly
265
Asp
Trp

His

Thr
Leu
25

Trp
Pro
Leu

Thr

ser
105

47

ASh
Gln
Ser
Ser
90

Cys
Leu
GTu -
Gln
Lys
170
Leu
LysS
LysS

Ser

Lys

250
Gin

Gly

Gln

Asn

Leu
val
Lys
ser
Thr

His
90

ser
Ser
Ser
75

Asn
Pro
Phe
va'l
Phe
155
Pro
Thr
val
Ala
Gln
235
Gly
Pro
Ser
Glu

His
315

Phe
Cys
Ala
Lys
Pro

Glu

Gly

ser
60
Leu

Thr

Ser
Pro
Thr
140
Asn
Arg
val
ser
4
Glu
Phe
Glu
Phe
Gly

300
Tyr

Pro
Leu
AsD
GIn
60

Glu

Gly

Ala
Gly

-GTy

Lys
Cys
Pro
125
Cys.
Trp
Glu
Leu
Asn
205
Gly
Glu
Tyr
Asn

Phe
285

Asn,

Thr

Pro
ile
sep
45

Ser
Gin

Ser

30

Leu
Leuy
Thr
val
Pro
110
Lys
val

Tyr

Glu

His
190
Lys
Gln
Met
Pro
AsSh
270
Leu
vall

Gln

Ser

Ser
30

Ser

Ash
Trp
Thr

Thr
Tyr
Lys
ASp
Ala
Pro
val
val
2
Gin
Gly
Pro
Thr
ser
255
Tyr
Tyr
Phe

Lys

Ser
15

Asp
Pro
Asn
Lys

val
a5

Ser
ser
Thr
80

Lys
Pro
Lys

vai

(AsSp

160
Phe

Asp
Leu
Arg
740
Asp
Lys
Ser

Ser

‘Ser

320

Glu
Phe
val
Lys
Ser

80
Glu



Thr
1
Leu
Pro
Gly
Tyr
65
His

val

val
LYsS
Arg

Asn
50

Ser

Lys
Thr

<210> 1

<211>
<212>
-<213>

<400> 1
Thr Gly Thr ser Sgr
1

<210> 1

<211>
<212>
<213>

<400>

Ala Ala
Ser Gly
20
Glu Ala
35
Ser G1n
Leu ser
val Tyr
Lys Ser
100

58

14
PRT )
Homo sapiens

58

4

59

14
PRT ]
Homo sapiens

159

Pro
Thr
Lys
Glu
ser
Ala

Phe

Thr GTy Thr Asn Ser
1 5

<210> 1

<211~

<212> P

<213>

<400> 1
Tgr Gly Thr Ser Sgr

<210>
<211>
<212>
<213>

<400>

60

14

RT

60

161
14

PRT .
Homo sapiens

i6l

Homo sapiens

Thr ¢ly Thr Ser Ser
1 5

<210>

<211> 7

<212>
<213>

<400>

162

PRT .
Homo sapiens

162

Glu val Ser Asnh Arg
1 5

<210> 163
<211> 7
<212> PRT

ser
Ala
val
Ser
Thr
70

Cys

Asn

AsSD

Asp

Asp

ASp

Pro

val
Ser
Gln
val
55

Leu
Glu

Arg

val

val

val

val

Ser

Phe
val
Trp
40

Thr
Thr
val

Gly

Gly

Gly

Gly

Gly

Ile
val
25

Lys
Glu
Leu
Thr

Glu

105

Gly

Gly

Ala

Arg

Phe
10

cys.

val
GIn
ser
His

90
Cys

Tyr
10

Tyr

Tyr
10

Tyr

10

48
Pro

Leu
Asp
Asp
LYsS
Gln

Asn

Asn

Asnh

Asn

Pro
Leu
Asn
Ser
Ala
Gly

Ser

Ser

ser

ser

ser
Asn
Ala
45

LyS
Asp

Ley

val

val

val

val

ASp
Asnh
30

Leu

ASp

Tyr

Ser

ser

Ser

Ser

sar

GTu GIn
15

Phe Tyr
GTn sar
ser Thr
Glu Lys
© 80

ser Pro
95

e,
('\
/

>



<213> Homo sapiens

<400> 163
Glu val Thr Asn Agg Pro ser
1

<210> 164

<211> 9

<212> PRT

<213> Homo sapiens

<400> 164
Ser Ser Tyr Thr Ser Thr Ser Met val
1 5

<210> 165

<211> 9

<212> PRT

<213> Homo sapiens

) <400> 165

Asn Ser Tyr Thr Sgr Thr ser Mmet val
1

<210> 166

<211> 9

<212> PRT .
<213> Homo sapiens

<400 166
Sir ser Tyr Thr Sgr Thr Asn Met val

<210> 167

<211> 9

<212> PRT

<213> Homo sapiens

<400> 167
ser ser Tyr Thr Sgr Ser Ser val val
1

<210> 168
<211> 10
<212> PRT
<213> Hamo sapiens

<400> 168
Gly Tyr Pro Leu T?r Ser Tyr Gly Ile igr

<210> 169

<211> 10

<212> PRT

<213> Homo sapiens.

<400> 169
Gly Tyr Ser Leu T?r Ser Tyr Gly Ile Ser
1 10

<210> 170
<211> 10



50
<212> PRT .
<213> Homo sapiens

<400> 170
Géy Tyr Ala Leu T?r ser Tyr Gly Ile ggr

<210> 171
<211l> 10
<212> PRT
<213> Homo sapiens

<400> 171
G}y Tyr Thr Leu T?r Ser Tyr Gly Ile ser
10

<210> 172

<211> 10

<212> PRT .
<213> Homo sapiens

Y
<400> 172 .
‘Gly Tyr Ser pPhe T?r Ser Tyr Gly Ile igr

<210> 173

<211> 10

<212> PRT .
<213> Homo sapiens

<400> 173 R
Gly Tyr Thr Phe Pgo ser Tyr Gly Ile igr

<210> 174

<211> 17

<212> PRT )
<213> Homo sapiens

<400> 174 o
Tgp Ile ser ala Tgr Asn Gly Asn Thr ign Tyr Ala Gln Lys val Gin
15

Gly

"<210> 175

<211> 17

<212> PRT .
<213> Homo sapiens

<400> 175 :

Trp val Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala Gin Lys Leu Gln
% , 5 10 15

Gly

<210> 176

<21i> 17

<212> PRT .
<213> Homo sapiens

<400> 176
Trp Ile Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys val Glin



51 :
1 5 10 15
Gly

<210> 177
<211> 17
<212> PRT
<213> Homo sapiens

<400> 177
T;p Ile ser val Tyr Asn Gly Asn Thr Asn Tyr Ala GIn Lys val Gln
5 10 15

Gly

<210> 178

<21l> 17

<212> PRT .
<213> Homo sapiens

) <400> 178

Trp val Ser Ala Tyr Ash Gly Asn Thr Asn Tyr Ala GIn Lys Phe Gln
% 5 10 15
Gly

<210> 179

<211> 17

<212> PRT

<213> Homo sapiens

<400> 179

'Tgp Ile Ser Ala T¥r Asn Gly Asn Thr Agn Tyr Ala Glu Lys Leu Gln
' 1 15

Gly

<210> 180

<211> 6

<212> PRT i
<213> Homo sapiens

<400> 180
G}y Tyr Gly Met Agp val

<210> 181

<211> 6

<212> PRT

<213> Homo sapiens

<400> 181
Gly Tyr val Met Agp val

<210> 182

<211> 13

<212> PRT .
<213> Homo sapiens

<400> 182
Sser Gly Ser Ser Sgr Asn Ile Gly Asn Asn Phe val Ser
1



<210> 183
<211> 7

<212> PRT

<213> Homo sapiens

<400> 183
Aip Tyr Asn Lys Agg

<210> 184
<211> 7
<212> PRT
<213> Homo sapiens

<400> 184
Aip Ser Ash Lys Agg

<210> 185
<211> 11
<212> PRT
<213> Homo sapiens

<400> 185
Gly Thr Trp Asp Sgr
1

<210> 186
<211> 11
<212> PRT
<213> Homo sapiens

<400> 186
G}y Thr Trp Asp S?r

<210> 187

<211> 11

<212> PRT )
<213> Homo sapiens

<400> 187
G}y Thr Trp Asp Sgr

<210> 188

<211> 10

<212> PRT

<213> Homo sapiens

<400> 188
Gly Phe Thr Phe Sgr
1

<210> 189
<211> 10
<212> PRT
<213> Homo sapiens

<400> 189
Gly Phe Thr Phe Asn

Pro

Pro

Ser

ser

Ser

Ser

sSar

52

Ser

Ser

Leu Ser Gly Tyr val
10

Leu Ser Ala Tyr val
10

Leu Ser Ser Tyr val
10

Phe Gly Met His
10

Phe Gly Metr His



((:' -~
et

53
1 5 10

<210>- 190

<211> 10

<212> PRT

<213> Homo sapiens

<400> 190 )
Gly phe Thr phe Arg Ser Tyr Gly Met TBS
1 5

<210> 191

<211> 17

<212> PRT

<213> Homo sapiens

<400> 191
L%u Ile Trp Asn Agp Gly Ser Asn Lys zgr Tyr Ala Asp Ser X§1 Lys

Gly

<210> 192

<211 17

<212> PRT
<213> Homo sapiens -

<400> 192
Liu Ile Trp ser Agp Gly Ser Asp Glu I%r Tyr Ala Asp Ser Xg? Lys

Gly

<210> 193

<211> 17

<212> PRT

<213> Homo sapiens

<400> 193
L%u Ile Trp ser A§P Gly ser Asp Lys ;%f Tyr Ala Asp Ser X?T Lys

j Gly

<210> 194

<211> 17

<21?2> PRT

<213> Homo sapiens

<400> 194 )
L%u Ile Trp His Aép Gly Ser Asn Thr {%r Tyr val Asp ser Xg1-Lys

Gly

<210> 195

<211> 13

<212> PRT

<213> Homo sapiens

<400> 195
A}a Ile Ala Ala Lgu TYr Tyr Tyr Tyr géy Met Asp val



<210> 196

<211> 13

<212> PRT

<213> Homo sapiens

<400> 196
Gly Ile Ala val Aga

<210> 197

<211> 13

<212> PRT

<213> Homo sapiens

<400> 197
sir Gly Ser ser Sgr

<210> 198

<211> 13

<212> PRT

<213> Homo sapiens

<400> 198

ser Gly Ser Ser Ser
i 5

<210> 199

<211> 7

<212> PRT

<213> Homo sapiens

<400> 199
Sir AsSn Ash Arg Agg

<210> 200

211> 7

<212> PRT

<213> Homo sapiens

<400> 200
A{g Asn Asn Gin Agg

<210> 201
<211> 10
<212> PRT
<213> Homo sapiens

<400> 201
Ala Ala Trp Asp Agp
i3

«<210> 202
<211> 10
<212> PRT
<213> Homo sapiens

<400> 202
Gy Phe Thr Phe Ser

Tyr

Asn

ASn

Pro

Pro

Ser

Arg

54

Tyr Tyr Tyr géy'Met Asp val

Iie Gly ser ?Sn Thr val Asn

Ile Gly Ser i%s Thr val Asn

Ser

Leu

Leu Asn Trp val

10

Tyr Trp Met Ser



55

<210> 203

<211> 10

<212> PRT

<213> Homo sapiens

<400> 203
61y Leu Thr: Phe s§r Asn Phe Trp Met ggr

<210> 204

<211> 10

<212> PRT

<213> Homo sapiens

<40C> 204
Gly Phe Thr Phe s§r'5er Tyr Trp Met igr

" <2105 205

<211> 17
<212> PRT
<213> Homo sapiens

<400> 205

Asn Ile Lys His Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
% 5 10 15

Gly

- <210> 206

O

<211> 17

" <212> PRT

<213> Homo sapiens

<400> 206

Asn Ile Lys GIn Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
% ‘ 5 10 15

Gly

<210> 207

<211> 10

<212> PRT

<213> Homo sapiens

<400> 207
G1u Ser Ash Trp Gly Phe Ala Phe Asp val
1 5 10

<210> 208

<211> 10

<212> PRT

<213> Homo sapiens

<400> 208
Glu Ser Asn Trp Gly Phe Ala Phe Asp Ile
1 5 10

<210> 209
<211> 11



<212> PRT
<213> Homo sapiens

<400> 209
A;g Ala ser Gln Ser
: 5

<210> 210
<«211> 11
<212> PRT
<213> Homo sapiens

<400> 210
A£g Ala Ser Gln Ser
5

<210> 211

<211> 7

<212> PRT

<213> Homo sapiens

<400> 211
Ala Ala Ser ser Lgu

<210> 212

<211> 7

<212> PRT

<213> Homo sapiens

<400> 212

Ala Ala Ala Ser Leu
1 5
<210> 213

<211> 9

<212> PRT

<213> Homo sapiens

<400> 213
61n Gln ser Tyr Sgr

<210> -214
<211> 9

<212> PRT

<213> Homo sapiens

<400> 214
GIn GIn Ser Tyr Ser
i 5

<210> 215

<211> 10

<212> PRT

<213> Homo sapiens

<400> 215
Gly Phe Thr Phe Sgr

<210> 216

Ile ser

Ile ser

GIn Ser

Gln Ser

sSer Pro

Ala Pro

Ser Tyr

56

ser Tyr Leu Asn
10

ITe Tyr Leu Asn
10

Ite Thr

ITe Thr

Ala Met Asn
10

"
\_/;



57
<211> 17
<212> PRT
<213> Homo sapiens

<400>. 216
Tgr Ile ser Gly Sgr Gly Asp Asn Thr Igr Tyr Ala Asp Ser val Lys
‘ 15

Gly

<210> 217

<211> 17

<212> PRT

<213> Homc sapiens

<400> 217
T[ir Ile Ser Gly s§r Gly Gly Asn Thr 'jl:%l" Tyr Ala Asp Ser val Lys
15

Gly

<210> 218
211> 12
<212> PRT
<213> Homo sapiens

<400> 218
Lys pPhe val Leu Mgt val Tyr Ala Met igu Asp Tyr
1

<210> 219

<211> il

<212> PRT .
<213> Homo sapiens

<400> 219

Arg Ala Ser GIn Arg Ile Ser Asn Tyr Leu Ser
1 5 10

<210> 220

. <211> 16

i <212> PRT .
<213> Homo sapiens

<400> 220
Arg Ser Ser Gln Sgr Leu Leu His Ser ﬁgn Gly Tyr Asn Phe Leu Asn
1 15

<210> 221

<211> i4

<212> PRT .
<213> Homo sapiens

<400> 221 ‘ : '
TEP Gly Thr Ser Sgr Asp val Gly Asn I%r Asn Leu val Ser

<210> 222
<211> 14
<212> PRT
<213> Homo sapiens

<400> 222



Thr Gly Ser Ser Ser
1 ' 5

<210>
<211>
<212>
<213>

<400>

Thr Gly Ser Ser ser
1 5

<210>
<211>
<212>
<213>

<400>

Sgr Gly Ser Asn Ser
' 5

<210>
<z211>

223
14
PRT
Homo sapiens

223

224

13

PRT

Homo sapiens

224

225
11

<212> PRT

<213>
<400>

Ser Gly Asp Lys Leu
1 . RS-

<210>
<2115
<212>
<213>

<400>
1
<210>
<211>
<212>
<213>
<400>
1
<210>
<211>
<212>
<213>

<400>

Glu val Ser Lys Arg
1 5

<210>
<211>
<212>
<213>

Homo sapiens
225

226
12
PRT
Homo sapiens

226

Thr Leu Ser Ser Gly
5

227
7
- PRT
Homo sapiens

227

Leu Gly Ser His Agg

228

7

PRT

Homo sapiens

228

229

7

PRT .
Homo sapiens

58

“Ile Gly Ala géy'Tyr Asp val His

ITe Gly Ala Egs Tyr Asp val His

Ile Gly Asn ﬁsn-Tyr val ser

Asp Lys Tyr Ala Cys
10

Ser Ser Tyr géu val Asp

Ser

Ser

()
)



J

<400>

<210>
<211>
<212>
<213>

<400>

229
Gly Asn Ser Asnh Arg
1 ' 5
230
7
PRT .
Homo sapiens

Gly Asn Thr Tyr Arg
1 : 5

<210>
<211
<212
<213>

<400

<210>

230

231

7

PRT

Homo sapiens

231

] Sir Asn Asn GIn Agg

232

<211> 7

<212
<213»

<400>

Asp Asn Asn Lys Arg
1 ' 3

<210>
<211>
<212>
<213>

<400>

GIn Asn Thr Lys Trp
1 5

<210>
<211>
<212>

<213>

<400>

V§1 Asp Thr Gly Ggy

<210
<211>
<212>
<213>

<400>

PRT .
Homo sapiens

232

233

7

PRT )
Home sapiens

233

234

7

PRT .
Homo sapiens

234

235

9

PRT .
Homo sapiens

235

Pro

Pro

Pro

Pro

Pro

Ile

G}n GIn Ser Tyr Sgr Thr

<210>
<211>
<212>
<213>

236

9

PRT

Homo sapiens

Ser

ser

ser

Ser

Leu

val

Pro Leu Xle

59



<400> 236 ,
Met GIn val Leu Gln
1 5

<210=> 237
<21l> 10
<212> PRT
<213> Home sapiens

<4Q0> 237 .
C{s Ser Tyr Ala G;y

<210> 238
<211> 11
<212> PRT
<213> Homo sapiens

<400> 238
Gln Ser Tyr Asp Sgr

<210> 239

<211> 11

<212> PRT

<213> Homo sapiens

<400> 239

GIn Ser Tyr Asp Asn
1 5

<210> 240
<211> 11
<212> PRT
<213> Homo sapiens

<400> 240
Ala val Trp AspnAgp
1

<210> 241

<211> 11

<212> PRT .
<213> Homo sapiens

<400> 241
Gly Thr Trp Asp s§r
1

<210> 242

<211> 9

<212> PRT

<213> Homo sapiens

<4005 242
GIn Ala Trp Asp Ser
1. 5

<210> 243
<211> 18
<212> PRT

Thr

Ser

ser

ser

Ser

Ser

Ser

Pro

Ser

Leu

Ley

Leu

t.eu

Thr

60

Phe Thr
Thr Leu val

10

ser Gly Ser val
: 10

ser Gly val val
10

Asn Gly Irp va'l

ser Ala val val
10

val val

i



<213> Homo sapiens

<400> 243

Ser Asp Tyr His Cys Gly Ala Asp His Gly Ser Gly Thr Asn Phe val
1 5 10 15

val val

<210> 244

<211> 10
<212> PRT
<213> Homo sapiens

<400> 244
G}y Tyr Thr pPhe T?r

<210> 245
<211> 10
<212> PRT

} <213> Homo sapiens

<400> 245
Gly phe Thr phe Sgr

<210> 246

<211> 10

<212> PRT

<213> Homo sapiens

<400> 246
G}y phe Thr Phe sgr

<210> 247
<211> 10
<212> PRT
<213> Homo sapiens

<400> 247
Gly phe Thr Phe Sgr
1 ‘

<210> 248

<211> 12

<212> PRT

<213> Homo sapiens

<400> 248
Giy Gly Ser Ile Sgr

<210> 249

<211> 12

<212> PRT

<213> Homo sapiens

<400> 249
Gly Gly Ser Ile Sgr
i

Ser Tyr

ser Tyr

ser Tyr

ser Tyr

ServG1y

Ser Ser

Gly Ile

Ala Met

Gly Met

Ser Met

Gly Tyr

Asp Tyr

ol

ser
10

ser
10

His
10

Ash
10

Tyr Trp Ser
10

Tyr Trp Sser
10



<210> 250
<211> 10

<212> PRT

<213> Homo sapiens

<400> 250
Gly Gly Ser Phe Sgr
1

<210>
<211>
<212>
<213> Homo sapiens

<400> 251
Gly Asp ser val Sgr
1

251
12
PRT

<210> 252
<?211> 17
<212> PRT
<213> Homo sapiens

<400> 252
Trp Ile Ser Thr Tgr
1

Gly

<210>
<Z211>
<212>
<213> Homo sapiens

<400> 253

Thr Ile Ser Gly ser
1 . 5
Gly

253
i7
PRT

<210>
<211>
<212>
<213> Homo sapiens

<400> 254
val Ile Trp Tyr Agp
1

254
17
PRT

Gly
<210> 255
<211> 17

<212> PRT
<213> Homo sapiens

<400> 255
Ile Ile Trp Tyr Agp
1 .

ey

<210> 256

Ala

Ser

Asn

Gly

Gly

Gly

Tyr Tyr

Ash Ser

Gly Asn

Gly Arg

Ser Asp

Ser Asn

62

Trp

Ala

Thr

Thr

Lys

Lys

Asn
10

Ala Trp Asnh

10

Asn Tyr Ala Gln Lys
10

Tyr Tyr Ala Asp Ser
10

Tyr Tyr Ala Asp Ser
10

Tyr Tyr Ala Asp Ser
10

val
15

val
15

val
15

val
15

Gln

Lys

Lys

Lys



63
<211> 17
<212> PRT
<213> Homo sapiens

<400> 256
Sir I1é ser ser Sgr ser Ser Tyr Ile ggr Tyr Ala Asp Ser gg] Lys

Gly

<210> 257
<211> 16
<212> PRT
<213> Homo sapiens

<400 257
T{r ITe Tyr Asn Sgr Gly Ser Thr Tyr I%r Asn Pro Ser Leu Lys Ser
15

<210> 258

<211> 16

<212> PRT

<213> Homo sapiens

<400> 258

'T{r Ile Tyr Tyr 5§r Gly ser Thy Tyr 15r Asn Pro Ser Leu Lys Ser

15

<210> 259
<211> 16
<212> PRT
<213> Homo sapiens

<400> 259
G1u Ile Asn His Sgr G1y Arg Thr Asp {gr Asn Pro Ser Leu Egs Ser

<210> 260
<211> 18
<212> PRT

~~ <213> Homo sapiens

<400> 260 ,
Aig Thr Tyr Tyr Agg Ser Lys Trp Tyr &%s Asn Tyr Ser val ser val

Lys ser

<210> 261

<211> 6

<212> PRT

<213> Homo sapiens

<400> 261
Gly Tyr Thr Arg Agp Tyr

<210> 262

<2131> 8

<212> PRT

<213> Homo sapiens

<400> 262



Glu val Gly ser Pro
1 5

<210> 263

<211> 14

<212> PRT _
<213> Home sapiens

<400> 263
Glu Thr Gly Pro Lgu

<210> 264

<211> 13

<212> PRT .
<213> Homo sapiens

<400> 264

Arg Gly Gly Leu Ala
1 S5

<210> 265

<21l> 14

<212> PRT .
<213> Homo sapiens

<400> 265
Asp Tyr Asp Phe Tgp
1

<210> 266

<211> 11

<212> PRT .
<213> Homo sapiens

<400> 266
G}u Asp Thr Ala Mgt

<210> 267

<211> 12

<212> PRT .
<213> Homo sapiens

<400> 267
Gly Gly val Thr T?r

<210> 268

<211> 8

<212> PRT )
<213> Homo sapiens

<400> 268
Gly GIn Leu val Pgo
1

<210> 269

<211l> 9

<212> PRT X
<213> Homo sapiens

Phe

Lys

Ala

Ser

val

Tyr

Phe

Asp

Leu

Arg

Ala

Pro

Tyr

Asp

64
Tyr

Tyr Tyr Igr Gly met Asp val

Pro Gly Egy Met Asp val

Tyr Tyr igp Ala phe Asp val

Tyr Phe Asp Tyr
10 '

Tyr Ala Met Asp val
10

Tyr

- A/

£
L~,‘_ - ;‘



()

()

<400> 269

G}y Gly pro Thr Ala

<210>
<211>
<212>
<213>

<400>

Gin
1
ser
Asn
Met
ser
65
Gln

Ser

<210>
<211>
<212>
<213>

<400>

GIn
1
Ser
Asn
Met
Ser
65
Gln

AsSn

<210>
<211>
<212>
<213>

<400>

GIn
1
Arg

Thr
Ile
Gly

65
ser

ASN

sSer
Ile
sSer
Ite
50

Gly
Ala

Met

ser
Ile
ser
Ile
50

Gly

Ala

Met

ser
val
val
Tyr

50
Ser

Gy

Trp

270
109
PRT
Homo sapiens

270

Ala
Thr
val
35
TYr
ser
Glu

val

271
109
PRT .
Homo sapiens

271

ala
Thr
val
35 -
TYIr
ser
Glu

val

272
109
PRT L
Homo sapiens

272

val
Thr
Asn
35

ser
Lys
ASp

val

Leu
Ile
20

ser
Glu
Lys
Asp
Phe
100

Leu

Ile

20
Ser

Glu
LyS
Asp

Phé
100

Leu
Ile
20

Trp
Asn
Ser
Glu

Phe
100

5

Thr
5
Ser
Trp
val
Ser
Glu

B5
Gly

Thr
5
Ser
Trp
val
Ser
Glu

85
Gly

Thr
5
Ser
Tyr
Asn
Gly
Ala
85
Gly

Ala

Glin
Cys
Tyr
sar
Gly
Ala
Gly

Gln
Cys
Tyr
Ser
Gly
Ala

Gly

Gin
Cys
Gln
Arg
Thr
70

Asp

Gly

Phe

Pro

Thr
Gln
ASnN
55

ASn
Asp

Gly

Pro
Thr
GIn
ASn
55

AsSn
ASp

Gly

Pro

ser

Gln

Arg
55

ser
TYr

Gly

Asp

Ala
Gly
Gln
40

Arg
Thr
Tyr
Thr

Ala
Gly
Gln
410

Arg
Thr
Tyr
Thr

Pro
Gly
Leu
40

Pro
Ala
Tyr
Thr

Tyr

Ser
Thr
25

His
Pro
Ala
Tyr

Lys
105

Ser
Thr
25

His
Pro
Ala
Tyr

Lys
105

ser
Ser
25

Pro
Ser
Ser
Cys

Lys
105

val
10

Ser
Pro
Ser
Ser
Cys

90
Leu

val
10

ser
Pro
Ser
sar
cys

%0
Leu

Ala
10

ser
G1y
Gly
Leu
Ala

90
Leu

65

Ser

Ser

Giy

Gly
Leu
75

Asn

Thr

-Phe

ser
Gly
Gly
Leu
75

ser

Thr

ser
ser
Thr
val
Ala
Ala
Thr

Gly
Asp
LysS
val
60

Thr
Ser

val

Gly
Asp
Lys
val

Thr

Ser

val

Gly
Asn
Ala
Pro
Ile
Trp
val

Ser
val
Ala
Phe
Ile
Tyr

Leu

Ser
val
Ala
45

ser
ITe
Tyr

Leu

Pro
Ile
Pro
45

Asp
Ser
ASp

Leu

Pro
Gly
30

Pro
Asn
ser

Thr

Pro
Gly
30

Pro
Asn
Ser

Thr

Pro
Gly
30

Lys
Arg
Gly

ASD

Gly
15

Gly
Lys
Arg
Gly

ser
95

Gly
Ala
Lys
Arg
Gly

ser
95

Gly
15

ser
Leu
pPhe
Ley

ser
g5

Gin
Tyr
Leu
Phe
Leu

Thr

GlIn
Tyr
Arg
Phe
Leu

80
Thr

Gln
Ash
Leu
Ser
Gln

80
Leu



<210> 273
<211> 109
<212> PRT

<213> Homo sapiens

<400> 273
GIn Ser val
1

Arg val

Thr val Asn

35
Ile Tyr Ser
Gly Ser Lys
Ser Glu Asp

Ash Trp val

<210> 274
<211> 106
<212> PRT

The

Leu Tgr
Ile Phe
20

Trp Tyr

Asn Asn
ser Gly
Glu Ala

85

Phe Gly
100

<213> Homo sapiens

<400> 274
Sgr Tyr Glu
Thr Ala ser

Ccys Trp Tyr
35

Gln Asp Ser
. 50 ,

Asn Ser Gly

65

Asp Glu Ala

phe Gly Gly

210> 275
11> 106
<212> PRT

Leu Tgr
Ile Thr
20

GIn Gin
Lys Arg
Asn Thr
Asp Tyr

- 85

Gly Thr
100

<213> Homo sapiens

<400> 275
S%r Tyr Glu
Thr Ala Arg

Cys Trp ;gr
GIn Asn Thr
50
Lys Ser Gly

65
Asp Glu Ala

Phe Gly Gly

<210> 276

Ley T?r
Tle Thr
20

GIn Gln
Lys Trp
Asn Thr
Asp Tyr

85

Gly Thr
100

Gin Pro

Cys Ser
Gin GIn

Arg Arg

55
Thr Ser
70

Asp Tyr
Gly Gly

GIn Pro

Cys ser

LyYsS Pro

Pro Ser
55

Ata Thr

70

Tyr Cys

Lys Leu

Gln Pro
Cys Ser

Lys Pro
Pro Leu

55
val Thr
70

Tyr Cys

Lys Leu

Pro
Gly
Leu
40

Pro
Ala
Tyr
Thr

Pro
Gly
Gly
Gly
Leu
Gln
Thr

Pro
Gly
Gly
Gly
Leu
Gln

Thr

ser
Ser
25

Pro
ser
Ser
Cys

Lys
105

ser
Asp
Gln
Tle
Thr
Ala

val
105

ser
ASD
Gln
Ile
Thr
Ala
val

105

Ala
10

ser
Gly
Gly
Leu
Ala

90
Leu

val
10

Lys
Ser
Pro
Tle
Trp

80
Leu

val

-10

Lys
Ser
Pro
Ile
Trp

90
Leu

66

Ser
Ser
Thr
va'l
Ala
75

Ala

Thr

ser Vi

Leu
Pro
Glu
Ser

75
Asp

ser
Leu
Pro
Giu
Ser

75
ASp

Gly Pro
Asn Ile
Ala Pro
45

Pro Asp
60

Ile Ser
Trp Asp

val Leu

Ser ser

val ser
Gly Asp

val Leu
45

Arg Phe

60

Gly Thr

Ser Ser

Pro
Gly
30

Lys
Arg
Gly

Asp

Pro
Lys
val
Ser
Gln
Thr

Pro
Lys
val
Ser
Gln
Thr

Gly
15

Ser
Leu
Phe
Leu

Ser
95

Gly
15

Tyr
Ile
Gly
Ala

val
95

Gly
15

Tyr
ile
Gly
Ala

val
95

Gln
Asn
Leu
ser
GIn

80
Leu

GIn
Ala
Tyr
Ser
Met
val

Gln
Ala
Tyr
Ser
Met

val



&

R

<211> 107
<212> PRT .
<213> Homo sapiens

<400> 276

ser Tyr
1

Thr Ala

Cys Trp

Gin Asp

50

Asn Ser
65

Asp Glu

val Phe

Glu
Ser
Tyr
35

ser
Gly
Ala
Gly

<210> 277
<211> 107
<212> PRT
<213> Homo sapiens

<400> 277

Ser Tyr
1
Thr Ala

Cys Trp

Gln Asp
50

Asn Ser

65

Asp Glu

val pPhe

<210> 27

Glu
Ser
Tyr
35

Thr
Gly
Ala

Gly

8

<211> 120
<212> PRT .
<213> Homo sapiens

<400> 27
G}n val

Thr Leu
Tyr Trp
Gly Tyr
50
ser Arg
65
Lys Leu
Arg Gly

Gly Thr

<210> 27
<211> 12

8
Glin

Ser
Ser
35

Tle
val
Ser
Ser
Leu
115

9

l.eu
Ile
20

Gln
LYS
Asn
ASP

Gly
100

Leu

Ile

20

GIn
Lys
Asn
Asp

Gly
100

Leu
Leu
20

Trp
Tyr
Thr
Ser
Tyr

100
val

Thr
5
“Thr
Gln
Arg
Thr
Tyr

85
Gly

Ile
5
Thr
Arg
Arg
Thr
Tyr
85
Gly

Gln
5
Thr
Ile
Tyr
Ile
val
85
‘Ser

Thr

Gln
Cys
LyS
Pro
Ala
70

Tyr
Thr

Gin
Cys

‘Lys

Pro
Ala
70

Tyr

Thr

Glu
Cys
Arg
Ser
Ser
70

Thr
Ser

val

Pro
Ser
Pro
ser
Thr
Cys
Lys

Pro
Sear
Pro
Ser
55

Thr
Cys
Lys

‘Ser

Thr
Gln
Gly
val
Ala
Gly

Ser

Pro
Gly
Gly
Gly
Leu
Glin

Leu

Pro
Gly
Gly
Gly
Leu
Gin

Leu

Gly
val
Pro
40

Ser
Asp
Ala
Trp

ser
120

Ser
ASp
25

Gln
Ile
Thr
Ala

Thr
105

Ser
Asp
Gln
Ile
thr
Ala

Thr
105

Pro
ser
25

Pro
Thr
Thr
Asp

Phe
105

val
16

Lys
Ser
Pro
ile
Trp

val

val
10
Lys

Ser

Pro
Ile
Trp

val

Gly
Gly
Gly
Asn

Ser

Thr

Glu

67

Ser
Leu
Pro
Glu
Ser
75

Asp

L.eu

Ser
Leu
Pto
Glu
Ser
75

Asp

Leu

Leu
Gly
Lys
Tyr
Lys
75

Ala

Phe

val
Gly
val
Arg
Gly

Ser

val
Gly
Ile
Arg
Gly

Ser

val
Ser
Gly
Ash
60

Asnh
val

Asp

Ser
Asp
Leu
45

Phe
Thr

Ser

Ser
Asp
Leu
Phe
Thr

Ser

Lys
Ile
Leu
45

Pro
Glin
Tyr

Tyr

Pro

Lys
val
Ser
Gln
Thr

Pro
LysS
val

.Ser

Gin
Thr

Pro
Ser
Glu
Ser
Phe
Tyr

Trp
110

s
Tyr
Ile
Gly
Ala

Ala
95

Gly
15

Tyr
Ile
Gly
Ala

Ala
a5

Ser
15

Thr
Trp
Leu
sSer
Cys
Gly

Gln
Ala
Tyr
Ser
Met

80
val

Gln
Ala
Tyr
Ser
Met

val

Glu
Tyr
Ile
Lys
Leu
80

Ala

GIn



<212> PRT _
<213> Homo sapiens

<400> 279
Tir»Leu Ser Ser G;y

<210> 280

<211> 12

<212> PRT

<213> Homo sapiens

<400> 280
Vi1 Asp Thr Gly Ggy

<210> 281

<211l> 13

<212> PRT

<213> Homo sapiens

<400> 281
Gly Ala Asp His Gly
1 5

<210> 282

<211> 22

<212> PRT

<213> Homo sapiens

<400> 282
G}n Pro val Leu Tgr

Ser val Thr Leu Thr
20

<210> 283

<211> 15

<212> PRT

<213> Homo sapiens

<400> 283 _
T;p Tyr.Gln Gin Agg

<210> 284

<211> 32

<212> PRT ]
<213> Homop sapiens

<400> 284
Gly Ile Pro Asp Agg

Leu Thr Ile Lys Asn
20

<210> 285

<211> 10

<212> PRT .
<213> Homo sapiens

<400> 285 :
Phe Gly Gly Gly Thr

Tyr

Ile

Ser

Gln
Cys

Pro

Phe

Ile

Lys

Ser

val

Gly

Pro

Gly

Ser

Gln

Leu

Ser

Gly

Thr

Leu

LyS

val

Glu

Thr

TYyr

Ser

Asn

Phe

Gly

Leu

Glu
25

val

68

Glu val Asp
10

Lys Gly Glu
10

Phe val val val

10

Ala Ser Ala Ser Leu

Pro Arg pPhe val Met
10

Gly Ser Gly Leu Asn
10

Asp Glu Ser Asp Tyr
30

Leu

Gly Ala
15

Arg
15

Arg Tyr
15

His Cys



1

<210> 286
<211> 108
<212> PRT
<213> Homo sapiens.

<400> 286

Gln Ser
1

Ser Ile

Asn Ser

Met TIle

50

Ser Gly
65

Gln Ala

Ser val

Ala
Thr

val
35

Tyr

ser
Glu

val

<210> 287
<211> 108
<212> PRT _
<213> Homo sapiens

<400> 287

Gln ser
1
ser Ile

_ASH Ser

Met Ile
' 50

Ser Gly
65

Gln Ala

ser Met

Ala
Thr
val
35

TYP
Ser
Glu
val

<210> 288
<211> 108
<212> PRT .
<213> Homo sapiens

<400> 288

Gln ser
1
Ser Ije

Asn Ser

Met Ile
50

_ser Gly

65
Gin Ala

Ser Met

Ala
Thr
val
35

Tyr
Serp
Glu

val

Leu
Ile
20

Saer
Glu
Lys
Asp

Phe
100

Leu

Ile
20

ser

Glu
Lys
Asp

Phe
100

Leu
Ile
20

Ser
Glu
Lys
Asp

Phe
100

Thr
5
Ser
Trp
val
ser
Glu

85
Gly

Thr
5
Sar
Trp
val
ser
Glu

85
Gly

Thr
5
Ser
Trp
val
Ser
Glu

85
Gly

Gln
Cys
Tyr
ser
Gly
Ala

Gly

GIn
Cys
Tyr
Ser
Gly
Ala

Gly

Gin
cys
Tyr
ser
Gly
Ala
Gly

Pro
Thr
GIn
Asn
55

Asn
Asp
Gly

Pro
Thr
Gin
ASn
55

Asn
Asp

Gly

Pro
Thr
Gln
Ash
55

Asn
Asp

Gly

Ala
Gly
His
Arg
Thr
Tyr
Thr

Ala
Gly
Gln
40

Arg
Thr
Tyr

Thr

Ala
Gly

Gln
40

Arg

Thr
Tyr
Thr

Ser

Thr

25

His
Pro
Ala
Tyr

Lys
105

Ser
Thr
25

His
Pro
Ala

Phe

Lys

1065

Ser
Thr
25

H1s
Pro
Ala
Phe

LysS
105

10

val
10

ser
Pro
Ser
Set
Cys

90
Leu

val
10

ser
Pro
Ser
ser
cys

90
Leu

val
10

AsSn
Pro
ser
Sep
Cys

90
Leu

69

Ser
Ser
Gly
Gly
Leu
75

Sar

Thr

Ser
Ser
Gly
Gly
Leu
75

Ser

Thr

ser
ser
Gly
Gly
Leuy
75

ser

Thr

Gly
Asp
Lys
val
Thr
Ser

val

Gly
Asp
Lys
val
Thr
ser

val

Gly
ASp
Lys
Ile
60

Thr
Ser

val

ser
val
Ala
45

sar
Ile

TYr

Ser
val
Pro
45

ser
Ile

TYr

Ser
val
Pro
45

ser
Ile

TYr

Pro
Gly
30

Pro
Thr
Ser

Thr

Pro
Gly
30

Pro
Ile
Ser

Thr

Pro
Gly
30

Pro
Asn
Ser

Thr

Gly
15

Arg
Lys
Arg
Gly

Ser
95

Gly
Gly
Lys
Arg
Gly

Ser
95

Gly
Gly
Lys
Arg
Gly

Ser
95

Gin
Tyr
val
Phe
Leu

80
ser

Gin
Tyr
Leu
Phe
Leu

80
Thr

Gln
Tyr
Leu
Phe
Leu

Thr



<210>
<211>
<212>
<213

289
122
PRT )
Homo sapiens

<400> 289

Gin
1

val

Ser Leu

Gly
Ala
Lys
65

Leu

Met
Leuy
50

Gly

Gln

Ala Arg

Gly His

<21
<21

<40
Gln
1
Ser
Gly
Ala

Lys

- B5

Leu
Ala
Gly

<21
<21
<21

<40
GIn
1
ser
Gly
Ala
LYS
65
Leu
Ala

Gly

<210>

<21

His
Arg
His
35

Ile
Arg
Met
Ala

Gly
115

290

1> 122
2> PRT )
3> Homo sapiens

0> 290

val
Leu
Met
. Ite
50
Gly
Gln
Arg

GIn

Gln
Arg
His
35

Ile
Arg
Met
Arg

Gly
115

0> 291
1> 121
2> PRYT )
<213> Homo sapiens

0> 291

vaT
Leu
Met
Leu
50

Gly
Gin
Arg

GlIn

GIn
Arg
His
35

Ile
Arg
Met
Ala

Gly

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Ley

Leu

20
Trp

Trp
Phe
Asn
Gly

100
The

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

val
5

ser

val
Asn
Thr
Ser
85

Ala

Tht

val

.5

Ser
val
Tyr
Thr
ser
85

Gly

Thr

val
5
Ser
val
Asn
Thr
Ser
85
Ala
Thr

Glu
Cys
Arg
Asp
Ile
70

Leu
Ala
val

Glu
Cys
Arg
Asp
Ile
70

Leu
Leu

val

Glu
Cys
APrg
Asp
Ile
70

Ley
Ala

val

Ser
Ala
Gln
ser
Arg
Leu

Thr

Ser
Ala
Gln
Gly
55

ser
Arg

Ala

Thr

Ser
Ala
G1n
Gly
55

ser
Arg
Leu

Thr

Gly
Ala
Ala
40

ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
Ala
Ala

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val

Gly
Sear
25

Pro
Asn
Asp
Glu
Tyr

105
Ser

Gly
Ser
25

Pro
Asn
Asp
Glu
Arg

105
Ser

Gly
Ser
25

Pro
Asn
AsSp
Glu
Tyr

105
Ser

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

sSer

Gly
Gly
Gly
Lys
Asn
Asp
80

Pro

Ser

Gly
Gly
Gly
Lys
Asn
Asp

90
Tyr

70

val
Phe
LYsS
TYnr
ser
Thr

Tyr

va'l
Phe
Lys
Tyr

ser

Thr

Gly

val
Phe
Lys
Tyr
Ser
Thr

Tyr

val
Thr
Gly
TYr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

Gin
Phe
Leu
Ala
Asn
val

Met

GIn

Phe.

Leu
Ala
Asn
val
Met

Gin
Phe
Leu
Ala
Asn
vai

Met

Pro
Ser
30

Glu
AsSD
Thr
Tyr

ASp
110

Pro
Ser
Glu
Asp
Thr
Tyr

Asp
110

Pro
Ser
Giu
AsSp
Thr
Tyr

Asp
110

Gly
15

Sep
Trp
ser
l.eu
TYr
val

Gly
15

Ser
Cys
Ser
Leu
Ty
vai

Gly
15

ser
Trp
Ser
Leu
Tyr

val

Arg
Phe
val
val
Tyr
80

Cys

Trp

Arg
Tyr
val
val
Tyr
80

Cys

Trp

Arg
Phe
val
val
Tyr
80

Cys

Trp

(F/-.‘}.\
d

¥



71

val
Thr
Gly
TYr
60

LysS
Ala

val

GlIn
Phe
Leu
45

Ala
Asn
val

Trp

Pro
ser
Glu
Asp
Thr
Tyr

Gly
110

Gly
15

Ser
Trp
Ser
Leu

Tyr
Gln

Arg
Tyr
val
val
Tyr
80

Cys

Gly

<212> DNA

115 120
<210> 292
<211> 119
<212> PRT
" <213> Home sapiens
<400> 292
G}n val GIn Leu V§1 Glu Ser Gly Gly géy val
Ser Leu Arg Leu Ser Cys Ala Ala ggr Gly Phe
20 .
Gly Met His Trp val Arg GIn ﬁga Pro Gly Lys
35
Ala gge Ile Trp Tyr Asp ggy Ser Asn Lys Tyr
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu Gln Met Asn Ser Leu Arg Ala Glu Sap‘Thr
85
Ala Arg Arg Gly Gly Leu Pro Gly Gly Met Asp
- 100 10
Thr Thr val Thr val Ser Ser
115
<210> 293
<211> 327
<212> DNA
<213> Homo sapiens
<400> 293
cagtctgcce tgactcagec tgcctcegtg tctgggtetce
tcctgcacty gaaccagcag tgacgtiggt ggttataact
cacccaggca aagcccccaa actcatgatt tatgaggtca
tctaatcgct tctctggete caagtctgge aacacggcct
caggctgagg acgaggctga ttattactgc aactcatata
ggcggaggga ccaagctgac cgtccta
<210> 294
<211> 327
<212> DNA )
<213> Homo sapiens
<400> 294 ,
cagtctgeee tgactcagece tgcctccgtg tetgggtctce
tcctgcactyg gaaccagcag tgacgttggt ggttataact
cacccaggca aaccccecaa actcatgatt tatgaggtca
tctaatcget tctctgyacte caagtcetggec aacacggcct
caggctgagg acgaggciga ttatttctge agctcatata
ggcggaggga ccaagctgac cgtccta
<210> 295
<211> 318
<212> DNA .
<213> Homo sapiens
<400> 295
tcctatgage tgactcagec accctcagtg teegtgtcocc
acctgctctg gagataaatt gggggataaa tatgcttgct
cagtcccetg tgetggtcat ctatcaaaat accaagtggce
ttctctgget ccaagtctgyg gaacacagtc actctgacca
gatgaggctg actattactg tcaggcgtgy gacagcagcea
accaagctga ccgtccta
<210> 296
<211> 327

ctggacagic
ctgtetecty
gtaatcggcc
ccctgaccat
caagcaccag

ctggacagtc
ctgtctectg
gtaatcggec
ccctgaccat
caagcaccag

caggacagac
ggtatcagea
ccttagggat
tcagcgggac
ctgtggtatt

gatcaccatc
gtaccaacag
ctcagggott
ctectygggetc
catggtatte

gatcaccatc

gtaccaacag

ctcaggggtt

ctctgggetc

catggtcttc

agccagaatc
gaagccaggc
ccctgagega
ccaggetatyg
€ggcggaggg

60

120
180
240
300
327

60

120
180
240
300
327

60

120
180
240
300
318



<213> Homo

<400> 296
cagtctgeec
tcctgeactg
cacccaggea
tctaatcget
caggctgagg
ggcggaggga

<210> 297
<211> 215
<212> PRT
<213> Homo

<400> 297
Glu Ser Ala

Ser Ile Thr

Asn Ser val
35
Met Ile Tyr
50
ser Gly Ser
65
Gin Ala Glu

Ser Met val

Lys Ala Ala
115

Gin Ala Asn
130

Gly Ala val

145

Gly val Glu

Ala ser Ser

Ser Tyr Ser

195

val Ala Pro
210

<210> 298
<211> 230
<212> PRT
<213> Homo

<400> 298
Glu val Gln
o1

ser val Lys

Gly Ile Ser
35
Gly Trp val
50
Gln Gly Arg
65
Met Glu Leu

Ala Arg Gly
val ser Ser

115
ser ser Lys

sapiens

tgactcagcec
gaaccagcag
aagcccccaa
tctetggetc
acgaggcetga
ccaagctgac

sapiens

72

tgcetcegtg tctgggtcte
tgacgttggt ggttataact
actcatgatt tatgaggtca
caagtctggc aacacggcct

ttattactgce aattcatata

cgtceta

Leu Thr Gln Pro Ala Ser val Ser

5

10

Ile Ser Cys Thr Gly Thr Ser Ser

20

25

ser Trp Tyr GIn Gin His Pro Gly

40

Glu val ser Asn Arg Pro Ser Gly

55

Lys Ser Gly Asn Thr Ala Ser Leu

75

Asp Glu Ala Asp Tyr Tyr Cys Asn

85

Phe Gly Gly Gly Thr

100

90
Lys Leu Thr
105

Pro Ser val Thr Leu Phe Pro Pro

120

Lys Ala Thr Leu val Cys Leu Ile

135

Thr val Ala Trp Lys Ala Asp Ser
150 - 155
Thr Thr Thr Pro Ser Lys Gin Ser

165

170

Tyr Leu Ser Leu Thr Pro Glu Gln

180

185

Cys GlIn val Thr His Glu Gly Ser

200

Thr Glu Cys Ser

sapiens

215

Leu val GIn Ser Gly Ala Glu val

5

10

val Ser Cys Lys Ala Ser Gly Tyr

20

25

Trp val Arg GIn Ala Pro Gly Gln

40

Ser Phe Tyr Asn Gly Asn Thr Asn

33

Gly Thr Met Thr Thr Asp Pro Ser

70

75

Arg Ser Leu Arg Ser Asp Asp Thr

85

Tyr Gly Met Asp val

100

90
Trp Gly GIn
105

Ala ser Thr Lys Gly Pro Ser val

120

Ser Thr ser Gly Gly Thr Ala Ala

ctggacagtc
ctgtctcctg
gtaatcggec
ccctgaccat
caagcaccag

Gly Ser Pro

Asp val Gly

30

Lys Ala Pro
45

val ser Asn’

Thr 1le ser
Ser Tyr Thr

val teu Gly
110
Ser ser Glu
125
Ser Asp Phe
140
ser Pro val

Asn Asn Lys

Trp Lys Ser

, 190

Thr val Glu
205

Lys Lys Pro

Thr Leu Thr

30

Gly Leu Glu
45

Tyr Ala Gin

Thr ser Thr
Ala val Tyr

Gly Thr Thr

110

Phe Pro Leu
125

Leu Gly Cys

gatcaccatc 60

gtaccaacag 120
ctcaggggtt 180
ctetgggete 240
catggtattc ggg

Gly GlIn
15
Gly Tyr
Lys Leu
Arg Phe
Gly Leu
Ser Thr
Gin Pro
Glu Leu
Tyr Pro
Lys Ala
160
Tyr Ala
175
His Arg

Lys Thr

Gly Ala
15
Ser Tyr
Trp Met
Lys Leu
Ala Tyr
80
Tyr Cys
95
val Thr
Ala Pro

Leu val



Lys
145
Leu
Leu
Thr
val

His
225

<210>
<211>
<212>
<213>

<400>

Glu
1

-~ Arg

TYr
Leu
ser
65

Gln
Leuy
GIn
Glu
Tyr
145
Lys

Tyr

/ His

Lys

130
Asp

Thr

Tyr
Gln
AsDp

210
His

ser
val
Asp
Ile
50

Gly
Ala
Ser
Pro
l.eu
130
Pro
Ala
Ala
Arg

Thr
210

Tyr
Ser
Ser
Thr
195
Lys

His

299
217
PRT .
Homo sapiens

299

val

Thr

-Va1

35
Ser

ser
Glu
Gly
Lys

115
Gln

Gly.

Gly
Ala
ser

195
val

<210> 300
<211> 238
<212> PRT

<400> 300

Glu
1
Sep
ser
Ser
Lys

65

Leu

val
Leu
Met
ser
50

Gly
GIn

Gln
Arg
Asn
35

Ile
Arg

Met

Phe
Gly
Leu
180
Tyr
Lys

His

Leu
Ile
20

His
Gly
Lys
Asp
ser
100
Ala
Ala
Ala

val

Ser’

180
Tyr

Ala

feu
Leu
20

Trp
Ser
Phe

Asn

Pro
val
165
Ser
Ile
val

His

Thr
5

Ser

Trp
Asn
Ser
Glu
val
Ala
Asn
val
Glu
165
Ser
Ser

Pro

<213> Homo sapiens

val
5

Ser
val
Ser
Thr

Ser
85

135
Glu Pro
150
His Thr

Ser val

Cys Ash

Glu Pro

215
His
230

GIn Pro
Cys Thr
Tyr GlIn
Ser Ash
Gly Thr
Ala Asp
Phe Gly
PEQ Ser
Lys Ala
e
The Thr
Tyr lLeu

Cys Glin

Thr Glu.

215

Glu ser
Cys Ala
Arg GlIn

ser ser
55

ITe ser

70

Leu Arg

val
Phe
val
val

200
LysS

Pro
Gly
Gln
40

Arg
Ser
TYr
Gly

'Va1

120
Thr

Ala

Thrr

Ser
val

200
Cys

Gly
Ala
Ala
40

Ser
Arg
Ala

Thr
Pro
Thr
185
Asn

Ser

sSer
ser
25

Leu
Pro
Ala
Tyr
Gly
105
Thr
Leu
Trp
Pro
Leu
185
Thr

ser

Gly
Ser
25

Pro
Tyr
ASp

Glu

val

Ala
170
val
His

cys

va'l
10

Ser
Pro
Ser
Ser
Cys
Thr
Leu
val
Lys
ser
170
Thr

His

Gly
Gly
Gly
Ite
Asn

Asp

90

73
ser
i55
val
Pro
Lys

Ala

Ser
Ser

Gly

Gly

lLey
75
Gln

Lys

Phe.

Cys
Ala
155
LYS
Pro

Glu

Leu
Phe
Lys
sar
Ala

75
Thr

140
Trp

L.eu
Ser
Pro

Ala

220

Gly
Asn
Thr
val
Ala
ser

Leu

Pro

Leu
140
ASp
GIn
Glu

Gly

val
Thr
Gly
Tyr
60

Lys

Ala

ASn Ser
Gln ser

Ser Ser
190

Ser Asn

205

Asp Glu

Ala Pro

Ile Gly
30

Ala Pro

45

Pro Asp

Ile Thr
Tyr Asp
Thr val
110
Pro Ser
125
Ile Ser
Ser Ser
Ser Asn
Gln Trp
190

Ser Thr
205

Lys Pro
Phe ser
Leu Glu
45

Ala Asp
Asn Ser

val Tyr

Gly
ser
175
Leu
Thr

val

Gly
15

Ala
Lys
Alg
Gly
Ser
a5

Leu
Ser
Asp
Pro
Asn
175
Lys

val

Gly
15

ser
Trp
ser
Leu

Phe
05

Ala
160
Gly
Gly
Lys

ASp

Glin
Gly
Leu
Phe
Leu
80

Ser
Gly
Glu
Phe
val
160
Lys
ser

Glu

Gly
TYyr
val
val
TYr

80
Cys



Ala

Trp
Pro
Thr
145
Thr

Pro

Thr

Asn

Ser
225

<210>
<211>
<212>
<213>

<400>

Ala
-1

Gly
ser
" Leu
Phe
65

Leu
Ser
Gly
Glu
Phe
145
val
Lys
sSer

Glu

<210>
<211>
<212>
<213>

<400>

Arg
Gly
Ser
130
Ala

val

Ala

val
His
210
Cys

Ley
Gin
ASnh
Leu
50

ser

Gln

Leu.

Gln
Glu
130
Tyr
LyS
TYr
His

Lys
210

Asp
GIn
115
val
Ala
Ser
val
Pro
195
Lys

Ala

301
218
PRT )
Homo sapiens

301
Glin

Arg
Thr
35

Ile
Gly

Ser

Asn.

Pro

115
Leu

Pro

Ala

Ala

Arg
195
Thr

302
231
. PRT .
Homo sapiens

302

Tyr
100
Gly
Phe
Leu
Trp
l.eu
180
Ser
Pro

Ala

ser
vai
20

val
Tyr

Ser

Glu
Gly

100
Lys

Gln
Gly
Gly
Ala
180
Ser

val

Asp

Thr
Pro
Gly
Asn
165
Gln
Ser
Ser

Asp

val
5
Thr
Asnh
Ser
Lys
Asp
a5
Trp
Ala
Ala
Ala
val
165
Ser
Tyr
Ala

GIn val GIn Leu Gln

1

3

Thr Leu Ser Leu Thr
) 20

Tyr Trp %En Trp Ile

Gly Glu Ile Asn His

Phe
Met
Leu
Cys
150
ser
ser
ser
Asn

Glu
230

Leu
e
Trp
Asn
Ser
Glu
val
Ala
Asn
val
150
Glu
Ser
ser

Pro

Gln
Cys
Arg

Ser

Trp
val

Ala
135

Leuw

Gly
Ser
Leu
Thr

215
val

Thr
ser
Tyr
Ash
55

Gly
Ala
Phe
Pro
Lys
135
Thr
Thr
Tyr
Cys

Thr
215

Trp
Ala
GIn
Gly

Ser
Thr
120
Pro

val

Ala
Gly
Gly
200
Lys

Asp

Glin

cys

G1In

Gl

Thr
Asp
Gly
Ser
Ma
val
Thr
Leu
Gln

200
Glu

Gly
val

Pro
40

Arg

Ala
105
val
ser
Lys
Leu
Leu
185
Thr
val

His

Pro
ser
Gln
Arg
ser
Tyr
Gly
105
val
Thr
Ala
Thr
Ser
185
val

Cys

Ala
TYyr
25

Pro

Thr

TYr
ser
ser
Asp
Thr
170
Tyr
Gln
Asp

His

Pro
Gly
Leu
Pro
Ala
Tyr
Gly
Thr
Leu
Trp
Pro
170
Leu
Thr

ser

Gly
10

Gly
Gly

ASp

74
TYr

Ser
Lys
TYTr
155
Ser
ser
Thr
Lys

His
235

ser
Ser
Pro
ser
Ser
75
Cys
Thr
Leu
val
Lys
155
sSer
Thr

His

Leu
Gly
Lys
Tyr

Asp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
His

Ala
Ser
Gly

Gly
60

Leu

Ala
Lys
Phe
Cys
140
Ala
Lys
Pro

Glu

Leu
ser
Gly

Asn

Ala
ser
125
Thr
Pro
val
ser
Ile
205
val

His

ser
Ser
Thr
val

Ala

val

Leu
Pro
125
Leu
Asp
Gln
Glu

Gly
205

Lys
Phe
Leu

45
Pro

Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu

His

Gly
Asn
Ala
Pro
Ile
Trp
Thr
110
Pro
Ile
Ser
ser
Gin

190
ser

Pro
Ser
Glu

Sar

Asp
Lys
Gly
Pro
Thr
175
val
Asn

Pro

Thr
Tle
Pro
Asp
ser
Asp
val
ser
Ser
ser
Asn

175
Trp

Thr

Ser
15

Ala
Trp

Leu

val
Gly
Gly
val
160
Phe
vai
val

Lys

Pro
Gly
Lys
Arg
Gly
80

Asp
Leu
ser
ASp
Pro
160
Asn
Lys
val

Glu
Tyr
Ile

Lys



Ser
65

LyS
Arg
Thr
Pro
val
145
Ala
Gly
Gly
Lys

ASD
225

<210>
<21l1>
<212
<213>

<400>

Gln
1
Ser
Thr

val

Ala

65
Ile

ser

! Ile

Glu
ASD
145
ser
AsSn
Cys
Ala
Cys
225
Ile
Leu
Arg

Arg

50
Arg

Leu
Gly
val
Ser
130
Lys
Leu
Leu
Thr

val

1210

His

Glu
Glu
Phe
val
50

Arg
Leu
Gly
Glu
Arg
130
Gly
ASp
vail
Asp
Gly
210
GlIn
Arg
Pro
Leu

ASp
290

val
Asn
Gln
ser
115
Ser
Asp
Thr
Tyr
Gln
195
ASp

His

303
680
PRT )
Homo sapiens

303

Thr
Ser
Ley
100
Ser
Lys
Tyr
Sepr
Ser
180
Thr:
Lys

His

Ile
val
85

val
Ala
Ser
Phe

Gly
165

His

Tynr
Lys

His

Asp Glu Agp

Glu
His
35

val
Arg
His
Asp.
Glu
115
Ile
Gly
His
Pro
Ser
105
val
Gly
Lys
Leu
Ala

275
Asp

Asp
20
Arg

Leu

teu

val
Leu
100
Asp
Thr
ser
Arg
Glu
180
His
Ala
Lys
Ser
Ala
260
Arg

Ala

Gly
Cys
Lys
Gln
Phe
85

Leu
ser
Pro
Leu
Glu
165
Glu
Gly
Lys
Gly
Gln
245
Gly
Ala

Cys

ser
Thr
Pro
Ser
Thr
Pro
150
val

ser
Ile
val

His
230

Gly
Leu
Ala
Glu
Ala
70

H18§
Glu
ser
Pro
val
150
ITe
Asp
Thr
Gly
Thr
230
Leu
Gly
Gly

Leu

55
val

Ala
Phe
Thr
Ser
135
Glu
His
Ser
Cys

Glu
215

His

ASp
Ala
Lys
Glu
GIn
Gly
L.eu
val
139
Glu
Glu
Gly
His
h
val
val
Tyr
val

Tyr
295

Asp
Ala

Asp’

Lys
120
Gly
Pro
Thr
val
ASn

200
Pro

Tyr
Glu
ASp
40

Thr
Ala
Let
Ala
Phe
120
Tyr
val
Gly
Thr
Leu
200
Ser
Ser
Gln
Ser
val

280
Ser

Thr
Asp
Tyr
105
Gly
Gly

val

Phe

val
185
val

Lys

Glu
Ala
25

Pro
His
Ala
Leu
Leu
105
Ala
Arg
Tyr
Arg
Arg

185
Ala

Met

Gly
Pro
Arg
265
Leu

Pro

ser
Thr
o0

Trp
Pro

Thr

Thr

Pro
170
Thr
Asn

Ser

Glu
10

Pro
Trp
Leu
Arg
Pro
90

Lys
Gln
Ala
Leu
va'l
170
Phe
Gly
Arg
Thr
val
250
val
val

Ala

75
LYS
75

Ala

Gly

Ser
Ala
val
155
Al

val
His

Cys

Leu

Glu

Arg
ser
Arg
Gly
Leu
ser
ASp
Leu
155
Met
His
val
ser
Leu
235
Gly
Leu
Thr

ser

Lys
val
Gln
val
Ala
140
ser
val

Pro

Lys

Ala
220

val

His
Leu
Gin
Gly
Phe
Pro
Ile
Glu
140
Asp
val

Arg
val

Leu
220
Ile
Pro
Asn
Ala

Ala
300

Gin
Tyr
Gly
Phe
125
Leu
Trp
Leu

Ser

Phe
Tyr
Thr
110
Pro
Gly
AsSn
Gln

Ser

- 190

Pro
205
Ala

Leu

Gly
Pro
45

Ser
Tyr
Leu
His
Pro
125
Tyr
Thr
Thr
Glin
Sepr
205
Arg
Gly
Leu
Ala
Ala

285
Pro

ser

Asp

Ala
Thr
Gly
Glu
Leu
val
)
Trp

Gln

Ser

Asp
Ala
190
Gly
val
Leu
val
Ala
270
Gly

Glu

Ser
Cys
a5

Leu
Leu
Cys
ser
ser
175
ser
Asn

Glu

Leu
Thr
Thr
Arg
Thr
Lys
95

Asp
Asn
Pro
Ile
Phe
175
Ser
Arg
Leu
Glu
val
255
Cys
Asn

val

l.eu
80

Ala
val
Ala
Leu
Gly
160
Ser
Leu
Thr

val

Arg
Ala
Tyr
Thr
Lys
80

Met
Tyr
Leu
Pro
Gln
160
Glu
Lys
Asp
Asn
Phe
240
Leu
Gln
Phe

Ile



Thr
305
Leu
Asp
" Ser
Met
Leu
385
Glu
ser
Ala
Pro
Arg
465
Ala
Cys
Glu
Leu
Lys
545
His
Glu
Thr
Pro
val
625
Ala
Ala

His

<210>
<211>
<212>
<213>

<400>

Arg
1
Arg
Arg
val
Ala
65
ile

APrg

val
Gly
Ile
Gly
Leu
i
Asp
Thr

His

Arg
His
Leu
Ala
Thr
530
Pro
Arg
Cys
val
Gly
610
val
val
Ser

His

Arg
Arg
Phe
val
50

Glu
ATg

Arg

Gly
Thr
Ile
Thr
355
Ser
His
Gln
His

ser
435

Asp Glu
450

Gly
Asn
Leu
ser
515
Gly
Pro
Glu
Lys
Ala
595
Thr
Arg
Thr
Gin

His

675

304
680
PRT
Homo sapiens

- 304

Arg
Arg
Arg
35

val
Glu
Arg

Arg

Ala
Asn
%
Ser
Ala
Phe
Arg
Gly

420
Gly

Glu

Glu
Ala
Pro
500
Met
Cys
val
Ala

val

580

Cys
ser
Ser
Ala
Glu

660
His

Arg
Arg
20

Arg
Leu
Leu
Arg

Leu

Thr
Phe
325
Ala
Gln
Glu
Ser
val
405
Ala
Pro
leu
Arg
Phe
485
Gin
Gly
ser
Ley
Ser
565
Lys
Glu
His
Arg
val
645
Leu

His

Arg
5
Arg
Cys
Arg
GlIn
Phe
85
Arg

Asn
310
Gly
Ser
Ala
Pro
Ala
390
Leu
Gly
Thr

Leu

Met

470
Gly

Ala
Thr
Ser
Arg
550
Ile
Glu
Glu
va'l
ASp
630
Ala
Gln

His

Arg
Arg
Arg
Arg
Arg
70

Arg

Arg

Ala
Arg
Ser
Ala
Glu
375
Lys
Thr
Trp
Arg
Ser
455
Glu
Gly

Asn

Arg

His
535
Pro
His
His
Gly
Leu
615
val
Tle
Gly

His

Gln
Cys
Asp
Ala
360
Leu
Asp
Pro
Gin
Met
440
Cys
Ala
Glu
Cys
val
520
Trp
Arg
Ala
Gly
Trp
600
Gly
ser
Cys
ser

His

680

Arg
Arg
Arg
557
Arg
Gly

Leu

Arg

Arg
Arg
40

Arg
Ala
Leu

Ala

Asp
val
Cys
345
His
Thr
val
Asn
Ley
425
Ala
Sar
Gln
Gly
ser
505
H1s
Glu
Gly
ser
Ile
585
Thr
Ala
Thr
Cys

ser
665

Arg

Arg
25
Pro

Arg

Arg
Leu

Arg

Gln
AS

330
ser
val
Leu
Ile
Leu
410
Phe
Thr
Ser
Gly
val
490
val
Cys
val
Gln
Cys
570
Pro
Leu
Tyr
Thr
Ar

650
Asp

Arg
10

Arg
Trp
Arg
Glu
Pro

90
Arg

76
Pro
315

p Leu

Thr
Ala
Ala
ASn
395
val
Cys
Ala
Phe
Gly
475
Tyr
His
His
Glu
Pro
555
Cys
Ala
Thr
Ala

Gly
635

g ser

TYr

Arg
Arg
Arg
ser
Glu
Gly

Leu

val
pPhe
Cys
Gly
Glu
380
Glu
Ala

Arg

Ile

ser
460
LySs
Ala
Thr
Gln
ASp
540
Ash
His
Pro
Gly
val
620
Ser
Arg

Lys

Arg
His
Arg
Arg
Gly
Phe

Pro

Thr
Ala
Phe
Ile
365
Leu
Ala
Ala

Thr

Ala

445
Arg

Leu
Ile
Ala
Gln
525
Leu
Gln
Ala
Gln
Cys
605
Asp

Thr

His

Asp

Leu
Arg
Pro
45

ser
Arg
l.eu

Arg

Leu
Pro
val

350
Ala
Arg
Trp
Leu
val
430
Arg
Ser
val

Ala
Pro
510
Gly
Gly
Cys
Pro
Glu
590
Ser
Ash
Ser
L.eu

Asp
670

Arg
Arg
Gly
Arg
Arg
val
val

Gly
Gly
335
ser
Ala
Gln
Phe
Pro
415
Trp
Cys
Gly
Cys
Arg
495
Pro
His
Thr
val
Gly
5875
Gln
Ala
Thr
Glu
Ala

655
ASp

Arg
15

Arg
Arg
Glu
Thr
Arg

95
Arg

Thr

320

Glu
Gin
Met

Arg

Pro

400
Pro

ser
Ala
Lys
Arg
480
Cys
Ala
val
His
Gly
560
Leu
val
Leu
Cys
Glu
640
Gln
Lys

Arg
Arg
Tyr
Thr
Lys
Met

Tyr



Ile
Arg
Arg
145
Arg
Arg

Cys

Ala

Cys
225.
Ile
Leu

Arg

Y,
i
N

Glu
Thr
305
Arg
Arg
ser
Met
Leu
385
Arg
Arg
Arg
Pro
k.,f Arg
465
Ala
Cys
Arg
Leu
Lys
545
His
Glu
Thr
Pro
val

625
Arg

Glu
Glu
130
Gly
Arg
Arg
Asp
Gly
210
Arg
Glu
Pro

Leu

Glu

115
ITe

Gly
His
Pro
108
val
Gly
Arg
Leu

Ala

- 275

Asp
290
val

Gly

1le
Gly
Leu
370
Arg
Arg
Arg
Arg
Arg
450
Arg
His
Leu
Arg
Thr
530
Pro
Arg
Cys
val

Gly
610

val

val

Asp

G"EyA

Thr
Ile

Thr
355

Arg

Arg
Arg
Arg
ser
435
Glu
Gly
AsSn
Ltey
Arg
515
Gly
Pro
Glu
Arg
Arg
595
Thr
Arg

Thr

100
Asp

Arg
Arg
Glu
Arg
180
Arg
Ala
Arg
Arg
Ala
260
Glu
Ala
Ala
Ash
Gly
340
sSer
Ard
Arg

Glu

Arg

420
Gly

Glu
Glu
Ala
Pro
500
Arg
Cys
Arg
Ala
Al

58

Cys
ser
ser

Ala

Ser
Pro
Arg
Glu
165
Arg
Gly
Arg
Gly
Arg
245
Gly
Arg
Cys
Thr
rhe
325
Ala
Gln
Arg
Ser
Ag
405
Arg
Pro
ieu
Arg
Arg
485
Gin
Gly
Ser
Led
Ser
565
Arg
Arg
His
Glu

val
645

Ser
Pro
val
150
Ile
Arg
Thr
Arg

Arg

230

Arg
Arg
Gly
Arg
Asn
310
Gly
Ser
Ala
Pro
Ar

390
Leu
Gly
Arg

Leu

Met

470
Arg

Ala
Thr
ser
Ar

e
Arg
Arg
val
Asp

630
Ala

val

Arg
135
Glu
Arg
Arg
His
Ala
215
val
Arg
Tyr
val
Tyr
295
Arg
Arg
Ser
Ala

Arg
375

g Arg

Thr
Arg
Glu
ser
ot
Gly
Arg
Glu

His
535

g Pro

His
Arg
Gly
Lau
615
Arg

Ile

Phe
120
Tyr
val
Gly
Arg
Leuy
200
Arg
Ser
Arg
Ser
val
280
Ser
Arg
Cys
Abrg
Ala
360
Leu
Arg
Pro
Arg
Arg
440
Cys
Arg
Arg
Cys
val

520

Trp
Glu
Ala
Arg
i
Gly
Arg

Cys

105
Arg

Arg
Tyr
Arg
Glu
185
Ala
Met
Gly
Pro
Glu
265
Leu
Pro
Arg
val
Cys
345
His

Arg

Arg

Arg
Leu
425
Ala
Saer
GlIn
Gly
Ser
505
Arg
Arg
Gly
Ser
Ile
585
Thr
Ala
Arg

Cys

Gln
Ala
Ley
val
170
Arg
Gly
Arg
Thr
Arg
250
val
val
Ala
Arg
Asp
330
Ser
val
Arg
Ile
L.eu
410
Phe
Arg
ser
Gly
val
490
val
Cys
Arg
Arg
Cys
570
Pro
Ley
Tyr
Arg

Glu
650

77
Arg
Arg
Leu
155
Arg
Glu
val
ser
Leu
235
Arg
Leu
Thr
Arg
Pro
315
Leu
Arg
Ala
Ala
Arg
395
val
cys
Ala
Phe
Gly
475
Tvr
His
Arg
At;‘g
Pro
555
cys
Ala
Thr
Ala
Arg

635
ser

1le
Arg
140
ASp
Arg
Glu
val
Leu
220
Ile
Pro
Asn
Ala
Ala
300
val
Phe
Cys
Gly
Arg
380
Arg
Alad
Arg
Ile
ser
460
Lys
Ala
Arg
Arg
ASp
540
Arg
His
Pro
Gly
Arg
620
Arg

Glu

Pro
125
Arg
Thr
Arg
Arg
ser
205
Glu
Gly
Leu
Arg
Ala
285
Pro
Arg
Ala
Arg
Ile
365
Leu
Arg
Arg
Thr
Ala
445
Arg
teu
Ile
Ala
Arg
525
Arg
Gin
Ala
Arg
Cys
605
Asp
Arg

His

110

Arg
Arg
Arg
Arg
Arg
190
Gly
val
Lau
val
Ala
270
Gly
Gy
Arg
Pro
Arg
350
Ala
Arg
Arg
Leu
val
430
Glu
Ser
vai
Ala
Pro
510
Gly
Gly
Cys
Pro
Glu
590
Ser
ASn
Arg

Leu

Asn
Pro
Ile
Phe
175
Arg
Glu
Leu
Glu
val
255
Cys
Asn
val
Gly
Gly
335
Arg
Ala
Gln
Phe
Pro
415
Trp
Cys
Gly
Cys
Arg
495
Pro
His
Thr
val
Gly
575
Arg
Ala
Thr
Arg

Ala
655

Arg
Pro
Arg
160
Arg
Arg
Arg
Asn
Arg
240
Leu
Arg
Phe
Ila
Arg
320
Arg
Arg
Arg
Glu
Pro
400
Pro
Ser
Ala
Lys.
Arg
480
Cys
Ala
val

Arg
Gly
560
Leu
val

Leu
Cys

Glu

640
Gln



' 78
Ala Ser Gln Glu Leu Gln Gly Ser Ser Asp Tyr LyS Asp Asp Asp Lys
660 665 670 '

His His His His His His His His
675 680

<210> 305

<211> 14

<212> PRT

<213> Homo sapiens

<400> 305 )
Tgr Gly Thr Ser s§r Asp val Gly Gly Igr Asn Ser val ser

<210> 306
<211> 7

<212> PRT

<213> Homo sapiens

<400> 306
Glu val Ser Asn Agg Pro Ser

<210> 307

<211> 9

<212> PRT

<213> Homo sapiens

<400> 307
Sgr Ser Tyr Thr s§r Thr Ser Met val

<210> 308

<211> 5§

<212> PRT

<213> Homo sapiens

<400> 308
ser Tyr Gly Ile s§r
1

<210> 309

<211> 17

<212> PRT )
<213> Homo sapiens

<400> 309 - _ .
T{p Ile Ser Ala Tgr Asn Gly Asn Thr an Tyr Ala Gin Lys val Gin
15

Gly

<210> 310

<211> 6

<212> PRT .
<213> Homo sapiens

<400= 310
G}y Tyr Gly Met Aép val

<210> 311
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<211> 14
<212> PRT
<213> Homo sapiens

<400> 311
Tgr Gly Thr Ser S%r Asp val Gly Arg {gr Asn Ser val Ser

<210> 312

<211> 7

<212> PRT

<213> Homo sapiens

<400> 312
Glu val Ser Asn Arg Pro Ser
5

<210> 313

<211> 9

<212> PRT

<213> Homo sapiens

<400> 313
Sgr Ser Tyr Thr Sgr Ser ser val val

<210> 314
<211> 17 -

<212> PRT

<213> Homo sapiens

<400> 314
Tgp Ile ser Ala T¥r Asn Gly Asn Thr Asn Tyr Ala Glu Lys Leu Gln
10 : 15

| Gly

<210> 315
<211> &6

.<212> PRT

<213> Homo sapiens

<400> 315
Gly Tyr val Met Agp val
1

<210> 316

<211> 14

<212> PRT

<213> Homo sapiens

<400> 316
Tgr Gly Thr ser Sgr Asp val Gly Ala Tgr Asn Ser val Ser
i

<210> 317

<211> 9

<212> PRT

<213> Homo -sapiens

<400> 317 .
Sgr ser Tyr Thr Sgr Thr Asn Met val



80

<210> 318

<211> 17

<212> PRT

<213> Homo sapiens

<400> 318

Trp val Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln
% .5 10 15

Gly

<210> 319

<211> 9

<212> PRT

<213> Homo sapiens

<400> 319
Ash Ser Tyr Thr Ser Thr Ser Met Va1
1 5

<210> 320

<211> 17

<Z21l2> PRT

<213> Homoe sapiens

<400> 320

Trp val Ser Phe Tyr Asn Gly Asn Thr an Tyr A1a GIn Lys Leu Gln
15

GTy

<210> 321

<211> 7

<212> PRT

<213> Homo sapiens

<400> 321
G}u val Thr Asn Agg Pro Ser

<210> 322

<211> 14

<212> PRT

<213> Homo sapiens

<400> 322
Tgr Gly Thr Asn Sgr Asp val Gly Gly Igr Asn Ser val Ser

<210> 323

<211> 17

<212> PRT

<213> Homo sapiens

<400> 323

T;p Ile ser val Tyr Asn Gly Asn Thr ggn Tyr Ala GIn Lys val Gln
15

Gly

<210> 324.
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<211> 17
<212> PRT
<213> Homo sapiens

<400> 324

‘ Tgp I7e Ser Phe T%r Asn Gly Asn Thr ?Sn Tyr Ala GIn Lys val GIn
i5

Gly

<210> 325

<211> 13

<212> PRT

<213> Homo sapiehs

<400> 325 _
sgr Gly ser ser Sgr Asn Ile Gly Asn égn Phe vdl ser

<210> 326

<211> 7

<212> PRT

<213> Homo sapiens

<400> 326
Aip Tyr Asn LySs Agg Pro Ser

<210> 327

211> 11

s,

<212> PRT
<213> Homo sapiens

<400> 327
G%y Thr Trp Asp Sgr Ser Leu Ser Gly Tyr val

<210> 328

<21l> 5

<212> PRT

<213> Homo sapiens

<400> 328 _
sEr Phe Gly Met H%s

<210> 329

<211> 17

<212> PRT ]
<213> Homo sapiens

<400> 329
Lgu Ile Trp Asn Agp Gly Ser Asn Lys T%r Tyr Ala Asp Ser val Lys
1 15

Gly

<210> 330

<211> 13

<212> PRT

<213> Homo sapiens

<400> 330
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Aéa ITe Ala Ala Lgu Tyr Tyr Tyr Tyr ggy Met Asp val

<210> 331
<211> 7 -
<212> PRT
<213> Homo sapiens

<400> 331
Aip Ser Asn Lys Agg Pro Ser

<210> 332

<211> 11

<212> PRT

<213> Homo sapiens

<400> 332 . '
Gly Thr Trp Asp Sgr ser Leu Ser Ala {gr va'l

<210> 333

<211> 5

<212> PRT

<213> Homo sapiens

<400> 333
Sir Tyr Gly Met Hgs

- <210> 334

<211> 17

<212> PRT

<213> Homo sapiens

<400 334 ,
Liu Ile Trp His Aép.Gly ser Asn Thr I%r Tyr val Asp Ser X§1 Lys

Gly

<210> 335

<211> 13

<212> PRT

<213> Homo sapiens

<400> 335 .
G}y ITe Ala val AEa.Tyr Tyr Tyr Tyr Ggy Maet Asp val
i

<210> 336

<211> 17

<212> PRT

<213> Homo sapiens

<400> 336 '
Lgu ITe Trp Ser Agp Gly Ser Asp Glu I%r Tyr Ala Asp Ser ¥§1 Lys

Gly

<210> 337

C

o’
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<211> 11
<212> PRT i
<213> Homo sapiens

<400> 337
G}y Thr Trp Asp Sgr Ser teu Ser Ser Tyr val
10

<210> 338

<211> 17

<212> PRT

<213> Homo sapiens

<400> 338

Leu Ile Trp Ser Asp Gly Ser Asp Lys Tyr Tyr Ala Asp Ser val Lys
% 5 ' 10 15

Gly

<210= 339

<211i> 13

<212> PRT

<213> Homo sapiens

<400> 339 ‘
Ser Ggly ser ser s§r Asn Ile Gly Ser Lys Thr val Asn
1 10

<210> 340

<211> 7

<212> PRT

<213> Homo sapiens

<400> 340
Ser Asn Asn Arg Agg Pro Ser
1

<210> 341

<211 10

<2125 PRT )
<213> Homo sapiens

<40C> 341
Ala Ala Trp Asp Agp Ser Leu Asn Trp val
10

<210> 342

<211> 4

<212> PRT .
<213> Homo sapiens

<400> 342
T{r Trp Met Ser

<210> 343

<211> 17

<212> PRT .
<213> Homo sapiens

<400> 343 :
Ain Tle Lys Gin Agp Gly Ser Glu Lys Izr Tyr val Asp Ser ¥?1 Lys



84
Gly

<210> 344

<211> 10

<212> PRT

<213> Homo sapiens

<400> 344
G}u Ser Asn Trp Géy rhe Ala Phe Asp iée

<210> 345

<2il> 13

<2125 PRT

213> Homo sapiens

<400> 345
ser Gly Ser Ser Sgr Asn Ile Gly ser égn Thr val Asn
1

<210> 346

<211> 5

<212> PRT

<213> Homo sapiens

<400> 346
A{g Tyr Trp Met Sgr

<210> 347

<211> 17

<212» PRT :
<213> Homo sapiens

<400> 347 ,
Ain Ile Lys His Agp Gly Ser Glu Lys I%r Tyr val Asp Ser X?} Lys

Gly

<210> 348

<211> 10

<212> PRT .
<213> Homo sapiens

<400> 348
G%u ser Asn Trp G;y pha Ala Phe Asp gg?

<210> 348

<211> 7

<212> PRT .
<213> Homo sapiens

<400> 349 |
Arg Asn Asn GIn Agg Pro Leu
1

<210> 350
«213> 5
<212> PRT



o’
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<213> Homo sapiens

<400> 350
Sir Tyr Trp met Sgr

<210> 351

<211> 5

<212> PRT

<213> Homo sapiens

<400> 351
Ain Phe Trp Met.S§r

<210> 352

<211> 10

<212> PRT

<213> Homo sapiens

1 <400> 352 -
" Arg Ala Ser Gin Ser Ile Ser Tyr Leu Asn
1 5 ' 10

<210> 353

<211> 6

<212> PRT

<213> Homo sapiens

<400> 353
Ala Ala Ser Leu G}n Ser

<210> 354

<211> 8

<212> PRT

<213> Homo sapiens

<400>.354
G}n‘GTn Ser Tyr sgr Pro Ile Thr

<210> 355

<211> 11

<212> PRT

<213> Homo sapiens

<400> 355
Arg Ala Ser Gln Sgr ITe ser Ile Tyr igu Asn
i

<210> 356
<211> 7

<212> PRT

<213> Homo sapiens

<400> 356
Ala Ala Ala ser Lgu Gin Ser

<210> 357
211> 9



<212> PRT »
<213> Homo sapiens

<400> 357
Gln Gln Ser Tyr Sgr

<210> 358
<21l1> 11
<212> PRT
<213> Homo sapiens

<400> 358
" Arg Ala Ser Gln Sgr
1 .

<210> 359

<Z1l1> 7

<212> PRT

<213> Homo sapiens

. <400> 359 .
A}a Ala Ser Ser Lgu

<210> 360

<211> 9

<212> PRT

<213> Homo sapiens

_<400> 360
Gln GIn Ser Tyr Sgr
1

<210> 361

<211> 5

<212> PRT

<213> Homo sapiens

<400> 361
'Sgr Tyr Ala Met Agn

<210> 362
- <211> 16
<212> PRT
<213> Homo sapiens

<400> 362
‘Tgr Tle Ser Gly Sgr

<210> 363
<211> 12

<212> PRT

<213> Homo sapiens

<400> 363
L{s Phe val Leu Mgt

<210> 364

86

Ala Pro Ile Thr

ITe Ser Ser Tyr &Su Asn

Gln Ser

ser Pro Ile Thr

Gly Asn Thr Tyr I%F Ala Asp Ser val igs Gly

val Tyr Ala Met igu Asp Tyr

P
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<211> 17
<212> PRT
<213> Homo sapiens

<400> 364 _
Tgr ITe ser Gly Sgr Gly Gly Asn Thr Igr Tyr Ala Asp Ser val Lys

15
Gly

<210> 365

<211> 17

<212> PRT )
<213> Homo sapiens

<400> 365
Thr I1e ser Gly Ser Gly Asp Asn Thr Iyr Tyr Ala Asp Ser val iLys

1 5 0 15
Gly

<210> 366

<211> 10

<212> PRT .
<213> Homo sapiens

<400> 366 E
Gly Tyr' ser Leu Tgr ser Tyr Giy Ile igr

<210> 367

<Z11> 10

<212> PRT -
<213> Homo sapiens

<400> 367
G}y Tyr Ala Leu Thr Ser Tyr Gly Ile igr
5

<210> 368

<211> 10

<212> PRT .
<213> Homo sapiens

<400> 368
G}y Tyr Thr Leu Tgr Ser Tyr Gly Ile igr

<210> 369

<211> 10

<212> PRT )
<213> Homo sapiens

<400> 369
Gly Tyr ser Phe Tgr Ser Tyr Gly Ile ggr
1

<210> 370

<211> 10

<212> PRT ]
<213> Homo sapiens

<400> 370



Gly Tyr Thr Phe Pro
1 5

<210 371

<211> 10

<212> PRT

<213> Homo sapiens

<400> 371
Gly Phe Thr Phe Ser
5

<210> 372

<211s 10

<212> PRT

<213> Homo sapiens

<400~ 372
G}y Phe Thr Phe Sgr

<210> 373
<211» 10
<212> PRT

<213> Homo sapiens

<400> 373
Gly Leu Thr phe Sgr

<210» 374

<211> 10

<212> PRT

<213> Homo sapiens

<400> 374
61y Phe Thr Phe Sgr

<210> 375
<211 10
<212> PRT
<213> Homo sapiens

<400> 375
Gly Phe Thr Phe Asn
1 5

<210s> 376

<211> 10

<212> PRT

<213> Homo sapiens

<400> 376
G}y rhe Thr Phe Agg

<210> 377

<211l> 16

<212> PRT

<213> Homo sapiens

Ser

Ser

Arg

ASnN

Ser

Ser

Ser

Tyr

TYr

Tyr

Phe

TYyr

Phe

TYyr

Gly

Trp

Trp

Trp

Ala

Gly

Gly

Ile

Met

Met

Met

Met

Met

Met

88
Ser
10

Ser
10

Ser
10

Ser
10

Asn
10

His
10

His
10

FAR Y
i 3
Nt

P



<400> 377
Ain ITe Lys GIn Agp

<210> 378

<211> 16

<212> PRT

<213> Homo sapiens

<400> 378
Ain ITe Lys His Agp

<210> 379
<211> 16
<212> PRT
<213> Homo sapiens

<400> 379
Thr ITe ser Gly sgr
1

<210> 380

<211> 16

<212> PRT

<213> Homo sapiens

<400> 380
Tgr Ile ser Gly SEF

<210> 381

<211> 16

<212> PRT

<213> Homo sapiens

<400> 381
Leu Ile Trp Asn Agp
1

) <210> 382

<211> 16
<212> PRT
<213> Homo sapiens

<400> 382

teu ITe Trp Ser Asp
1 5

© <210> 383

<211> 16
<212> PRT
<213> Homo sapiens

<400> 383
Lgu Ile Trp Ser Agp

<210> 384

<211> 16

<212> PRT .
<213> Homo sapiens

Gly

Gly

Gly

Gly

Gly

Gly

Gly

ser

Ser

Asp

Gly

Ser

ser

sar

Giu

Glu

Asnh

Asn

Asn

ASp

ASp

LysS

LysS

Thr

Thy

Lys

Glu

Lys

Tyr
10

Tyr
10

Tyr
10

TYF
10

TY"
10

TYF
10

89
val

val'l

Ala

Ala

Ala

Ala

Ala

Asp

Asp

Asp

Asp

Asp

Asp

Asp

Ser

ser

Ser

Ser

ser

Ser

Ser

val

val

val

val

val

val

val

Lys
15

Lys
15

Lys

13

Lys
15

Lys
15

Gly

Gly

Gly

Gly

Gly

Gly

Gly
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<400>_ 384 .
Liu Ile Trp His Asp Gly Ser Asn Thr Egr val Aasp ser val &gs Gly
5

<210> 385
<21i1> 10
<212> PRT
<213> Homo sapiens

<400> 385
Glu ser Asn Trp Gly Phe Ala Phe Asp ige
5

<210> 386

<211> 10

<212> PRT

<213> Homo sapiens

<400> 386
61u Ser Asn Trp Ggy phe aAla pPhe Asp {g]

<210> 387

<211> 6

<212> PRT

<213> Homo sapiens

<400> 387
Gly Tyr val Met Agp val

<210> 388
<211> 11
<212> PRT .
<213> Homo sapiens

<400> 388
AEQ Ala ser G?nthr Iie Ser Ile Tyr igu Ash

<210> 389

<211> 14

<212> PRT .
<213> Homo sapiens

<400> 389
Tgr Gly Thr Asn Sgr Asp val Gly Gly I%r Asn Ser val ser

<210> 390

<211> 14

<212> PRT .
<213> Homo sapiens

<400> 390
Tgr Gly Thr ser s§r Asp val Gly Ala {%r Asn Ser val ser

<210> 391
<211l> 14
<212> PRT

>,
£
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g

<213> Homo sapiens

<400> 391

Thr Gly Thr ser Sser
1 5

<210> 392

<211> 7

<212> PRT

<213> Homo sapiens

. <400> 392

Arg Asn Asn GIn Arg
1 5

<210> 393

<211> 7

<212> PRT

<213> Homo sapiens

<400> 393
Ala Ala Ala ser Lgu

<210> 394

<211> 9

<212> PRT
<213 Homo sapiens

<400> 394
Gin GIn Ser Tyr Se
1 5

<210> 395

<211> 9

<212> PRT

<213> Homo sapiens

<400> 395
Ain Ser Tyr Thr Sgr

<210> 396
<211> 9
<212> PRT

* <213> Homo sapiens

<400> 396
Ser Ser Tyr Thr Ser
1 5

<210> 397

<211> 10

<212% PRT

<213> Homo sapiens

<400> 397

.Aia Ala Trp Asp Agp

<210> 398
<211> 11

ASp

Pro

Gin

Ala

Thr

Ser

Ser

val

Leu

Ser

Pro

ser

Ser

Leu

91

Gly Arg Igr Asn Ser val Ser

Ile Thr

Met val

val val

Asn Trp val
10



<212> PRT
<213> Homo sapiens

<400> 398
Gly Thr Trp Asp Sgr
1

<210> 399
<211> 11

<212> PRT
<213> Homo sapiens

<400> 399
G}y Thr Trp Asp Sgr

<210> 400
<211> 116
<212> PRT
<213> Homo sapiens

<400> 400

Gln val
1
Thr Leu
Tyr Trp
Gly Tyr
50
Ser Arg
65
Lys Leu
- Arg Tyr

Thr val.

Glin
ser
Ser
35

Ile
val
ser
Ser

Ser

2115

<210> 401
<211> 118
<212> PRT .
<213> Homo sapiens

<400> 401

Glu val
1

Ser Leu

Trp Met

Ala Asnh

50

Lys Gly

65

Leu GlIn

Ala Arg

Thr Met

Gln
Arg
Ser
35

Ile
Arg
Met
Glu

val
1i5

<210> 402
<211> 115
<212> PRT

Leu
Leu
20

Trp
TYyr
Thr
ser

Sep

100

Ser

Leu
Leu
20

Trp
LyS
Phe
Asn
Ser

100
Thr

Glin
5
Thr
Ile
TYr
Ile
val

85
Gly

val
5
Ser
val
Gln
Thr
Ser
85
Asn

val

Ser

ser

Glu
Cys
Arg
Ser
ser
Thr

Trp

Glu
Cys
Arg
Asp
Ile
70

Leu
Trp

Ser

Leu

Leu

Ser

Thr

Gln

Gly
val
Ala
phe

ser
val
Glin
Gly
55

ser
Arg

Gly

Ser

Ser

Gly
val
Pro
40

ser
Asp
Ala

Asp

Gly
val
Ala
40

Ser
Arg
Ala

Phe

Ser

Ala

Pro
ser
25

Pro
Thr
Thr
Asp

TyT
105

Gly
ser
25

Pro
Glu
Asp
Glu

Ala

105

Tyr
10

Tyr
10

Gly
Gly
Gly
Asn
Ser
Thr

90
Trp

Gly
Gly
Gly
Lys

Asn

"Asp

90
Phe

92

va'

val

Leu
Gly
Lys
TYr
Lys
Ala
Gly

Leu

Phe
Lys
Tyr
Ala
Thr

Asp

val
ser
Gly
AsSh
60

ASnN
val

Gin

val
Thr
Gly
Tyr

60
Lys

Ala

Ile

Lys
Ile
Leu
45

Pro
Glin

Tyr

Gly

Gin
Phe
Leu
45

val
Asn
val

Trp

Pro

Ser
30

Glu
Ser
Phe
Tyr

Thr
110

Pro
ser
Glu
Asp
Ser
Tyr

Gly
110

ser
15

Ser
Trp
Leu
Ser
Cys

95
Leu

Gly
15

Ser
Trp
ser
Leu
TYr
Gln

Glu
Tyr
Ile
Lys
Leu
80

Ala

val

Gly
Tyr
val
val
Tyr
80

Cys

Gly

@

L



<213> Homo sapiens

<400> 402

Giu val
1
Ser Leu

Trp Met

Ala Asn
0

Lys Gly

65

Leu Gln

Ala Arg

Thr val

<210> 40
<211> 6

Gln
Arg
ser
35

Ile
Arg
Met
Asn
ser
115

3

<212> PRT
<213> Homo sapiens

<400> 40

3

Leu
Leu
20

Trp
Lys
Phe

Asn

Tr
100

val Glu
5
ser Cys

val Arg
GTn Asp
Thr Ile

70
ser Leu
85

p Gly Ala

G1U-Asn Leu Tyr Pge Gln

<210> 40
<211> 14
<212> PR

4
T

<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

ser Gly
Ala Ala
Gln Ala
40
Gly ser
55
ser Arg
Arg Ala

Phe Asp

Gly
ser
25

Pro
Glu
ASp
Glu

Ile
105

<223> Xaa= D, A, R or no amino acid

<220>
<222> 2

<220>
<222> 3

<221> VARIANT

-, <223> Xaa=Y, I,

<221> VARIANT

<223> Xaa=D, A,

<220>

<221> VARIANT

<222> 4

<223> Xaa=F, A,

- <220>
<221> VARIANT

<222> 5

<223> Xaa=w, L,

<220>

<221> VARIANT

<222> 6

<223> Xaa=S, Y,

<220>

G or no

A or no

A of ho

amino acid

amino acid

amino acid

amino acid

amino acid

Gly
Gly
Gly
Lys
Asnh
Asp

90
Trp

93

Leu
Phe
Lys
Tyr
Ala
Thr
Gly

val
Thr
Gly
TYyr
Lys
Ala
G1n

Gln
Phe
Leu
val
Asn
val
Gly

Pro
Ser
30

Glu
Asp
Ser
Tyr

Thr
110

Gly
15

Ser
Trp
ser
Leuy
Tyr

95
Met

Gly
Tyr
va'l
val
Tyr
80

Cys

val



94
<221> VARIANT .
<222> (7)...(7)
<223> Xaa=A, Y, R or no amino acid

<220>

<221> VARIANT

<222> (8)...(8)

<223> Xaa=Y, P or no amino acid

<220> ‘

<221> VARIANT

<222> (9)...(9)

<223> Xaa=Y, G of no amino acid

<220>

<221> VARIANT

<222> (10)...(10)

<223> Xaa=D, G or no amino acid

<220>

<221> VARIANT

<222> (11)...(11) :
<223> Xaa=A, M or no amino acid

<220>

<221> VARIANT

<222> (12)...(12)

<223> Xaa=F,D o no amino acid

<220>

<221> VARIANT

<222> (13)...(13) _
<223> Xaa=D, V or no amino acid

<220>

<221 VARIANT

<222> (14)...(14) )

<223> Xaa=V or no amiho acid

<400> 404
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xga Xaa Xaa Xaa Xaa
1 .5 1

<210> 405

<211> 11

<212> PRT )
<213> Homo sapiens

<220>

<221> VARIANT
<222> 1 _
<223> Xaa=Q or G

<220>

<221> VARIANT

<222> 2

<223> Xaa=S, T, A or no amino acid

<220>
<221> VARIANT
<222> 3



A7
Lo
A

<223>

<220>
<221>

Xaa=Y, W or

VARIANT

<222> 4

<223>

<220>
<221>

Xaa=D or no

VARIANT

<222> 5

<223>

«220>

<221>

Xaa=S or no

VARIANT

<222> 6

<223>

<220>
<221>
<222>

) <223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

~ 221>
) <222>

<223>
<400>

Xaa Xaa Xxda Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1

<210>
<211>
<212>
<213>

<220>
<221>

Xaa=Ss or no

VARIANT
...(7)

Xaa=L, T or

VARIANT

(8)...(8)
Xaa=A, S or

VARIANT

(9...®
Xaa=G, A, V

VARIANT
(10)...(10)
Xaa=s, Y, V

VARIANT
(11)...(1D

Xaa=V or no
405

5
406
10

PRT )
Homo sapilens

VARIANT

<222>.1

<223>

<220>
<221>

Xaa=G

VARIANT

<222> 2

<223>
<220>

Xaa=Y, F or

no amino acid

amino acid

amine acid

amino acid

no amino acid

no amino acid

or no amino acid

or no amino acid

amino acid

G

95



<221>

96

VARIANT

<222> 3

<223>

<220>
<221>

Xaa=T or s

VARIANT

<222> 4

<223>

<220>
<221>

Xaa=L or F

VARIANT

<222> 5

<223>

<220>
<221>

Xaa=T, S or N

VARTANT

<222> 6

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>

Xaa=5 or A

VARIANT .
(7)...(7)
Xaa=Y or F

VARIANT
(8)...(8)
Xaa=G, S or Y

VARIANT
(...9)
Xaa=I, M or w

VARIANT |
(10)...(10)
Xaa=Ss, N or H

406

Xaa Xaa Xaa Xaa Xga Xaa Xaa Xaa Xaa Xaad

407

14

PRT

Homo sapiens

VARIANT
1
Xaa=T or no amino acid

VARIANT

<222> 2

<2235

<220>
<221>

Xaa=G or S

VARIANT

<222> 3

<223>

Xaa=S, T or G



5
S

Faa

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Xaa Xaa Xaa Xga Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1

VARIANT
4
Xaa=Ss

gARIANT
Xaa=5

VARIANT
6
Xaa=N, b or §

VARIANT
(7)...(7
Xaa=I, V or N

VARIANT
(8)...(8)

Xaa=G or I

VARIANT
(9...(®

Xaa=A or G

VARIANT
(10)...Q10)
Xaa=G, Y, S or N

VARIANT
(an...an
Xaa=Y or N

VARIANT
(12)...012)
Xaa=D, S, T or F

VARIANT
(13)...(13)
Xaa=V

VARIANT
(14)...(14)
Xaa=S, N or H

407

97



<210>
<211>
<212>
<213>

<220>
<221>

98
408
17
PRT
Homo sapiens

VARIANT

<222> 1

<223>

<220>
<221>

Xaa=wW, S, L or no amino acid

VARIANT

<222> -2

<223>

<220>
<221>
<222>
<223>

<220>
<221>

Xaa=v, I or £

VARIANT
3
Xaa=5, W or T

VARIANT

<222> 4

<223>

<220>
<221>

Xaa=F, S Oor N

VARIANT

<222> 5

“<223>

<220>
<221>

Xaa=Y, S, D or H

VARIANT

<222> 6

<223>

220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

«220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
«<221>

Xaa=N, S or G

VARIANT
(7...(ND

Xaa=S or @

VARIANT
(8)...(8)
Xaa=N, Y, D or R

VARIANT
(9)...(9
Xaa=T, I or E

VARIANT
(10)...(10)
Xaa=N, S, Yor b

VARIANT
(1D...d1n
Xaa=Y

VARTIANT



99
<222> (12)...(12)
<223> Xaa=A and N

<220>

<221> VARIANT

<222> (13)...(13)
<223> Xaa=Q, D or P

<220>

<221> VARIANT
<222> (14)...(14)
<223> Xaa=K or S

<220>

<221> VARIANT
<222> (15)...(15)
<223> Xaa=L or v

{ ) <220>.

‘‘‘‘ " <221> VARIANT
<222> (16)...(16)
<223> Xaa=Q or K

<220>

<221> VARIANT
<222 (17)...QA7)
<223> Xaa=G or S

<400> 408

xia Xaa Xaa Xaa x%a Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
. 10

Xaa :

<210> 409
<211> 7

<212> PRT

<213> Homo sapiens

C;) <220
<221> VARIANT
<222> 1
<223> Xaa=G, E, S or D

<220>

<221> VARIANT

<222> 2

<223> Xaa=N, V or y

<220>

<221> VARIANT
<222> 3

<223> Xaa=S or N

<220>

<221> VARIANT

<222> 4

<223> Xaa=N, Q or K
<220>

<221> VARIANT

<222> 5
<223» Xaa=R



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

100

VARIANT

6
Xaa=P

VARIANT
(7...(7)

Xaa=S$
409

Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<221>

410
14.
PRT
Homo sapiens

VARIANT

<222> 1

<223>

<220>
<221>

Xaa=D or no amino acid

VARIANT

<222> 2

<223>

<220>

<221>

Xaa=Y, A or no amino acid

VARIANT

<222> 3

<223>

<220>
<221>

Xaa=D, I or no amino acid

VARIANT

<222> 4

<223>

<220>
<221>

<222> 5

<223>

<220>
<221>

Xaa=F, A or no amino acid

VARIANT

Xaa=W, A or no amino acid

VARIANT

<222> 6

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

Xaa=S, L or no amino acid

VARIANT
(7...(D

Xaa=A, Y, G or no amino acid

VARIANT
(8)...(8)

Xaa=Y, Q ot no amino acid

VARIANT

O



101
<222> (9)...(9)
<223> Xaa=G, Y or L

<220>

<221> VARTANT
<222> (10)...(10)
<223> Xaa=Y, D or V

<220>

<221> VARIANT

<222> (11)...(11)
<223> Xaa=G, A or P

<220> :

<221> VARIANT
<222> (12)...(12)
"<223> Xaa=M or F

() <220> .

= <221> VARIANT
<222> (13)...(13)
<223> Xaa=D

<220

<2213 VARIANT
<222> (14)...(14)
<223> Xaa=vV-or Y

<400> 410
Xga Xaa Xaa Xaa Xga Xaa Xaa Xaa Xaa ?ga Xaa Xaa Xaa Xaa

<210> 411
<211 11
<212> PRT
<213> Homo sapiens

<220>
—~, <221> VARIANT
() <22- 1
<223> Xaa=Q, A, G or no amino acid

<220>

<221> VARIANT

<222> 2

<223> Xaa=S, V, T or no amino acid

<220>

<221> VARIANT

<222> 3

<223> Xaa=Y, N or w

<220>

<221> VARIANT
<222> 4

<223> Xaa=S or D

<220>

<221> VARIANT

<222> 5

<223> Xaa=S, Y or D



102
<220>
<221> VARIANT
<222> 6
<223> Xaa=S or T

<220> .

<221> VARIANT
<222 (7)... (7
<223> Xaa=L or S

<220>

<Z221> VARIANT

<222> (8)...(8)
<223> Xaa=S, T or N

<220>

<221> VARIANT

<222> (9)...(9)
<223> Xaa=G, S Oor A

<220>

<221> VARIANT

<222> (10)...(310)
<223> Xaa=5, M, W or Y

<220>

<221> VARIANT
<222> (11)...1L)
<223> Xaa=V

<400> 411
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

<210> 412

<211> 10

<212> PRT

<213> Homo sapiens

<220> .

<221> VARIANT

<222> 1 .
<223> Xaa=G, P or A

<220>

<221> VARIANT

<222> 2

<223> Xaa=Y, W, F, Tor s

<220> _

<221> VARIANT

<222> 3

<223> Xaa=T, P, §, A, C, V, L or T

<220>

<221> VARIANT

<222> 4

<223> Xaa=L, F, I, V, M, Aory

<220>

<221> VARIANT

<222> 5

<223> Xaa=T, P, S or A



103

<220>

<221> VARIANT

<222> 6

<223> Xaa=S, 7, Aor C

<220>

<221> VARIANT

<222> (7)...(7)

<223> Xaa=yY, W, F, Tor s

<220>

<221> VARIANT

<222> (8)...(8)
<223> Xaa=G, P or A

<220>

<221> VARIANT

<222> (9)...(9)

<223> Xaa=I, L, V, M, Aor F

<220>

<221> VARIANT

<222> (10)...(1D0)
<223> Xaa=S$, T, Aor C

<400> 412
X%a Xaa Xaa Xaa Xga Xaa Xaa Xaa Xaa Xaa

<210> 413

<211> 14

<212> PRT

<213> Homo sapiens

<220>
<221> VARIANT
<222> 1

~. 223> Xaa=T or S

£

<220>

<221> VARIANT

<222> 2 .

<223> Xaa=G, P or A

<220>

<221> VARIANT
<222> 3

<223> Xaa=T or S

<220>

<221> VARIANT

<222> 4

<223> Xaa=S, N, T, A, C or Q

<220>

<221> VARIANT

<222> 5

<223> Xaa=S5, T, Aor C

<220>
<221> VARIANT



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1
<210>
<211>
<212>
<213>

<220>
- <221>

104

6

Xaa=D or E

VARIANT

(7)...(H
Xaa=V, I, M, L, For A

VARIANT -
(8)...(8)
Xaa=G, P or A

VARIANT
...
Xaa=G, A, R, P, V, L, I, K, Q or N

VARIANT
(10)...(10)
Xaa=Y, W, F, Tor s

VARIANT
ay...dan
Xaa=N or Q

VARIANT
(12)...(12)
Xaa=Y, 5, W, F, T, S, T, Aor C

VARIANT
(13)...(13)
Xda=vV, I, M, L, F, or A

VARTIANT
(14 ...(14)
Xaa=5, T, Aor C

413

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xad Xaa
5

414

i7

PRT .
Homo sapiens

VARIANT

<222> 1

<223>

<220>
<221>

Xaa=Ww, Y or F

VARIANT

<222> 2

e



<223>

<22{0>
<221>

Xaa=v, I, M, L, F or A

VARIANT

<222> 3

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

. <222

C

N

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

) <223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

Xaa=S, T, A or C

VARTIANT
4
Xaa=A, F, V, L, I, Yor M

VARIANT
5
Xaa=Y, W, F, T or s

VARIANT
6
Xaa=N or Q

VARIANT
(7)...(7)
Xaa=G, P or A

VARIANT
(8)...(8)

Xaa=N or Q

VARTIANT
(9...09)

Xaa=T or §

VARIANT
(10)...0)
Xaa=N or Q

VARIANT
(1.0
Xaa=Y, W, F, T or S

VARIANT
(12)...(12)
Xaa=A, V, Lor I

VARTANT
(13)...(13)
Xaa=Q, £, N or D

VARIANT
(14)...(14

105



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa

<210=

x%a Xaa Xaa Xaa.Xga Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa iga Xaa

106
Xaa=K, R, Q or N

VARIANT
(15...15
Xaa=L, F, V, I, M, Aory

VARIANT
(16)...(16)
Xaa=Q or N

VARIANT
(17)...(7
Xaa=G, P or A

414

T,
i
#
e

415

<211> 7

<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>

PRT .
Homo sapiens

VARIANT
1
Xaa=E or D

VARIANT

<22?2> 2

<223>

<220>
<221>

Xaa=v, I, M, L, F or A

VARIANT

<222> 3

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<2721
<222>
<223>

<220>
<221
<222>
<223>

Xaa=S, T, Aor C f I

VARTANT
4
Xaa=N or Q

VARIANT
e
Xaa=R, X, Q or N

VARTANT
6
Xaa=P or A

VARIANT
(7)...(7
Xaa=s, T, Aor C



<400>

415

x%a Xaa Xaa Xaa Xaa Xaa Xaa
' 5

<210>
<211
<212>
<213>

<220>
<221>

416

6

PRT

Homo sapiens

VARIANT

<222> 1

<223>

<220>
<221>

<222>
. <223>

<220>
<221>

Xaa=G, P, A or no amino acid

VARIANT

2
Xaa=Y, W, F, Tor §

VARTANT

<222> 3

<223>

<220>
<221>
<222>
<223>

<220>
<221>

<222>,

<223

O

<220>
<221>

Xaa=G, V, P, A, I, M, L or F

VARTIANT
4
Xaa=M, L, For I

VARIANT
5
Xaa=D or E

VARIANT

<222> 6

<223>
<400>

Xaa=v, I, M, L, F or A
416

xia Xaa Xaa Xaa Xga Xaa

<210>

<211>
<212>
<213>

<220>
<221>

417

9

PRT

Homo sapiens

VARIANT

<222> 1

<223>

C <220

<221>

Xaa=S, N, T, A, C or Q

VARTANT

<222> 2

<223>

<220>
<221>

Xae=5, T, A or C

VARTANT

<222> 3

<223>

<220>
<221>
<222>

Xaa=Y, W, F, Tor s

VARTANT
4



. 108
<223> Xaa=T or s

<220>

<221> VARIANT

<222> 5

<223> Xaa=S, T, Aor cC

<220>

<221> VARIANT

<222> 6

<223> Xaa=S, T, Aor C

<220>

<221> VARTANT

222> (7)...(7)

<223> Xaa=N, S, Q, T, Aor C

<220>

<221> VARIANT

<222> (8)...(8)

<223> Xaa=M, V, L, F, T or A

<220> o

<221> VARIANT

<222> (9)...(9)

<223> Xaa=V, I, M, L, For A

<400> 417
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>-418

<211> 363

<212> DNA

<213> Homo sapiens

<400> 418

caggtgcagg tggtgcagic tgggogctgag gtgaagaagc

tcctgcaagyg cttctggata caccttcacc ggctactata

cctggacaag gdcttgagtg gatgggatgg atcaaccctc

gcacagaagt ttcagggcag ggtcaccatg accagggaca

atggagctga gcaggctgag atctgacgac acggccgtgt

tggaactacg actactacgg tatggacgtc tggggccaag

tca '

<210> 419

<211> 121

<212> PRT .

<213> Homo sapiens

<400> 419

Gln val GIn val Vg] Gln Ser Gly Ala géu val

Ser val Lys gg? Sser Cys Lys Ala ger Gly Tyr
5

Tyr Ile ggs Trp val Arg Gln ﬁga Pro Gly G1n

Gly ggp Ile Asn Pro His ggr Gly Gly Ala Asn

GIn Gly Arg val Thr Met Thr Arg Asp Thr Sser

65 70 75

Met Glu Leu Ser ggg Leu Arg Ser Asp ggp Thr

Ala Arg Gly Asn Trp Asn Tyr Asp Tyr Tyr Gly

ctggggccte
tacactgggt
acagrggtgg
cgtccatcag
attactgtgce
ggaccacggt

Lys Lys Pre
Thr Phe Thr
Gly Leu Glu

45
Tyr Ala GIn

Tie Ser Thr

Ala val Tyr

Met Asp val

agtgaaggtc
gcgacaggcec
cgcaaactat
cacagcctac
gagaggcaac
caccgtcetcece

Gly Ala
15

Gly Tyr
Trp Met
Lys Phe

Ala Tyr
80

Tyr Cys

95

Trp Gly

60
120

180

240
300
360
363

.



109
100 105 110
GIn Gly Thr Thr val Thr val Ser ser
115 120

<210> 420
<211> 321
<212> DNA
<213> Homo sapiens

<400> 420 .

gacatccaga tgacccagtc tccatcctce ctgtctgeat ctgtaggaga cagagtcace 60
atcacttgcc gggcgagtca ggacattagc aattatttag cctggtatca gcagaaacca 120
gogaaagttc ctaagctcct gatctatgct geatccactt tgcaatcagg ggtcccatct 180
cggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag cctacagcct 240
gaagatgttg caacttattt ctgtcaaagg tatcagattg ccccattcac tttcggccct 300

gaggaccaagg tggatatcaa a 321
<210> 421
<211> 107
<212> PRT ]
<213> Homo sapiens

T <400> 421
Aip Ile Gin Met T?r Gln Ser Pro Ser igr Leu Ser Ala ser val Gly
‘ 15
Asp Arg val Egr ITe Thr Cys Arg éga Ser Gln Asp Ile ggr Asn Tyr
Leu Ala Trp Tyr Gin Glin Lys Zgo Gly Lys va'l Pro Lys Leu Leu Ile

35 45
. Tyr éga Ala Ser Thr Leu g%n ser Gly val Pro ggr Arg Phe ser Gly
ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ite Ser Ser Leu Gln Pro
65 : 70 75 80
Glu Asp val Ala ggr Tyr Phe Cys Gln ggg Tyr Gln Ile Ala Pro Phe
95

Thr phe Gly Pro Gly Thr Lys val Asp Ile Lys
' 100 105 4
<210> 422
<211>-366
<212> DNA .
<213> Homo sapiens

). <400> 422

caggtgcagc tggtggagtc tgggggaggce gtggtccagce ctgggaggtic cctgagactc 60

tcctgtgecag cgtctggatt caccttcagt agctatggca tgcactgggt cegecagget 120
ccaggeaagy ggctggagtg ggtggcagtt atctggtatg atggaagtac taaatactat 180
gecagactccyg tgaaggdccg atccaccate tccagagaca attccaagaa cacgetgtat 240
ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gaggtcagtg 300
gctggttace actactacta cggtatggac gtctyggggcc aagggaccac ggtcaccgtec 360
tcctca 366

<210> 423

<211> 122

<212> PRT .
<213> Homo .sapiens

<400> 423
Gin val Glin Leu V%T Glu Ser Gly Gly igy val val Gln Pro-G}y Arg
1

Ser Leu Arg Egu Ser Cys Ala Ala ggr Gly Phe Thr Phe ggr ser Tyr
Gly mMet His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val
Ala gg] i?e Trp Tyr Asp ggy ggr Thr Lys Tyr ggr :%a Asp Ser val
Lys Gly Arg Ser Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr



65

70

110

75

80

Leu GIn Met Asn ggr Leu Arg Ala Gilu ggp Thr Ala val Tyr Tyr Cys
: 85

Ala Arg ser val Ala Gly Tyr His Tyr Tyr Tyr Gly Met Asp val Trp
' 100 105 110

Gly GIn Gly Thr Thr val Thr val Ser Ser

115

<210> 424
<211> 324
<212> DNA
<213> Homo

<400> 424
tctictgage
acatgccaag
caggcecctg
ttctctgget
gatgaggctg

1

sapiens

120

tgactcagga ccctgctygtg tctgtggect
gagacagcct cagaggctat tatgcaacct
tacttgtcat ctatggtaaa aactaccggce
ccacctcagg aaacacagct tccttgacca
actattactg taactcccgg gacagcattg

10

ggagggacca agctgaccgt ccta

<210> 425

<211> 108

<212> PRT

<213 Homo sapiens

<400> 425 -

Ser Ser Glu teu Thr Gln Asp Pro Ala XS1 Ser
1 5°

Thr vatl Arg‘gge Thr Cys Gln Glyvégp Sser Leu

“Thr Trp ggr Gln Gln Lys Pro ﬁgg“Gln_ATa Pro

Gly %%s Asn Tyr Arg Pro ggr Gly Ile Pro Asp

Thr Ser G1y_Asn Thr Ala ser Leu Thr Tie Thr
65 70 - 75

Asp Glu Ala Asp ggr Tyr Cys Asn Ser ggg Asp
Leu val Phe Gly Gly Gly Thr Lys Leu Thr val

‘100 105

<210> 426

<211> 366

<212> DNA .

<213> Homo sapiens

<400> 426 ,

caggtgcagc tggtggagtc tgggggagygc gtggtccage

tcctgtgeag cgtctggatt caccttcagt agctatggcet

ccaggcaagg ggctggagtg ggtggcagtt atatggttag

gcagactccg tgaagggccg atccaccate tccagagaca

ctgcaaatga acagcctgag agccgaggac. acggctgtgte

gctggttace actactacta cggtatggac gtctggggcc

tcctea

<210> 427

<211 122

<212> PRT )

<213> Homo sapiens

<400> 427

Gln val Gln Leu V'Eﬂ Glu ser Gly Gly Gly Vaﬂ

ser Leu Arg 58u ser cys Ala ala ggr Gly Phe

Gly Leu His Trp val Arg Gln Ala Pro Gly Lys

tgggacagac agtcaggatc 60

ggtaccagca gaagccaaga 120

cctcagggat cccagaccga 180
tcactggggce tcaggcgdggaa 240
gtaaccatct ggtgttcggce ggg

val
Arg
val
Arg
Gly
Ser

Leu

ctgggaggtc cctgagactc
tgcactgggt ccgccaggcet
atggaagtaa taaatactat
attccaagaa cacgctgtat
attactgtgc gaggtcagtg
aagggaccac ggtcaccgic

Ala
Gly
Leu
45

Phe
Ala

Ile

Leu
Tyr
val
Ser
Gin
Gly

Gly
15

TYr
Ile
Gly
Ala

Asn
95

Gin

Ala

Tyr

Ser

Glu
- 80

His

val Gin Pro Gly Arg
15

Thr Phe Ser Sser Tyr

Gly Leu Glu Trp val

60

120
1380
240
300
360
366

O



35
Ala val

Leu GIn
Ala Arg

Gly Gln
115

<210> 428
<211> 324
<212> DNA
<213> Homo

<400> 428
tcttctgage
acatgccaag
caggceectg

) ttctctggct

gatgaggctg
ggagggacca

<210> 429
<211> 108
<212> PRT
<213> Homo

<400> 429
Ser Ser Giu
1
Thr

val Arg

ser Trp ggr

Gly Lys Asn
50

Thr ser

65

Asp

Glu Ala

Leu Leu Phe

<210>
<211>
<212>
<213> Homo

<400> 430
caggtgcaac
tcctgtgeag
ccaggcaagg
gcagactccg
ctgctaatga
gctggttacc
tcctca

<210>
<211>
<2125
<213>

<400>

430
366
DNA

431
122
PRT
Homo

431

ITe Trp Leu
Arg Ser Thr
Met Asn Ser
Ser val Ala
Gly Thr Thr

Gly

As
T1

70
Leu Arg

Gl
100

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccaccteagy
actattactg
agctgaccgt

sapiens

Leu Tg? G1

ITe Thr
20
Gln Gln

Asn Arg Pr
Al

70

Asn Thr

Asp Tyr
85
Gly Gly Gl
100

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
actactacta

sapiens

val Thr

Cys
Lys

Tyr

111
40
Ser Asn

p Gly Lys Tyr
55

e Ser Arg Asp Asn §§r
Asp Thr
90

Tyr Tyr

Ala Glu

His Tyr
105
ser

y Tyr

val
120

Ser

ccectgetgtg tetgtggect
cagaagttat tatggaagct
ctttggtaaa aacaaccggc
aaacacagct tccttgacca

taactcacgg gacatcattg

ccta

val
10
ser

n Asp Pro Ala sSar

Gln Gly Asp Leu

Pro Arg Glin Ala

40
Gly

Pro

0 Ser Ile
55

ser

Pro

Thr
75
ASp

a Leu Thr Ile

Cys Ash Ser Arg

90
Thr Thr

Leu val

105

y Lys

t9ggggaggc
caccttcagg
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

gtggtccagt
aactatggca
atatggtttg
tccagagaca
acggctgtgt
gtctggggce

Gin val GIn Leu val Glu Ser Gly Gly Gly val

AsSp

‘atggaagtaa

45
Tyr Ala Asp Sser val
60

Lys Asn Thr Leu Tgr
3
Ala val Tyr ggr Cys

Gly Met Asp val Trp
110

tgggacagac agtcaggatc
ggtaccagca gaagccaaga
cctcagggat cccagaccga
tcactggggc tcaggcggaa
gtgaccatct gectgttcggce

val Ala Leu Gly GlIn
15

Arg Ser Tyr Tyr Gly
30

val Leu val Ile
45

Phe’

Phe

Arg Ser Gly Ser

Ala Glu
80

His

Gly Gln Ala

Ile Ile Gly Asp
95

Leu

ctgggaggtc
tgcactggat

cctgagactc
ccgecagget
taaatactat
cacgctgtat
gaggtcagtg
ggtcaccegtc

attccaagaa
attactgtgc
aagggaccac

val Gln Ser Gly Arg

60

120
180
240
300
324

60

120
180
240
300
360
366



1
Ser Leu Arg

Gly Met His

35
Ala val Ile
50

Lys Gly Arg

65

Leu Leu Met

Ala Arg Ser

Gly Gin Gly
115

<210> 432
<211> 324
<212> DNA
<213> Homo

<400> 432

tcttetgage tgactcagga

acatgccagg
caggccececty
atctctgget
gatgaggctyg
ggagggacca

<210> 433
<211> 108
<212> PRT
<213> Homo

<400> 433
Ser Ser Glu
1

Thr val Arg

ser Trp ggr

Gly Lys Asn
50

Thr ser Gly

65 _

Asp Glu Ala

teu val

<210> 434
<211> 342
<212> DNA
<213> Homo

<400> 434

caggtgcagce
tcetgtgecag
ccaggcaagg
gcagactccg
ctgcaaatga
ggactggact

<210> 435
<211> 114
<212> PRT
<213> Homo

Leu Ser
20

Trp val
Trp Phe
ser Thr
Asn Ser
val Ala

100
Thr Thr

sapiens

Cys
Arg
Asp
Ile
70

Leu
Gly

val

Ala
GlIn

Gly
55

-Ser

Arg

_Tyl"

Thr

Ala
Ala
40

ser
Arg
Ala
His

val
120

Ser Gly Phe
25

Pro Gly Lys
Ash Lys Tyr
Asp Asn Ser
Glu Asp Thr
Tyr Tyr Tyr

105
Ser ser

Thr Phe Arg
30
Gly Leu Glu

Tyr Ala Asp
60
Lys Asn Thr

Ala val Tyr

Gly Met Asp.

110

15
Asn

Trp
ser
teu
Tyr
val

Tyr
val
val
Tyr
80

Cys

Trp

gagacagcct
tacttgtcat
ccacctcagg
actattactg
aactgaccgt

sapiens

ccetgetgty
cagaagctat
ctatggtaaa
aaacacagct
taaatcccgg
ccta

tctgtggect
tatgcaagct
aacaaccggc
tcecttgacca
gacatcattg

tgggacagac agtcaggatc 60
ggtaccagca gaagccaaga 120
cctcagggat cccagaccga 180
tcactggggc tcaggcggaa 240
gtgaccatct ggtgticggc ggO
4

Phe

Leu Thr
5
Tle Thr
20 )
Gln GlIn

Asn Arg

Asn Thr

Asp Tyr
85

Gly Gly
100

Gin
Cys
Lys
Pro
Ala
70

Tyr
Gly

ASD

Gin

Pro
Ser
55

ser
Cys

Thr

Pro
Gly
Arg
Gly
Leu
Lys
LysS

Ala val
10
Asp Ser Leu

Ser

GIn Ala Pro
Ile Pro Asp
Thr I1e Thr
75
Ser Arg Asp

teu Thr val
105

val Ala teu

Arg Ser Tyr
30

val Leu val

45

Arg Ile Ser

60

Gly Ala GIn

ITe Ile Gly

Leu

Gly
15

Tyr
Ile
Gly
Ala

ASp
95

GIn
Ala
Tyr
Ser
Glu

80
His

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
ggggccaggg

sapiens

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatce
agccgaggac
aaccctggtc

gtggtccage
agctatggca
atatggtatyg
tccagagaca:
acggetgtgt
accgtctcct

ctgggaggtc cctgagactc 60
tgcactgggt ccgccagget 120
atggaagtaa taaatactat 180
attccaagaa cacgctgtat 240
attactgtgt gagagatcgg 300
ca 342

@,

V.



N

iy

113

<400> 435
Gin val GIn Leu Vg] Glu ser Gly Gly g&y val
1
Ser Leu Arg %gu Ser Cys Ala Ala ggr Gly Phe
Gly Met ggs Trp val Arg Glin ﬁga Pro Gly Lys
Ala §g1 ITe Trp Tyr Asp Gly Ser Asn Lys Tyr
' 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 _ 70 - 75
Leu Gln Met Asn g%r Leu Arg Ala Glu ggp Thr
val Arg Asp Arg Gly Leu Asp Trp Gly Gln Gly
100 105
Ser ser
<210> 436
<211> 324
<212> DNA
<213> Homo sapiens
<400> 436 7 '
tcttctgage tgactcagga ccctgcotgtyg tetgtggect
acatgccaag gagacagcct cagaggctat tatgcaaget
caggceectg tacttgtcat ctatggtaaa aacaaccggce
ttctctgget ccacctcagg aaacacagct tccttgacca
gatgaggctg actattactg taagtcccgg gacagcagtg
ggagggacca agctgaccgt ccta
<210> 437
<211> 108
<212> PRT
<213> Homo sapiens
<400> 437
ser Ser Glu Leu Thr Gin Asp Pro Ala XST ser
1 5
Thr val Arg_%%e Thr Cys ¢In Gly ggp Ser Leu
ser Trp ggr GIn GIn Lys Pro igg Gln Ala Pro
Gly E%S Asn Asn Arg Pro Sgr Gly ITe Pro Asp
5
Thr Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr
65 70 75
Asp Glu Ala Asp ggr Tyr Cys Lys Ser gsg Asp
Leu val pPhe Gly Gly Gly Thr Lys Leu Thr val
100 105
<210> 438
<211> 366
<212> DNA
<213> Homo sapiens
<400> 438
caggtgcagg tggtggagtc tgggggaggc gtggtccage
tcctgtgeag cgtctggatt caccttcagt aactatggca
ccaggcaagg ggctggagtg ggtggcagtt atttggtatg
gcagactccg tgaagggecg atccaccatc tccagagaca
ctgcaaatga acagcctgag agccgaggac acggetgtgt
gctggttace actactacta cggtatggac gtctggggcc
tcctea ’

val Gln

Phe

Pro Gly Arg
15

Thr sSer

Ser
30

Glu

Tyr

Gly Leu Trp val

Tyr Ala Ser val

60
Lys

Asp

Asn Thr Leu Tyr

80

Ala val Tyr Tyr Cys

Thr val Thr

110

Ley val

tgggacagac agtcaggatc 60
ggtaccagca gaagccaaga 120

cctcagggat cccagaccga 180

tcactgaggc tcaggeggaa 240
gtgaccatct ggtgttcgge ggg

val Ala Leu Gly Gln

15

Arg Gly Tyr Tyr Ala
30

val Leu val Tle Tyr

Arg Phe ser Gly Ser

Glu
80
His

Gly Ala GlIn Ala

ser Ser Gly Asp
95

Leu

60

120
180
240
300
360
366

ctggggggtc
tgcactgggt
atggaagtag
attccaagaa
attactgtgc
aagggaccac

cctgagactc
ccgccagget
taaatactat
cacggtgtat
gaggtcagtg
ggtcaccgtc



114

<210> 439
<211> 122
<212> PRT
<213> Homo sapiens
<400> 439 '
Gln val Gln val Vg?'GTu Ser Gly Gly ggy val
1
Ser Leu Arg 58” ser Cys Ala A1a_§§r Gly phe
Gly Met ggs Trp val Arg Gin gga Pro Gly Lys
Ala gg? Ile Trp Tyr Asp g;y Ser Ser Lys Tyr
Lys Gly Arg Ser Thr Ile Ser Arg Asp Asn ser
65 v 70 75
Leu GIn Met Asn s§r Leu Arg Ala Giu 35p Thr
8 0
‘Ala Arg Ser val Ala Gly Tyr His Tyr Tyr Tyr
_ 100 105
Gly GIn Gly Thr Thr val Thr val Ser Ser
115 120 -
<210> 440
<211> 324
<212> DNA
<213> Homo sapiens
<400> 440
tettctgage tgactcagga ccctgetgtg tetgtggect
acatgccaag gagacagect cagaggctat tatgcaagcet
caggcccctg tacttgtcat ctatggtaaa aacaaccggc
ttectetgget ccacctcagg aaacacaget tccttgacca
gatgaggctg actattactg taagtcccgg gacagcagtg
ggagggacca agctgaccgt ccta ’
<2105 441
<211> 108
<212> PRT
<213> Homo sapiens
<400> 441 .
Ser Ser Glu Leu T?r G1n Asp Pro Ala {%1 ser
1 . :
Thr val Arg gge Thr Cys Gln Gly ggp Ser Leu
ser Trp ;gr GIn Gln Lys.Fro-Agg GIn Ala Pro
4
Gly L5s Asn Asnh Arg Pro ggr Gly Ile Pro Asp
5
Thr Ser Gly Asn Thr Ala ser Leu Thr ITe Thr
65 70 75
Asp Glu Ala Asp ggr Tyr Cys Lys Ser ggg ASD
Leu val Phe Gly Gly Gly Thr Lys Leu Thr val
100 105
<210> 442
<211> 366
<212> DNA
<213> Homo sapiens
<400> 442

caggtgcagc tggtggagtc tgggggagyc gtggtccage
tcctgtygcag cgtetggatt caccttcagt agctatggca
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg
gcagactccg tgaagggccg atccaccatc tccagagaca

val GIn Pro ggy Gly
Thr Phe ser-asn Tyr

Gly Leu Glu Trp val

ggk Ala Asp Ser val
Lys Asn Thr val g%r

Ala val Tyr Tyr Cys

Gly Met Asp val Trp
110

tgggacagac agtcaggate
ggtaccagca gaagccaaga
cctcagggat cccagaccga
tcactgggge tcaggcggaa
gtgaccatct ggtgttcgge

val Ala Leu ggy Glin
Arg Gly Tyr Tyr Ala

val hgu val Ile Tyr
Arg Phe Ser Gly Ser

Gly Ala Gln Ala ggu

ser ser Gly Asp His
95

Leu

60
120
180
240
300
324

ctgggaggtc cctgagtcic 60

tgcactgggt ccgccagget 120
atggaagtta taaagactatr 180
actccaagaa cacgctgtat 240



115

ctgcaaatga acagcctgag agccgaggac acggctgtgt
- getggttace actactacta cggtatggac gtctggggcc
tccteca

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser

Gly

AT&
Lys
65

Leu
Ala

Gly

210>
<211
<212>
<213>

<400>

443
122
PRT
Homo sapiens

443

val GIn Leu V§1

Leu
Met

val
50

Gly

Gin
Arg
GIn

ser
His
35

Ile
Arg
Met
Ser

Gly
115

444
324
DNA
Homo

444

tcttetgage
‘acatgccaag
caggccccta
ttctetgget
gatgaggctg
ggagggacta

<210>
<211>
<212>
<213>

7 <4005

ser
i
Thr
ser
Gly
Thr
65
Asp

Leu

<210>
<211>
<212>
<213>

<400>

ser
val
rp
Lys
50

Ser
Glu

Leu

445
108
PRT
Homo sapiens

445

Glu
Arg
TYr
35

Asn
Gly
Ala

Phe

- 446
375
DNA ]
Homo sapiens

446

Leu Ser

20
Trp val

Trp Tyr

Ser Thr

Asn Ser
85

val Ala

100

Thr Thr

sapiens

Leu Thr
5
Ile Thr
20
Gln Gin
Asn Arg
Ile Thr
Asp Tyr
85
Gly Gly
100

Glu ser Gly Gly Gly val

Cys Ala Ala ggr Gly Phe
Arg Gln Ala Pro Giy LYyS
40

ASp Gly Ser Tyr Lys Asp

55
Ile Ser Arg Asp Asn ser
70 75
Leu Arg Ala Glu ggp Thr
Gly Tyr His Tyr Tyr Tyr
105
val Thr val Ser Ser

120

tgactcagga ccctgcetgtg tctgtggect
gagacagcct cagaacctat tatgcaagcet
ttcttgtcat ctatggtaaa aacaaccggc
ccacctcagy aatcacagct tccttgacca
actattactg taaatcccgg gacatcattg
agctgaccgt ccta

Gln Asp Pro Ala XS? Ser
Cys Gln Gly Asp Ser Leu

Lys Pro Arg Gln Ala Pro

Pro Ser Gly Ile Pro Asp
55

Ala Ser teu Thr Ile Thr

70 75

Tyr Cys Lys Ser Arg Asp

Gly Thr Lys Leu Thr val
105

attattgtgc gaggtcagtg
aagygaccac ggtcaccgtc

val G1ln Pro Gly Arg
Thr phe Ser %2r Tyr
Gly Leu Glu Trp val
Tyr A1a-Asp ser val
Lys Asn Thr Leu Tyr
Ala val Tyr g§r ggs

Gly Met Asp val Trp
110

tgggacagac agtcaggatc
ggtaccagca gaagccaaga

cctcagggat cccagaccga

tcactggggc tcaggcggaa
gtaaccatct gctgttcgge

val Ala Leu Gly Gln
15
Arg Thr Tyr Tyr Ala

Ile Leu val Ile Tyr
Arg Phe Ser Gly ser

Gly Ala GIn Ala Glu
80
ITe ITe Gly Asn His
95
Leu

300
360
366

60

120

180
240
300
324



caggtgeagce
tcctgtgeag
ccaggecagy
gcagcctecg
ctgcaaatga

ggttcgggga
gtcaccgtct

<210> 447
<211> 125
<212> PRT
<213> Homo

<400> 447
Gln val G1n

Ser Leu Arg

Gly Met His
- 35

Ala val 1le

: 50

Lys Gly Arg

65 :

teu Gln Met

Ala Arg Gly

Asp val frp
115

<210> 448
<211> 324
<212> DNA
<213> Homo

<4030> 448
tcttetgage
“acatgccaag
caggccecta
ttctctgget
gatgaggcty
ggagggacta

<210> 449
<211> 108
<212> PRT
<213> Homo

<400> 449

tggtggcgte

cgtctggatt
ggctggagtg

tgaagggecg.

acagtctgag

, 116
tgggggagygc gtggtccagc
caccctcagt agctatggca
ggtggcagtc atatggtatg
attcaccatc tccagagaca
agccgaggac acggetgtgt

gtcatcgcta ctactactac ggtatggacg

cctca

sapiens

Leu val Ala Ser Gly Gly Gly va'

5

10

Leu Ser Cys Ala Ala Ser Gly Phe

20

25

. Trp val Arg Gln Ala Pro Gly Gln

40

Trp Tyr Asp Gly Ser Asn Lys Tyr

35

Phe Thr Ile Ser Arg Asp Asn Ser

70

Asn Ser Leu Arg Ala Glu Asp Thr

85

20

Gly Gly Ser Gly Ser His Arg Tyr

100

105

Gly GIn Gly thr Thr val Thr val

sapiens

tgactcagga
gagacagcct
ttcttgtcat
ccaccteagg
actattactg
agctgaccgt

sapiens

120

ccctgctgtg tctgtggect
cagaacctat tatgcaagct
ctatggtaaa aacaaccggc
aatcacagct tccttgacca
taaatcccgg gacatcattg
ccta

ser Ser -Glu Leu Thr GIn Asp Pro Ala val ser
I .

Thr val Arg
ser Trp Tyr
35
Gly Lys Asn
50

Thr ser Gly
65

Asp Glu Ala

Leu Leu Phe

<210> 450

p)

10

ﬁge Thr Cys GIn Gly Asp Ser Leu

Gin Gln Lys Pro Arg Gin Ala Pro

Asn Arg Pro Ser Gly Ile Pro Asp

Ile Thr Ala Ser Leu Thr Ile Thr

75

ASp Tyr Tyr Cys Lys Ser Arg Asp
85

Gly Gly Gly Thr Lys Leu Thr val
100

105

ctgggaggtc cctgagactc
tgcactgggt ccgecagget
atggaagtaa caaatactat
attccaagaa cacgctgtat
attactgtgc gagagggggt
tctggggcca agggaccacy

val GIn Pro géy Arg
Thr Leu Ser Ser Tyr

Gly kgu Glu Trp val
Tyr Ala Ala Ser vail
60

Lys Asn Thr Leu.ggr
Ala val Tyr Tyr Cys

Tyr Tyr Tyr Gly Met
110

ser ser
125

tgggacagac agtcaggatc
ggtaccagca gaagccaaga
cctcagggat cccagaccga
tcactggggc tcaggeggaa
gtaaccatct gctgttcgge

val Ala Leu ggy Gin
Arg Thr Tyr Tyr Ala

Ile Leu val 17e Tyr

ggg phe Ser Gly Ser

Gly Ala GIn Ala g%u

Ile Ile Gly Asn His
95

Leu

60

120
180
240

300
360
3

75

60

120
180
240
300
324



117
<211> 366

<2125 DNA ]
<213> Homo sapiens
<400> 450
tgcaa agtc t aggc grtggtccagce
edcdoang tagtdengrs c%%%%% i %a%%at%g‘éa
ccaggcaagg %gctggagtg t atat atg a
gcagactccg gaagg%ccg a ccatcatc tcca gaca
gcaaatga acagec agccgaggac a g%ct ttt
CC%gttacc attattacta cggtatggac gtlTggggcece
g
<210> 451
<211> 122
<212> PRT
<213> Homo sapiens
<400> 451
Gln ﬁa% GIn val V§1 Glu ser Gly Gly GTy val
ser Leu Arg %gu ser Cys Ala Ala %Er G?y Phe
Gly Met gis Trp val Arg Gln Q1a Pro Gly Lys
Ala ga] I?e Trp Tyr Asp ggy G?y Asn Lys Tyr
%gs G?y Arg Ser Tle %&e Ser Arg Asp Asn ?er
Leu GIn Met Asn Ser Leu Arg Ala GTu sap Thy
Ala Arg ser ¥gg A%a Gly Tyr His {§g Tyr Tyr
Gly G6In GTg Thr Tht val Thr X%T‘A a Ser
210> 452
1L 337
<%12> DNA .
<Z213> Homo sapiens
éﬁogét43§c tgactcagec tgectec t TCct tcte ¢
tcgtgcgctg ggaccaggag ganttg% % %g%aact
cacccaggea aacccctcaa actcat a atgaggtca
tctaatcget tctctggete caagic %gc aacac cct
caggctgagg acgaggctga ttatttcigce agctca ata
ggCgygaggga ccaagitggdc cgtccta
<210> 453
> 109
<212> PRT
<213> Homo sapiens
?00 453
Gln Ser Ala Leu Tgr Gin Pro Ala ser Xg] Ser
Ser Ile Thr %&e ser Cys Thr Gly ;hr Ser Ser
Asn Ser_¥§1 Ser Trp Tyr Gin gén His Pro Gly
Met E%e Tyr Glu val ser %gn Arg Pro Ser Gly
%er Gly Ser Lys ser GTy Asn Thr Ala Ser %%u
G%n Ala Glu Asp g%u A?a Asp Tyr PhE‘g6s ser
ser Met val pPhe Gly Gly Gly Thr Lys Leu Ala
60 ¢ S B TAT s
<210> 454
<211> 366
<212> DNA .
<213> Homo sapiens
<400> 454

caggtgcaag tggtggagtc tgggggaggc gtggtccage

ctgggaggtc
%cactg%
%9399
ccaagag
attattg g€ ¢
aagggaccac g

cctgagactce
ccgeeagget
tadatactat
cacgctgtat

% gtcagt
caccgtc

Glin
Phe
Leu
4
Ala
ser
val
Met

1

val
Thr
Gly
&
Lys
Ala
Gly

Arg
Tyr
val
val
80"
Cys
Trp

g%acagtc gatcaccatc
tgEctcCtg gtaccaaca
gtaatcggcc ctcaggg at
ccctgaccat ctctggactce
caagcaccag catggtlttc

Pro
Gly
Pro

ser
vatl
Pro

Gly
Asp
Lys
g
Thr
ser
val

G1y Gln
G y Tyr
Lys Leu
Arg Phe
Gly Leu
ser Tgr
95

ser
Ile
Tyr
leu

Asnh
Ser
Thr

ctgggaggtc cctgagactc 60



ser Ser Glu
1
Thr val Arg
Ser Trp Tyr
35
Gly Lys Asn
50
Thr ser Gly
65
Asp Glu Ala

Leu val Phe

<210> 458
<211> 381
<212> DNA

Leu Thr GIn Asp Pro Ala val

5

118

tcctgtgcag cgtctggatt caccttcagt aactatggca
ccaggcaagg ggctggagtg ggtggcagtt atatggtaty
gcagactccg tgaagggcecg atccatcatc tccagagaca
ctgcaaatga acagcctgag agcecgaggac acggotgttt
gctggttacc attattacta cggtatggac gtctgggacc
gcctca
<210> 455
<211> 122
<212> PRT
<213> Homo sapiens
<400> 455 |
Gln val GIn val V%T Glu -Ser Gly Gly ggy val
Ser Leu Arg Egu Ser Cys Ala Ala ggr Gly Phe
Gly Met ggs Trp val Arg Gln zga Pro GTy Lys
-Ala §g1 Ile Trp Tyr Asp Gly Gly Asn Lys Tyr
: 55
Lys Gly Arg Ser Ile Ile Ser Arg Asp Ash Ser
65 70 75
Leu GIn Met Asn ggr Leu Arg Ala Glu Sgp Thr
Ala Arg Ser val Ala Gly Tyr His Tyr Tyr Tyr
100 105
Gly G1n Gly Thr Thr val Thr val Ala Ser
115 120
<210> 456
<211> 324 -
<212> DNA )
<213> Homo sapiens
<400> 456
Tcetictgage tgactcagga ccctgetgtg tcectgtgacct
acatgccaag gagacagect cagaggcetat tatgceaaget
caggccectg tacttgtcat ctatggtaaa aacaaccggc
ttctctgget ccacgicagg aaacacagct tccttgacca
gatgaggctg actattactg taactcccgyg gacaacattg
‘ggagggacca agctgaccgt ccta
<210> 457 |
<211> 108
<212> PRT _
- <213> Homo sapiens
<400> 457

Ser
10

Ile Thr Cys Gln Gly Asp Ser Leu

20

Gin GIn Lys Pro Arg GIn Ala Pro

Asn Arg Pro Ser Gly Ile Pro Asp

55

Asn Thr Ala Ser Leu Thr Ile Thr

70
Asp ggr Tyr Cys Asn

Gly Gly Gly Thr Lys

100

75
ser Arg Asp

Leu Thr val
105

tgcactgggt ccgccaaget 120
atggaggtaa taaatactat 180
attccaagag cacgctgtat 240
attattgtgc gaggtcagtg 300
aagggaccac ggtcaccgtc 360

val Gin Pro

Thr pPhe ser
30
Gly teu Glu

Tyr Ala Asp
60

Lys Ser Thr
Ala val Tyr

Gly Met As
110

tgggacagac
ggtaccagca
cctcagggat
tcactggggce
gtgaccatct

val Ala Leu
Arg Gly Tyr

val Leu val
Arg
Gly Ala &GIn
Asn Ile Gly

Leu

p val

Phe Ser

Gly Arg
15
Asn Tyr

Trp val
Ser val

Leu Tyr
80
Tyr Cys

Trp

agtcaggatc
gaagccaaga
cccagaccga
tcaggcggaa
ggtgttcggce

Gly G1In
15
Tyr Ala

Ile Tyr
Gly ser
Ala Glu
80
Asp His
95

366

60
120
180
240
. 300
324

SN



210>

' Ala

Leu

<213> Homo
<400> 458

gaggtgcagc

tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
gtattaatgg

sapiens

tggtggagtc
ccteecggatt
ggcliggagig
tgaagggccyg
acagcctgag
tgtatgatat

tgggggagge

cacctttagt
ggtggecage
attcaccatc
agccgaggac
agactactac

accacggtca ccgtciccic a

459
127 -
PRT

<211>
<212>
<213> Homo

<400> 459
Glu val Gln

Ser Leu Arg

Trp Met Ser
35

Ser Ite

50
Gly

Lys Arg

-85

Leu Gin Met

Ala Arg Asp
Gly Met As
115

<210>
<211>
<212>
<213> HoOmo

<400> 460
gatattgtga

460
336
DNA

- atctcctgea

tacctgcaga
tccggggtce
agcagagtgg
ctcactttcg

<210> 461
<211> 112
<212> PRT
<213> Homo

<400> 461
Aip Ile val

Glu Pro

Asn Gly Tyr
35
GIn Leu
50
Arg

Pro

Asp Phe
65
ser

Arg val

GIn Thr

p val

Ala

sapiens

val
5
ser

Leu

Leu
20
Trp val

Lys Gln

rPhe Thr

Asn Ser
85
Leu val
100

Trp

sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga
gcggagggac

sapiens

Thr
5
Ile

Met

ser
20
Ash Tyr

lLeu Ile

ser Gly
Ala
85

Leu

Glu

Pro
100

Glu
cys
Arg
Asp
ile
70

Leu
Leu

Gly Gln

GIn
ser
Leu
Tyr
ser
Glu
Thr

Ser Gly

Ala Ala

Ala
40
ser

Gin

Gly
55
Ser Arg

Arg Ala
Met val
Gly
120

tccactcetee
gagccetecty
gtctccacag
cagtggcagt
tgttggggtt
caaggtagag

Ser Pro

Cys Arg
Asp Trp
Leu Gly
Gly Ser
Asp val

Phe Gly

Gly

Ser

Glu
ASp
Tyr

Thr

119

ttggtccagce
agctattgga
ataaaacaag
tccagagaca
acggctgtgt
tactacggta

Gly Leu

Gly Phe
25 :
Pro

Gly Lys

Lys Tyr

Asn Ala

Glu Asp Thr
g0

AsSp
Thr

105
val

ctgccecgtca
catagtaatg
ctcectgatet
ggatcaggea
tattactogca
atcaaa

ser
10
ser

l.eu Leu

ser Gln

25

Tyr Leu Gln

ser Ash Arg

Gly Thr Asp

Gly val Tyr

Gly Thr

105

Gly

ITe

ctggagggtc
tgagetaggt
atggaagtga
acgccaggaa
attactgtge
tggacgtctg

val
Thr
Gly
Tynr
60

Arg
Ala
Asp

Thr

ccectggaga gecggeetcec
gatacaacta tttggatigg
atttgggttc taatcggocce
cagattttac actgaaaatc
tgcaagctct acaaactecy

Pro

sSer

Lys

Ala
Phe
Tyr

Lys

Gln
Phe
Ley
val
Asn
val
Tyr
val
125

val
Leu
Pro
45

Ser
Thr
Cys

val

Pro
Ser
Glu
ASp
Ser
Tyr
Tyr

110
Ser

Thr
Leu
Gly
Gly
Leu
Met

Glu
116

Gly
15

Ser
Trp
Ser
Leau
Tyr

a5
Tyr

cctgagacic
ccgececagget
gaaatactat
ctcactgtat
gagagatcit
gggccaagag

Gly
Tyr
val
val
8
Cys
Tyr

Ser .

Pro
15

H1s
Gln
val
Lys
Gln

95
Ile

Gly
Ser
Ser
Pro
Ile
Ala

Lys

60

120
180
240
300
360
381

60

120
180
240
300
336



<210>
<211>
<212>
<213> Homo

<400> 462
gaggtgcagc
tcctgtacag
ccagggaagg
gtggactctg
ctgcaaatga
gtactaatgg
accacggtca .

<210> 463
<211> 127
<212> PRT
-<213> Homo

<400> 463
Glu val Gin
1
ser

462
381
DNA

Leu Arg

Trp Met Ser

, 35

Ala ser Ile
50

Lys Gly Arg

65

Leu Gln Met

Ala Arg Asp
. Gly Met Asp
115

464
336
DNA

<210>
<211>
<212>
<213> Homo

<400> 464
gatattgtga
~atctcttgea
tacctgcaga
tccgggytcec
agcagagtgg

ctcactttcg

<210> 465
<211> 112
<212> PRT
<213> Homo

<400> 465
Aip ITe val
Glu Pro Ala
Asn Gly Tyr
35
Pro GIn Leu
50
Asp Arg
65
Ser Arg

Phe

val

sapiens

tggtggagtc
ccteecggatt
ggctggagig
tgaagggccg
acagcctgag
tgtatgatat
ccgtectectc

sapiens

val
5

Leu
‘Leu
20
Trp val

Lys

Phe Ala Ile
70
Leu Arg

ser
85
Leu val
100
val

Asi

sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga
gcggagggac

sapiens

mMet T?r GiIn

ser Ile Ser

20

Asn Tyr Leu Asp
Leu Ile Tyr
ser Gly ser

Glu
Sér Cys
Arg
GIn Asp Gly

Leu

Trp Gly Gin

tgggggagyc
cacctttagt
ggtggccagc
attcgccatc
agecgaggac
agactactac
a

120

ttggtccage
aactatigga
dataaaacaag
tcecagagaca
acggctgtgt
tactacggta

Ser Gly

Ala Ala
Ala

40
Ser

Gin

55

Ala

mMet val

120

tecactetcc

gagcctcctg
gtctccacag

cagtggcagt
tgttggagtt
caaggtggag

Ser Pro

Cys Arg
Trp
40
Leu Gly

Gly ser

Glu Ala Glu Asp val

Ser Arg Asp Asn

Tyr Asp

Gly Thr Thr

Gly Gly Leu

ser Gly Phe
25
Pro Gly Lys

Glu Lys Tyr

Ala
Giu Asp Thr
90
ITe

105 .
val

ctgectgtca
catagtaatg
ctectgatet
ggatcaggca
tattactgca
atcaaa

Leu ser
10

Ser

Leu
Sar Gln
25
Tyr

Leu G1n

Ser Asn Arg
His
75

Tyr

Gly Thr
Gly val

ctgggggygtc
tgagctaggt
atggaagtga
acgccaagaa
attactgtgc
tggacgtctg

val
Thr
Gly
Tyr
60

Lys

Ala

Asp
Thir

Gln
Phe

Le
45

val

ASN
val
Tyr

val
125

Pro

Ser
30
Glu

ASp

ser
Tyr
Tyr

110
ser

cctgagactc 60
ccgccagget 120
gaaatactat 180
Cctcactgttt 240
gagagatctt 300
gggccaaggg 360
381

Gly
15
Asn

Gly
Tyr
Trp val
Ser val
Phe

80
Cys

Leu
Tyr
95

TYr Tyr

ser

ccectggaga gecggectce 60

ggtacaacta tttgg

attgg 120

atttgggttc taatcgggec 180
cacatcttac actgaaaatc 240

tgcaaactct acaaactccg 300

Pro
Ser
Lys
Ala
60

l.eu

TYr

val
Leu
Pro
45

Sar
Thr

Cys

Thr
Leu
Gly
Gly
Leu

Met

336

Pro
15
H1s

Gly
ser
Gln Ser
‘val Pro
Lys Ile

Gln Thr

o



121

95
Lys val Glu Ile Lys
110

ctgggaggte cctgagactc 60
tgcactggat ccgecagget 120
atggaattaa taaacactat 180
attccaagaa cacgectgtat 240
attactgtgc gagagatcgg 300
ca 342

Ala GIn Pro Gly Arg
- 15

Thr Phe

Gly Leu

ser

Glu

ser Tyr
Trp val

85 90
Leu GIn Thr Pro Leu Thr Phe Gly Gly Gly Thr
100 105
<210> 466
<211> 342
<212> DNA
<213> Homo sapiens
<400> 466
caggtgcagc tggtggagtc tgggggaggc gtggcccagce
tcctgtgecag cgtctggatt caccttcagt agctatggca
ccaggcaagyg ggctggagtg ggtggcagtt atatactatg
gcagactccyg tgaagggeed attcaccatc tccagagaca
ctgcaaatga acagcctgag agccgaggac acggctgtgt
ggactggact ggggccaggg aaccctggtc accgtctecet
<210> 467
<211> 114
<212> PRT
<213> Homo sapiens
/<4005 467 | :
Gln val GIn Leu V§1 Glu ser Gly Gly géy va'l
ser Leu Arg 58” ser Cys Ala Ala ggr Gly Phe
Gly Met ggs Trp val Arg Gln ﬁga Pro Gly Lys
Ala gg] Ile Tyr Tyr Asp ggy Ile Asn Lys His
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu Gln Met Ash ggr Leu Arg Ala Glu ggp Thr
Ala Arg Asp Arg Gly Leu Asp Trp Gly Gln Gly
100 105
ser Ser
<210> 468
<211> 339
<212> DNA )
<213> Homo sapiens
<400> 468 ‘
gacatcgtga tgacccagtc tccagactcc ctggetgtgt
atcaactgca agtccagcca gagtgtttta tacagctcca
tggtaccagc agaaaccagg acagcctcCt aagctgcecica
gaatccgggg tccctgaccg attcagtggce agegggtctg
atcagcagcc tgcaggctga agatgtggca gtitattact
ccgtggacgt tcggecaagy gaccaaggtg gaaatcaaa
<210> 469
<211> 113
<212> PRT
<213> Homo sapiens
<400> 469

Asp Ile val Met T?r Gln ser Pro Asp Ser Leu
1

10

Glu Arg Ala Thr Ile Asn Cys Lys Sgr ser Gln
2

20

Ser Asn ger Lys Ash Tyr Leu 231 Trp Tyr Gln
- 35

PFO-ESO Lys Leu Leu Ile gﬁr Trp Ala ser Thr

Tyr Ala Asp Ser val

Lys Asn Thr Leu Tyr

80
Tyr Cys
95
Thr val

ATa val Tyr
Thr

Leu val

110

ctctgggega gagggecacc 60
acagtaagaa ctacttagtt 120
tttactgggce ctctacccgg 180
ggacagattt cactctcacc 240
gtcaacaata ttatagtact gog
3

Ala val Ser Leu Gly
15

Ser val Leu Tyr Ser
30

Gin h%s Pro Gly Gin
Arg Glu

Ser Gly val
60



122

ggo Asp Arg Phe Ser g%y Ser Gly Ser Gly ;gr Asp phe Thr Leu Thr

Ile Ser Ser Leuy Gin Ala Glu Asp val Séa val Tyr Tyr Cys Gin Gln
95

85
Tyr Tyr Ser Thr Pro Trp Thr Phe %&g Gln Gly Thr Lys val Glu Ile

Lys

<210> 470
<211> 357
<212> DNA
<213> Homo

<400> 470
gaggtgcagce
tcctgtgcag
ccagggaagy
gtggactctg
ctgcaaatga
aactggggat

<210> 471
<211> 119
<212> PRT
<213> Homo

<400> 471

Glu val Gin Leu val
1 5
Ser Leu Arg
Trp Met Ser

35

100

sapiens

tggtggagtc
cctctggact
ggctggagty
tgaagggccg
acagcctgag

ttgcrtttga

sapiens

20

tgggggaggc
cacctttagt

ggtggccaac
attcaccatc
agccgaggac
tatctgggge

ttggtccagce
aactttigga
ataaagcaag
tccagagaca
acggctgtgt
Caagggacaa

110

Ctgggoggtc
‘tgagctgggt
atggaaatga
acgccaagaa
attactgtgc
tyggtcaccgt

cctgagacte. 60

ccgeccagget 120

taaatactat 180
ttcactgtat 240
gagagagtca 300

Glu ser Gly Gly Gly Leu
Leu Ser Cys Ala Ala ser Gly Leu

25

Trp val Arg GIn Ala Pro Gly Lys

40

‘Ala Asn Ile Lys GIn Asp Gly Asn Asp Lys Tyr

50

Lys Gly Arg

65

Leu GIn met
Ala Arg Glu

Thr met val
115

<210> 472
<211> 327
<212> DNA
. <213> Homo

<400> 472
cagtctgtgce
tcttgtictg
ccaggaacgg
gaccgattct
tctgaggatg
ggcgcaggga

<210> 473
<211> 109
<212> PRT
<213> Homo

<400> 473

55

Phe Thr Ile Ser Arg Asp Asn Ala

70

Asn Ser Leu Arg Ala Glu Asp Thr

85

20

Ser Asn Trp Gly Phe Ala Phe Asp

100

105

Thr val Ser Ser

sapiens

tgactcagcec
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

acccteageg tetgggacce
caacatcgga agtaaaactg
ccteatctat agtaataatc
gtctggcacc tcagcctecc
ttactgtgca gcatgggatyg
cgtccta

Gln Ser val Leu Thr Gln Pro Pro Ser Ala Ser

1
Arg val Thr ITe Ser Cys Ser Gly Ser Ser Ser

val G1n an?fmy
Thr Phe Ser Asn Phe

Gly Leu Glu Trp val

‘g%r va'l Asp Ser val
Lys Asn Ser Leu Tyr

80
Ala val Tyr Tyr Ccys

Iie Trp Gly GIn Gly
110

ccgggcagag ggtcaccatc
taaactggta ccagcagttc
ggcggcccte aggggtccect
tggccatcag tgggctccag
acagcctgaa ttgggtattc

Gly Thr Pro ggy Gln
Asn Ile Gly Ser Lys

ctcttea 357

60

120
180
240
300
327



)

123

20 25
Thr val égn Trp Tyr Gln Gln ige Pro Gly Thr
Ile g%r Ser Asn Asn Arg %gg Pro Ser Gly val
Gly Ser Lys Ser G1y’T8r Ser Ala Ser tLeu ?ga
65
ser Glu Asp Glu gga Asp Tyr Tyr Cys gga Ala
Asn Trp val phe Gly Ala Gly Thr Lys Leu Thr
100 105
<210> 474
<211> 357
<212> DNA
<213> Homo sapiens
<400> 474 _
gaggtgcagc tggtggagtc tgggggaggt ttggtccagc
tcctgtgecag cctetggact cacctttagt aactttigga
ccagggaagg ggctggagtg ggtggccaac ataaagcaag
gtggactctg tgaagggccg attcaccate tccagagaca
ctgcaaatga acagcctgag agecgaggac acggctgtgt
gactggggat ttgcttttga tatctggggc caagggacaa
<210> 475
<211> 119
<212> PRT
.<213> Homo sapiens
<400> 475
Glu val Glin Leu V?W Glu ser Gly Gly ggy Leu
1 .
Ser lLeu Arg égu ser Cys Ala Ala ggr Gly Leu
Trp Met ggr Trp val Arg Gln ﬁéa Pro Gly Lys
Ala Agn Ile Lys Gln Asp g;y ser Glu Lys Tyr
5
Ltys Gly Arg Phe Thr Ile Ser Arg Asp Ash Ala
65 70 © 75
Leu Gin Met Asn ggr Lteu Arg Ala Glu Sgp Thr
Ala Arg Glu Ser Asn Trp Gly Phe Ala Phe Asp
100 105
Thr mMet val Thr val Ser ser
115
<210> 476
<211> 327
<212> DNA .
<213> Homo sapiens
<400> 476
cagtctgtgc tgactcagee accctcageg tctgggaccce
tettgtictg gaagcagcetc caacatcgga agtaaaactg
ccaggaacgg cccccaaact cctcatctat agtaataatc
gaccgattct ctggctecaa gtctggeace tcagectcoc
tctgaggatg aggctgatta ttactgtgca acatgggatg
ggcgcaggga ccaagctgac cgtccta
<210> 477
<211> 109
<212> PRT .
<213> Homo sapiens
<400> 477

30
Ala Zgo Lys Leu Leu

ggo Asp Arg Phe Ser

Ile ser Gly Leu gan

Trp AsSp Asp Sgr Leu
9

val Leu

ctggggggtc
tgagctgggt
atggaagtga
acgccaagaa
attactgtge
tTggtcacegt

cctgagactc 60

ccgeccagget 120
gaaatactat 180
ttcactgtat 240
gagagagtca 300
ctctteca 357

val GlIn

Thr

Pro Gly
15

Asn

Gly

Pha ser Phe

30

Gly Leu Glu Trp val

Tyr val val
60

Lys

Asp Ser

Asnh Ser Leu Tyr

80
Ala val Tyr gg Cys
Gly Gln

110

Ile Trp Gly

ccgggcagag ggtcaccatc 60
taaactggta ccagcagttc 120
ggcggececte aggggtccet 180
tggccatcag tgggctecag 240
acagactgaa ttgggtgtic ggg



Gln ser val

Arg val Thr

Thr val Asn

35

Ley Tgr Gl

Ile Ser Cy
20
Trp Tyr Gl

ITe Tyr Ser Asn Ash Ar

50
Gly Ser
65
ser Glu Asp

Lys

Asn Trp val

<210> 478
<211> 366
<212> DNA
<213> Homo

<400> 478
caggtcaccr
acctgcaccg
cagcccecag
tacagaacat
gtccttacca
gtgggagcta
tcttca

<210> 479
<211> 122
<212> PRT
<213> Homo

<400> 479

GIn val Thr
1

Thr Leu Thr

Met Gly
35
Leu Ala
50
Lys.

Arg
Trp
Leu Ser
65 .
val Leu Thr
Cys Ala Arg

Gly Gin Gly
115

<210> 480
<211> 324
<212> DNA
<213> Homo

<400> 480
tcctatgtge
acctgtggag
caggccecty
ttctctgget
gatgaggccg
ggagggacca

<210> 481
<211> 108

ser Gly Th
70
Glu Ala As

rphe Gly Al
100

sapiens

tgaaggagtc
tctctgggtt
ggaaggcect
ctctgaagag
tgaccaacat
caacggatga

sapiens

Leungs Gl

Leu Thr Cy
20
val ser Tr
His ITe Ph

Leu Th
70

Met Thr As
85

Ile val Gl

100

Thr Met va

Arg

sapiens

tgactcagece
gaaacaacat
tgctagtegt
ccaactctgg
acttttactg
agctgaccgt

n Pro Pro
s Ser Gly
n Gln phe
40
g Arg Pro
5%
r ser Ala
p Tyr Tyr

a Gly Thr

tggtectgtg

‘ctcactcago

ggagtggctt
caggctcacc
ggaccctgtg
tgcttttgat

u Ser Gly
s Thr val
p Ile Arg
40
e Ser Asn
r Ile ser
n Met Asp
y Ala Thr

1 Thr val
120

Pro val

124

ser Ala Ser

10

Ser Ser Ser
25

Pro Gly Thr
ser Gly val
ser Leu Ala

Cys Ala Thr

90

Lys Leu Thr
105

ctggtgaaac
aatgttagaa
gcacacattt
atctccaagg
gacacagcca
atctggoagcc

Pro val Leu
ser Gly.Phe
Gin Pro Pro
Asp Glu Asn

Lys Asp Thr

75
Asp
90

Thi* Asp Asp
105
ser ser

acceteggtg tcagtggecc
tggaagtaaa agtgtocact
ctatgatgat agcgaccgge
gaacacggcc accctgacca
tcaggtgtgg gatagtagta
ccta

Gly Thr

aAsn Ile Gly Ser

_ 30
Ala Pro Lys
45

Pro. Asp Arg

Pro Gly Gln

15
Lys
Leu Leu

Phe Sser

Ile Ser Gly Leu Gln

Trp Asp Asp

val Leu

ccacagagac
tgggtgtgag
tttcgaatga
acacctccaa
catattactg
aagggacaat

val Lys Pro

Ser Leu Ser

30

Gly Lys Ala
45

Ser Tyr Arg
60

Ser Lys Ser

Thr ATa Thr

Ala Phe Asp
110

80
Arg Leu

95

cctcacgcetg
ctgaatccegt
cgaaaattcc
aagccaggty
tgcacggata
ggtcaccgtc

Thr Glu
15

Asn val
Leu Glu
Thr ser
Gln val

30

TYr Tyr

e Trp

60

120
180
240
300
360
366

caggacagac ggccaggatt 60
ggtaccagca gaagccaggc 120

~cetecagggat ccctgagega 180
tcagcagggt cgaagccggg 240

gtgatcctgt ggtattcgge 300

324



®

<212> PRT
<213> Homo

<400> 481
sgr‘Tyr val

Thr Ala Arg

His Trp ;yr
5
AsSp Asp Sser
50
Asn Ser Gly
65

sapiens

Leu T?r
Ile Thr
20

GIn GlIn

Asp Arg

Asn Thr

AsSp Glu Ala Asp Phe

val val phe

<210> 482
<211> 381

Y 212> DNA

<213> Homo

<400> 482

gaggtgcagc
tcctgtgeag
ccagggaagg
gtggactctg
ctccaaatga
gtactaatgg

‘accacggtca

<210> 483
<211> 127
<212> PRT
<213> Homo

<400> 483
qu val G1n

ser Leu Arg

Trp Met Thr
35
Ala ser Ile
50.
Lys Gly Arg
65
Leu Gin Met

Ala Arg Pro

Gly Mmet Asp
© 115

<210> 484
<211> 336
<212> DNA
<213> Homo

<400> 484
gatattgtga
atctectgca
tacctgcaga
tccggggtcec
agcagagtgg

85
Gly Gly
100

sapiens

tggtggagtc
cctctggatt
ggctggagtyg
tgaagggccg
acagcctgcg
tgtatgcict

Gln
Cys
Lys
Fro
Ala
70

Tyr
Gly

ccgtctecte a

sapiens

Leu val
5

Leu Ser

20

Trp val

Lys Gln
Phe Thr
Asn Ser
85
Leu val

100
val Trp

sapiens

Glu
Cys
Arg
Asp
Ile
70

Leu
Ley

Gly

Pro
Gly
Pro
Ser
55

Thr
Cys
Thr

ser
Ala
Gin
Gly
55

Ser
Arg
Met

His

Pro
Gly
Gly
Gly
Leuy
Gin

Lys

Gly
Ala
Ala
40

Ser
Arg
Ala
val

Gly
120

125

Ser val ser

, 10
Asn Asn Ile

Gln Ala Prao
Ile Pro Glu

Thr Tle ser
75

vai Trp ASp

teu Thr val
105

tgogggaggc ttggtccagc
cacctttagt
ggtagccagc ataaagcaag
attcaccatc tcccgagaca
agccgaggac acggetgtat
acactactac tactacggta

aactattgga

Gly Gly Leu
ser Gly Phe
25

Pro Gly Lys
Glu Arg Tyr
Asp Thr Ala
Glu Asp Thr
Tyr Ala Leu

105
Thr Thr val

tgactcagte tccactctcc ctgcccgtca
ggtctagtca gagcctcctg catagtaatyg
agccagggea gtctccacag ctcctgatct
ctgacaggtt cagtggcagt ggatcaggca
aggctgagga tgttggggtt tattactgca

val Ala Pro g?y Gln
15
Gly ser Lys Ser val

val Leu val val Tyr

ggg Phe Ser Gly Ser

Arg val GTu Ala ggy

Ser Ser Ser Asp Pro
f 95

Leu

ctggggggtc cctgagacte 60
tgacctgggt’ ccgecagget 120
atggaagtga gagatactat 180
ccgccaagaa ctctctgtat 240

-attactgtgc gagacctctt 300

tggacgtcty gggccacggg ggg

val Gln Pro g}y Gly
Thr Phe Ser Asn Tyr

Gly Leu Glu Trp val

gﬁr val Asp Ser val
Lys Asn Ser Leu g%r
ATa val Tyr ggr Cys
His Tyr Tyr Tyr Tyr
‘ 110
Thr val Ser Sser
125

cccetggaga gecggectec 60

gatacaacta tttggattgg 120
atttggettc taatcogggece 180
cagattttac actgaaaatc 240
tgcaagcetct acaaactccg 300



ctcactttcyg gcggagggac caaggtggag atcaaa

<210> 485
<211> 112
<212> PRT

<213>

<400> 485

Asp
1
Glu
Asn
Pro
Asp
65
ser

Leu

Iie val
Pro Ala
Gly Tyr
Y 35
Gin Leu
50
Arg Phe
Arg Vval

Gin Thr

<210> 486
<211> 100
<212> PRT

<213>

<400> 486

Gln
1
Thr
Arg
Trp
ey
65
val

cys

val Thr
Ley Thr
Met Gly
35

Leu Ala
50

Lys Ser
Leu Thr

Ala Arg

Met
ser
20

Ash
Leu
Ser
Giu

Pro
100

Lel
Ley
20

val
His
Arg
Met

Ile

- 100

<210> 487
<211> 98
<212> PRT

<213>

<400> 487

Glu
1
Ser
Trp
Ala
Lys
65
LeL

Ala

val GlIn
Leu Arg
Met Ser
35

Asn Ile
50

Gly Arg
Gln Met

Arg

<210> 488

Leu

Leu.

20
Trp

Lys

Phe

Asn

Homo sapiens

Thr
5
Ile
Tyr
Iie
Gly
Ala

85
Leu

HOmMO sapiens

Lys
5
Thr
ser
Ile
Lel

Thr
85

Homo sapiens

val
5
Ser
val
Gln
Thr

ser
85

GIn
Ser
Leu
Tyr
Ser
Glu

Thr

Glu
Cys
Trp

-Phe

Thy
70
Asn

Glu
Cys
Arg
AsSp
Ile

70
Leu

Ser
Cys
Asp
Leu
Gly
Asp
Phe

Ser
Thr
Ile
Ser
55
11

Met

Ser
Ala
G1n
Gly
55

Ser

Arg

Pro
Arg
Trp
Gly

ser

‘val

Gly

Gly

val

Arg
40

Asn
Ser

Asp

Gly
Ala
Ala
40

Ser
Arg

Ala

Leu
Ser
25

Tyr
ser
Gly
Gly

Gly
105

Pro
Ser
Gln
Asp
Lys

Pro

Gly
ser
25

Pro
Glu
Asp

Glu

Ser

10

ser
Leu
Asn
Thr
val

Gly

val

Gly

Pro

Glu
Asp

val
90

Gly
Gly
Gly
Lys
Asn

Asp
90

126

Leu
GIn
Gln
Arg

ASD
75

‘Tyr

Thr

Leu
Phe
Pro
Lys
Thr

75
Asp

Leu
Phe
Lys
Tyr
Ala

Thr

Pro
Ser
Lys
Ala
Phe
Tyr
Lys

val
Ser
Gly
Ser
60

Sar

Thr

val
Thr
Gly
Tyr
60

Lys

Ala

val
Leu
Pro

45
ser

Thr

Cys

val

Lys
Leu
Lys
45

Tyr

Lys

Ala

Gln
Phe
Leu
val
Asn

val

Thr
Leu
30

Gly
Gly
Leu
Met

Glu
110

Pro

ser

Ala

Ser
Ser

Thr

Pro
ser
Glu
Asp
Ser

Tyr

Pro
15

His
Gln
val
Lys
Gln

95
Ile

Thr

15

Asnh

Leu
Thr
Gin

Tyr
95

Gly
15

Ser
Trp
Ser
Leu

Tyr
93

Gly
ser
sar

Pro

Ile

Ala
Lys

Glu
Ala
Glu
Ser
val

80
Tyr

Gly
Tyr
val
val

Tyr
80

Cys

P
5
ot



<211> 98

<212> PRT
<213> Homo sapiens

<400> 488

Gln val
1

Ser Leu

Gly Met

Ala val
5?.
Lys Gly
65 .
Leu GTn

Ala Arg

Gln
Arg
His
35

Ile
Arg
Met

<210> ABQ9

Vo <211> 93

<212> PRT
<213> Homo sapiens

<400> 489

Asp Ile

1
Glu Pro
Asn Gly
Pro'Gin
50

ASp Arg
65

. Ser Arg

va'l
Ala
Tyr
35

Leu
Phe

vai

<210> 490

<211> 94

<212> PRT o
<213> Homo sapiens

<400> 490
Aip Ile val Met

Giu Arg
ser Asn

Pro Pro
: 50
Pro Asp
65

tle Ser

Ala

Lys
Arg

Ser

<210> 491

<211> 89

<212> PRT .
<213> Homo sapiens

<400> 491

1

Leu
Leu
20

Trp
Trp
Phe

Asn

Met

ser

20 -

Asn
Leuy
Ser

Glu

Thr
20

ASNn Lys
35

Leu
Phe

Leu

val
5
Ser
val
Tyr
Thr

Ser
85

Thr
5
Ile
Tyr
Ile
Gly

Ala
85

Thr
5
Ite

Asn

Leu

Ser

GIn
85

G1n Ser val Leu Tgr

Glu

Cys

Arg

Asp
Ile

70
Leu

Gln

Ser

Leu

TYnr
Ser

Glu

Gln
Asn
Tyr
Ile
Gly
Ala

Gln

Ser
Ala
Gln
Gly
55

ser

Arg

ser
Cys
Asp
Leu
55

Gly

Asp

ser
cys
Leu
TYP
55

ser

Glu

Pro

Gly
Ala
Ala
40

ser
Arg

Ala

Pro
Arg
Trp
Gly
ser

val

Pro
Lys
Ala
40

Trp
Gly

Asp

Pro

Gly
ser
25

Pro
Asnh
Asp

Glu

L.eu
sar
25

Tyr
ser
Gly

Gly

Asp
ser
25

Trp
Ala
Ser

val

Ser

cly
Gly
Gly
Lys
Asn

ASp

90

ser
10
Ser

Leu

Ash

Thr

val
90

Ser
10

sar
TYr

Ser

Gly

Ala

90

Ala
10

127

val
Phe
LysS
Tvr
ser

Thr

Leu

Gln

Gin
Arg
Asp

75
TYr

Leu
Glin
Glin
Thr
Thr
val

Ser

val
Thr
Gly
Tyr
60

Lys

Ala

Pro
Ser
Lys
Ala
Phe
Tyr

Ala

ser

GIn

Arg
60
ASp

Tyr

Gly

GIn
Phe
Leu
45

Ala
Asn

val

val
lLeu
Pro
45

ser
Thr

Cys

vai
val
Lys
Glu
Phe

Tyr

Thr

Pro
Ser
Glu
Asp
Thr

Tyr

Thr

Leu
30

Gly
Gly

Leu

Ser
Leu
30

Pro
ser
Thr

Cys

Pro

Gly
15

ser
Trp
Sep
Leu

Tyr
95

Pro
15

His
Gln
val

Lys

Leu
15

Tyr
Gly
Gly

Leu

Gly
15

Arg
Tyr
val
val
Tyr

80
Cys

Gly
ser
Ser
Pro

Itle

80

Gly
ser
Gln
val

Thr
80

Gln



Arg val Thr %%e Ser
Thr val égn Trp Tyr

Ile Tyr Ser Asn Asn
50

Gly Ser Lys Ser Gly
65

ser Glu Asp Glu Ala
85

<210> 492

<211> 87

<212> PRT

<213> Homo sapiens

<400> 492
Sir Tyr val Leu Thr

5
Thr Ala Arg gge Thr
His Trp ggr Gin GIn

Tyr Asp Ser Asp Arg
50

%én Ser Gly asn Thr
Asp Glu Ala Asp ggr

<210> 493

<211> 49

<212> PRT

<213> Homo sapiens

. <400> 493
Gin val GIn Leu Vgl

ser val Lys g81 ser
Tyr Met.ggs Trp val
Gly

<210> 494

<211> 98

<212> PRT

<213> Homo sapiens

<400> 494

G}n val G1In Leu Vg1

ser Leu Arg Leu Ser
20

Gly Met ggs Trp vail

Ala VS1 Tle Trp Tyr
5

Lgs Gly Arg Phe Thr

6

Leu GIn Met Asn Ser
85
Ala Arg

Cys
GIn
G1In
Thr

70
Asp

Gln
cys
Lys

Pro

Ala

70
Tyr

Gin
Ccys

Arg

Glu
Cys
Arg
Asp
Ile

70
Leu

Ser
Gin
Arg
55

Ser

Tyr

Pro
Gly
Pro
ser
Thr
Cys

Ser
Lys
Gln

ser
Ala
Gln
Gly
5%

ser

Arg

Gly

Leu
40

Pro
Ala

Tyr

Pro
Gly
Gly
Gly

Ley

Gly
Ala

Ala
40

Gly
Ala
Ala
40

ser
Arg

Ala

Ser
25

Pro
Ser
Ser

Cys

Ser
Ash
25

Gln
Ile

Thr

Ala

sSer

- 25

Pro

Gly
ser
25

Pro
Asn
Asp
Glu

Ser
Gly
Gly

Leu

val
10

Asn
Ala
Pro

ITe

Glu

Gly

Gly

Gly
Gly
Gly

Lys

Asn

ASD
90

128
ser

Thr
val

Ala
75

Ser
Ile
Pro
Glu

Ser
75

val
Ty
Gln

val
Phe
Lys
Tyr
Ser

75
Thr

Ash
Ala
Pro

Ile

val
Gly
val
Arg

60
Arg

Lys
Thr

Gly

val
Thr
Gly
Tyr
60

LyS

Ala

ITe
Pro
45

Asp

Ser

Ala
Ser
Leu
Phe

val

Lys
Phe

Leu
45

Gln
Phe
Leu
45

Ala
Asn

val

Gly
30

Lys
Arg
Gly

Pro
Lys
val
Ser

Glu

Pro
Thr

30
Glu

Pro
Ser
30

Glu
ASD
Thr

Tyr

ser

Leu
Phe

Leu

Gly
15

Ser
Ile
Gly

Ala

Gly
Gly
Trp

sy
ser
Trp
Ser
Leu

Tyr
95

Asn
Leu
Ser

GIn
80

Lys
vai
Tyr
ser

Gly

80

Ala
Tyr
Met

Arg
Tyr
val
val
Tyr

80
Cys



<210> 495

<211> 98

<212 PRT

<213> Homo sapiens

<4005> 495

Gin val GIn Leu val
, 5

ser Leu Arg Egu Ser

Gly Met g;s Trp val

Ala gg] Ile Trp Tyr

Lys Gly Arg Phe Thr
65

Leu Gln Met Asn ggr
- Ala Arg

<210> 496

<211> B8

<212> PRT

<213> Homo sapiens

<400> 496

Aip Ile Gln Met T?r
Asp Arg val ;gr Ile
Leu Ala ggp Tyr Gln

“Tyr ?ga Ala ser Thr
Sgr Gly ser Gly Thr
6

Glu Asp val Ala ggr

<210> 497

<211> 90

<212> PRT

<213> Homo sapiens

é?gogeggila Leu Thr
Sér Ile Thr Tle Sgr
Asn Tyr val ggr Trh
Met Ile %Sr Glu val
ggr g?y ser Lys Ser

Gin Ala Glu Asp Glu
85

<210> 498

<211> 87

<212> PRT

<213> Homo sapiens
<400> 498

Gliu

Cys

Arg
ASp
Ile
70

Leu

Gln
Thr
GIn
Leu
Asp

70
Tyr

GTn
Cys
Tyr
ser

Gly

Ala

Ser
Ala
Gln
Gly
5§

ser

Arg

Ser
Cys
Lys

Glo

Phe

Tyr

Pro
Thr
GIn
Asn

55
Asn

ASp

Gly
Ala
Ala
40

Ser
Arg

Ala

Pro
Arg
Pro
40

ser
Thr

cys

Ala
Gly
GIn
40

Arg
Thr

Tyr

Gly
Ser
25

Pro
Ash
Asp

Glu

ser
Ala
Gly
Gly

Leu

ser
Thr
25

His
Pro
Ala

Tyr

Gly
Gly
Gly
Lys

Asn

Asp

20

Ser
10

Ser
Lys
val

Thr

val
Ser
Pro
ser
ser

Cys
90

129

val
Phe
Lys
Tyr
ser

75
Thr

Leu
Gin
val

Pro

Tle
75

Ser
Ser
Gly
Gly

Leu
75

val
Thr
Gly
60

Lys.

Ala

ser
Gly
Pro
ser

60
ser

Gly
Asp
Lys
val
Thr

GIn
Phe
Leu

Ala

Asn

val

Ala
Ile
Lys
45

Arg

ser

Ser
val
Ala
45
Ser.

Ile

Pro
ser
30

Glu
Asp
Thr

Tyr

Ser
sSer
30

Leu
Phe

Leu

Pro
Gly
30

Pro
Ash

Ser

Gly
15

ser
Trp
ser
Leu

Tyr
95

val
15

Asn
l.eu
ser

Gln

Gly
Gly
Lys
Arg
Gly

Arg
Tyr
val
val
Tyr

80
cys

Gly
Tyr
Ile
aly

Pro
80

Gin
Tyr
Leu
Phe

Ley
80



ser
1
Thr

Ser
Gly
ser

65
Asp

<210>
<211>
<212>
<213>

<400>

Ser
val
Trp
Lys
50

Ser

Glu

Glu
Arg
Tyr
35

Asn
Gly

Ala

499
13

PRT
Homo sapiens

499

Leu
Ile
GIn
Asn
Asn

AsSp

Thr
Thr
Gln
Arg
Thr

Tyr
85

sir Gly Ser Ser s§r

Gln
Cys
Lys

Pro

Ala
70
Tyr

Asn

Asp
Gin
Pro
Ser
55

Ser

Cys

Ile

Pro
Gly
Gly
Gly

Leu

Gly

Ala
Asp
25

Gln
Ile

Thr

Ser

val
10

Ser
Ala
Pro

Ile

LyS

10

130
Ser

Leu
Pro
Asp

Thr
75

Thr

val Ala Leu

Arg ser Tyr
30

val Leu val

Arg Phe Ser

60

Gly Ala G1In

val Asnp

Gly Gln
15

Tyr Ala
ITe Tyr
Gly ser

Ala Glu
80



