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(57) Abstract: Provided is a translation promoter capable of shortening 5'UTR. This problem canbe solved by a translation
promoter that is to be used in a cell-free protein synthesis system and that comprises a combination of a first sequence,
said first sequence being a nucleic acid as a 5' untranslated region linked adjacent to the 5' end of a coding region encoding
the amino acid sequence of a target protein, with a second sequence, said second sequence being a nucleic acid as a 3'
untranslated region linked adjacent to the 3' end of the coding region encoding the amino acid sequence of the target
protein, wherein the first and second sequences have complementary sequences forming a junction.

RrE2 )



WO 2022/185664 A1 {[1IMIIH 000 0RO A0 T A 0

BA, BB, BG, BH, BN, BR, BW, BY, BZ, CA, CH,
CL, CN, CO, CR, CU, CZ, DE, DJ, DK, DM, DO,
DZ. EC, EE, EG, ES, FI, GB, GD, GE, GH, GM, GT,
HN, HR, HU, ID, IL, IN, IR, IS, IT, JO, KE, KG, KH,
KN, KP, KR, KW,KZ, LA, LC, LK, LR, LS, LU, LY,
MA, MD, ME, MG, MK, MN, MW, MX, MY, MZ,
NA, NG, NI, NO, NZ, OM, PA, PE, PG, PH, PL, PT,
QA, RO, RS, RU, RW, SA, SC, SD, SE, SG, SK. SL,
ST, SV, SY, TH, TJ, TM, TN, TR, TT, TZ, UA, UG,
US. UZ, VC, VN, WS, ZA, ZM, ZW.

B FER(ERTDRWIRY., £ TOBADLIEGFR
ENTAEE) . ARIPO (BW, GH, GM, KE, LR, LS,
MW, MZ, NA, RW, SD, SL, ST, SZ, TZ, UG, ZM,
ZW), 1—5 T 7 (AM, AZ, BY, KG, KZ, RU, TJ,
TM), 3 — 0w /X (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FL, FR, GB, GR, HR, HU, IE, IS, IT,
LT,LU, LV, MC, MK, MT, NL, NO, PL, PT, RO, RS,
SE, SI, SK, SM, TR), OAPI (BF, BJ, CF, CG, CL, CM,
GA, GN, GQ, GW,KM, ML, MR, NE, SN, TD, TG).

PN RENEE IR
— ERFERERS (GHE82150))

— MEOCHNEDES E L TRUARSN ) X b
(FRAU5.2(a))

GDEHN: BS'UTRAE CELHRRERAZIRE T2, B|HRES VR IVBERRICAVIERELERT
HoT, ZBIEREERIZ. BHRAYUNIVEOT7 I /BEIAI— K9 250— NEED S 'KRinlCBE L TE
BINZ SIHEMREEE LTORBETHEZE1ERIE, BMY VYRV BEOT7I /BRI AI—-RKT50—
REEIED 3 RImICHEEL CTEREIN S 3IEBIEREE S LTOKBTHDE2/IE., DHEHEETHY, B
1EFIE LU 2 EFIE. FEAERAETRT 2EHESEH T 2 BIERIEERICK UEREE R TE 5,




