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L R 5 E E D
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e

gtggaggttacctyggea
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Nucleotide sequence of heavy chain variable region:

5’ GAGGTGCAGCTOGTGGAGTCTGGGGOAGGCCTGOGTCAAGUCTGGGOGGGTUCCTGA
JACTCTCCTGTGCAGUCCTCTGOATTCACCTTCAGTAGCTATAGCATGAACTGGGTOC
CCAGGCTCCAGGGAAGGGGCTGGAGTOGOTCTCATCCATTAGTAGTAGTAGTAGT

TACATTTCCTACGCAGACTCAGTGAAGOGGUCGATTCACCATCTCCAGAGACAACGUC

AAGAACTCACTGTATCTGUAAATGAACAGUCCTGAGAGCCGAGGACACGGUTGTGTA

TTTCTGTGCGAGAGATTACGATITTTGUAGTGCTTACTATGATGUTTITTGATGTCTGG

GOGCCAAGGGACAATGOGTCACCGTCTCTTCAS (SEQ 1 NO: 152}

Amino acid sequence of heavy chain variable region:
EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVROAPGKGLEWVSSISSSSSYISY
ADSVEKGRFTISRDNAKNSLY LOMNSLRAEDTAVYFCARDYDFWSAYYDAFDVWGQGT
MVTVSS (SEQ ID NO: 673

Mucleotide sequence of light chain variable region:
5'CAGTCTOGTGCTGACGCAGCCGUCLOCTCAGTGTCTGGOGUCCCAGGGCAGAGGGTCA
CCATCTCCTGCACTOGGAGCAGCTCCAACATCGOGGGCAGUTTATCGATGTACACTGGT
ACCAGCAGCTTCCAGGAACAGCCCCCAAACTCCTCATCTCTGOTAACAGLCAATCGGC
CCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGG
CCATCACTGGGCTCCAGGCTGAGGATGAGGCTGATTATTACTGCCAGTCCTATGACA
GCAGCCTGAGTGOTTCOGGTATTCGGUCGGAGGUACCAAGCTGACCGTCCTAS (SEQ
D NQO: 153)

Aming acid sequence of light chain variable region:
GSVLTQPPSVSGAPGORVTISCTGSSSNIGAGY DVHWYQOLPGTAPKLLISGNSNRPSGY
PDRESGSKSGTSASLAITGLOAEDEADYYCQSYDSSLSGSVEFGGGTKLTVE (SEQ ID
NG 1D
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Nucleotide sequence of heavy chain variable region:
STCAGATTCAGCTGGTGCAGTCTGGAGCTGAGUGTGAAGAAGCCTGGGGE
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACCCCTTGACCAGCTAT
GGTATCAGUTGGGTGCGACAGGUCCCCTGGACAAGGGUTTGAGTGGATG
GGATGGATCAGCGCTTACAATGOGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGCOGTCACCATGACCACAGACACATCCACGAGCACAGTCTAC
ATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGUGACCACGGTCACC
GTCTCOTCTS {(SEQ 1D NO: 92)

Amine acid sequence of heavy chain variable region:
QIQLVQSGAEVEKPGASVKVSCKASGYPLTSYGISWVROQAPGQGLEWMG
WISAYNGNTNYAQKVQGSVIMTTDTSTSTVYMELRSLRSDDTAVYYCAR
GYGMDVWGQGTTVTVSS (SEQ 1D NO: 48)

Mucleotide sequence of light chain variable region:
STCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTCTGTCTCCTGGTACCAACAGTACCCAGGUAAACCCCCCAAACTCAA
GATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCT
GGUTCCAAGTUTGGCAACACGGUCTCCCTGACCATCTCTGGGUCTCCAGG
CTGAGOGACGAGGCTGATTATTTCTGCAGUTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGACCGTCCTAS (SEQ 1D NO: 93)

Aminge acid sequence of light chain variable region:
QSALTQPASVSGSPGOSITISCTGTSSDVGGYNSVEWYQQYPGKPPKLKIYE
VSNRPSGVSNRFSGSKSGNTASLTISGLQAEDEADYFCSSYTSTSMVEGGG
TELTVL SEQ IDNG: 19
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Nuclestide sequence of heavy chain variable region:
SCAGGTTCAGCTGOGTGCAGTCTGGAGCTGAGGTGAAGAAGCCTGGGGCCTCA
GTGAAGOTCTCCTGCAAGGUTTCTGGTTACACCTTAACCAGCTATGGTATCAG
CTGGOGTGUGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGATGGGTCAGT
TTTTATAATGGTAACACAAACTATGCACAGAAGCTCCAGGGCAGAGGCACCA
TCACCACAGACCCATCCACGAGCACAGCCTACATGGRAGCTGAGGAGCCTGAG
ATCTGACGACACGGCCGTGTATTACTGTGCGAGAGGCTACGGTATGGACGTC
TGGGGCCAAGGGACCACGGTCACCGTCTCCTCTY (SEQ 1D NO: 94)

Amiine acid sequence of heavy chain variable region:
QVOQLVQSGAEVKEPGASVKVSCEKASGYTLTSYGISWVRQAPGOGLEWMOWYS
FYNOGNTNYAQKLOQGRGTMTTDPSTSTAYMELRSLRSDDTAVYYCARGYGMDY
WGOQGTTVTVSS (SEQ 1D NO: 49)

Nuclestide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGA
TCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATAACTCTGTC
TCCTGGTACCAACAGCACCCAGGCAAAGCCCCCAAACTCATGATTTATGAGG
TCAGTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCTGOCTCCAAGTOTGGO
AACACGGUCTCCCTGACCATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATT
ATTACTGCAATTCATATACAAGCACCAGCATGGTATTCGGUCGGAGGGACCAA
GCTGACCGTCCTAY (SEQ 1D NG: 95)

Aming acid sequence of light chain variable region:
QSALTQPASYSGSPGOSITISCTCTSSDVGGYNSVSWYQOQHPGKAPK LMIYEVSN
RPSGVSNRFSGSKSOGNTASLTISGLOQAEDEADYYONSYTSTSMYFGGGTKLTVL
(SEQ ID NG: 23)

Alternative Nucleotide sequence of light chain variable region (26E18vi):
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGETCTCCTGGACAGTCGA
TCACCATCTCCTGCACTGCAACCAGCAGTOGACGTTGGTGGTTATAACTCTGTC
TCCTGGTACCAACAGCACCCAGGCAAAGCCCCCAAACTCATGATTTATGAGG
TCAGTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCTGGUTCCAAGTCTGGC
AACACGGCCTCCCTGACCATCTCTGGGCTCCAGGUTGAGGACGAGGCTGATT
ATTACTGCAACTCATATACAAGCACCAGCATGGTATTCGGUCGGAGGGACCAA
GUTGACCGTCCTAS (SEQ ID NG: 293)

SUBSTITUTE SHEET (RULE 26)



WO 2012/154999 PCT/US2012/037394

177155

FIG. 3H
26H5

Mucleotide sequence of heavy chain variable region:
STCAGGTTCAGCTGGTGCAGTCTGGAGCTGAAGTGAAGAAGCCTGGGGC
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACACCTTGACCAGUTAT
GGTATCAGCTGGGTGCGACAGGUCCCCTGGACAAGGGCTTGAGTGGATG
GGATGGATCAGCTTTTACAATGGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGTCTALC
ATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCALCC
GTCTCCTCTY (SEQ ID NO: 96)

Amino acid sequence of heavy chain variable region:
QVOLVOSGAEVKKPGASVEVSCKASGYTLTSYGISWVRQAPGOGLEWMG
WISFYNGNTNYAQRKVOQGRVIMTTDTSTSTVYMELRSLRSDDTAVYYCAR
GYGMDVWGQGTTVTVSS (SEQ 1D RG: 51)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCOGTGTCTGGOGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTCTGTCTCCTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCAT
GATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTATTCGCTTCTCT
GGCTCCAAGTCTGGCAACACGGCCTCCCTGACCATCTCTGGGCTCCAGG
CTGAGGACGAGGUTGATTATTTCTGCAGCTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (REQ 1D NO: 97)

Amino acid sequence of light chain variable region:
QSALTOPASVSGSPGQSITISCTGTSSDVGGYNSVSWYQQHPGKPPKEMIEY
EVSNRPSGVSIRFSGSKSGNTASLTISGLOAEDEADYFCSSYTSTSMVEGGG
TKLTVL SEQ IDNO: 17}
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FIG. 3l

311

Nucleotide sequence of heavy chain variable region:
S’CAGATTCAGCTGGTGCAGTCTGOGAGCTGAGGTGAAGAAGCCTGGGGC
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACACCTTGACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGOACAAGGGCTTGAGTGGATG
GGATGGATCAGUTTTTACAATGGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGTCTAC
ATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTITCTGT
GCOGAGAGGTTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCAZ (SEQ 1D NO: 98)

Amine acid sequence of heavy chain variable region:
QIQLVOSGAEVKKPGASVEVSCRKASGYTLTSYGISWVROAPGOGLEWMG
WISFYNGNTNYAQKVQGRVIMTTDTSTSTVYMELRSLRSDDTAVYFCAR
GCYGMDVWGQGTTVTIVSS (SEQ ID NO: 83)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTCTGTCTCOGTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCAT
GATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCT
GOCTCCAAGTCTGGCAACACGGCCTCCCTGACCATCTCTGGGCTCCAGG
CTGAGGACGAGGUTGATTATTTCTGCAGCTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGGCCGTCCTAY (SEQ ID NO: 99)

Amino acid sequence of light chain variable region:
QSALTOPASVSGSPGOSITISCTGTSSDVGOYNSVSWYQQHPGKPPKLIMIY
EVSNRPSGVSNRFSGSKSGNTASLTISGLOAEDEADYFCSSYTSTSMVEGG
GTKLAVL (SEQ ID NO: 18)
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2361

Nucleotide sequence of heavy chain variable region:
STCAGGTTCAGCTGGTGCAGTCTGGAGCTGAGGTGAAGAAGUCTGGGGC
CTCAGTGAAGGTCTCCTGUCAAGGUCTTCTGGTTACACCTTAACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGGACAAGGGCTTGAGTGGATG
GGATGGGTCAGTTTITATAATGGTAACACAAACTATGCACAGAAGCTC
CAGGGCAGAGGCACCATGACCACAGACCCATCCACGAGCACAGCCTAC
ATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCAZ (SEQ 1D NG: 1006}

Amine acid sequence of heavy chain variable region:
OQVQLVOSGAEVKKPGASVKVSCKASGYTLTSYGISWVRQAPGOQGLEWMG
WYVSFYNGNTNYAQKLQGRGTMTTDPSTSTAYMELRSLRSDDTAVYYCAR
GYGMDVWGQGTTVTVSS (SEQ ID NO: 54)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGUGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGUCAGTGACGTTGUGTGGTTATA
ACTCTOGTCTCCTGGTACCAACAGCACCCAGGUCAAAGCCCCCAAACTCAT
GATTTATGAGGTCACTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCT
GGCTCCAAGTCTGGCAACACGGCCTCCCTGACCATCTCTGGGCTCCAGG
CTGAGGACGAGGUTGATTATTACTGCAACTCATATACAAGCACCAGCA
TGGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ ID NO: 101)

Amino acid sequence of light chain variable region:
QSALTOPASVSGSPGQSITISCTGTSSDVGGYNSVSWYQQHPGKAPKEMIY
EVTNRPSGVSNRESGSKSGNTASLTISGLQAEDEADYYUNSYTSTSMVEGG
GTKLTVL (SEQ ID NO: 26)
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Nucleotide scquence of heavy chain variable region:
SCAGGTGCAGCTGCAGGAGTCGOGGCCCAGGACTGGTGAAGCCTTCACA
GACCCTGTCCCTCACCTGCACTGTCTCTGGTGGUTCCATCAGCAGTGGT
GGTTACTACTGGAGCTGGATCCGCCAGCACCCAGGGAAGGGCUTGGAG
TGGATTGOGOTACATATATAACAGTGGGAGCACCTACTACAACCCGTCC
CTCAAGAGTCGAGTTACCATATCAGTAGACACGTCTAAGAACCAGTTCY
CCCTGAAGCTGAGCTCTGTGACTGCCGCGGACACGGCCGTGTATTACTG
TGCGAGAGAGGATACAGCTATGGTTCCTTACTTTGACTACTGGGGUCAG
GGAACCCTGGTCACCGTCTCCTCASZ (SEQ 1D NO: 102)

Amino acid sequence of heavy chain variable region:
QVQLOESGPGLVKPSQTLSLTCTVSGGSISSGGYYWSWIRQHPGKGLEWIG
YIYNSGESTYYNPSLKSRVTISVDTSKNCQFSLKLSSVTAADTAVYYCAREDT
AMVPYFDYWGQGTLVTVSS SEQ 1D NG: 87)

Nucleotide sequence of light chain variable region:
SCAGTCTGTACTGACGCAGCCGCCCTCAGTGTCTGGGGCCCCAGGGCA
GAGGOTCACCATCTCCTGCACTGGGAGCAGCTCCAACATCGGGGCACA
TTATGATGTGCACTGGTACCAGCAGUGTTCCAGGAACAGUCCCCCAAACT
CCTCATCTATGGTAACACCTATCGGUCCCTCAGGGGTCCCTGACCGATTC
TCTGGCTCCAAGTUTGGCACCTCAGCCTCCCTGGCCATCACTGGGCTCC
AGGCTGAGGATGAGGUCTGATTATTACTGCCAGTCCTATGACAACAGCC
TGAGTGGTGTGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTAY
(SEQ ID NO: 163

Amino acid sequence of light chain variable region:
QSVLTOPPSVSGAPGORVTISCTGSSSNIGAHYDVHWYQOQVPGTAPKLLTY
GNTYRPSGVPDRFSGSKSGTSASLAITGLOAEDEADYYCQSYDNSLSGVVE
GGGTRLTVL (SEQ 1D NG: 13)
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16F12

Nucleotide sequence of heavy chain variable region:
STCAGGTGCACCTGOTGGAGTCTGGGGGAGGCGTGOTCCAGUCTGGGAG
GTCCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCAACAGCTTT
GGCATGCACTGGGTCCGCCAGGUTCCAGGUAAGGGGCTGGAGTGGGTG
GCACTTATCTGGTUTGATGGAAGTGATGAATACTATGCAGACTCCUGTGA
AGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTG
CGAGAGCCATAGCAGCCUTCTACTACTACTACGGTATGGACGTCTGGE
GCCAAGGGACCACGGTCACCGTCTCCTCAY (SEQ 1D NOG: 164)

Amine acid sequence of heavy chain variable region:
QVHLVESGGGVVQPGRSLRLSCAASGFTENSFGMHWVRQAPGKGLEWVA
LIWSDGSDEYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARA
IAALYYYYGMDVWGOGTTVTVSS (SEQ ID NG: 79)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGTTGACGCAGUCGCCCTCAGTGTCTGCGGUCCCAGGACA
GAAGOGTCACCATCTCCTOGCTCTGGAAGCAGUTUCCAACATTGGGAATAA
TTTTGTATCCTGGTACCAGCAGUTCCCAGGAACAGUCCCCAAACTCCTC
ATTTATGACTATAATAAGCGACCCTCAGGGATTCCTGACCGATTCTCTG
GCTCCAAGTCTGGCACGTCAGCCACCCTGGGCATCACCGGACTCCAGA
CTOGGGGACGAGGUCCGATTATTACTGCGGAACATGGGATAGCAGCCTGA
GTGCTTATGTCTTCGGAACTGGGACCAGGGTCACCGTCCTAS (SEQ ID
NO: 105)

Amino acid sequence of Hght chain variable region:
QSVLTQPPSVSAAPGOKVTISCSGSSSNIGNNFVSWYQQLPGTAPKLLIYDY
NERPSGIPDRESGSKSGTSATLGITGLOTGDEADYYCGTWDSSLSAYVEGT
GTRVTVL (SEQ 1D NG: 35
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2IE2
Nucleotide scquence of heavy chain variable region:

SCAGGTGUAGCTGGTGGAGTCTGOGGGGAGGCGTOGTCCAGCCTOGGGAG
GTCCCTGAGACTUTCCTGTGCAGCGTCTGGATTCACCTTCAGCAGCTTT
GOGUATGCACUTGOOTCCGCCAGLGUTCCAGGUAAGOGOGCTGGAGTGGGTG
GCACTTATATGUGAATGATGGAAGTAATAAATACTATGCAGACTCCGTG
AAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGUTGTAT
CTGCAAATGAACAGUCTGAGAGCUGAGGACACGGUTGTGTATTACTGT
GCOGAGAGCCATAGCAGCCCTCTACTACTACTACGGTATGGACGTOTGO
GGUCCAAGGGACCACGGTCACCGTCOTCCTCAS (SEQ 1D NO: 146)

Aming acid sequence of heavy chain variable region:
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSFGMHWVROQAPGKGLEWVA
LIWNDGSNEYYADSVKGRFTISRDNSENTLYLOMNSLRAEDTAVYYCAR
ATAALYYYYGMDVWGQOQGTTVTVSS (SEQ ID NO: 83)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGTTGACGCAGCCGCCCTCAGTGTCTGLCGGUCCCAGGACA
GAAGOGTCACCATCTCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAA
TTTTGTATCCTGGTACCAGCAGCTCCCAGGAACAGCCCCCAAACTCCTC
ATTTATGACTATAATAAGCGACCCTCAGGGATTCCTGACCGATTICTCTG
GCTCCAAGTCTGGCACGTCAGCCACCCTGGGCATCACCGGACTCCAGA
CTGGGGACGAGGUCGATTATTACTGCGGAACATGGGATAGCAGTCTGA
GTGGTTATGTCTTCGGAACTGGGACCAGGGTCACCGTCCTAY (SEQ ID
NO: 107)

Amino acid sequence of Hght chain variable region:
QSVLTQPPSVSAAPGOKVTISCSGSSSNIGNNFVSWYQQLPGTAPKLLIYDY
NERPSGIPDRESGSKSGTSATLGITGLOTGDEADYYCGTWDSSLSGYVEGT
GTRVTVL (SEQ 1D NG: 36}
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Mucleotide sequence of heavy chain variable region:
STCAGGTGCACCTGGTGGAGTCTGGGGGAGGCGTGGTCCAGUCTGGGAG
GTCCCTGAGACTCTCCTGTGCAGUCGTCTGGATTCACCTTCAACAGCTTT
GGCATGCACTGGOETCCGUCAGGUTCCAGGUCAAGGGGCTGGAGTGGGTG
GCACTTATATGGTCTGATGGAAGTGATAAATACTATGCAGACTCCGTGA
AGGGUCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATC
TGCAAATGAACAGUCTGAGAGCCGAGGACACGGUTGTGTATTACTGTG
CGAGAGCCATAGCAGCCCTCTACTACTACTACGGTATGGACGTCTGGG
GCCAAGGGACCACGGTCACCGTCTOCTCAY (SEQ 1D NO: 108

Amino acid sequence of heavy chain variable region:
QVHLVESGGGVVQPGRSLRLSCAASGFTFNSFGMHWVROQAPGKGLEWVA
LIWSDGSDKYYADSVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARA
TIAALYYYYGMBVWGOGTTVTVSS (REQ ID XNO: 76)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGTTGACGCAGCCGCCCTCAGTOTCTGUGGCCCCAGGACA
GAAGUGTCACCATCTCUCTGUTCTGGAAGCAGTTCCAACATTGGGAATAAT
TTTGTATCCTGGTACCAGCAGTTCCCAGGAACAGUCCUCCAAACTCCTCA
TTTATGACTATAATAAGCGACCCTCAGOGGATTICCTGACCGATTCTCTGG
CTCCAAGTCTGGCACGTCAGCCACCCTGGGLCATCACCGGACTCCAGACT
GGGOGACGAGGUCGATTATTACTGCGGAACATGGUGATAGCAGCCTGAGT
TCTTATGTCTTCGGAACTGGGACCAGGOGTCACCGTCCTAY (REQ 1D
NG: 109

Amino acid sequence of light chain variable region:
QSVLTOPPSVSAAPGOQRVTISCSGSSSNIGNNFVEWYQQFPGTAPKLLIYDY
NEKRPSGIPDRESGSKSGTSATLGITGLQTGDEADYYCGTWDSSLSSYVEGT
GTRVTVL SEQ ID NG: 37
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28B12

Nucleotide sequence of heavy chain variable region:
STCAGUGTGCAGCTGGTGGAGTUTGOOGGGAGGUGTOGUGTCCAGCUTOGGAG
GTCCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCAGCAGCTTT
GGCATGCACTGGGTCCGCCAGGUTCCAGGUAAGGGGCTGGAGTGGGTG
GCACTTATATGGAATGATGGAAGTAATAAATACTATGCAGACTCCGTG
AAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT
CTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGT
GCGAGAGCCATAGCAGCCUTCTACTACTACTACGGTATGGACGTCTGG
GGCCACGGGACCACGOGTCACCGTCTCCTCAS (SEQ ID NO: 116)

Amino acid sequence of heavy chain variable region:
QVQLVESGGGVVOQPGRSLRLSCAASGFTFSSFGMHWVRQAPGKGLEWVA
LIWNDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR
AIAALYYYYGMDVWGHGTTVTVSS (SEQ ID NG: 77)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGTTGACGCAGUCGCCCTCAGTGTCTGCGGUCCCAGGACA
GAAGOGTCACCATCTCCTOGCTCTGGAAGCAGUTUCCAACATTGGGAATAA
TTTTGTATCCTGGTACCAGCAGUTCCCAGGAACAGCCCCCAAACTCCTC
ATTTATGACTATAATAAGCGACCCTCAGGGATTCCTGACCGATTCTCTG
GCTCCAAGTCTGGCACGTCAGCCACCCTGGGUCATCACCGGACTCCAGA
CTOGGGGACGAGGUCGATTATTACTGCGGAACATGGGATAGCAGCCTGA
GTGGTTATGTCTTCGGAACTGGGACCAGGGTCACCGTCCTAY (SEQ ID
NG: 111

Amino acid sequence of light chain variable region:
QSVLTOPPSVSAAPGOQKVTISCSGESSNIGNNFVSWYQQLPGTAPKLLIYDY
NKRPSGIPDRFSGSKSGTSATLGITGLOTGDEADYYCGTWDSSLSGYVEGT
GTRVTVL (SEQ ID NO: 38)
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Nucleotide sequence of heavy chain variable region:
SCAGGTGCAGCTGGTGGAGTCTGGGGHGAGGCOTGOTCCAGCCTGGGAG
GTCCCTGA
GACTCTCCTGTGCAGCGTCTGGATTCACCTTCAGCAGUTTTGGUCATGCA
CTOGGGTCCGCCAGGUTCCAGGCAAGGGGCTGGAGTGGOGTGGCACTTAT
ATGGAATGATGGAAGTAATAAATACTATGCAGACTCCGTGAAGGGCCG
ATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATG
AACAGCCTOGAGAGUCGAGGACACGGUTGTGTATTACTGTGCGAGAGCC
ATAGCAGCCCTCTACTACTACTACGGTATGGACGTCTGGGGCCAAGGG
ACCACGGTCACCGTCTCCTCASY (SEQ IDNO: 112

Amine acid sequence of heavy chain variable region:
QVOQLVESGGGVVQPGRSLRLSCAASGFTFSSFGMHWVRQAPGKGLEWVA
LIWNDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR
ATAALYYYYOMDVWGQGTTVTVSS (SEQ ID NG: 78)

Mucleotide sequence of light chain variable region:
STCAGTCTGTGTTGACGCAGCCGCUCACAGTOGTCTGCGGCCCCAGGACA
GAAGGTCACCATCTCCTGUTCTGOGAAGCAGCTCCAACATTGGGAATAA
TTTTGTATCCTGGTACCAGCAGCTCCCAGGAACAGCCCCCAAACTCCTC
ATTTATGACTATAATAAGCGACCCTCAGGGATTCCTGACCGATTCTCTG
GCTCCAAGTCTGGCACGTCAGCCACCCTGGGCATCACCGGACTCCAGA
CTGGGGACGAGGCCGATTACTACTGCGGAACATGGGATAGCAGCUTGA
GTGGTTATGTCTTCGGAACTGGUGACCAGGGTCACCGTCUTAS (SEQ ID
NG: 113)

Amino acid sequence of Hght chain variable region:
QSVLTOPPTVSAAPGOKVTISCSGESSNIGNNEFVEWYQOLPGTAPKLLIYDY
NKRPSGIPDRESGSKSGTSATLGITGLOTGDEADYYCGTWDSSLSGY VEGT
GTRVTVL (SEQ ID NO: 39)
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Nucleotide scquence of heavy chain variable region:
STCAGGTGCAGCTGOTOGGAGTUTGOGGGGAGGUGTOGGTCCAGCCTGGGAG
GTCCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCAGGAGCTAT
GGUATGCACTGGGTCCGCCAGGUTCCAGGUAAGGGGCTGGAGTGGGTG
GCACTTATATGGCATGATGGAAGTAATACATACTATGTAGACUTCCGTGA
AGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTG
CGAGAGGTATAGCAGTGGUTTACTACTACTACGGTATGGACGTCTGGG
GCCAAGGGACCACGGTCACCGTCTCCTCAY (SEQ 1D NO: 114

Amino acid sequence of heavy chain variable region:
QVQLVESGGGYVOPGRSLRLSCAASGFTEFRSYGMHWVROAPGKGLEWY
ALIWHDGSNTYYVDSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCA
RGIAVAYYYYGMDVWGQGTTVTVSS (SEQ IB NG: 83)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGTTGACGCAGUCGCCCTCAGTGTCTGCGGUCCCAGGACA
GAAGOGTCACCATCTCOTGCTCTGGAAGCAGCTCCAACATTGGGAATAA
TTTTGTATCCTGGTACCAGCAGUTCCCAGGAACAGCCCCCAAACTCCTC
ATTTATGACAGTAATAAGCGACCCTCAGGGATTCCTGACCGATTCTCTG
GCTCCAAGTCTGGCACGTCAGCCACCCTGGACATCACCGGACTCCAGA
CTOGGGGACGAGGUCGATTATTACTGCGGAACATGGGATAGCAGCCTGA
GTGCTTATGTTTTCGGAACTGGGACCAAGGTCACCGTCCTAY (SEQ ID
NG: 115)

Amino acid sequence of light chain variable region:
QSVLTOPPSVSAAPGOQKVTISCSGSSSNIGNNFVSWYQQLPGTAPKLLIYDS
NKRPSGIPDRFSGSKSGTSATLDITGLOTGDEADYYCGTWDSSLSAYVEGT
GTRKVTVL (SEQ ID NO: 48)
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Nucleotide scquence of heavy chain variable region:
SGAGGTGCAGUTGTTGGAGTCTGGGGOGAGGCTTGGTACAGCCTGGGGE
GTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGCAGCTAT
GCCATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGUTGGAGTGGHTC
TCAACTATTAGTGGTAGTGGTGATAACACATACTACGCAGAUTCCGTGA
AGGGCCGOGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTG
CGAAAAAGTTTGTACTAATGGTGTATGCTATGUTTGACTACTGGGGCCA
GGGAACCCTGOGTCACCOGTCTCCTCAS (SEQ ID NG: 116)

Amino acid sequence of heavy chain variable region:
EVQLLESGGGLVQPGGSLRLSCAASGFTEFSSYAMNWVRQAPGKGLEWYS
TISGSGDNTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKK
FVLMVYAMLDYWGQGTLVTVSS (SEQ ID NG: 71)

Nucleotide sequence of light chain variable region:
SGACATCCTGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTTGGA
GACAGAGTCACCATCACTTGCCGOGGCAAGTCAGAGCATTAGCAGTTAT
TTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGGTCCTGATC
TATGCTGCCTCCAGTTTGCAAAGTGGGGTCCCATCAAGGTTCAGTGGCA
GTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGUAACCTGA
AGATTTTGCAACTTACTACTGTCAACAGAGTTACAGTTCCCCCATCACC
TTCGGUCAAGGGACACGACTGGAGATTAAAY SEQ IDNO: 117)

Amino acid sequence of light chain variable region:
DILMTQSPSSLSASVGDRVTITCRASQSISSYENWYQQKPGKAPKVLIYAAS
SLOSGVPSRESGSGSGTDFTLTINSLQPEDFATYYCQQSYSSPITFGQGTRLE
IK (SEQ ID KO: 9)
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Nucleotide scquence of heavy chain variable region:
SGAGGTGCAGUTOGTTGGAGTCTGGGGUGAGGCTTGGTACAGCCGGGGGE
GTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGCAGCTAT
GCCATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGUTGGAGTGGHTC
TCAACTATTAGTGGTAGTGGTGGTAACACATACTACGCAGAUTCCGTGA
AGGGCCGOGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTG
CGAAAAAGTTTGTACTAATGGTGTATGCTATGUTTGACTACTGGGGCCA
GGGAACCCTGGTCACCOGTCTCCTCAS (SEQ 1D NG: 118

Amino acid sequence of heavy chain variable region:
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMNWVRQOQAPGKGLEWVYS
TISGSGGNTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKK
FVIMVYAMLDYWGOGTLVTVSS (SEQ ID NOG: 72)

Nucleotide sequence of light chain variable region:
SGACATCCAGATGACCCAGTCTCCATCCTCCCTATCTGCATCTGTAGGA
GACAGAGTCACCATCACTTGCCGGGCAAGTCAGAGCATTAGCATCTAT
TTAAATTGGTATCAGCAGAAGCCAGGGAAAGCCCCTTACCTCCTGATCT
ATGCTGCAGCCAGTTTGCAAAGTGGGOGTCCCATCAAGGTTCAGTGGCA
GTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTCTGCAACCTGA
AGATTTTGCAACTTACTACTGTCAACAGAGTTACAGTGCCCCCATCACC
TTCGGCCAAGGGACACGACTGGAGATTAAAY (SEQ ID NG: 119)

Amino acid sequence of light chain variable region:
DIOMTQSPSSLSASVGDRVTITCRASQSISIYINWYQOQKPGKAPYLLIYAAA
SLOSGVPSRFSGSGSGTDFTLTISSLOQPEDFATYYCQQSYSAPITFGQGTRLE
IK (SEQ ID NO: 14)
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Nucleotide sequence of heavy chain variable region:
S’CAGGTTCAGCTGOGTGCAGTCTGOGAGCTGAGGTGAAGAAGCCTGGGGL
CTCACTGAAGGTCTCCTGCAAGGCTTCTGGTTACAGTTTGACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGGACAAGGGCTTGAGTGGATG
GOGATGGATCAGUGCTTACAATGGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGTCTAC
ATGGAGGTGAGGAGTCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCAS (SEQ ID NO: 124)

Amino acid sequence of heavy chain variable region:
QVQLVOSGAEVKKPGASLEVSCKASGYSLTSYGISWVRQAPGOQGLEWMG
WISAYNGNTNYAQKVQGRVIMTTDTSTSTVYMEVRSLRSDDTAVYYCAR
GYGMDVWGQGTTVTVSS (SEQ ID NO: 54)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCUTCCGTOTCTGGGTUTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTCTGTCTCUTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCAT
GATTTATGAGGTCAGTAATCGGUCCTCAGGGGTTTCTAATCGUTTCTCT
GGUTCCAAGTCTGGCAATACGGCCTCCCTGACCATCTCTGGGCTCCAGEG
CTGAGGACGAGGUTGATTATTTCTGCAGCTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ ID NOG: 121)

Amingo acid sequence of light chain variable region:
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNSVESWYQQHPGKPPKLMIEY
EVSNRPSGVSNRFSGSKSGNTASLTISGLQAEDEADYFCSSYTSTSMVEGOG
GTKLTVL (SEQ ID NO: 20y
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Nucleotide sequence of heavy chain variable region:
S’CAGGTTCAGCTGOGTGCAGTCTGOGAGCTGAGGTGAAGAGGCCTGGGGL
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACACCTTGACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGGACAAGGGCTTGAGTGGATG
GGATGGATCAGUGTTTACAATGGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGTCTAC
ATGGAGCTGAGGAGCCTGAGUCTCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCAZ (SEQ D NO: 122)

Amino acid sequence of heavy chain variable region:
QVQLVOSGAEVKRPGASVKVSCKASGYTLTSYGISWVRQAPGQGLEWMG
WISVYNGNTNYAQKVOQGRVTMTTDTSTSTVYMELRSLSSDDTAVYYCAR
GYGMDVWGQGTTVTVSS (SEQ ID NO: 52)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCUTCCGTOTCTGGGTUTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTCTGTCTCUTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCAT
GATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTATTCGCTTCTCT
GGUTCCAAGTCTGGCAACACGGUCTCCCTGACCATCTCTGGGCTCCAGG
CTGAGGACGAGGUTGATTATTTCTGCAGCTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ 1D NOG: 123)

Amingo acid sequence of light chain variable region:
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNSVESWYQQHPGKPPKLMIEY
EVSNRPSGVSIRFSGSESGNTASLTISGLOAEDEADYFCSSYTSTSMVEGGG
TKLTVL (SEQ ID NO: 16}
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Mucleotide sequence of heavy chain variable region:
S*CAGGTTCAGCTGGTGCAGTCTGGAGUTGAGOTGAAGAAGCCTGGGGECTCA
GTGAAGGTCTCCTGCAAGGCTTCTGGTTACCCCTTGACCAGCTATGGTATCAG
CTGGOTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGATGGATCAGC
GCTTACAATGGTAACACAAACTATGCACAGAAGGTCCAGGGCAGAGTCACCA
TCGACCACAGACACATCCACGAGCACAGTCTACATGGAGTTGAGGAGCCTGAG
ATCTGACGACACGGCCOGTGTATTACTGTGCGAGAGGCTACGOTATGGACGTC
TCGGGCCAAGGGACCACGGTCACCGTCTCCTCAS (SEQ 1D NO: 124)

Amino acid sequence of heavy chain variable region:
QVOLVOSGAEVEKPOASVEVSCKASGY PLTSYGISWVROAPGOQGLEWMGWISA
YNONTNYAQKVOQGRVIMTTDTSTSTVYMELRSLRSDDTAVYYCARGYGMDY
WOQGTTVTVSS (SEQ 1D NQO: 35)

Nucleotide sequence of light chain variable region:
S'CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGA
TCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATAACTCTGTC
TCCTGGTACCAACAGCACCCAGGUCAAACCCCCCAAACTCATGATTTATGAGG
TCAGTAATCGGCCCTCAGGGGTTTCTAATCGCTTCTCTGGUTCCAAGTCTGGC
AATACGGCCTCCCTGACCATCTCTGGGCTCCAGGUTGAGGACGAGGCTGATT
ATTTCTGCAGCTCATATACAAGCACCAGCATGGTCTTCGGCGGAGGGACCAA
GCTGACCGTCCTASY (SEQ ID NO: 125)

Alternative Nucleotide sequence of light chain variable region:
S'CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGA
TCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATAACTCTGTC
TCCTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCATGATTTATGAGG
TCAGTAATCGGCCCTCAGOGGTTTCTAATCGCTTCTCTGGCTCCAAGTCTGGC
AACACGGCCTCCCTGACCATCTCTGGGCTCCAGGUTGAGGACGAGGCTGATT
ATTTCTGCAGCTCATATACAAGCACCAGCATGGTCTTCGGUGGAGGGACCAA
GCTGACCGTCCTASY (SEQ ID NO: 294)

Amino acid sequence of light chain variable region:
QSALTOPASVSGSPGOSITISCTGTSSDVGGYNSVSWYQOQHPGKPPKLMIYEVSN
RPSGYVSNRFSGSKSGNTASLTISGLCAEDEADYFCSSYTSTSMVFGGGTKLTYL
(SEQIDNG: 1D
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Nucleotide sequence of heavy chain variable region:
S’CAGGTTCAGTTGGTGCAGTCTGGAGUTGAGGTGAAGAAGCCTGGGGE
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACGCCTTGACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGGACAAGGGCTTGAGTGGATG
GOGATGGATCAGUGCTTACAATGGTAACACAAACTATGCACAGAAGGTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGTCTAC
ATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCAS (SEQ ID NO: 126)

Amino acid sequence of heavy chain variable region:
QVQLVOSGAEVKKPGASVKVSCKASGYALTSYGISWVRQAPGQGLEWM
GWISAYNOGNTNYAQRKVOGRVTMTTDTSTSTVYMELRSLRSDDTAVYYCA
RGYGMDPVWGQGTTVTVSS (SEQ IDNOG: 36)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCUTCCGTOTCTGGGTUTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAACAGTGACGTTGGTGGTTATA
ACTCTGTCTCUTGGTACCAACAGCACCCAGGCAAACCCCCCAAACTCAT
GATTTATGAGGTCAGTAATCGGUCCTCAGGGATTTCTAATCGUTTCTCT
GGUTCCAAGTCTGGCAACACGGUCTCCCTGACCATCTCTGGGCTCCAGG
CTGAGGACGAGGUTGATTATTTCTGCAGCTCATATACAAGCACCAGCAT
GGTCTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ ID NG: 127)

Amino acid sequence of Hght chain variable region:
QSALTQPASVSGSPGOSITISCTGINSDVGOYNSVSWYQOQHPGKPPKLMIY
EVSNRPSGISNRFSGSKSGNTASLTISGLOQAEDEADYFCSSYTSTSMVEGGG
TKLTVL (SEQ ID NG: 22)
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Nucleotide sequence of heavy chain variable region:
S’CAGGTTCAGCTGOGTGCAGTCTGOGAGCTGAGGTGAAGAAGCCTGGGGL
CTCAGTGAAGGTCTCCTGCAAGGCTTCTGOGTTACAGCTTTACCAGCTAT
GGTATCAGCTGGGTGCGACAGGCCUCTGGACAAGGGCTTGAGTGGATG
GGATGGGTCAGCGCTTACAATGGTAACACAAACTATGCACAGAAGTTC
CAGGGCAGAGTCACCATGACCACAGACACATCCACGAGCACAGCCTAC
ATGGAACTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTGT
GCGAGAGGCTACGTTATGGACGTCTGGGGUCAAGGGACCACGGTCACC
GTCTCCTCAS (SEQ ID NO: 128)

Amino acid sequence of heavy chain variable region:
QVQLVOSGAEVKKPGASVKVSCKASGYSFTSYGISWVROAPGQGLEWMG
WVYSAYNGNTNYAQKFQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCA
RGYVMDVWGQGTTVTVSS (SEQ IDNG: 857

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCUTCCGTTTCTGGOGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGCTTATA
ACTCTGTCTCUTGGTACCAACAGCACCCAGGUAAAGCCCCCAAACGCA
TGATTTATGAGGTCAGTAATCOGCCCTCAGGGGTTTCTAATCGCTTOTC
TGGCTCCAAGTCTGGCAACACGGCCTCCCTQGACCATCTCTGGGCTCCAG
GCTGAGGACGAGGUTGATTATTACTGCAGCTCATATACAAGCACCAAC
ATGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ ID NO:
129}y

Amino acid sequence of Hght chain variable region:
QSALTOQPASVSGSPGOSITISCTGTSSDVGAYNSVSWY QQHPGKAPKRMIY
EVENRPSGVSNRESGSKSGNTASLTISGLQAEDEARYYCSSYTSTNMVEGG
GTKLTVL (SEQ ID NQO: 24)
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Nucleotide sequence of heavy chain variable region:
S’CAGGTACAGTTGCAGCAGTCAGGTCCAGGACTGGTGAAGCCCTCGCA
GACCCTCTCACTCACCTGTGCCATCTCCGGGGACAGTOGTCTCTAGCAAC
AGTGCTGCTTGGAACTGGATCAGGCAGTCCCCATCGAGAGGCUTTGAG
TGGCTGGGAAGGACATACTACAGGTCCAAGTOGGTATAAAAATTATTCA
GTATCTGTGAAAAGTCGAATAACCATCAACCCAGACACATCCAAGAAC
CAGTTCTCTCTGCAACTGAACTCTGTGACTCCCGGGGACACGGUCTGTGT
ATTACTGTGCAAGAGGGGGGCCAACTGCTGCTTTTGACTACTGGGGCC
AGGGAACCCTGGTCACCGTCTCCTCAY (SEQ ID NO: 136)

Amino acid sequence of heavy chain variable region:
QVQLOOSGPGLVKPSQTLSLTCAISGDSVSSNSAAWNWIRQSPSRGLEWLG
RTYYRSKWYKNYSVSVISRITINPDTSKNQFSLQLNSVTPGDTAVYYCAR
GGPTAAFDYWGQGTLVTVSS (SEQ ID NG: 91)

Nucleotide sequence of light chain variable region:
SCTTTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAG
TCGATCACCATCTCCTGCACTGGAACCAGCAGTGATGTTGGGAATTATA
ACCTTGTCTCCTGGTACCAACAGTATTCAGGCAAAGUCCCCAAACTCAT
GATTTATGAGGTCAGTAAGCGGUCCTCAGGGGTTTCTAATCGCTTCTCT
GGCTCCAAGTCTGGUCAACACGGCCTCUUTGACAATCTCTGGGUTCCAGG
CTGAGGACGAGGCTGATTATTACTGCTGCTCATATGCAGGTAGTAGCAL
TTTGGTTTTCGGCGGAGGGACCAAGCTGACCGTCCTAS (SEQ ID NO:
131}

Amino acid sequence of lght chain variable region:
LSALTQPASVSGSPGOSITISCTGTSSDVONYNLYSWYQOYSGKAPKLMIY
EVSKRPSGVSNRFSGSKSGNTASLTISGLQAEDEADRYYCCSYAGSSTLVEG
GGTKLTVL (SEQ ID NO: 28)
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99

Nucleotide sequence of heavy chain variable region:
5’GAGGTGCAGTTGGTGGAGTCTGGGGGAGGUTTGGTCCAGCCTGGGGEG
GTCCCTGAGACTCTCCTGTGTAGTCTCTGGATTCACCTTTAGTAGCTATT
GGATGAGCTGGGTCCGCCAGGUTCCAGGGAAGGGGCTGGAGTGGGTGE
CCAACATAAAGCAAGATGGAAGTGAGAAATACTATGTGGACTCTGTGA
AGGGCCGATTCACCATCTCCAGAGACAACGCCAAGAACTCACTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTATATTACTGTG
CGAGAGAGTCAAACTGGGGATTTGCTTTTGATATUTGGGGCCAAGGGA
CAATGGTCACCGTCTCTTCAS {(SEQ 1D NO: 132)

Amino acid sequence of heavy chain variable region:
EVOQLVESGGGLVQPGGSLRLSCVVSGFTFSSYWMSWVRQAPGKGLEWVA
NIKOQDGSEEYYVDSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARE
SNWGFAFDIWGQGTMVYTVYSS (SEQ ID NO: 64)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGUTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCA
GAGGGTCACCATCTCTTGTTCTGGAAGCAGCTCCAACATCGGAAGTAA
GACTGTAAACTGGTACCAACAGGTCCCAGGAACGGCUCCCAAACTCCT
CATCTATAGGAATAATCAGCGGCCCTTAGGGOGTCCOTGACCGATTCTICT
GGUTCCAAGTCTGGCACCTCAGUCTCCCTGGCCATCAGTGGGCTCCAGT
CTGAGGATGAGGCTGATTATTATTGTGCAGCATGGUGATGACAGCCTGA
ATTGGOTOGTTCOGOGCOGGAGGGACCAAGCTGACCGTCCTAY (SEQ 1D NO:
133

Amino acid sequence of light chain variable region:
QSVLTOPPSASGTPGOQRVTISCSGSSSNIGSKTVNWYQOVPGTAPKLLIYRN
NQRPLGVPDRESGSKSGTSASLAISGLOSEDEADYYCAAWDDSLNWVFGG
GTKLTVL (SEQ 1D NO: 3)
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9H6

Nucleotide scquence of heavy chain variable region:
SGAGGTGCAGUTGOGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGG
GTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTCGCTATT
GGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTGE
CCAACATAAAGCATGATGGAAGTGAGAAATACTATOGTGGACTCTGTGA
AGGGCCGATTCACCATTITCCAGAGACAACGCCAAGAACTCACTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTG
CGAGAGAGTCAAACTGGGGATTTGCTTTTGATGTCTGGGGCCACGGGA
CAATGGTCACCGTCTCTTCASZ (SEQ ID NO: 134)

Amino acid sequence of heavy chain variable region:
EVQLVESGGGLVQPGGSLRLSCAASGFTFSRYWMSWVROAPGKGLEWVA
NIKHDGSEKYYVDSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARE
SNWGFAFDYVWGHGTMVTVSS (SEQ ID NO: 62)

Nucleotide sequence of light chain variable region:
SCAGTCTGTGUTGACTCAGCCACCCTCAGCGTCTGGGUCCCCCGGACA
GAGGGTCACCATCTCTTGTTCTGGAAGCAGCTCCAACATCGGAAGTAAT
ACTGTAAACTGGTACCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTC
ATCTATAGTAATAATCGOCGGUCCTCAGGGGTCCCTGACCGATTCTCTG
GUTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGUTCCAGTC
TGAGGATGAGGUTGATTATTACTGTGCAGCATGGGATGACAGCUTGAA
TTGGUGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ 1D NO:
135)

Amino acid sequence of lght chain variable region:
QSVLTOPPSASGPPGORVTISCSGSSSNIGSNTVNWYQQLPGTAPKLLIYSN
NRRPSGVPDRFESGSKSGTSASLAISGLOSEDEADYYCAAWDDSLNWVEFGG
GTKLTVL (SEQ ID NO: 31
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Nucleotide sequence of heavy chain variable region:
SGAGGTGCAGCTGTTGGAGTCTOGGGGOGAGGUTTGGTACAGCUTGGGGG
GTCCCTGAGACTCTCCTOGTGCAGCCTCTGGATTCACCTTTAGCAGCTAT
GCCATGAGCTGGGTCCGCCAGGUTCCAGGGAAGGGGCTGGAGTGGGTC
TCAACTATTAGTGGTAGTGGTGGTAGGACATATTACGCAGACTCCGTGA
AGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGUTGTATC
TGUAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTG
CGAAAGAAGTTGGCAGTCCCTTTGACTACTGGGGCCAGGGAACCCTGG
TCACCGTCTCCTCAY (SEQ ID NG: 136)

Amino acid sequence of heavy chain variable region:
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVYROQAPGKGLEWVST
ISGSGGRTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKEY
GSPFRDYWGQGTLVTVSS (SEQ 1D NG: 69)

Nucleotide sequence of light chain variable region:
STCAGTCTGTGTTGACGCAGCCGUCCTCAGTGTCTGCGGCCCCAGGACA
GAAGGTCACCATCTCCTGCTCTGGAAGCAACTCCAACATTGGGAATAA
TTATGTATCCTGGTACCAGCAGCTCUCCAGGAACAGUCCCCAAACTCCTC
ATTTATGACAATAATAAGCGACCCTCAGGGATTCCTGACCGATTCTCTG
GCTCCAACTCTGGCACGTCAGCCACCCTGGGCATCACCGGACTCCAGA
CTGGGGACGAGGCCGATTATTACTGCGGAACATGGGATAGCAGCUTGA
GTGCTGTGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTAY (SEQ ID
MNO: 137)

Amine acid sequence of light chain variable region:
QSVLTOPPSVSAAPGOKVTISCSGINSNIGNNYVSWYQQLPGTAPKLLIYD
NNERPSGIPDREFSGSNSGTSATLGITGLOTGDEADYYCGTWDSSLSAVVEG
GGTKLTVL (SEQ ID NO: 42)
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3iB12

Mucleotide sequence of heavy chain variable region:
S*CAGGTGCAGCTGGTGOAGTCTGGOGGAGGCGTGGTCCAGCCTGGGAGHTC
CCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCAGTAGCTATGGCATGC
ACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGOGTGGCAATTATATG
GTATGATGGAAGTAATAAATACTATGCAGACTCCGTGAAGGGCCGATTCACC
ATCTCCAGAGACAATTCCAAGAACACACTGTATCTTCAAATGAACAGCCTGA
GAGCCGAGGACACGGCTGTGTATTACTGTGCGAGGAGGGGGGGTCTGGCAGC
TCOTCCOGGGCGUGTATGCGACGTUTGGOOGCCAAGGGACCACGGTCACCETOTCC
TCA3" (SEQ ID NO: 138)

Amino acid sequence of heavy chain variable region:
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVROQAPGKGLEWVAHWY
DGSNEKYYADSVKGRFTISRDNSKNTLYLOQMNSLERAEDTAVYYCARRGGLAARP
GOMDVWGOQGTTVTVSS (SEQ ID NO: 81)

Nuclestide sequence of light chain variable region:
STCCTATGAGCTGACTCAGCCACCCTCAGTGTCTGTGTCCCCAGGACAGACA
GCCAGAATCACCTGCTCTGGAGATAAATTGGOGGATAAATATGCTTGOTGET
ATCAGCAGAAACCAGGCCAGTCCCCTGTGUTGGTCATCTATCAAAATACCAA
GTGGCCCTTAGGGATCCCTGAGCGATTICTCTGGCTCCAAGTCTGGGAACACA
GTCACTCTGACCATCAGUGGGACCCAGGUTATGGATGAGGCTGACTATTACT
GTCAGGCGTGGGACAGCAGCACTGTGGTATTCGGCGGAGGGACCAAGCTGAC
CGTCCTAY (SEQID NO: 139)

Aming acid sequence of light chain variable region:
SYELTQPPSVSVSPGQTARITCSGDKLGDEYACWYQOQRPGOSPVLVIYONTKWP
LGIPERFSGSKSGNTVTLTISGTQAMDEADYYCQAWDSSTVVFGGGTELTVL
(SEQ ID NG: 44)

Alternative Nucleotide sequence of light chain variable region:
STCCTATGAGCTGACTCAGCCACCCTCAGTGTCCGTGTCCCCAGGACAGACA
GCCAGAATCACCTGUCTCTGGAGATAAATTGGGGGATAAATATGCTTGCTGGT
ATCAGCAGAAGCCAGGCCAGTCCCCTGTGUTGGTCATCTATCAAAATACCAA
GTGGCCCTTAGGGATCCCTGAGCGATTICTCTGGUTCCAAGTCTGGGAACACA
GTCACTCTGACCATCAGUGGGACCCAGGUTATGGATGAGGCTGACTATTACT
GTCAGGCGTGGGACAGCAGCACTGTGGTATTCGGCGGAGGGACCAAGCTGAC
CGTCCTAY (SEQ ID NQO: 295)
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3C4

Nucleotide sequence of Beavy chain variable region:
SCAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCACA
GACCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCATCAGCAGTAGT
GATTACTACTGGAGCTGGATCCGUCAGCACCCAGGGAAGGGCUTGGAG
TGGATTGGGTACATCTATTACAGTGGGAGCACCTACTACAACCCGTCCC
TCAAGAGTCGAATTACCATATCAGTAGACACGTCTAAGAACCTGTTCTC
CCTGAAGTTGAGCTCTGTGACTGCCGCGGACACGGUCGTGTATTACTGT
GCGAGAGGGGGGGTGACTACGTACTACTACGCTATGGACGTCTGGGGC
CAAGGGACCACGGTCACCGTCTCCTCASY (SEQ ID NO: 140)

Aming acid sequence of heavy chain variable region:
QVQLOESGPGLYKPSQTLSLTCTVSGGSISSSDYYWSWIRQHPGKGLEWIG
YIYYSGSTYYNPSLEKSRITISVDTSKNLFSLELSSVTAADTAVYYCARGGVT
TYYYAMDVWGQGTTVTVSS (SEQ 1D NO: 85)

Nucleotide sequence of light chain variable region:
S’CGACATACAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGA
GACAGAGTCACCATCACTTGCCGGGCAAGTCAGCGCATTAGCAACTAT
TTAAGTTGGTATCTGCAGAAACCAGGGATTGCCCCTAAGCTCCTGATCT
ATGCTGCATCCAGTTTGCAGAGTGGGGTCCCATCAAGGTTCAGTGGCA
GTGGATCTGGGACAGATTITCACTCTCACCATCAGCAGTCTGCAATCTGA
AGATTTTGCAACTTACTACTGTCAACAGAGTTACAGTACCCCGCTCATT
TTCGGCGGAGGGACCAAGGTGGAGATCAAAZ (SEQ D NO: 141)

Amino acid sequence of light chain variable region:
DIQMTQSPSSLSASVGDRVTITCRASQRISNYLSWYLOKPGIAPKLLIYAAS
SLOSGVPSRESGSGSGTDRFTLTISSLOSEDFATYYCOOSYSTPLIFGGGTKVE
IK (SEQIDNG: 7)
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30A4

Nucleotide sequence of heavy chain variable region:
5’CAGUGTGCAGCTGGTGGAGTCTGGGGGAGGUCGTGUGTCCAGCCTGGGAG
GTCCCTGAGACTCTCCTGTGCAGUGTCTGGATTCACCTTCAGTAGCTAT
GGCATGCACTGGGTCCGCCAGGUTCCAGGUAAGGGGCTGGAGTGGGTG
GCAGTTATATGGTATGATGGAAGTGATAAATACTATGCAGACTCCGTG
AAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT
CTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGT
GCGAGAGAGACTGGTCCCTTGAAACTCTACTACTACGGTATGGACGTCT
GGGGCCAAGGGACCACGOGTCACCOGTCTCCTCAS (SEQ 1D NO: 142)

Amino acid sequence of heavy chain variable region:
QVQLVESGGGYVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
VIWYDGSDKYYADSVKGRFTISRDNSKENTLYLOMNSLRAEDTAVYYCAR
ETGPLKLYYYGMDVWGQGTTVTVSS (SEQ 1D NQO: 74)

Nucleotide sequence of light chain variable region:
SGATATTGTGATGACTCAGTCTCCACTCTCCCTGTCCGTCACCCCTGGA
GAGCCGCCCTCCATCTCCTGCAGGTCTAGTCAGAGUCTCCTGUATAGTA
ATGGATACAACTTTTTGAATTGGTACCTGCAGAAGCCAGGGCAGTCTCC
ACAACTCCTGATCTATTTGGGTTCTCATCGGGCCTCCGGGGTCCCTGALC
AGGTTCAGTGGCAGTGUGATCAGGCACAGATTTTACACTGGAAATCAGC
AGAGTGGAGGCTGAGGATGTTGGGGTTTATTACTGCATGCAAGTTCTAC
AAACTCCATTCACTTTCGGCCCTGGGACCAAAGTGGATATCAAAY

(SEQ D NO: 143)

Amino acid sequence of light chain variable region:
DIVMTQSPLSLSVTPGEPPSISCRSSQSLLHSNGYNFLNWYLQKPGOQSPQLLI
YLGSHRASGVPDRFSGSGSGTDFTLEISRVEAEDVGVYYCMQVLUTPEFTFG
POGTKVDIK (SEQ ID NG: §8)
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1A12

Nucleotide sequence of heavy chain variable region:
SGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGEG
GGGTCCCTGAGACTCTCCTGTOCAGUCTCTGUGACTCACCTTTAGTAA
CTTTTGGATCGAGCTGOGGTCCGCCAGGUTCCAGGGAAGGGGCTGGAG
TGOGTOGGUCCAACATAAAGCAAGATGOAAGTGAGAAATACTATGTGO
ACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAGAA
TTCACTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCT
GTOTATTCCTOGTACGAGAGAGTCAAACTGGGGATTTGCTTTTGATAT
CTGGOOCCAAGGGACAATGUGTCACCGTCTCTTCASY (SEQ ID NO:
144)

Amino acid sequence of heavy chain variable region:
EVQLVESGGGLVQPGGSLRLSCAASGLTFSNFWMSWVRQAPGKGLEW
VANIKOQDGSEKYYVDSVKGREFTISRDNAKNSLYLOMNSLRAEDTAVYS
CTRESNWGFAFDIWGQGTMVTVSS (SEQ ID NO: 65)

Nucleotide sequence of light chain variable region:
STCAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGL
AGAGGOTCACCATCTCTTGTTCTGGAAGCAGUTCCAACATCGGAAGT
AAAACTGTAAACTGGTACCAGCAGTTCCCAGGAACGGUCCCCAAAL
TCCTCATCTATAGTAATAATCGGCGGUCCTCAGGGUGTCCCTGACCGA
TTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGUCATCAGTGG
GUTCCAGTCTGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATG
ACAGCCTGAATTGOGGTOGTTCGGCGCAGGGACCAAGCTGACCGTCCTA
37 (SEQ ID NO: 145)

Amino acid sequence of light chain variable region:
QSVLTOPPSASGTPGORVTISCSGSSSNIGSKTVNWYQQFPGTAPKLLIYS
NNRRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLNWY
FGAGTKLTVL (SEQ ID NO: 33)
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3B6

Nucleotide sequence of heavy chain variable region:
STCAGGTTCAGCTGGTGCAGTCTGOAGCTGAGGTGAAGAAGCUTGGE
GCCTCAGTOGAAGGTCTCCTGCAAGGUTTCTGGTTACACCTTTACCAG
CTATGGTATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGT
GGATGGGATGGATCAGCACTTACAATGGTAACACAAACTATGCACA
GAAGGTCCAGGGCAGAGTCACCATGACCACAGACACATCCACGAGC
ACAGCCTACATOGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCG
TTTATTACTGTGCGAGAGGGTATACTCGGGACTACTGGGGCCAGGGA
ACCCTGGTCACCGTCTCCTCAY  (SEQ ID NO: 146)

Amino aeid sequence of heavy chain variable region:
QVOQLVOSGAEVKKPGASYKVSCKASGYTFTSYGISWVRQAPGOQGLEW
MGWISTYNGNTNYAQKVQGRYTMTTDTSTSTAYMELRSLRSDDTAVY
YCARGYTRDYWGOQGTLVTVSS (SEQ ID NO: 60)

Nucleotide sequence of light chain variable region:
STCAGCCTGTGCTGACTCAGCCACTTTITGCATCAGCUTCCUTGGGAG
CCTCGGTCACACTCACCTGCACCCTGAGCAGCGGCTACAGTAGTTAT
GAAGTGOACTGGTATCAGCAGAGACCAGGGAAGGGCCCCCGHTTTO
TCATGCCGAGTGGACACTGOTGGOATTGTGGGATCCAAGGGGGAAGG
CATCCCTGATCGCTTCTCAGTTTTGGGUTCAGGCCTGAATCGOGTATCT
GACCATCAAGAACATCCAGGAAGAGGATGAGAGTGACTACCACTGT
GOGGCAGACCATOGCAGTGUGGACCAACTTCGTOGTGGTATTCGGCG
GAGGGACCAAGCTGACCGTCCTAS (SEQ ID NO: 147)

Amino acid sequence of light chain variable region:
QPVLTQPLFASASLGASVTLTCTLSSGYSSYEVDWYQQRPGKGPRFVM
RVDTGGIVGSKGEGIPDRFSVLGSGLNRYLTIKNIQEEDESDYHCGADH
GSGTNFVVVFGGGTKLTVL (SEQ ID NO: 46)
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Nucleotide sequence of heavy chain variable region:
STCAGGTGCAGCTACAGCAGTGGGGCGCAGCGACTGTTCGAAGCCTTCG
GAGACCCTGTCCCTCACCTGCGCTOGTCTATGGTGGOGTCCTTCAGTGC
GTACTACTGGAACTGCATCCGCCAGCCCCCAGGGAAGGGGUTGGAG
TGGATTGGGGAAATCAATCATAGTGGAAGAACCGACTACAACCCGT
CCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAAGCA
GTTCTCCCTGAAGCTGAACTCTGTGACCGCCGCGGACACGGOTOTGT
ATTACTGTGCGAGAGGGCAGCTCOGTCCCCTTTGACTACTGGGGCCAG
GGAACCCTGGTCACCGTCTCTTCAS (SEQ ID NO: 148)

Amino acid sequence of heavy chain variable region:
QVQLQOWGAGLLKPSETLSLTCAVYGGSFSAYYWNWIRQPPGKGLEWI
GEINHSGRTDYNPSLKSRVTISYDTSKKQFSLKLNSVTAADTAVYYCAR
GQLVPFDYWGQGTLVTVSS (SEQ ID NO: 89)

Nucleotide sequence of light chain variable region:
STCAGTCTCTGCTGACTCAGCCACCCTCAGUGTCTGUGGACCCCCGHGGO
AGAGGOGTCACCATCTCTTOTTCTOGAAGCAGUCTCCAACATCGGAAGT
AATACTGTAAATTGGTATCAGCAACTCCCAGGAACGGCCCCCAAACT
CCTCATCTATAGTAATAATCAGCGGCCCTCAGGGUGTCCCTGACCGAT
TCTCTGGCTCCAAGTUTGGCACCTCAGCCTCCCTGGCCATCAGTGGE
CTCCAGTCTGAGGATOGAGGUTGATTATTACTOGTGCAGTATGGGATGA
CAGCCTGAATGOGTTOGGTGTTCGGCGGAGGGACCAAGCTGACCUTC
CTA3 (SEQID NO: 149)

Amino acid sequence of light chain variable region:
QSVLTOPPSASGTPGQRVTISCSGSSSNIGENTYNWYQQLPGTAPKLLIY
SNNQRPSGVPDRESGSKSGTSASLAISGLOSEDEADYYCAVWDDSLNG
WVFGGGTRKLTVL (SEQ ID NG: 32)
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28A7

Nucleotide sequence of heavy chain variable region:
SCAGGTTCAGCTGGTGCAGTCTGGAGUTGAGGTGAAGAAGCCTGGEG
GCCTCAGTGAAGUTCTCCTGCAAGGCTTCTGGTTACACCTTTCCCAG
CTATGGTATCAGCTGGGTGCCGACAGGCCCCTGCGACAAGGGUTTGAGT
GGATGGGATGGATCAGCGCTTACAATGGTAACACAAACTATGCAGA
GAAGCTCCAGGGCAGAGTCACCATGACCACAGACACATCCACGAGC
ACAGCCTACATGGAGGTCGAGGAGUCTGAGATCTGACGACACGGCCG
TOTTTTACTGTGCGAGAGGCTACGTTATGGACGTCTGGGUUCAAGGU
ACCACGGTCACCGTCTCCTCTY (SEQ ID NO: 156y

Amino acid sequence of heavy chain variable region:
OVOQLVOQSGAEVKKPOGASVEKVSCKASGYTFPSYGISWVRQAPGQGLEW
MOWISAYNGNTNYAEKLQGRVIMTTDTSTSTAYMEVRSLRSDDTAVE
YCARGYVMDVWGQGTTVTVSS (SEQ ID NG: 58)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGAC
AGTCGATCACCATCTCCTGCACTGGAACCAGCAGTCGACGTTGGTCGT
TATAATTCTGTCTCCTGUGTACCAACACCACCCAGGCAAAGCCCCCAA
AGTCATGATTTATGAGGTCAGTAATCGGCCCTCAGGGUTTTCTACTC
GCTTCTCTGGCTCCAAGTCTGGCAACACGGUCTCCCTGACCATCTCT
GGGCTCCAGGUTGAGGACGAGGCTGATTATTACTGCAGCTCATATAC
AAGCAGCAGCGTTGTATTCGGCGGAGGGACCAAACTGACCGTCCTA
37 (SEQ ID NO: 181

Amino acid sequence of light chain variable region:

TYEVSNRPSGVSTRISGSKSGNTASLTISGLOAEDEADYYCSSYTSSSVVE
GOGTKLTVL (SEQ ID NO: 15)
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2iB12

Nuclentide sequence of heavy chain variable region:
STCAGOTTCAGCTGOTGCAGTCTGGAGCTGAGGTCGAAGAAGCCTGGG
GCCTCAGTGAAGGTCTCCTGCAAGGCTTCTGGTTACACCTTAACCAG
CTATGGTATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGUTTGAGT
GGATGGOATGGGTCAGTTTTTATAATGOGTAACACAAACTATGCACAG
AAGUTCCAGGGCAGAGGCACCATGACCACAGACCCATCCACGAGCA
CAGCCTACATGGAGCTGAGGAGCCTGAGATCTGACGACACGGLCGT
GTATTACTGTGCGAGAGGCTACGGTATGGACGTCTGGGGCCAAGGEG
ACCACGGTCACCGTCTCCTCTS (SEQ 1D NO: 94)

Aming acid sequence of heavy chain variable region:
QVOQLVOQSGAEVKKPGASVEKVSCKASGYTLTSYGISWVROQAPGQGLEW
MOWVSFYNGNTNYAQKLQGRGTMTTDPSTSTAYMELRSLRSDDTAVY
YCARGYGMDVWGOGTTVTVSS (SEQ ID NO: 49)

Nucleotide sequence of light chain variable region:
SCAGTCTGCCCTGACTCAGCCTGCCTCCGTETCTGGGTCTCCTGGAC
AGTCGATCACCATCTCCTGCACTGOAACCAGCAGTGACGTTGGTGGT
TATAACTCTGTCTCCTGGTACCAACAGCACCCAGGCAAAGCCCCCAA
ACTCATGATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTAATC
GUTTCTCTGGCTCCAAGTCTGGCAACACGGCCTCCCTGACCATCTCT
GOGCTCCAGGUTGAGGACGAGGUCTGATTATTACTGCAATTCATATALC
AAGCACCAGCATGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTA
3T(SEQ ID NO: 296}

Amino acid sequence of light chain variable region:
QSALTQPASVSGSPGOSITISCTOTSSDVGGYNSVSWYQQHPGKAPKEM
IYEVSNRPSGVYSNRFSGSKSGNTASLTISGLOAEDEADYYUONSYTSTSMY
FGGGTKLTVL (SEQ ID NO: 23)
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Constant Domaing
Human 1gG2:

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVY
ERKCCVECPPCPAPPYVAGPSVFLFPPKPKDTLMISRTPEVTCYVVDVSHE
DPEVOFNWYVDGVEVHNAK TKPREEQFNSTFRVVSVLTVVHODWLNG
KEYKCKVSNKGLPAPIEKTISK TKGQPREPQVYTLPPSREEMTKNQVSLT
CLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKS
RWOQGNVFSCSYMHEALHNHYTQKSLSLSPGK (SEQ 1D NO: 154)

Human [gG4:

ASTKGPSVEPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPESSSLGTKTYTONVDHKPSNTKVDKRY
ESKYGPPCPSCPAPEFLGGPSVELFPPKPKDTLMISRTPEVTCVVVDVS(Q
EDPEVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLN
GKEYKCKVENKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVS
LTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRUTVD
KSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLGK (SEQ ID NO: 155)

Human lambda:
QPEAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVK
AGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCOVTHEGSTVEKT
YVAPTECS (SEQ ID NO: 156)

Human kappa:
TVAAPSVFEIFPPSDEQLEKSGTASVVCLLNNFYPREAKVOWRKVDNALQSG

NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVT
KSENRGEC (SEQ ID NO: 157)
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FIG. 3LL

SHS.1
Nucleotide sequence of heavy chain variable region:

S'"CAGGTGCAGGTGGTGCAGTCTGOGOGGCTGAGGTGAAGAAGCCTG
GGGUCCTCAGTGAAGGTCTCCTGUAAGGUTTCTGGATACACCTTCA
CCGOUTACTATATACACTGGOTGUGACAGGUCCCTGGACAAGGE
CTTGAGTGGATGGGATGGATCAACCCTCACAGTGOTGGUGCAAA
CTATGCACAGAAGTTTCAGGGCAGGOGTCACCATGACCAGGGACA
CGTCCATCAGCACAGCCTACATGGAGCTGAGCAGGCTGAGATCT
GACGACACGGCCOTGTATTACTGTGCGAGAGGCAACTGGAACTA
COACTACTACGGTATGOGACGTCTGGGGCCAAGGGACCACGGTCA
CCGTCTCCTCAZ (SEQ ID NO418)

Amino acid sequence of heavy chain variable region:

QVOVVQSCAEVKKPGASVEVSCKASGYTFTGYYIHWVROAPGQGL
EWMGWINPHSGGANYAQKFQGRVTMTRDTSISTAYMELSRLRSDD
TAVYYCARGNWNYDYYGMDVWGOGTTVTVSS (SEQ 1D NOH419)

Nucleotide seguence of light chain variable region:

5" GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGT
AGGAGACAGAGTCACCATCACTTGCCGGGCGAGTCAGGACATTA
GCAATTATTTAGCCTGGTATCAGCAGAAACCAGGGAAAGTTCCTA
AGCTCCTGATCTATGCTGCATCCACTTTGCAATCAGGGGTCCCAT
CTCGGTTCAGTGGCAGTGGATCTGGGACAGATTTCACTCTCACCA
TCAGCAGCCTACAGCCTGAAGATGTTGCAACTTATTTCTGTCAAA
GOTATCAGATTGCCCCATTCACTTTCGGCCCTGGGACCAAGGTGG
ATATCAAA3’ (SEQ ID NO:420)

Amino acid sequence of light chain variable region:
DIQMTQSPSSLSASVGDRVTITCRASQDISNYLAWYQQKPGKVPKLL

IYAASTLOSGVPSRESGSGSGTDFTLTISSLQPEDVATYFCQRYQIAPE
TFGPGTEVDIK (SEQ 1D NO421)
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24F7.1
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAGCTGUGTGGAGTCTGOGOGGAGGCOGTGOTCCAGCCTG
GGAGGTCCCTGAGACTCTCCTGTGCAGUGTCTGGATTCACCTTICA
GTAGCTATGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGG
CTGOGAGTGOGOGTGOGCAGTTATCTGOGTATOGATGGAAGTACTAAATAC
TATGCAGACTCCGTGAAGGGCCGATCCACCATCTCCAGAGACAAT
TCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGA
GGACACGGCTGTGTATTACTGTGCGAGGTCAGTGOGUTGGTTACCA
CTACTACTACGGTATGGACGTCTGGGGUCCAAGGGACCACGGTCA
CCGTCTCCTCAZ (SEQ ID NO:422)

Aming acid sequence of heavy chain variable region:

QVQLVESGGGVVOQPGRSLRLSCAASGFTEFSSYGMHWVRQAPGKGL
EWVAVIWYDGSTKYYADSVKGRSTISRDNSKNTLYLOMNSLRAED
TAVYYCARSVAGYHYYYGMDVWGOQGTTVTVSS (SEQ 1D NO: 423)

Nucleotide seguence of light chain variable region:

STCTTCTGAGCTGACTCAGGACCCTGCTGTGTCTGTGGCCTTGGE
ACAGACAGTCAGGATCACATGCCAAGGAGACAGUCTCAGAGGCT
ATTATGCAACCTGOTACCAGCAGAAGCCAAGACAGGCCCCTGTA
CTTGTCATCTATGGTAAAAACTACCGGCCUTCAGGGATCCCAGALC
CGATTCTCTGGUTCCACCTCAGGAAACACAGCTTUCTTGACCATC
ACTGGGGCTCAGGUGGAAGATGAGGCTGACTATTACTGTAACTCC
CGGGACAGCATTGGTAACCATCTGGTGTTCGGUGGAGGGACCAA
GCTGACCGTCCTAZ” (SEQ D NO424)

Amino acid sequence of light chain variable region:
SSELTOQDPAVSVALGQTVRITCQGDSLRGYYATWYQQRPROAPVLY

IYGEKNYRPSGIPRRESGSTSGNTASLTITGAQAEDEADYYUNSRDSIG
NHLVFGGGTKLTVL (8EQ 1D NO:425)
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22Bi1iL.t
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAGCTGUGTGGAGTCTGOGOGGAGGCOGTGOTCCAGCCTG
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAGCTATGGCTTGUACTGGGTCCGUCAGGUTCCAGGCAAGGGG
CTGOGAGTGOGOGTGOCAGTTATATGGTTAGATGUGAAGTAATAAATA
CTATGCAGACTCCGTGAAGGGCCOGATCCACCATCTCCAGAGACA
ATTCCAAGAACACGUTGTATCTGCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCGAGGTCAGTGGCTGOGTTAC
CACTACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGT
CACCGTCTCCTCAZ (SEQ 1D NO:426)

Aming acid sequence of heavy chain variable region:

QVQLVESGGGVVOQPGRSLRLSCAASGFTESSYGLHWVRQAPGKGLE
WYAVIWLDGSNKY YADSVEGRSTISRDNSKNTLYLOQMNSLRAEDT
AVYYCARSVAGYHYYYGMDVWGQGTTVTVSS (SEQ 1D NO42T)

Nucleotide sequence of light chain variable region:
STCTTCTGAGCTGACTCAGGACCCTGCTGTGTCTGTGGCCTTGGG
ACAGACAGTCAGGATCACATGCCAAGGAGACAGCCTCAGAAGTT
ATTATGGAAGCTGGTACCAGCAGAAGCCAAGACAGGCCCCTGTA
CTTGTCATCTTTGGTAAAAACAACCGGCCCTCAGGGATCCCAGAC
CGATTCTCTGGUTCCACCTCAGGAAACACAGCTTCCTTGACCATC
ACTGGGGCTCAGGCGGAAGATGAGGCTGACTATTACTGTAACTC
ACGGGACATCATTGGTGACCATCTGCTGTTCGGUGGAGGGACCA
AGCTGACCGTCCTA3Y (SEQ 1D NO:428)

Amino acid sequence of light chain variable region:
SSELTQDPAVSVALGQTVRITCQGDSLRSYYGSWYQOQKPROAPVLVI

FGEKNNRPSGIPDREFSGSTSGNTASLTITGAQAEDEADYYCUNSRDHGD
HLLFGGGTKLTVL (SEQ ID N(O:429)

SUBSTITUTE SHEET (RULE 26)



WO 2012/154999 PCT/US2012/037394

50/155

FIG. 300

30F1.1
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAGCTGOGTGGAGTCTGGOOGGAGGCOGTGOTCCAGTCTG
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GGAACTATGGCATGCACTGGETCCGCCAGGCTCCAGGCAAGGGEG
CTGOGAGTGOGOTGGCAGTTATATGGTTTGATGGAAGTAATAAATAC
TATGCAGACTCCGTGAAGGGCCGATCCACCATCTCCAGAGACAAT
TCCAAGAACACGCTGTATCTGCTAATGAACAGCCTGAGAGCCGA
GGACACGGCTOTGTATTACTGTGCGAGGTCAGTGGCTGGTTACCA
CTACTACTACGGTATGGACGTCTGGGGUCCAAGGGACCACGGTCA
CCGTCTCCTCAZ(SEQ TP NO:430)

Aming acid sequence of heavy chain variable region:

QVOQLVESGGGVVISGRSLRLSCAASGFTFRNYGMHWVRQAPGRGL
EWVAVIWFDGSNKYYADSVEGRSTISRDNSKNTLYLEMNSLRAEDT
AVYYCARSVAGYHYYYGMDVWGQGTTVTVSS (SEQ 1D NO:431)

Nucleotide sequence of light chain variable region:

STCTTCTGAGCTGACTCAGGACCCTGCTOTGTCTGTGGCCTTGGE
ACAGACAGTCAGGATCACATGCCAGGGAGACAGUCTCAGAAGCT
ATTATGCAAGCTGOGTACCAGCAGAAGCCAAGACAGGCCCCTGTA
CTTOTCATCTATGGTAAAAACAACCGGCUCTCAGGOGATCCCAGALC
COGAATCTCTGGCTCCACCTCAGGAAACACAGCTTCCTTGACCATC
ACTGGGGUTCAGGCGGAAGATGAGGCTOGACTATTACTGTAAATC
CCGOGUGACATCATTGGTCGACCATCTGETOTTCGGUGGAGGGACCA
AACTGACCGTCCTAZ (SEQ 1D NG:432)

Amino acid sequence of light chain variable region:
SSELTQDPAVEVALGQTVRITCQGDRSLRSYYASWYQOQKPROQAPVLVI

YGENNRPSGIPDRISGSTSGNTASLTITGAGATDEADYYCKSRDUHGD
HLVFGGGTKLTVL {(SEQ 1D NO:433)
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2489.1
Nucleotide sequence of heavy chain variable region:

5’CAGGTGCAGCTGGTGGAGTCTGGGGGAGGOGTGGTCCAGCCTG
GGAGGTCCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAGCTATGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGG
CTGGAGTGGGTGGCAGTTATATGGTATGATGGAAGTAATAAATA
CTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAA
TTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCS
AGGACACGGCTGTGTATTACTGTGTGAGAGATCGGGGACTGGAC
TGGGGOCAGGGAACCCTGGTCACCGTCTCCTCAS® (SEQ D
NO:434)

Amino acid sequence of heavy chain variable region:

QVOLVESGGGVVQPGRSLRELSCAASGFTFSSYGMHWVROAPGKGL
EWVAVIWYDGSNEKYYADSVKGRFTISRDNSKNTLYLOMNSLRAED
TAVYYCVRDRGLDWGOQGTLVTVSS (SEQ ID N(G:435)

Nucleotide sequence of light chain variable region:

STTCTTCTGAGCTGACTCAGGACCCTGOTGTOTCTGTGGUCTTGGE
ACAGACAGTCAGGATCACATGCCAAGGAGACAGCCTCAGAGGUT
ATTATGCAAGCTGGTACCAGCAGAAGCCAAGACAGGCCCUTGTA
CTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATCCCAGAC
CGATTCTCTGGCTCCACCTCAGGAAACACAGCTTCCTTGACCATC
AUTGGGGCTCAGGCGGAAGATGAGGUTGACTATTACTGTAAGTC
CCGGGACAGCAGTGOGTGACCATCTOGOGTGTTCGGCOGGAGGGACCA
AGCTGACCGTCCTAY (SEQ 1D NO:436)

Amine acid sequence of light chain variable region:
SSELTQDPAVSVALGOQTVRITCQGDBSLRGYYASWYQQKPRQAPVLY

IYGKNNRPSGIPDRESGSTSGNTASLTITGAQAEDEADYYCKSRIDSSG
DHEVFGGGTKLTVL (SEQ ID NO:437)
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2489.2
Nucleotide sequence of heavy chain variable region:

5 CAGGTGCAGGTGGTGGAGTCTGGGGGAGGCGTGGTCCAGCCTG
GGGGOTCCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAACTATGGCATGCACTGGGTCCGCCAGGUTCCAGGCAAGGGG
CTGGAGTGGGTGGCAGTTATTTGGTATGATGGAAGTAGTAAATAC
TATGCAGACTCCGTGAAGGGCCGATCCACCATCTCCAGAGACAAT
TCCAAGAACACGGTGTATCTGCAAATGAACAGCCTGAGAGCCGA
GGACACGGCTGTGTATTACTGTGCGAGGTCAGTGGCTGGTTACCA
CTACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCA
CCGTCTCCTCAR(SEQ ID NO:438)

Amino acid sequence of heavy chain variable region:

QVOVVESGGOGVVQPGGSLRLSCAASGFTFSNYGOGMHWVYRQAPGKGL
EWVAVIWYDGSSKYYADSVKGRSTISRDNSKNTVYLOMNSLRAED
TAVYYCARSVAGYHYYYGMDVWGOQGTTVTVSS (SEQ D NG:439)

Nucleotide sequence of light chain variable region:

STTCTTCTGAGCTGACTCAGGACCCTGOTGTOTCTGTGGUCTTGGE

ACAGACAGTCAGGATCACATGCCAAGGAGACAGCCTCAGAGGUT
ATTATGCAAGCTGGTACCAGCAGAAGCCAAGACAGGCCCUTGTA

CTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATCCCAGAC
COGATTCTCTGGUCTCCACCTCAGGAAACACAGCTTCCTTGACCATC

AUTGGGGCTCAGGCGGAAGATGAGGUTGACTATTACTGTAAGTC

CCGGGACAGCAGTGOGTGACCATCTOGOGTGTTCGGCOGGAGGGACCA

AGCTGACCGTCCTAY (SEQ 1D NO:440)

Amino acid sequence of light chain variable region:
SSELTODPAVSVALGQTVRITCQGDSLRGYYASWYQQKPRQAPVLY

IYGKNNRPSGIPDRESGSTSGNTASLTITGAQAEDEADYYCKSRIDSSG
DHEVFGGGTKLTVL (SEQ 1D NO:441)
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Z0A8.1

Mucleotide sequence of heavy chain variable region:

5?CAGGTGCAGCTGGTGUGAGTCTGOGOGCAGGUGTGGTCCAGCUTG
GGAGGTCCCTGAGTCTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAGCTATGGCATGCACTGGOTCCGCCAGGCTCCAGGCAAGGGG
CTGGAGTGGGTGGCAGTTATATGGTATGATGGAAGTTATAAAGA
CTATGCAGACTCCGTOGAAGGGUCCGATCCACCATCTCCAGAGACA
ACTCCAAGAACACGCTGTATCTGCAAATGAACAGCUTGAGAGCC
GAGGACACGGCTOGTGTATTATTGTGCGAGGTCAGTGGCTGGTTAC
CACTACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGT
CACCGTCTCCTCAY (SEQ 1D NO:442)

Amino acid sequence of heavy chain variable region:

QVOQLVESGGGVVQPGRSLSLSCAASGHFTFSSYGMHWVRQAPGKGLE
WVAVIWYDGSYKDYADSVKGRSTISRDNSKNTLY LOMNSLRAEDT
AVYYCARSVAGYHYYYGMDVWGQGTTVTVSS (SEQ 1D NO:443)

Nucleotide sequence of light chain variable region:

STTCTTCTGAGUTGACTCAGGACCUTGUTGTGTCTGTGGCCTTGGE
ACAGACAGTCAGGATCACATGUCAAGGAGACAGCUTCAGAACCT
ATTATGCAAGCTGGTACCAGCAGAAGCCAAGACAGGCCCCTATT
CTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATCCCAGALC
CGATTCTCTGGCTCCACCTCAGGAATCACAGCTTCCTTGACCATC
ACTGGGOGCTCAGGCGGAAGATGAGGCTGACTATTACTGTAAATC
CCOGGACATCATTGGTAACCATCTGCTGTTCGGCGGAGGGACTAA
GCTGACCGTCCTAZ (SEQ 1D NO:444)

Amino acid sequence of light chain variable region:
SSELTOQDPAVSVALGQTVRITCQGDSLRTYYASWYQOQKPROAPILVI

YGENNRPSGIPDREFSGSTSGITASLTITGAQAEDEADYYCKSRDHGN
HLEFGGGTRLTVL (SEQ ID NO:445)
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FIG. 35S

20A5.2
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAGCTGOGTGGCGTCTGLGGGAGGUGTGGTCCAGCOTG
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCCUTCA
GTAGCTATGGCATGCACTGGGTCCGCCAGGCTCCAGGCCAGGGG
CTGOGAGTGOGOGTGOGCAGTCATATGGTATGATGGAAGTAACAAATA
CTATGCAGCCTCCOGTGAAGGGCCGATTCACCATCTCCAGAGACAA
TTCCAAGAACACGCTGTATCTGCAAATOGAACAGTUTGAGAGCCG
AGGACACGGCTGTGTATTACTGTGCGAGAGGGGETGGTTCGGGE
AGTCATCGCTACTACTACTACGGTATGGACGTCTGGGGCCAAGGG
ACCACGGTCACCGTCTCCTCAS (SEQ 1D NO:446)

Aming acid sequence of heavy chain variable region:

QVQLVASGGGVVOPGRSLRLSCAASGFTLSSYGMHWVRQAPGQGL
EWVAVIWYDGSNKYYAASVKGRFTISRDNSKNTLYLOMNSLRAED
TAVYYCARGGGSGSHRYYYYGMDVWGOQGTTVTVSS (SEQ D
N(»447)

Nucleotide sequence of light chain variable region:

STCTTCTGAGCTGACTCAGGACCCTGCTOGTGTCTGTGGCCTTGGE
ACAGACAGTCAGGATCACATGUCCAAGGAGACAGCCTCAGAACCT
ATTATGCAAGCTGOTACCAGCAGAAGUCCAAGACAGGCCCCTATT
CTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATCCCAGAL
CGATTCTCTGGCTCCACCTCAGGAATCACAGCTTCCTTGACCATC
ACTGGGOGUTCAGGCGGAAGATGAGGCTGACTATTACTGTAAATC
CCGOGOGACATCATTGGTAACCATCTGUTUGTTCGGCGGAGGGACTAA
GCTGACCGTCCTAZ (SEQ 1D NO:448)

Amino acid sequence of light chain variable region:
SSELTQDPAVSVALGQTVRITCQGDRSLRTYYASWYQUQKPROAPILVI

YGOENNRPSGIPDRESGSTSGITASLTITGAQAEDEADYYCUKSRDUGN
HLEFGGGTRLTVL (SEQ 1D NO:449)
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20E5.1 — versiond (v1)
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAAGTGOTGOGAGTCTGGOGOGGAGGCGTGLTCCAGCCTO
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAACTATGGCATGCACTGOGGTCCGCCAGGCTCCAGGCAAGGGG
CTGOGAGTGOGOGTGOCAGTTATATGGTATGATGUGAGGTAATAAATA
CTATGCAGACTCCGTGAAGGGCCOATCCATCATCTCCAGAGACAA
TTCCAAGAGCACGCTGTATCTGCAAATGAACAGCCTGAGAGCCG
AGGACACGGCTGTTTATTATTGTGCGAGGTCAGTGGUTGGTTACC
ATTATTACTACGGTATGGACGTCTOGGGGCCAAGGGACCACGGTCA
CCGTCGCCTCAZ (SEQ 1D NO:M450)

Aming acid sequence of heavy chain variable region:

QVQVVESGGGVVOPGRSLRLSCAASGFTFSNYGMHWVRQAPGKGL
EWVAVIWYDGONKYYADSVKGRSHSRDNSKSTLYLOMNSLRAEDT
AVYYCARSVAGYHYYYGMDVWGQGTTVTVAS (SEQ 1D NO:4351)

Nucleotide sequence of light chain variable region:

SCAGTCTGUCCCTGACTCAGCCTGCCTCOGTGTCTGGOGTCTCOTGE
ACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGG
TGGTTATAACTCTGTCTCCTGGTACCAACAGCACCCAGGUAAACC
CCCCAAACTCATGATTTATGAGGTCAGTAATCGGCCCTCAGGGAT
TTCTAATCGCTTCTCTGGCTCCAAGTCTGGCAACACGGCCTCCCTG
ACCATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATTATTTCTGC
AGCTCATATACAAGCACCAGCATGOTCTTCGGCOGUAGGGACCAA
GCTGGCCGTCCTAZ (SEQ 1D NO:452)

Amino acid sequence of light chain variable region:
QSALTQPASVSGSPGOSITISCTGTSSDVGGYNSYSWYQOQHPGKPPK

LMIYEVENRPSGISNRFSGSKSGNTASLTISGLOAEDEADYFCSSYTST
SMVFGGGTKLAVL (SEQ 1D NO:453)
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FIG. 3UU

20E5.1 — version (v2)
Nucleotide sequence of heavy chain variable region:

SCAGGTGCAAGTGOTGOGAGTCTGGOGOGGAGGCGTGLTCCAGCCTO
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAACTATGGCATGCACTGOGGTCCGCCAGGCTCCAGGCAAGGGG
CTGOGAGTGOGOGTGOCAGTTATATGGTATGATGUGAGGTAATAAATA
CTATGCAGACTCCGTGAAGGGCCOATCCATCATCTCCAGAGACAA
TTCCAAGAGCACGCTGTATCTGCAAATGAACAGCCTGAGAGCCG
AGGACACGGCTGTTTATTATTGTGCGAGGTCAGTGGUTGGTTACC
ATTATTACTACGGTATGGACGTCTOGGGGCCAAGGGACCACGGTCA
CCGTCGCCTCAS (SEQ 1D NO:454)

Aming acid sequence of heavy chain variable region:

QVQVVESGGGVVOPGRSLRLSCAASGFTFSNYGMHWVRQAPGKGL
EWVAVIWYDGONKYYADSVKGRSHSRDNSKSTLYLOMNSLRAEDT
AVYYCARSVAGYHYYYGMDVWGQGTTVTVAS (SEQ 1D NO:435)

Nucleotide sequence of light chain variable region:

STCTTCTGAGCTGACTCAGGACCCTGCTOTGTCTGTGGCCTTGGE
ACAGACAGTCAGGATCACATGCCAAGGAGACAGUCTCAGAGGCT
ATTATGCAAGCTGOGTACCAGCAGAAGCCAAGACAGGCCCCTGTA
CTTOTCATCTATGGTAAAAACAACCGGCUCTCAGGOGATCCCAGALC
CGATTCTCTGGUTCCACGTCAGGAAACACAGUTTCCTTGACCATC
ACTGGGGUTCAGGCGGAAGATGAGGCTGACTATTACTGTAACTCC
CGGGACAACATTGGTGACCATCTGGTGTTCGGCGGAGGGACCAA
GCTGACCGTCCTAZ (SEQ 1D NO:456)

Amino acid sequence of light chain variable region:
SSELTQDPAVEVALGQTVRITCQGDRSLRGY YASWYQUKPROAPVLY

IYGRNNRPSGIPRRESGSTSGNTASLTITGAQAEDREADYYCUNSRDNIG
DHLVFGGGTKLTVL (SEQ ID NG:45T)
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FIG. 3VV

8A3.1
Nucleotide sequence of heavy chain variable region:

SGAGGTGCAGCTGOTGGAGTCTGGOGOGGAGGUCTTOGGTCCAGCOTG
GGGOGOGTCCCTCGAGACTCTCCTGTGCAGCCTCCOGGATTCACCTTTA
GTAGCTATTGGATGAGCTGGUTCCGCCAGGCTCCAGGGAAGGGG
CTGOGAGTGOGOTGOGCCAGCATAAAACAAGATGGAAGTGAGAAATA
CTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAA
CGCCAGGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCCG
AGGACACGGCTGTGTATTACTGTGCGAGAGATCTTGTATTAATGG
TGTATGATATAGACTACTACTACTACGGTATGGACGTCTGGGGCC
AAGGGACCACGGTCACCGTCTCCTCAZ (SEQ 1D NO:458)

Aming acid sequence of heavy chain variable region:

EVOLVESGGGLVQPGGSLRLSCAASGFTFSSYWMSWVYRQAPGKGLE
WYASIKQDGSEKYYVDSVKGRITISRDNARNSLYLOMNSLRAEDTA
VYYCARDLVIMVYDIDYYYYGMBYVWGOQGTTVTVSS (SEQ ID
N(:456)

Nucleotide sequence of light chain variable region:

SCGATATTGTGATGACTCAGTCTCCACTUTCCCTGCCCGTCACCCC
TGOGAGAGCCGGCCTCCATCTCCTGCAGGTCTAGTCAGAGCCTCCT
GCATAGTAATGGATACAACTATTTGGATTGGTACCTGCAGAAGCC
AGGGCAGTCTCCACAGCTCUTGATCTATTTGOGGTTUTAATCGGGC
CTCCOGOOGOGTCOCTGACAGGTTCAGTGGCAGTGGATCAGGCACAG
ATTTTACACTGAAAATCAGCAGAGTGGAGGUTGAGGATGTTGGG
GTTTATTACTGCATGCAAGUTCTACAAACTCOGUTCACTTTCGGC
GGAGGGACCAAGGTAGAGATCAAAY (SEQ (D NO:460)

Amino acid sequence of light chain variable region:
DIVMTOSPLSLPVTPGEPASISCRSBOQSLLHSNGYNY LDWYLQKPGQS

POLLIYLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYOMQ
ALQTPLTFGGGTKVEIK (SEQ 1D NO:461)
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11F1.1

Nucleotide seguence of heavy chain variable region:

5’GAGGTGCAGCTGOGTGGAGTCTGGGGOAGGCTTGGTCCAGCCTG
GGGGOGTCOCTCGAGACTCTCCTGTGCAGCCTCCGGATTCALCTTTA
GTAACTATTGOGATOGAGUTGGGTCCGCCAGGUTCOAGGGAAGGHGEG
CTGGAGTGGOGTGGUCCAGCATAAAACAAGATGGAAGTGAGAAATA
CTATOGTGGACTCTGTGAAGGGCCGATTCGCCATCTCCAGAGACAA
CGUCAAGAACTCACTGTTTUTGUAAATGAACAGCCTGAGAGCUG
AGGACACGGUTGTOGTATTACTGTGCGAGAGATCTTGTACTAATGG
TGTATGATATAGACTACTACTACTACGGTATGGACGTCTGGGGCC
AAGGCGACCACGOTCACCOGTCTCCTCAY (SEQ 1D NO462)

Amino acid sequence of heavy chain variable region:

EVOLVESGGGLYQPGGSLRLSCAASGFTFSNY WMSWVRQAPGRGL
EWVASIKODGSEK YYVDSVEGRFAISRDNAKNSLFLOMNSLRAEDT
AVYYCARDLVLMVYDIDYYYYGMDVWGQGTTVTVSS (SEQ ID
NO:463)

Nucleotide sequence of light chain variable region:

STGATATTGTOGATGACTCAGTCTCCACTCTCCCTGCOTGTCACUCCT
GGAGAGCCGGCCTCCATCTCTTGCAGGTCTAGTCAGAGCCTCCTG
CATAGTAATGGOTACAACTATTTGGATTGGTACCTGCAGAAGCCA
GGGCAGTCTCCACAGCTCCTGATCTATTTGGOGTTCTAATCGGGEC
TCCGGGOTCCCTGACAGUTTCAGTGGCAGTGGATCAGGCACACAT
CTTACACTGAAAATCAGCAGAGTGUGAGGCTGAGGATGTTGGAGT
TTATTACTGCATGCAAACTCTACAAACTCCGCTCACTTTCGGCGG
AGGGACCAAGGTGGAGATCAAAY (SEQ 1D NO464)

Amine acid sequence of light chain variable region:
DIVMTQSPLSLPYVTPGEPASISCRSSQSLLHSNGYNY LDWYLQKPGQS

POLLIYLGSNRASGVPDRFSGSGSGTHLTLKISRVEAEDVGVYYCMOQ
TLQTPLTFGGGTKVEIK (SEQ ID NO:465)
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FIG. 3XX

1ZH1IL
Nucleotide sequence of heavy chain variable region:

SCAGGTCGCAGCTOGOGTGGAGTCTGGOGGGAGGCOGTGGCCCAGCCTO
GGAGGTCCCTCGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCA
GTAGCTATGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGG
CTGOGAGTGOGOTGOCAGTTATATACTATGATGGAATTAATAAACAC
TATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAAT
TCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGA
GGACACGGCTOTGTATTACTGTGCGAGAGATCGGGGACTGGACT
GGGGCCAGGGAACCCTGGTCACCOGTCTCCTCAS (SEQ 1D NO:466)

Amino acid sequence of heavy chain variable region:

QVOQLVESGGGVAQPGRSLRLSCAASGEFTFSSYGMHWVROQAPGKGL
EWVAVIYYDGINKHYADSVEGRFTISRDNSKNTLYLQMNSLRAEDT
AVYYCARDRGLDWGQGTLVTYSS (8EQ 1D NO:467)

Nucleotide sequence of light chain variable region:

SCGACATCGTGATCGACCCAGTCTCCAGACTCCCTGGUTGTGTCTCT
GGGCGAGAGGGCCACCATCAACTGCAAGTCCAGUCAGAGTOTTT
TATACAGCTCCAACAGTAAGAACTACTTAGTTITGGTACCAGCAGA
AACCAGGACAGCCTCCTAAGCTGCTCATTTACTGOGCCTCTACCC
GGGAATCCGGGUTCCCTGACCGATTCAGTGGCAGCGGETCTGGE
ACAGATTTCACTCTCACCATCAGCAGCCTGCAGGCTGAAGATGTG
GCAGTTTATTACTGTCAACAATATTATAGTACTCCGTGGACGTTC
GGCCAAGGGACCAAGGTGGAAATCAAATY (SEQ ID NO:468)

Amino acid sequence of light chain variable region:
DIVMTOSPDSLAVSLGERATINCKSSQSVLYSSNSKNYLVWYQOKPG

QPPKLLIYWASTRESGVPDRESGSGSGTDFTLTISSLOAEDVAVYYCQ
QYYSTPWTFGQGTKVEIK (SEQ 1D NO:469)
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11841
Mucleotide sequence of heavy chain variable region:

5’ GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTG
GGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGACTCACCTTTA
GTAACTTTTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGG
CTGGAGTGGGTGGCCAACATAAAGCAAGATGGAAATGATAAATA
CTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAA
CGCCAAGAATTCACTGTATCTGCAAATGAACAGCCTGAGAGCCG
AGGACACGGCTGTGTATTACTGTGCGAGAGAGTCAAACTGGGGA
TTTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCT
TCA3’ (SEQ D NO:4T)

Amino acid sequence of heavy chain variable region:

EVOQLVESGGGLVOPGGSLRLSCAASGLTFSNFWMSWVRQAPGKGL
EWVANIKQDGNDKYYVDSVEGRFTISRDNAKNSLYLOMNSLRAED
TAVYYCARESNWGFAFDIWGQGTMVYTYSS (SEQ ID NO:471)

Mucleotide sequence of light chain variable region:

S7CAGTCTOTGUCTCGACTCAGUCACCCTCAGCGTCTGGOACCCLCGEG
GCAGAGGOGTCACCATCTCTTGTTCTGOGAAGCAGCTCCAACATCGE
AAGTAAAACTGTAAACTGGTACCAGCAGTTCCCAGGAACGGCCC
CCAAACTCCTCATCTATAGTAATAATCGGCGGCCCTCAGGGETCC
CTGACCGATTUTCTGGCTCCAAGTCTGGCACCTCAGCCTCUCTGG
CCATCAGTGGGCTCCAGTCTGAGGATGAGGCTGATTATTACTGTG
CAGCATGGCATGACAGUCTGAATTGOOTCTTCOGCGCAGGGACC
AAGCTGACCGTCCTAY (SEQ ID NO:472)

Amino acid sequence of light chain variable region:
QSVLTOPPSASGTPGQRVTISCSGESSNIGSKTVNWYQQFPGTAPKLL

TYSNNRRPSGVPDRFSGSKSGTSASLAISGLOSEDEADYYCAAWDDS
LNWVFGAGTKLTVL (SEQ ID NO:473)

SUBSTITUTE SHEET (RULE 26)



WO 2012/154999 PCT/US2012/037394

61/155

FIG. 322

1IH8A
Nucleotide sequence of heavy chain variable region:

5 GAGGTGCAGCTGGTGGAGTCTGGGGGAGGTTTGGTCCAGCCTG
GGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGACTCACCTTTA
GTAACTTTTGGATGAGCTGGGTCCGUCAGGCTCCAGGGAAGGGG
CTGGAGTGGGTGGCCAACATAAAGCAAGATGGAAGTGAGAAATA
CTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAA
CGCCAAGAATTCACTGTATCTGCAAATGAACAGCCTGAGAGCCG
AGGACACGGCTGTGTATTACTGTGCGAGAGAGTCAAACTGGGGA
TTTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCT
TCA3" (SEQ ID NO:474)

Aming acid sequence of heavy chain variable region:

EVOLVESGGGLVQPGGSLRLSCAASGLTEFSNFWMSWVRQAPGKGL
EWVANIKODGSERKYYVDSVKGRFTISRDNAKNSLYLOMNSLRAEDT
AVYYCARESNWGFAFDIWGQGTMVTVSS (SEQ 1D NO:475)

Nucleotide seguence of light chain variable region:

S’CAGTCTGTGCTCACTCAGCCACCCTCAGCGTCTGGGACCCCCGE
GCAGAGGOGTCACCATCTCTTOTTCTGGAAGUAGUTCCAACATCGG
AAGTAAAACTGTAAACTGOGTACCAGCAGTTCCCAGGAACGGCCC
CCAAACTCCTCATCTATAGTAATAATCGGUGGUCCCTCAGGGGTCC
CTGACCGATTCTCTGGUTCCAAGTCTGGCACCTCAGCCTCCCTGG
CCATCAGQGTGGGCTCCAGTCTGAGOGATGAGGCTGATTATTACTOTG
CAACATGGGATGACAGACTGAATTGGOGTGTTCGGCGUCAGGGACC
AAGCTGACCGTCCTASY (SEQ ID NG:476)

Amino acid sequence of light chain variable region:
QSVLTQOPPSASGTPGORVTISCSGSSSNIGSKTVNWYQQFPGTAPKLEL

FYSNNRRPSGVPDREISGSKSGTSASLAISGLQSEDEADYYCATWDDR
LNWVFGAGTKLTVL (SEQ ID NO:477)
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Nucleotide sequence of heavy chain variable region:

SCAGGTCACCTTGAAGGAGTCTGGTCCTGTGCTGGTGAAACCCAC
AGAGACCCTCACGCTGACCTGCACCGTCTCTGGGTTCTCACTCAG
CAATGTTAGAATGGGTGTGAGCTGGATCCGTCAGCCCCCAGGGA
AGGCCCTGGAGTGGCTTGCACACATTTITTCGAATGACGAAAATT
COTACAGAACATCTCTGAAGAGCAGGCTCACCATCTCCAAGGAC
ACCTCCAAAAGCCAGGTGGTCCTTACCATGACCAACATGCACCCT
GTGGACACAGCCACATATTACTGTGCACGGATAGTGGGAGCTAC
AACGGATGATGCTTTTGATATCTGGGGCCAAGGGACAATGGTCAC
CGTOTCTTCAS (SEQ ID NO:478)

Aming acid sequence of heavy chain variable region:

QVTLKESGPVEVKPTETLTLTCTVSGFSLSNVRMGVSWIRQPPGKAL
EWLAHIFSNDENSYRTSLKSRLTISKDTSKSQVVLTMINMDEVDTAT
YYCARIVGATTDDAFDIWGOGTMYTVSS (SEQ 1D NO:479)

Nucleotide sequence of light chain variable region:

STCCTATGTGCTGACTCAGCCACCCTCGUETGTCAGTGGUCCCAGG
ACAGACGGCCAGGATTACCTGTGGOGGAAACAACATTGGAAGTA
AAAGTGTGCACTGOGTACCAGCAGAAGUCAGGCCAGGCCCCTGTG
CTGOTCOTCTATGATGATAGCGACCGGUCUCTCAGGGATCCCTGAG
CGATTCTCTGGUTCCAACTCTGGUGAACACGGCCACCCTGACCATC
AGCAGGGTCGAAGCCGGGGATCGAGGCCCGACTTTTACTGTCAGGT
GTGOGOATAGTAGTAGTGATCCTGTGGTATTCGGCGGAGGGACCA
AGCTGACCGTCCTAZ (SEQ 1D NG:480)

Amino acid sequence of light chain variable region:
SYVLTQPPSVSVAPGQTARITCGONNIGSKSVHWYQQKPGQAPVLY

VYDDSDRPSGIPERFSGSNSGNTATLTISRVEAGDEADFYCOQVWDSS
SDPVVFGGGTKLTVL (SEQ 1D NO481)
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QE%

8A1.2
Nucleotide sequence of heavy chain variable region:

S'GAGGTGCAGCTGOGTGGAGTCTGGGOGOAGGCTTGOGTCCAGCCTG
GGGGOTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTITA
GTAACTATTGGATCGACCTGGUTCCGUCAGGCTCCAGGOAAGGGG
CTGGAGTGGOTGGCCAGCATAAAGCAAGATGGAAGTGAGAGATA
CTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCCGAGACAC
CGCCAAGAACTCTCTGTATCTCCAAATGAACAGCCTGCGAGCUGA
GOACACGGUTGTOTATTACTGTGCGAGACCTCTTGTACTAATGGT
GTATGCTCTACACTACTACTACTACGGTATGGACGTCTGGGGCCA
CGGOGACCACGGTCACCGTCTCCTCAZ (SEQ 1D NO482)

Amino acid sequence of heavy chain variable region:

EVOLVESGGGLVQPGGSLRLSCAASGFTFSNY WMTWVRQAPGKGL
EWVASIKQDGSERYYVDSVKGRFTISRDTAKNSLY LOMNSLRAEDT
AVYYCARPLVLMVYALHYYYYGMDVWGHGTTVTVSS (SEQ ID
NO:483)

Nucleotide seguence of light chain variable region:

STGATATTGTGATGACTCAGTCTCCACTCTCCCTGCCCGTCACCOC
TGGAGAGCCGGUCTCCATCTCCTGCAGGTCTAGTCAGAGCCTCCT
GCATAGTAATGGATACAACTATTTGGATTGGTACCTGCAGAAGCC
AGGGCAGTCTCCACAGCTCCTGATCTATTTGGGTTCTAATOGGGO
CTCCGGGGTCCCTGACAGGTTCAGTGGCAGTGGATCAGGCACAG
ATTTTACACTGAAAATCAGCAGAGTGGAGGCTGAGGATGTTGGG
GTTTATTACTGCATGCAAGCTCTACAAACTCCGCTCACTTTICGOGL
GGAGGGACCAAGGTGGAGATCAAAL (SEQ 1D NO:484)

Amino acid sequence of light chain variable region:
DIVMTQSPLSLPYTPGEPASISCRSSQSLLHSNGYNYLDWYLQKPGQS

POLLIYLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQ
ALQTPLTFGGGTKVEIK (SEQ ID NO:485)
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— 31H4 light cdr
— 2782 _light_cdr
- 16F12 light cdr
22E2 light cdr
~E 28812 light cdr
2806 light cdr
- 27TAG light cdr
31G11_light_cadr
= — 1385 light cdr
— 9C9 light cdr

9HE light cdr
§ 1A12 light cdr
31A4 light cdr
J1B12_light_cdr
20010 light cdr
26H5 light cdr
13101 _light_cdr
27E7 light cdr
27H5 light cdr
0BG light cdr
- 21812 light cdr 1
3 - 19H8 light cdr
23G1 light cdr
1702 light_cdr
— 25AT light cdr
13H1 _light cdr

Ny 2385 light cdr
| 25G4_light_cdr

e 3C4_light cdr
30A4 light cdr
3B6 light cdr
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G. 13D

31H4 heavy cdr
_{ 16F12 heavy cdr
ZTAG heavy odr

‘3 22E2 heavy cdr

28812 heavy cdr
r 2806 heavy cdr
31G11_heavy cdr
LW 31B12_heavy_cdr
- e 30AG_heavy cdr
{: 9C9 heavy cdr
9HE _heavy cdr
- 1A12_heavy _cdr
- 23B5_heavy cdr
L 25G4 heavy cdr
13B5_heavy cdr

“E 20010 heavy cdr
3089 _heavy cdr
- 2787 heavy codr
- 19H8 heavy cdr
ﬁﬁHSﬁheevy_ﬂﬁdr
| L1 31D1_heavy_cdr
| L 27H5 heavy cdr
| 21B12_heavy cdr 1
' 23G1_heavy cdr
— 17C2_heavy_cdr
— 25A7 heavy odr
306 heavy odr
2782 heavy cdr
304 heavy cdr

31A4 heavy cdr

13H1 heavy cdr

frmmmmmmnnnmsnnsnannand]
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31H4 light cdr
2782 light cdr
16F12 light cdr
2282 light cdr
28812 light cdr
2806 light cdr
27TA6 light cdr
31611 light cdr
1385 light cdr
9CS light cdr
9H6 light cdr
1A12 light cdr
J1A4 light odr
31812 light odr
20010 light car
26H5 light cdr
3101 light cdr
27E7 light cdr
27H5 light cdr
30BS light cdr
21B12 light cdr
19HS light cdr
23G1 _light_cdr
1702 light cdr
25A7 light cdr
13H1_light_cdr
2385 light cdr
25G4 light odr
3C4 light_cdr
30A4 light cdr
3B6 light cdr

]

10.00

substitutions per 100 residues
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31H4 heavy cdr
16F12 heavy cdr
27A8 heavy cdr
22E2 heavy cdr
28812 heavy cdr
2806 heavy cdr

31611 _heavy cdr

31812 heavy cdr
30A4 heavy cdr
8C9 heavy cdr
9H6 _heavy cdr
1A12_heavy cdr
2385 heavy cdr
25G4 heavy cdr
1385 heavy cdr
20010 _heavy _cdr
3089 _heavy_cdr
27E7 heavy cdr
19H9 heavy cdr
26H5 heavy cdr
3101 _heavy _cdr
27H5 heavy cdr
21B12 heavy cdr
23G1 _heawy cdr
17C2_heavy cdr
29A7 heavy cdr
386 heavy cdr
2782 heavy cdr
3C4 heavy cdr
31A4 heavy _cdr
13H1 heavy cdr

e |
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Antibody  AUCqi{ug-himl)  Clgy{mlihikg) Apparent {45 (h)
lgG2 23,500 0.511 »120
11H1 34,700 0.865 83
8AJ 36,700 0.817 29
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FIG. 44
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FIG. 45
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Mean (+ SD) Pharmacokinetic Parameters

Y22 CLIF Cmax  AUCQ—=0O
Antibody (h) (mLihikg) (ng/ml)  (ug*himb)

Anti-kKiH 2201130 023410036 5081015 21701320
21812 40t 86 157068 6221221 355 1109
11H1 21071110 02281 0.081 6721062 2,440 1910
8A3 190+40 0.255%0.039 663%066 1,980 r280
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