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FIG. 9
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FIG. 9
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FIG. 10
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FIG. 12
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FIG. 13
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FIG. 15
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FIG. 16
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FIG. 19
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FIG. 25

KLF4 mRNA cds (SEQ ID NO:12)

57 AUGAGGCAGCCACCUGGCGAGUCUGACAUGGCUGUCAGCGACGCGCUGCUCCCATCUUUCUC
CACGUUCGCRUCUGGCCCGGLGGGARGGGAGRACACACUGCGUCAAGCAGGUGCCCCGAAUARL
CGCUGGCGGGAGGAGCUCUCCCACATGAAGCGACUUCCCCCAGUGCUUCCCGGCLGCCCCUALG
ACCUGGCGGCGECGACCCUGGCCACAGACCUGGAGAGCGGCEEAGCCEEUGCGECUUGLEELEE
UAGCAACCUGGCGCCCCUACCUCGGAGAGAGACCGAGGAGUUCAACGAUCUCCUGGACCUGGAC
UUUAULCUCUCCAAUUCGCUGACCCAUCCUCCGCAGUCACUGGCCGCCACCGUGUCCUCGUCAG
CGUCAGCCUCCUCUUCGUCGUCGCCGUCGAGCAGCGGCCCUGCCAGCGCGCCCUCCACCUGCARG
CUUCACCUAUCCGAUCCGGSCCGGGAACGACCUGGELGUGGLGCLEEGCEGCACGGGCGGEAGEC
CUCCUCUANGGCAGGGAGUCCGCUCCCCCUCCGACGGCUCCCUUCAACCUGGCGGACAUCAALG
ACGUGAGCCCCUCGGGCGGCUUCGUGGCLGAGCUCCUGCGGCCAGAAUUGGACCCGGUGTACAT
UCCGCCGCAGCAGCCGECAGLCGCCAGGUGGCEGEGLEGAUGGGCAAGUUCGUGCUGARGGLGUCG
CUGAGCGCCCCUGGCAGCEAGUALCGGCAGCCCGUCGRUCAUCAGCGUCAGCAAAGGCAGLCCUG
ACGGCAGCCACCCOCUGEUGGUGGCECCCUACRACGGCGGEECIGCCEUGCACGUGCCCCAAGRY
CARGCAGGAGGCGGUCUCUULCGUGCACCCACUUGGECGCUGGACCCCCUCUCAGCAAUGGCCAL
CGGCCGGCUGCACALCGACUUCCCCCUGGGGCGGCAGCUCCCCAGCAGCACUACCCCGALCCUGEG
GUCUUGAGGAAGUGCUGAGCAGCAGGGACUGUCALCCUGCCCUGCCGCUUCCUCCCGECUUCCA
UCCCCACCCGGGGCCCAAUUACCCAUCCUUCCUGCCCGAUCAGAUGCAGCCGCAAGUCCCGCLG
CUCCAUUACCARGAGCUCAUGCCACCCGGUUCCUGCAUGCCAGAGCAGCCCAAGCCARAGAGGG
GAAGACGAICGUGGCCCCGGAARAGGACCGCCACCCACACUUGUGAUUACGCGEGCUGCGGCAA
AACCUACACARAGAGUUCCCAUCUCAAGGCACACCUGCGAACCCACACAGGUGAGARACCUUAL
CACUGUGACUGGGACGGCUGUGGAUGGAARTUCGCCCECUCAGAUGAACUGACCAGGCALCUALT
GUAAACACACGGGGCACCGCCCGUUCCAGUGCCARARAUGCGACCGAGCAUUUUCCAGGUCGGA
CCACCUCGCCUUACACAUGAAGAGGCAUUUUUAA-3!

LIN28 mRNA cds (SEQ ID NO:13)

57 AUGGGCUCCGUGUCCAACCAGCAGUUUGCAGGUGECUGCGCCARGGCGGCAGAAGAGGLGTC
CGAGGAGGCGCCGGAGGACGCGGCCTGGECEECEGACGAGCCUCAGCUGCUGCACGGUGLCGEEEC
AUCUGUARGUGGUUCAACGUGCGCAUGGGGUUCGGCUUCCUGUCCAUGACCGLLUGLECLGEEE
UCGCGCUCGACCCCCCAGUGGAUGUCUUUGUGCACCAGAGUAAGCUGCACAUGGAAGGGUUCCG
GAGCUUGAAGGAGGGUGAGGCAGUGGAGUUCACCUUUAAGAAGUCAGCCAAGGGUCUGGAAUCC
AUCCGUGUCACCGGACCUGGUGGAGUAUUCUGUADUGGGAGUGAGAGCCGEGCCAAAAGGAAAGA
GCRUGCAGRAGCGCAGAUCAAARAGGAGACAGGUGCUACAACUGUGGAGGUCUAGAUCAUCAUGT
CAAGGAAUGCAAGCUGCCACCCCAGCCCAAGAAGUGCCACUUCUGCCAGAGCAUCAGCCAUATG
GUAGCCUCAUGUCCECUGA-37



48/56

FIG. 26

cMYC mRNA cds (SEQ ID NQ:14)

S5AUGGAUUUTUUUCGGGUAGUGGAAAACCAGCAGCCUCCCGCGACGAUGCCCCUCARACGUUAGE
UUCACCAACAGGAACUAUGACCUCGACUACGACUCGGUGCAGCCGUAUUUCUACTUGCGACGAGS
AGGAGAACUUCUACCAGCAGCAGCAGCAGAGCGAGCUGCAGUCCCLGGCGCCCAGLGAGGAUAU
CUGGARGARAUUCGAGCUGCUGCCCACCCCGCCCCUGUCCCCUAGCCGCCGCUCCELGLUCTGT
UCGCCCUCCUACGUUGCGGUCACACCCUUCUCCCUUCGEGGAGACAACGACGLLGEUGGCLGEA
GCUUCUCCACGGCCGACCAGCUGGAGAUGGUGACCGAGCUGCUGGGAGGAGACAUGGUGAACCA
GAGUUUCAUCUGCGACCCGGACGACGAGACCUUCAUCAAARACAUCAUCAUCCAGGACUGUALG
UGGAGCGGCUUCUCGGCCECCHCCAAGCUCGUCUCAGAGAAGCUGGCCUCCUACCAGGCUGLEE
GCAAAGACAGCGGCAGCCCGRACCCOGCCOGUGGCCACAGCGUCUGCUCCACCUCCAGCUIGUA
CCUGCAGGAUCUGAGCGCCECCGCCUCAGAGUGCAUCGACCCCUCGGUGGUCUUCCCIUACCCU
CUCAACGACAGCAGCUCGCCCAAGUCCUGCGLCUCGCAAGACUCCAGCLCCULCUCUCCGUCTU
CGGAUUCUCUGCUCUCCUCGACGGAGUCCUCCCCGCAGGGCAGCCCCGAGCCCCUGGUGCUCCA
UGAGGAGACACCGCCCACCACCAGCAGCCACUCUGAGGAGGAACARGAAGAUGAGGAAGAARUC
GAUGUUGUUUCUGUGGAAAAGAGGCAGGCUCCUGGCAAARGGICAGAGUCUGGAUCACCTUCUG
CUGGAGGCCACAGCAAACCUCCUCACAGCCCACUGGUCCUCAAGAGGUGCCACGUCUCCACACA
UCAGCACAACUACGCAGCGCCUCCCUCCACUCGGAAGGACUAUCCUGCUGCCAAGAGGGUCAAG
UUGGACAGUGUCAGAGUCCUGAGACAGAUCAGCAACAACCGAARAUGCACCAGCCCCAGGUCCU
CGGACACCGAGGAGAAUGUCAAGAGGCUGAACARCACAACCUCUUGGAGCGCCAGAGGAGGAACGA
GCUARAACGGAGCUUUUUUGCCCUGCGUGACCAGAUCCCGGAGUUGGAAAACARAUGARRAGGCT
CCCRAGGUAGUUAUCCUUAAAARAGCCACAGCAUACAUCCUGUCCCUCCAAGCAGAGGAGCAAR
AGCUCAUUUCUGAAGAGGACUUGUUGCGCARACGACGAGRACAGUTCAAACACAARCUUGAACA
GCUACGGRACUCUUGCUGCGUAA- 3!

NANOG mRNA cds (SEQ ID KO:15)

57~
AUGAGUGUGGAUCCAGCUUGUCCCCAAAGCUUGCCUUGCUUUGAAGCAUCCGACUGUAAAGAAD
CUUCACCUAUGCCUGUGAUUUGUGGGCCUGRAGAAARCURUCCAUCCUUGCAAAUGUCUUCUGC
UGAGAUGCCUCACACAGAGACUGUCICUCCUCUUCCUUCCUCCAUGGATUCUGCUUATUCAGGAC
AGCCCUGATUCUUCCACCAGUCCCAAAGGCARACAACCCACUUCUGCAGAGRAATAGUGUCGCAA
AAAAGGAAGACAAGGUCCCGGUCARGAAACAGAAGACCAGAACUGUGUUCUCUUCCACCTAGCY
GUGUGUACUCAAUGAUAGATUUCAGAGACAGARATUACCUCAGCCUCCAGCAGAUGCAAGAACTUC
UCCAACAUCCUGAACCUCAGCUACAAACAGGUGAAGACCUGGUUCCAGAACCAGAGARAUGARAT
CUAAGAGGUGGCAGAARAACAACUGGCCGAAGAAUAGCAAUGGUGUGACGCAGRAGGCCIUCALC
ACCUACCUACCCCAGCCUCUACUCUUCCUACCACCAGGGAUGCCUGGUCAACCLGACUGGGAAC
CUUCCAAUGUGGAGCAACCAGACCUGGAACAAUUCARCCUGGAGCAACCAGACTCAGRACALCC
AGUCCUGGAGCAACCACUCCUGGAACACUCAGACCUGGUGCACCCAAUCCUGGAACRAUUCAGGT
CUGGAACAGUCCCUUCUAUAACUGUGGAGAGGAAUCUCUGCAGUCCUGCAUGCACUUCCAGCCA
AAUJUCUCCUGCCAGUGACUUGGAGGCUGCCUUGGAAGCUGCUGGGEAAGGCCUUAAUGUAATAC
AGCAGACCACUAGGUAUUUUAGUACUCCACARACCAUGGAUUUATUCCUAAACUACUCCAUGAA
CAUGCAACCUGAAGACGUGUGA-3'
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FIG. 27

OCT4 mRNA cds (SEQ ID NO:1§)

57 -
AUGGCGGGACACCUGGCUUCAGAUTUIGCCUUCUCGCCCCCUCCAGGUGGUGGAGGUGATGEGEC
CAGGGGGGLCGEAGCCGGGECUGGGUUGAUCCUCGGACCUGGCUAAGCUUCCAAGGCCCUCCUGE
AGGGCCAGGAAUCGGEGCCGEGEGUUGGGCCAGGTUCUGAGGUGUGGGGGATUCCCCCAUGCCCC
CCGCCGUATGAGCUUICTGUGEGGEGALGECHUACUGUGGECCCCAGGUUGEARUGGEGUUAGUGC
CCCAAGGCGGCUUGGAGACCUCUCAGCCUGAGGGLGAAGCAGGAGUCGGEGUGGAGAGCARACUC
CGAUGGGGCCUCCCCHGLAGCLCUGCACCEUCACCCCUGGUGCLGUGAAGCUGGAGARGGAGAAG
CUGGAGCAAAACCCGGAGGAGUCCCAGGACAUCAAAGCUCUGCAGAAAGAACUCGAGCAALULG
CCAAGCUCCUGAAGCAGARGAGGAUCACCCUGGGAUAUACACAGGCCGAUGUGGGGCUCACCCY
GGGGGUUCUATUUGGGAAGGUAUUCAGCCAAACGACCAUCUGCCGCUUUGAGGCUCUGCAGCUY
AGCUUCAAGAACAUGUGUAAGCUGCGECCCUUGCUGCAGRAGUGGCUGGAGCAAGCUGACRACA
AUGAAAAUCUUCAGGAGAUAUGCAARGCAGARACCCUCGUGCAGGCCCGAAAGAGAAAGCGAAT
CAGUAUCGAGAACCGAGUGAGAGGCAACCUGGAGAAUUUGUUCCUGCAGUGCCCGAAACCCALA
CUGCAGCAGAUCAGCCACAUCGCCCAGCAGCUUGGGCUCGAGAAGGAUGUGGUCCGAGUGUGGEU
UCUGUAARCCGGCGCCAGAAGGGCAAGCGAUCAAGCAGCGACUAUGCACRACGAGAGCGAUTUUCGA
GGCUGCUGGGUCUCCUTUCUCAGGGGGACCAGUGUCCUUUCCUCUGGCCCCAGGGCCCCAUUTD
GGUACCCCAGGCUAUGGGAGCCCUCACUUCACUGCACUGUACTUCCUCGGICCCUUUCCCUGAGS
GGGAAGCCUUUCCCCCUGUCUCUGUCACCACUCUGGGCUCUCCCAUGCAUUCARACUGA-3!

SOX2 mRNA cds (SEQ ID NO:17)

57 -
RUGUACARCAUGAUGGAGACGGEGCTGAAGCCGCCGGECCCECAGCARACTUCGEEGGELGGLG
GCGGCARCUCCACCGCEECEECGGCCEECEECAACCAGAARAACAGCUCGGACCGCGUCAAGEG
GCCCAUGAAUGCCUUCAUGEUGUGGUCCCGCGEECAGCGGCGCAAGATGECCCAGGAGAACCCC
ARGAUGCACAACUCGGAGRAUCAGCAAGCGCCUGEGCECCCAGUGGARRCTTUUGUCGGAGRCGE
AGBAGCGGCCGUUCAUCGACGAGGCUARGCGGCUGCGAGCGCUGCACAUGARGGAGCACCCGRA
UUAUARATACCGGCCCCGECEEARAACCAAGACGCUCAUGAAGAAGEAUAAGUACACGCIGCCC
GGCGGECUGCUGGECCCCOGGOGGECAATAGTAUGGCGAGCGEEGUCGEGEUGGECECCEECCUGE
GCOCGGECAUGARCCAGCECAUGEACACUUACGCGCALAUGAACGGCUGGAGCAACGGLAGCUR
CAGCAUGAUGCAGGACCAGCUGEGCUACCCGCAGCACCCGGGCCUCAAUGCGCACGGCGCAGCS
CAGAUGCAGCCCAUGCACCGCUACGACCUGAGCGCCCUGCAGUACRACUCCAUGACCAGCUCES
AGACCUACAUGAACGECUCGCCCACCUACAGCAUGUCCUACUCGCAGCAGGECACCCCUGGCA
GGCUCTUGGCUCCAUGGGUUCGEUGEUCAAGUCCGAGGCCAGCUCCAGCCCCCCUGUGGUTACT
UCUUCCUCCCACUCCAGGECGCCCUGCCAGGCCGEEEACCUCCEGGACAUGAUCAGCAUGUATC
UCCCCEGCECCEAGEUGCCEEAACCCEOCGCCCCCAGCAGACTUCACAUGUCCOAGCACUACCA
GAGCGGCCLGRUGCCCGECACGECCAUTARCGRCACACUGCCCCUCUCACACAUGUGA 3/
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