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(57) Abstract: To reduce the cost of genetic analysis, the present invention reduces the frequency with which allelic ladders
are used. A genotype analysis device that is configured from an electrophoresis device 105 and a data analysis device. A
mobility model management part 122 that includes an environmental information reception part 124, a prediction model
storage part 125, and a mobility prediction part 126 is provided in an STR analysis part 109 of the data analysis device. On
the basis of environmental conditions received by the environmental information reception part 124 during electrophoresis
and of electrophoresis results for allelic ladders, the mobility prediction part 126 generates prediction models for predicting
correction amounts for standard base counts for alleles. The genotype analysis device uses the prediction models to correct
base counts for alleles from environmental conditions without using allelic ladders.
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