METHOD FOR OPTI M ZI NG PROTEI NS HAVI NG THE FOLDI NG
PATTERN OF | MMUNOGLOBULI N ABSTRACT The i nventi on
relates to a nethod for optim zing the biophysica
properties of nolecules and derivatives of the Ig
superfamly. The nethod is, _characterized in that as
yet unrecog- nized hel i cal*structural elements with
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been identified aﬁﬂMﬂﬂﬂqhﬁﬂ IgN er mi nants of correct
and efficient structuri ndB3TRARTI body domains. The
‘novel process for positively influencing the antibody
properties and properties of other proteins that have
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transpl antation of these enents between Ig
niged Iglical spructural elements with unknown structural, stability and foldir' | roles have

been identified as important determinants of correct and efficient structuring of antibody
domains. The novel process for positively influencing the antibody properties and proper-
ties of other proteins that have the Ig folding pattern now consists of optimizing the proper-
ties of the short helical elements and in the transplantation of these elements between lg

domains.
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