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Figure 1
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+1¥ ¢ b LPGT HSL GNR RALILI L LA

1 ATGTGCBACC TBOCGCAGAC GCACTOCCTG GGTAAGCETC GTGCTGTGAT CCTGCTGECT
TACACGCTGG ACGRCGTOTG GGTGAGGGAC CCATTGGCAG CACGAGAGTA GGACGACCGA

5 71 81 91 101 111
+1@ MR R 1 8P FSC LKD RHDF &@FP
61 CAGATGCGTG GTATCTCOCC GTTCTCGTGC CTGAAAGACC GTCACGACTT CGGTTTCGCA
GTCTAGGCAG CATAGAGGGG CAAGAGGACG GACTTTCTGG CAGTGCTGAA GCCAAAGGGC

5’ 131 141 161 161 171
+1¢ EE FDGN Q@FQG KAG A1) SV L HE
121 CAGGAAGAAT TCGACGGTAA CCAGTTCCAG AAAGCTCAGG CTATGTCCGT TGTGCACGAA
GTCOTTGTTA AGCTGCCATT GGTCAAGETC TTTGGAGTCC GATAGAGGCA AGACGTGCTT

5 191 Zn 211 221 231
1M1 &@ @ TFN LFS TKD S8 AA WDE
181 ATGATCCAGC AGAGCTTCAA CCTBTTCTCC ACCAAAGACT CGTCCGCTGC TTGGGACGAA
TACTAGGTCG TCTGBAAGTT GOACAAGAGE TGGTTTCTGA GBAGGCGACG AACCCTECTT

5 251 261 271 281 291
418 L L EXKFY TEL Y@ LNDL EATG
241 TGCCTROTEE AAAAATTCTA CAGCGAACTG TACCAGCAGC TGAACGACCT GEBAAGCTTGL
AGBGACGACC TTTTTAAGAT GTGGCTTGAG ATGGTCGTCG ACTTGOTGBA CCTTCGAACG

5 311 321 331 341 351
+V 1 @ EVGY EET PLMNM NVDS3S | LA
301 GTTATCCAGE AAGTTGGTGT TGAAGAAACG CCBCTGATGA ACGTTGAGTC CATCCTGECT
CAATAGETCC TTCAAGCACA ACTTCTTTGG GGCGACTACT TGCAACTGAG GTAGBACTGA

5 371 381 391 401 411
41V K K YFQ@QR | TL YLT EKZKY 8FPC
361 GTTAAAAAAT ACTTCCAGGG TATCAGCCTG TACCTGAGCG AAAAAAAATA CTCGCCGTGC
CAATTTTTTA TGAAGGTCGC ATAGTGGGAC ATGGAGTGGC TTTTTTTTAT GABGGGCACG

5 431 441 451 461 471
+1AWE VVRA EI M RSF sLST NLA®
2/6

421 GCTTGGEAAG TTGTTCETGC TGAAATCATG CGTTCCTTCT CGCTGTCCAC CAACCTGCAG
GBAAGCCTTC AACAABCACG ACTTTAGTAC GGAAGGAAGA GGGACAGATG GTTGGAGGTC

5 491 501

+1E R L RRKE #
481 GAACGTCTGC GTCGTAAAGA ATAA
CTTGCAGACG CAGCATTTCT TATT
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Figure 2-3A
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+“1MCD LPQT HSL GNR RALI L LA

1 ATGTGTGATT TACCTCAAAG TCATTCTCTT GGTAACCGTG GOGCTGTGAT TCTGCTEGCA
TACACACTAA ATGGAGTTTG AGTAAGAGAA CCATTBGCAG CGCGAGACTA ABAGGACCET

5’ T1 81 91 1 11

41 @ M R R I 8P FSC LKD RHDF &FP

61 CAGATGCGTC GTATTTCGCC GTTTAGCTGC CTGAAAGACC GTCACGACTT CGGCTTTCCE
GTOTACGCAG CATAAAGGGG CAAATCGACG GACTTTCTGG CAGTGCTGAA GUGCGAAAGGS

5 31 41 51 61 71

+1 @ EE FD&@N GFQ@ KAOG ALl SY LHE

121 CAAGAAGAGT TCGATGGCAA CCAATTCCAG AAAGGTCAGG CAATCTCTGT ACTBCGACBAA
GTTCTTOTCA AGCTACGGTT GGTTAAGGTC TTTCGAGTCC GTTAGAGACA TGACETGCTT

5 91 1 11 21 3l

+1 M1 & @ TFN LFS TKD 885 AA WDE

181 ATGATCCAAC AGACCTTCAA CGTGTTTTCC ACTAAAGACA GCTCTGOTGC TTGGGAGGAA
TACTAGGETTG TCTGGAAGTT GGACAAAAGG TGATTTCTGT CBAGACGACGE AACCCTGCTT

g 51 61 71 81 91

41 $LL EKFY TEL Y@@ LNDL EATC

241 AGCTTGOTGG AGAAGTTCTA GAGTGAACTG TATCAGCAGC TGAAGGACCT GEAAGCATGC
TCGAACGACC TCTTCAAGAT GTGACTTGAC ATAGTCETCG AGTTGGTGGA CCTTCGTAGG

5 11 21 31 41 51

+1 VI @ EV GV EET PLM NVDS I LA

301 GTAATCCAGG AAGTTGGTGT AGAAGAGACT CCGCTGATGA ACGTCGACTC TATTCTGGCA
CATTAGGTCC TTCAAGCAGA TGTTCTCTGA GGCGACTAGT TGCAGCTGAG ATAAGAGGET
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Figure 2-B
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+1MCD LPQ@T HSL GNR RAL TP L LA
1 ATGTGTGATT TACCTCAAAC TCATTCTCTT GGTAACCETC GCGCTCTGAT TGTGCTGGCA
TACACAGTAA ATGGAGTTTG AGTAAGAGAA CCATTGGCAG GGCGAGACTA AGAGGAGGGT

5’ 71 81 91 1 11

+1Q MR R1SP FSGCG LKD RHDF GFP

61 CAGATGCGTC GTATTTCCCC GTTTAGCTGC CTGAAAGACC GTCACGACTT CGGCTTTCOG
GTCTACGCAG CATAAAGGGG CAAATCGACG GACTTTCTGG CAGTGCTGAA GCCGAAAGGC

5 31 4] 51 61 71
+1 Q EE FDGN @ FQ@ KAQ A1l SV L HE
121 CAAGAAGAGT TCGATGGCAA CCAATTCCAG AAAGCTCAGG CAATCTCTGT ACTGCAGGAA
GTTCTTCTCA AGCTACCGTT GGTTAAGGTC TTTCGAGTCG GTTAGAGACA TGAGGTGCTT

5’ 91 1 11 21 31
+g12 M1 @ @ TFN LFS TKD 88 AA WDE
181 ATGATCCAAG AGACCTTCAA CCTGTTTTGC ACTAAAGACA GCTCTGCTGC TTGGGACGAA
TACTAGGTTG TCTGGAAGTT GGACAAAAGG TGATTTCTGT CGAGACGACG AACCCTECTT

5’ ol 61 71 81 91
+18 L L EKFY TEL Y@&Qq@ LNDL EAGEG
241 AGCTTGCTGG AGAAGTTGTA CACTGAACTG TATCAGGAGC TGAAGGACCT GGAAGGATGC
TCGAACGAGC TCTTCAAGAT GTGACTTGAC ATAGTCGTGG ACTTGCTGGA CCTTGGTAGG

5’ 11 21 31 41 51
+1 V1 Q@ EVGE&Y EET PLMNMN NVDS I LA
301 GTAATCCAGG AAGTTGGTGT AGAAGAGACT GCGCTGATGA AGGTCGACTC TATTCTGGCA
CATTAGGTCC TTCAACCACA TCTTCTCTGA GGCGACTACT TGCAGGTGAG ATAAGAGCET

5 n 81 91 1 11
+1 VKK YF@Q@R I T L YLT EKK K'Y s P C
361 GTTAAAAAGT ACTTCCAGCG TATCACTCTG TACCTGAGCG AAAAGAAATA TTCTGCGTGG
CAATTTTTCA TGAAGGTCGG ATAGTGAGAC ATGGACTGGC TTTTCTTTAT AAGAGGCACG

5 31 41 51 61 71
+r AWE VVRA E I M R 8 F S L 8T N L Q@
421 GCTTGGBAAG TAGTTCGCGC TGAAATTATG CGTTCTTTCT CTCTGTCTAC TAAGCTGCAG
CGAACCCTTC ATCAAGCGCG ACTTTAATAC GCAAGAAAGA GAGACAGATG ATTGGACGTC

5 91 1
+1 ERL RRIKE # @
81 GAGCGTCTGC GCCGTAAAGA ATAATAG
CTCGCAGACG GGGCATTTCT TATTATC
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Figure 3

Inhibition of Wild-Type HIV Infectivity
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Figure 4

Inhibtion of Drug Resistant HIV infectivity

25000

.—rf; = “ew... Y
2 [ [=}
= g g
= L= 2
(o] —

Jov sseiagon aAEeY

Concantration {ng/ml)




WO 2006/134497 PCT/IB2006/002340
6/6

Figure 5

Inhibition of Influenza Infection (24 Hours)
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