
This invention is a novel method for detecting and localizing specific
nucleic acid sequences in a sample with a high degree of sensitivity and
specificity. The method and novel compositions used in the method involve
the use of Probe Nucleic Acids, the production of nucleic acid binding
regions and the use of nucleic acid Target Binding Assemblies to detect and
localize specific Target Nucleic Acids. The detection and localization of
the Target Nucleic Acid is accomplished even in the presence of nucleic
acids which have similar sequences. The method provides for a high degree
of amplification of the signal produced by each specific binding event. In
particular, methods and compositions are presented for the detection of HIV
and HPV nucleic acid in samples. These methods and compositions find use in
diagnosis of disease, genetic monitoring, forensics, and analysis of
nucleic acid mixtures. Some of the novel compositions used in the detection
method are useful in preventing or treating pathogenic conditions.    


