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OBTAIN DNA SEQUENCE INFORMATION OF A
DEFINED GENETIC LOCUS FROM AN APPROPRIATE
SUBJECT POPULATION

¢

USE MULTIPLE SEQUENCE ALIGNMENT
ALGORITHM TO DEFINE HAPLOTYPE BLOCKS
IN THE GENETIC REGION BEING STUDIED

h 4

CONSTRUCT PHYLOGENETIC TREE REPRESENTING
LINKS BETWEEN DEFINED HAPLOTYPE BLOCKS

l

TRAVEL DOWN BRANCHES OF THE PHYLOGENETIC
TREE, COUNTING SUBJECTS REPRESENTING EACH
OF A PHENOTYPE OF INTEREST FOR EACH NODE

h 4

IDENTIFY A NODE WHERE THE RATIO OF
AFFECTED:NONAFFECTED SUBJECTS FOR
THE PHENOTYPE OF INTEREST IS SUBSTANTIALLY
DIFFERENT THAN THAT OF THE PREVIOUS NODE,
WHICH IS A BRANCHING POINT OF INTEREST

FIG. 1
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(LONG VARIANTS )

MEAN = 33.5
SEM = 0.3
gkADEA ___N=30
MEAN = 29.9 0% N
SHORT VARIANTS
SEM =04 MEAN = 21.4
ALL = SEM = 0.2

MEAN = 25.7 9 N=16 )

NY ( REMAINDER )
- 210

CLADE B MEAN = 30.2
MEAN = 15.9 SEM = 0.3
SEM =0.4 N = 101’ J
N = 63 N
FIG. 7B
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