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<210>1

<211>8

<212> PRT

<213> Mus musculus

<400> 1
Gly Tyr lle Phe Thr Ala Tyr Thr
1 5

<210>2

<211>8

<212> PRT

<213> Mus musculus

<400> 2
Ile Lys Pro Asn Asn Gly Leu Ala
1 5

<210>3

<211>11

<212> PRT

<213> Mus musculus

<400> 3
Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5 10

<210> 4

<211>38

<212> PRT

<213> Mus musculus

<400> 4



Gly Tyr Ser Phe Thr Asp Tyr Thr
1 5

<210>5

<211> 8

<212> PRT

<213> Mus musculus

<400> 5
Ile Asn Pro Tyr Asn Gly Gly Thr
1 5

<210> 6

<211>11

<212> PRT

<213> Mus musculus

<400> 6
Ala Arg Glu Glu Ile Thr Lys Asp Phe Asp Phe
1 5 10

<210>7

<211> 8

<212> PRT

<213> Mus musculus

<400> 7
Gly Tyr Thr Phe Thr Asp Tyr Asn
1 5

<210>8

<211> 8

<212> PRT

<213> Mus musculus

<400> 8
Ile Asn Pro Asn Asn Gly Gly Thr
1 5

<210>9

<211> 14

<212> PRT

<213> Mus musculus

<400> 9

Ala Arg Gly Arg Tyr Val Gly Tyr Tyr Tyr Ala Met Asp Tyr
1 5 10

<210> 10



<211> 10
<212> PRT
<213> Mus musculus

<400> 10
Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe
1 5 10

<210> 11

<211>3

<212> PRT

<213> Mus musculus

<400> 11
Arg Ala Ser
1

<210> 12

<211>9

<212> PRT

<213> Mus musculus

<400> 12
Gln Gln Ser Lys Glu Asp Pro Leu Thr
1 5

<210> 13

<211>10

<212> PRT

<213> Mus musculus

<400> 13
Glu Ser Ile Asp Thr Tyr Gly Asn Ser Phe
1 5 10

<210> 14

<211>9

<212> PRT

<213> Mus musculus

<400> 14
Gln GIn Ser Asn Glu Asp Pro Phe Thr
1 5

<210> 15

<211>6

<212> PRT

<213> Mus musculus

<400> 15



Glu Asn Ile Tyr Ser Asn
1 5

<210> 16

<211>3

<212> PRT

<213> Mus musculus

<400> 16
Ala Ala Thr
1

<210> 17

<211>9

<212> PRT

<213> Mus musculus

<400> 17
Gln His Phe Trp Gly Pro Pro Tyr Thr
1 5

<210> 18

<211> 118

<212> PRT

<213> Mus musculus

<400> 18

Glu Val Gln Leu GIn GlIn Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Thr Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ser Leu Gly Glu Ser Leu Asp Trp Ile
35 40 45

Gly Gly Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Asn Gln Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Asp Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr



100 105 110

Ala Leu Thr Val Ser Ser
115

<210> 19

<211>118

<212> PRT

<213> Mus musculus

<400> 19
Glu Val GIn Leu GIn Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Met Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr
20 25 30

Thr Leu Asn Trp Val Lys Gln Ser His Gly Lys Thr Leu Glu Trp Ile
35 40 45

Gly Leu Ile Asn Pro Tyr Asn Gly Gly Thr Thr Tyr Asn Gln Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Leu Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Glu Ile Thr Lys Asp Phe Asp Phe Trp Gly Gln Gly Thr
100 105 110

Thr Leu Thr Val Ser Ser
115

<210> 20

<211> 121

<212> PRT

<213> Mus musculus

<400> 20
Glu Val Leu Leu Gln Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15



Ser Val Lys Ile Pro Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met Asp Trp Val Lys Gln Ser His Gly Met Ser Leu Glu Trp Ile
35 40 45

Gly Asp Ile Asn Pro Asn Asn Gly Gly Thr Ile Phe Asn Gln Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Arg Tyr Val Gly Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly
100 105 110

Gln Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 21

<211> 111

<212> PRT

<213> Mus musculus

<400> 21

Asp Ile Val Leu Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Ser Tyr
20 25 30

Ala Asn Ser Phe Met His Trp Tyr Gln Gln Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Asn Leu Glu Ser Gly Ile Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Asn
65 70 75 80

Pro Val Glu Ala Asp Asp Val Ala Thr Tyr Tyr Cys Gln Gln Ser Lys



85 90 95

Glu Asp Pro Leu Thr Phe Gly Ser Gly Thr Lys Leu Glu Met Lys
100 105 110

<210> 22

<211> 111

<212> PRT

<213> Mus musculus

<400> 22
Gly Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr Ile Ser Cys Arg Val Ser Glu Ser Ile Asp Thr Tyr
20 25 30

Gly Asn Ser Phe Ile His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Asn Leu Glu Ser Gly Ile Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Asn
65 70 75 80

Pro Val Glu Ala Asp Asp Ser Ala Thr Tyr Tyr Cys Gln GIn Ser Asn
85 90 95

Glu Asp Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Met Lys
100 105 110

<210> 23

<211> 107

<212> PRT

<213> Mus musculus

<400> 23
Asp Ile GIln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly
1 5 10 15

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Ser Asn
20 25 30



Leu Ala Trp Tyr Gln GIn Lys Gln Gly Lys Ser Pro GIn Leu Leu Val
35 40 45

Tyr Ala Ala Thr Asn Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr GIn Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
65 70 75 80

Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp Gly Pro Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 24

<211> 24

<212> DNA

<213> Mus musculus

<400> 24
ggatacatat tcactgcata cacc 24

<210> 25

<211>24

<212> DNA

<213> Mus musculus

<400> 25
attaaaccaa acaatggtct tgct 24

<210> 26

<211> 33

<212> DNA

<213> Mus musculus

<400> 26
gcaagatctg agattacgac ggaatttgac tac 33

<210> 27

<211>24

<212> DNA

<213> Mus musculus

<400> 27
ggttattcat tcactgacta cacc 24



<210> 28

<211>24

<212> DNA

<213> Mus musculus

<400> 28
attaatcctt acaatggtgg tact

<210> 29

<211> 33

<212> DNA

<213> Mus musculus

<400> 29
gcaagagagg aaattacgaa ggactttgat ttc

<210> 30

<211>24

<212> DNA

<213> Mus musculus

<400> 30
ggatacacat tcactgacta caac

<210> 31

<211> 24

<212> DNA

<213> Mus musculus

<400> 31
attaatccta acaatggtgg tact

<210> 32

<211>42

<212> DNA

<213> Mus musculus

<400> 32
gcaagaggga ggtatgttgg ttactactat getatggact ac

<210> 33

<211> 30

<212> DNA

<213> Mus musculus

<400> 33
gaaagtgttg atagttatgc caatagtttt

24

33

24

24

42

30



<210> 34

<211>9

<212> DNA

<213> Mus musculus

<400> 34
cgtgcatcc

<210> 35

<211> 27

<212> DNA

<213> Mus musculus

<400> 35
cagcaaagta aggaggatcc tctcacg

<210> 36

<211> 30

<212> DNA

<213> Mus musculus

<400> 36
gaaagtattg atacttatgg caatagtttt

<210> 37

<211> 27

<212> DNA

<213> Mus musculus

<400> 37
cagcaaagta atgaggatcc attcacg

<210> 38

<211> 18

<212> DNA

<213> Mus musculus

<400> 38
gagaatattt acagtaat

<210> 39

<211>9

<212> DNA

<213> Mus musculus

<400> 39
gctgcaaca

<210> 40

18

27

30

27



<211> 27

<212> DNA

<213> Mus musculus

<400> 40

caacattttt ggggtcctce gtacacg 27

<210> 41

<211> 354

<212> DNA

<213> Mus musculus

<400> 41
gaggtccagc tgcaacagtc tggacctgag ctggtgaage ctggggcttc agtgaagata 60

tcctgcaaga cttctggata catattcact geatacacca tgcactgggt gaggcagage 120
cttggagaga gecttgactg gattggaggt attaaaccaa acaatggtct tgctaactac 180
aaccagaagt tcaagggcaa ggccacattg actgtagaca agtcctccag cacagectac 240
atggacctcc gcagectgac atctgaggat tctgeagtct attactgtge aagatctgag 300
attacgacgg aatttgacta ctggggccaa ggcaccgcte tcacagtctc ctca 354
<210> 42

<211> 354

<212> DNA

<213> Mus musculus

<400> 42
gaggtccagce tgcaacagte tggacctgaa ctggtgaage ctggagette aatgaagatt 60

tcctgcaagg cttetggtta ttcattcact gactacaccc tgaactgggt gaagcagage 120
catggaaaga cccttgagtg gattggactt attaatcctt acaatggtgg tactacctac 180
aaccagaagt tcaagggcaa ggccacatta actgtagaca agtcatccag cacagectac 240
atggagctcc tcagtctgac atctgaggac tctgeagtet attactgtge aagagaggaa 300
attacgaagg actttgattt ctggggccaa ggcaccactc tcacagtctc ctca 354
<210> 43

<211> 363

<212> DNA

<213> Mus musculus

<400> 43
gaggtcctge tgcaacagtc tggacctgag ctggtgaage ctggggcttc agtgaagata 60

ccctgeaagg cttctggata cacattcact gactacaaca tggactgggt gaagcagage 120



catggaatga gecttgagtg gattggagat attaatccta acaatggtgg tactatcttc 180
aaccagaagt tcaagggcaa ggccacattg actgtagaca agtcctccag cacagectac 240
atggagctcc gcagectgac atctgaggac actgcagtct attactgtge aagagggagg 300
tatgttggtt actactatgc tatggactac tggggtcaag gaacctcagt caccgtctcc 360

tca 363

<210> 44

<211> 333

<212> DNA

<213> Mus musculus

<400> 44
gacattgtgc tgacccaatc tccagcttct ttggetgtgt ctctagggea gagggecace 60

atatcctgca gagccagtga aagtgttgat agttatgcca atagttttat gcactggtac 120
cagcagaaac caggacagcc acccaaactc ctcatctatce gtgecatccaa cctagaatct 180
gggatccctg ccaggttcag tggeagtggg tctaggacag acttcacect caccattaat 240
cctgtggagg ctgatgatgt tgcaacctat tactgtcage aaagtaagga ggatcctctc 300
acgttcggct cggggacaaa attggaaatg aaa 333

<210> 45

<211> 333

<212> DNA

<213> Mus musculus

<400> 45
ggcattgtgt tgacccaatc tccagettct ttggetgtgt ctctaggaca gagggecace 60

atatcctgca gagtcagtga aagtattgat acttatggea atagttttat acactggtac 120
cagcagaaac caggacagcc acccaaactc ctcatctate gtgeatccaa cctagaatct 180
gggatccctg ccaggttcag tggeagtggg tctaggacag acttcacect caccattaat 240
cctgtggagg ctgatgattc tgcaacctat tactgtcage aaagtaatga ggatccattc 300
acgttcggct cggggacaaa gttggaaatg aaa 333

<210> 46

<211> 321

<212> DNA
<213> Mus musculus



<400> 46
gacatccaga tgactcagtc tccagectec ctatctgtat ctgtgggaga aactgtcace 60

atcacatgtc gagcaagtga gaatatttac agtaatttag catggtatca gcagaaacag 120
ggaaaatctc ctcagctcct ggtctatget gcaacaaact tagtagatgg tgtgecatca 180
aggttcagtg gcagtggatc aggcacacag tattccctca agatcaacag cctgeagtet 240
gaagattttg ggagttatta ctgtcaacat ttttggggtc ctccgtacac gttcggaggg 300

gggaccaagce tggagataaa g 321

<210> 47

<211>24

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

primer for housekeeping gene Ribosomal protein,
large, PO (RPLO)"

<400> 47
gaaactctgc attctcgctt cctg 24

<210> 48

<211>22

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer for housekeeping gene Ribosomal protein,
large, PO (RPLO)"

<400> 48
aggactcgtt tgtacccgtt ga 22

<210> 49

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

primer for housekeeping gene Ribosomal protein,
large, PO (RPLO)"



<400> 49
tgcagattgg ctacccaact gttgca 26

<210> 50

<211> 18

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer for HGF"

<400> 50
aacaatgcct ctggttce 18

<210> 51

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer for HGF"

<400> 51
cttgtagctg cgtcctttac 20

<210> 52

<211>27

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
probe for HGF"

<400> 52
ccttcaatag catgtcaagt ggagtga 27

<210> 53

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer for c-Met"



<400> 53
cattaaagga gacctcacca tagctaat 28

<210> 54

<211>22

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
primer for c-Met"

<400> 54
cctgatcgag aaaccacaac ct 22

<210> 55

<211>25

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
probe for c-Met"

<400> 55
catgaagcga ccctctgatg tccca 25

<210> 56

<211>8

<212> PRT

<213> Mus musculus

<400> 56
Gly Tyr Thr Phe Thr Ser Tyr Trp
1 5

<210> 57

<211>8

<212> PRT

<213> Mus musculus

<400> 57
Ile Asn Pro Thr Thr Gly Ser Thr
1 5

<210> 58
<211>11



<212> PRT
<213> Mus musculus

<400> 58
Ala Ile Gly Gly Tyr Gly Ser Trp Phe Ala Tyr
1 5 10

<210> 59

<211>7

<212> PRT

<213> Mus musculus

<400> 59
Ser Ser Val Ser Ser Thr Tyr
1 5

<210> 60

<211>3

<212> PRT

<213> Mus musculus

<400> 60
Thr Thr Ser
1

<210> 61

<211>9

<212> PRT

<213> Mus musculus

<400> 61
His Gln Trp Ser Ser Tyr Pro Phe Thr
1 5

<210> 62

<211> 118

<212> PRT

<213> Mus musculus

<400> 62
Gln Val Gln Leu Gln GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45



Gly Tyr Ile Asn Pro Thr Thr Gly Ser Thr Asp Tyr Asn Gln Lys Leu
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Ile Gly Gly Tyr Gly Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ala
115

<210> 63

<211> 108

<212> PRT

<213> Mus musculus

<400> 63
Gln Ile Val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Leu Thr Cys Ser Ala Ser Ser Ser Val Ser Ser Thr
20 25 30

Tyr Leu Tyr Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

Ile Tyr Thr Thr Ser Ile Leu Ala Ser Gly Val Pro Ala Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu
65 70 75 80

Thr Glu Asp Ala Ala Ser Tyr Phe Cys His GIn Trp Ser Ser Tyr Pro
85 90 95

Phe Thr Phe Gly Ser Gly Thr Lys Leu Asp Ile Lys
100 105



<210> 64

<211> 24

<212> DNA

<213> Mus musculus

<400> 64
ggctacactt ttacttccta ctgg

<210> 65

<211>24

<212> DNA

<213> Mus musculus

<400> 65
attaacccta ccactggttc tact

<210> 66

<211> 33

<212> DNA

<213> Mus musculus

<400> 66
gcaataggag gatatgggtc ctggtttgct tac

<210> 67

<211>21

<212> DNA

<213> Mus musculus

<400> 67
tcaagtgtaa gttccaccta ¢

<210> 68

<211>9

<212> DNA

<213> Mus musculus

<400> 68
accacatcc

<210> 69

<211> 27

<212> DNA

<213> Mus musculus

<400> 69
catcagtgga gtagttaccc attcacg

<210> 70

24

24

21

27

33



<211> 354
<212> DNA
<213> Mus musculus

<400> 70
caggtccage ttcagcagtc tggggctgaa ctggcaaaac ctggggecte agtgaagatg 60

tcctgcaagg cttetggceta cacttttact tectactgga tgaactgggt gaaacagagg 120
cctggacagg gtctggaatg gattggatac attaacccta ccactggtte tactgactac 180
aatcagaagt taaaggacaa ggccacattg actgcagaca aatcctccaa cacagectac 240
atgcaactga gcagectgac atctgaggac tctgcagtct attactgtge aataggagga 300
tatgggtcct ggtttgctta ctggggecaa gggactctgg teactgtcte tgea 354
<210> 71

<211> 324

<212> DNA

<213> Mus musculus

<400> 71
caaattgttc tcacccagtc tccagcaatc atgtctgeat ctectgggga gaaggtcacc 60

ttgacctgca gtgecagete aagtgtaagt tccacctact tgtactggta ccagcagaag 120
ccaggatcct cccccaaact ctggatttat accacatcca tectggette tggagtcect 180
gctegettca gtggeagtgg gtetgggacc tettactcte tcacaatcag cageatggag 240
actgaagatg ctgcctctta tttctgecat cagtggagta gttacccatt cacgttcgge 300

tcggggacaa agttggacat aaaa 324

<210> 72

<211>38

<212> PRT

<213> Mus musculus

<400> 72
Gly Tyr lle Phe Thr Ala Tyr Thr
1 5

<210> 73

<211>38

<212> PRT

<213> Mus musculus

<400> 73
Ile Lys Pro Asn Asn Gly Leu Ala
1 5



<210> 74

<211> 11

<212> PRT

<213> Mus musculus

<400> 74
Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5 10

<210> 75

<211>10

<212> PRT

<213> Mus musculus

<400> 75
Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe
1 5 10

<210> 76

<211>3

<212> PRT

<213> Mus musculus

<400> 76
Arg Ala Ser
1

<210> 77

<211>9

<212> PRT

<213> Mus musculus

<400> 77
Gln Gln Ser Lys Glu Asp Pro Leu Thr
1 5

<210> 78

<211> 118

<212> PRT

<213> Mus musculus

<400> 78
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30



Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 79

<211>112

<212> PRT

<213> Mus musculus

<400> 79
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Glu Ser Val Asp Ser Tyr
20 25 30

Ala Asn Ser Phe Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75 80

Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln GIn Ser Lys
85 90 95



Glu Asp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
100 105 110

<210> 80

<211> 118

<212> PRT

<213> Mus musculus

<400> 80
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 81

<211> 111

<212> PRT

<213> Mus musculus

<400> 81
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Glu Ser Val Asp Ser Tyr
20 25 30



Ala Asn Ser Phe Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75 80

Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln GIn Ser Lys
85 90 95

Glu Asp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys
100 105 110

<210> 82

<211> 327

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 82
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GlIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95



Arg Val Glu Pro Lys Ser Cys Asp Cys His Cys Pro Pro Cys Pro Ala
100 105 110

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
115 120 125

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val
130 135 140

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
145 150 155 160

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
165 170 175

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
180 185 190

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
195 200 205

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
210 215 220

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
225 230 235 240

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
245 250 255

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
260 265 270

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
275 280 285

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln GIn Gly Asn Val Phe
290 295 300

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
305 310 315 320



Ser Leu Ser Leu Ser Pro Gly
325

<210> 83

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 83
Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
1 5 10 15

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
20 25 30

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln
35 40 45

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser
50 55 60

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
65 70 75 80

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser
85 90 95

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

<210> 84

<211> 327

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"



<400> 84
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Phe
20 25 30

Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly
35 40 45

Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu
50 55 60

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr
65 70 75 80

Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg
85 90 95

Val Glu Pro Lys Ser Cys Asp Cys His Cys Pro Pro Cys Pro Ala Pro
100 105 110

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
115 120 125

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
130 135 140

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp
145 150 155 160

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr
165 170 175

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
180 185 190

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu
195 200 205

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
210 215 220



Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys
225 230 235 240

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
305 310 315 320

Leu Ser Leu Ser Pro Gly Lys
325

<210> 85

<211> 106

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 85
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
1 5 10 15

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
20 25 30

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
35 40 45

Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
50 55 60



Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
65 70 75 80

His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
85 90 95

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

<210> 86

<211> 445

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 86
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125



Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Cys His
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe
225 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val
260 265 270

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val
290 295 300

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro



340 345 350

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

<210> 87

<211> 218

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 87
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Glu Ser Val Asp Ser Tyr
20 25 30

Ala Asn Ser Phe Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser



65 70 75 80

Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln GIn Ser Lys
85 90 95

Glu Asp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
100 105 110

Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
115 120 125

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
145 150 155 160

Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
195 200 205

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 88

<211> 446

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 88
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr



20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Cys His
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe
225 230 235 240



Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val
260 265 270

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val
290 295 300

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
340 345 350

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 89
<211> 218
<212> PRT



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 89
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Glu Ser Val Asp Ser Tyr
20 25 30

Ala Asn Ser Phe Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75 80

Ser Leu GIn Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln GIn Ser Lys
85 90 95

Glu Asp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
100 105 110

Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin
115 120 125

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu GIn Ser
145 150 155 160

Gly Asn Ser GIn Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190



His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
195 200 205

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210>90

<211> 1395

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 90
atgggatggt cttggatctt tctgetgttt ctgtctggta ctgetggtgt getgagecag 60

gtccagcetgg tgcaatcegg cgeagaggtg aagaagecag gegettecgt gaaggtgage 120
tgtaaggcct ctggetacat cttcacagea tacaccatge actgggtgag gcaagetect 180
gggeagggac tggagtggat gggatggatt aaacccaaca atgggetgge caactacgece 240
cagaaattcc agggtagggt cactatgaca agggatacca gcatcagcac cgcatatatg 300
gagctgagca ggctgaggtc tgacgacact getgtctatt attgcgecag gagegaaatt 360
acaacagaat tcgattactg ggggcagggce accctggtga ccgtgtecte tgecagcace 420
aagggcccaa gegtgttcee cctggeccee ageageaaga geaccagegg cggcacagee 480
geectgggct gectggtgaa ggactacttc cccgagececg tgacegtgte ctggaacage 540
ggagccctea cttctggagt tcataccttc ccageagtat tgcagageag tggectgtat 600
tcactgtctt ccgtegtaac agttccatee tccagectcg ggacacagac ttacatttgt 660
aacgtgaatc acaagcctag caacaccaag gtcgacaaga gagttgaacc aaagagttgt 720
gattgccact gtcctcectg cccagetect gagetgettg geggteccag tgtettettg 780
tttcccecta aacccaaaga caccctgatg atctcaagga ctcecgaggt gacatgegtg 840
gtggtggatg tgtctcatga ggacccagag gtgaagttca actggtacgt ggacggegtg 900
gaggtgcaca acgccaagac caagcccaga gaggageagt acaacageac ctacagggtg 960
gtgtcegtge tgaccgtget gcaccaggac tggetgaacg gcaaggagta caagtgtaag 1020

gtgtccaaca aggecctgec agecccaate gaaaagacca tcagcaagge caagggecag 1080



ccaagagagc cccaggtgta caccctgeca cccageaggg aggagatgac caagaaccag 1140
gtgtcectga cetgtetggt gaagggcettc tacccaageg acatcgecegt ggagtgggag 1200
agcaacggcec ageccgagaa caactacaag accacccccc cagtgetgga cagegacgge 1260
agcttcttcc tgtacagcaa getgaccgtg gacaagagea gatggcagea gggcaacgtg 1320
ttcagctget ccgtgatgea cgaggecectg cacaaccact acacccagaa gagectgage 1380
ctgtccccag getga 1395

<210> 91

<211> 717

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 91
atggaaactg atacactgct getgtgggte ctgetgetgt gggtecctgg aagcacaggg 60

gacattgtga tgacccagtc tcccgatage ctggeegtgt cectgggega gagggetace 120
atcaactgta aaagctccga atctgtggac tcttacgcaa acagcetttct gcactggtat 180
cagcaaaagc caggccaace tccaaagetg ctgatttaca gggettctac cagggagage 240
ggcgtgeecg ataggttcag cggatctgge ageggeaccg actttacact gaccatctce 300
agcctgcagg ccgaagatgt ggeagtctat tactgccage agtccaagga ggacecectg 360
actttcgggg gtggtactaa agtggagatc aagegtacgg tggecgetee cagegtgtte 420
atcttccece caagegacga geagetgaag ageggeacceg ccagegtggt gtgtetgetg 480
aacaacttct accccaggga ggccaaggtg cagtggaagg tggacaacgce cctgecagage 540
ggcaacagcc aggagagegt caccgageag gacagcaagg actccaccta cagectgage 600
agcaccctga ccctgagcaa ggecgactac gagaageaca aggtgtacge ctgtgaggtg 660
acccaccagg gectgtecag ccccgtgace aagagcettca acaggggega gtgetga 717
<210> 92

<211> 449

<212> PRT
<213> Artificial Sequence



<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 92
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Leu His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Met Ile Asp Pro Ser Asn Ser Asp Thr Arg Phe Asn Pro Asn Phe
50 55 60

Lys Asp Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Tyr Arg Ser Tyr Val Thr Pro Leu Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn Val Asn His Lys Pro



195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser
355 360 365

Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys
405 410 415



Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

<210> 93

<211> 220

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 93
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ser Ser Gln Ser Leu Leu Tyr Thr
20 25 30

Ser Ser Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys
35 40 45

Ala Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln GIn
85 90 95

Tyr Tyr Ala Tyr Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile
100 105 110

Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
115 120 125



Glu GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
130 135 140

Phe Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu
145 150 155 160

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp
165 170 175

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
180 185 190

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser
195 200 205

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215 220

<210> 94

<211> 227

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 94
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80



Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser
130 135 140

Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
180 185 190

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys
225

<210> 95

<211> 441

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 95
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met His Trp Val Arg GIn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Val Asn Pro Asn Arg Arg Gly Thr Thr Tyr Asn GIn Lys Phe
50 55 60

Glu Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Asn Trp Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr
100 105 110

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
115 120 125

Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
145 150 155 160

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
180 185 190

Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys
195 200 205

Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys
210 215 220

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
225 230 235 240



Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
245 250 255

Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp
260 265 270

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
275 280 285

Glu GlIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
290 295 300

His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
305 310 315 320

Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
325 330 335

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu
340 345 350

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
355 360 365

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
370 375 380

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
385 390 395 400

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn
405 410 415

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
420 425 430

Gln Lys Ser Leu Ser Leu Ser Leu Gly
435 440

<210> 96
<211> 215



<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 96
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Ser Val Ser Ser Ser Val Ser Ser Ile
20 25 30

Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu
35 40 45

Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Val Tyr Ser Gly Tyr Pro
85 90 95

Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190



Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys
195 200 205

Ser Phe Asn Arg Gly Glu Cys
210 215

<210>97

<211>15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 97
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 98

<211>4

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 98
Gly Phe Leu Gly
1

<210> 99

<211>4

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 99
Ala Leu Ala Leu
1



<210> 100

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
6xHis tag"

<400> 100
His His His His His His
1 5

<210> 101

<211>115

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 101
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Val Asn Pro Asn Arg Arg Gly Thr Thr Tyr Asn GIn Lys Phe
50 55 60

Glu Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Asn Trp Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr
100 105 110

Val Ser Ser



115

<210> 102

<211> 109

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 102
Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Ser Val Ser Ser Ser Val Ser Ser Ile
20 25 30

Tyr Leu His Trp Tyr Gln GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu
35 40 45

Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Val Tyr Ser Gly Tyr Pro
85 90 95

Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
100 105

<210> 103

<211>119

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 103
Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Leu His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Met Ile Asp Pro Ser Asn Ser Asp Thr Arg Phe Asn Pro Asn Phe
50 55 60

Lys Asp Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Tyr Arg Ser Tyr Val Thr Pro Leu Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

<210> 104

<211>114

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 104
Asp lle GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ser Ser Gln Ser Leu Leu Tyr Thr
20 25 30

Ser Ser Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys
35 40 45

Ala Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60



Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln
85 90 95

Tyr Tyr Ala Tyr Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile
100 105 110

Lys Arg

<210> 105

<211>118

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 105
Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Thr Asp Tyr
20 25 30

Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Phe Ile Arg Asn Lys Ala Asn Gly Tyr Thr Thr Glu Tyr Ser Ala
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
85 90 95

Tyr Cys Ala Arg Asp Asn Trp Phe Ala Tyr Val Val Gly Gln Gly Thr
100 105 110



Leu Val Thr Val Ser Ser
115

<210> 106

<211>114

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 106
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ser Ser Gln Ser Leu Leu Ala Ser
20 25 30

Gly Asn GIn Asn Asn Tyr Leu Ala Trp His Gln GIn Lys Pro Gly Lys
35 40 45

Ala Pro Lys Met Leu Ile Ile Trp Ala Ser Thr Arg Val Ser Gly Val
50 55 60

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln
85 90 95

Ser Tyr Ser Ala Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile
100 105 110

Lys Arg

<210> 107

<211> 127

<212> PRT

<213> Artificial Sequence

<220>



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 107
Gln Val GIn Leu Val Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Ser Ile Thr Thr Asn
20 25 30

Tyr Tyr Tyr Trp Ser Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu
35 40 45

Trp Met Gly Val Ile Ala Tyr Asp Gly Ser Thr Asp Tyr Ser Pro Ser
50 55 60

Leu Lys Ser Arg Thr Ser Ile Ser Arg Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Gln Leu Ser Ser Val Thr Pro Glu Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Asp Val Arg Val Ile Ala Thr Gly Trp Ala Thr Ala Asn
100 105 110

Ala Leu Asp Ala Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 108

<211>111

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 108
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ser Pro Gly Lys
1 5 10 15

Thr Val Thr Ile Ser Cys Ala Gly Thr Ser Ser Asp Val Gly Tyr Gly
20 25 30



Asn Tyr Val Ser Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu
35 40 45

Leu Ile Phe Ala Val Ser Tyr Arg Ala Ser Gly Ile Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Phe Leu Thr Ile Ser Gly Leu
65 70 75 80

Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Tyr Arg Ser Ser
85 90 95

Asn Asn Ala Ala Val Phe Gly Gly Gly Thr His Leu Thr Val Leu
100 105 110

<210> 109

<211> 117

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 109
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Thr Asp Tyr
20 25 30

Tyr Ile Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Phe Ile Arg Asn Lys Ala Asn Gly Tyr Thr Thr Glu Tyr Ser Ala
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser
65 70 75 80

Leu Tyr Leu GIn Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 90 95



Tyr Cys Ala Arg Asp Asn Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 110

<211> 115

<212> PRT

<213> Mus musculus

<400> 110
Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly
1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Ala Trp
20 25 30

Ser Asn Gln Asn Asn Tyr Leu Ala Trp Tyr Leu Gln Lys Pro Gly Gln
35 40 45

Ser Pro Gln Met Leu Ile Ile Trp Ala Ile Thr Arg Val Gly Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys
65 70 75 80

Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Gln GIn
85 90 95

Ser Tyr Ser Arg Pro Tyr Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg Thr
115

<210> 111

<211>9

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic



peptide"

<400> 111
Gln Gln Ser Tyr Ser Arg Pro Tyr Thr
1 5

<210> 112

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 112
Gly Tyr Ile Phe Thr Ala Tyr Thr Met His
1 5 10

<210> 113

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 113
Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 114

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 114
Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5



<210> 115

<211>15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 115
Lys Ser Ser Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe Leu His
1 5 10 15

<210> 116

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 116
Arg Ala Ser Thr Arg Glu Ser
1 5

<210> 117

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 117
Gln Gln Ser Lys Glu Asp Pro Leu Thr
1 5

<210> 118

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"



<400> 118
Gly Tyr Ile Phe Thr Ala Tyr Thr Met His
1 5 10

<210> 119

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 119
Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 120

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 120
Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5

<210> 121

<211>15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 121
Lys Ser Ser Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe Leu His
1 5 10 15



<210> 122

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 122
Arg Ala Ser Thr Arg Glu Ser
1 5

<210> 123

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 123
Gln Gln Ser Lys Glu Asp Pro Leu Thr
1 5

<210> 124

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 124
ggctacatct tcacagcata caccatgcac 30

<210> 125

<211> 51

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 125



tggattaaac ccaacaatgg gctggecaac tacgcccaga aattccaggg t 51

<210> 126

<211>27

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 126
agcgaaatta caacagaatt cgattac 27

<210> 127

<211>45

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 127
aaaagctccg aatctgtgga ctcttacgca aacagctttc tgeac 45

<210> 128

<211>21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 128
agggcttcta ccagggagag C 21

<210> 129

<211>27

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
oligonucleotide"



<400> 129
cagcagtcca aggaggaccc cctgact 27

<210> 130

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 130
Gly Tyr Thr Phe Thr Asp Tyr Tyr Met His
1 5 10

<210> 131

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 131
Arg Val Asn Pro Asn Arg Arg Gly Thr Thr Tyr Asn Gln Lys Phe Glu
1 5 10 15

Gly

<210> 132

<211>6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 132
Ala Asn Trp Leu Asp Tyr
1 5

<210> 133
<211>12



<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 133
Ser Val Ser Ser Ser Val Ser Ser Ile Tyr Leu His
1 5 10

<210> 134

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 134
Ser Thr Ser Asn Leu Ala Ser
1 5

<210> 135

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 135
Gln Val Tyr Ser Gly Tyr Pro Leu Thr
1 5

<210> 136

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 136
Gly Tyr Thr Phe Thr Ser Tyr Trp Leu His



<210> 137

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 137
Met Ile Asp Pro Ser Asn Ser Asp Thr Arg Phe Asn Pro Asn Phe Lys
1 5 10 15

Asp

<210> 138

<211>12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 138
Ala Thr Tyr Arg Ser Tyr Val Thr Pro Leu Asp Tyr
1 5 10

<210> 139

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 139
Lys Ser Ser GIn Ser Leu Leu Tyr Thr Ser Ser Gln Lys Asn Tyr Leu
1 5 10 15

Ala



<210> 140

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 140
Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 141

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 141
Gln GIn Tyr Tyr Ala Tyr Pro Trp Thr
1 5

<210> 142

<211>5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 142
Asp Tyr Tyr Met Ser
1 5

<210> 143

<211> 14

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"



<400> 143
Phe Ile Arg Asn Lys Ala Asn Gly Tyr Thr Thr Glu Tyr Ser
1 5 10

<210> 144

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 144
Arg Asp Asn Trp Phe Ala Tyr
1 5

<210> 145

<211>11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 145
Lys Ser Ser GIn Ser Leu Leu Ala Ser Gly Asn
1 5 10

<210> 146

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 146
Trp Ala Ser Thr Arg Val Ser
1 5

<210> 147

<211>9

<212> PRT

<213> Artificial Sequence



<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 147
Gln Gln Ser Tyr Ser Ala Pro Leu Thr
1 5

<210> 148

<211>7

<212> PRT

<213> Homo sapiens

<400> 148
Thr Asn Tyr Tyr Tyr Trp Ser
1 5

<210> 149

<211>16

<212> PRT

<213> Homo sapiens

<400> 149
Val Ile Ala Tyr Asp Gly Ser Thr Asp Tyr Ser Pro Ser Leu Lys Ser
1 5 10 15

<210> 150

<211>17

<212> PRT

<213> Homo sapiens

<400> 150
Asp Val Arg Val Ile Ala Thr Gly Trp Ala Thr Ala Asn Ala Leu Asp
1 5 10 15

Ala

<210> 151

<211> 14

<212> PRT

<213> Homo sapiens

<400> 151
Ala Gly Thr Ser Ser Asp Val Gly Tyr Gly Asn Tyr Val Ser
1 5 10



<210> 152

<211>7

<212> PRT

<213> Homo sapiens

<400> 152
Ala Val Ser Tyr Arg Ala Ser
1 5

<210> 153

<211>11

<212> PRT

<213> Homo sapiens

<400> 153
Ala Ser Tyr Arg Ser Ser Asn Asn Ala Ala Val
1 5 10

<210> 154

<211>5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 154
Asp Tyr Tyr Ile Ser
1 5

<210> 155

<211>19

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 155

Phe Ile Arg Asn Lys Ala Asn Gly Tyr Thr Thr Glu Tyr Ser Ala Ser
1 5 10 15

Val Lys Gly

<210> 156



<211>6
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 156
Asp Asn Trp Phe Ala Tyr
1 5

<210> 157

<211>17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 157
Lys Ser Ser Gln Ser Leu Leu Ala Trp Ser Asn Gln Asn Asn Tyr Leu
1 5 10 15

Ala

<210> 158

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 158
Trp Ala Ile Thr Arg Val Gly
1 5

<210> 159

<211>11

<212> PRT

<213> Mus musculus

<400> 159
Lys Ser Leu Leu His Ser Asn Gly Ile Thr Tyr



<210> 160

<211>3

<212> PRT

<213> Mus musculus

<400> 160
GIn Met Ser
1

<210> 161

<211>9

<212> PRT

<213> Mus musculus

<400> 161
Ala GIn Asn Leu Glu Leu Pro Tyr Thr
1 5

<210> 162

<211>8

<212> PRT

<213> Mus musculus

<400> 162
Gly Phe Thr Phe Ser Ser Tyr Ala
1 5

<210> 163

<211>7

<212> PRT

<213> Mus musculus

<400> 163
Ile Met Gly Gly Gly Thr Thr
1 5

<210> 164

<211>15

<212> PRT

<213> Mus musculus

<400> 164
Ala Arg Gly Arg Asp Tyr Gly Ile Arg Ser Tyr Ala Met Asp Tyr
1 5 10 15

<210> 165
<211>15



<212> PRT
<213> Mus musculus

<400> 165
Ser Ser Lys Ser Leu Leu His Ser Asn Gly Ile Thr Tyr Leu Tyr
1 5 10 15

<210> 166

<211>7

<212> PRT

<213> Mus musculus

<400> 166
GIn Met Ser Asn Leu Ala Ser
1 5

<210> 167

<211>4

<212> PRT

<213> Mus musculus

<400> 167
Ser Tyr Ala Met
1

<210> 168

<211> 16

<212> PRT

<213> Mus musculus

<400> 168
Ser Ile Met Gly Gly Gly Thr Thr Tyr Tyr Pro Asp Ser Val Lys Gly
1 5 10 15

<210> 169

<211>13

<212> PRT

<213> Mus musculus

<400> 169
Gly Arg Asp Tyr Gly Ile Arg Ser Tyr Ala Met Asp Tyr
1 5 10

<210> 170

<211>12

<212> PRT

<213> Artificial Sequence

<220>
<221> source



<223> /note="Description of Artificial Sequence: Synthetic
hinge peptide derived from IgG1"

<400> 170
Pro Lys Ser Cys Asp Cys His Cys Pro Pro Cys Pro
1 5 10

<210> 171

<211> 445

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 171
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140



Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Cys His
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Cys Val Phe
225 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val
260 265 270

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val
290 295 300

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
340 345 350

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365



Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

<210> 172

<211> 218

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 172
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Glu Ser Val Asp Ser Tyr
20 25 30

Ala Asn Ser Phe Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75 80

Ser Leu GIn Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln GIn Ser Lys
85 90 95



Glu Asp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
100 105 110

Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
115 120 125

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
145 150 155 160

Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
195 200 205

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 173

<211>10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 173
Gly Tyr Ile Phe Thr Ala Tyr Thr Met His
1 5 10

<210> 174

<211>17

<212> PRT

<213> Artificial Sequence

<220>
<221> source



<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 174
Trp Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr Ala Gln Lys Phe GIn
1 5 10 15

Gly

<210> 175

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 175
Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5

<210> 176

<211>15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 176
Lys Ser Ser Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe Leu His
1 5 10 15

<210> 177

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 177
Arg Ala Ser Thr Arg Glu Ser
1 5



<210> 178

<211>9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 178
Gln Gln Ser Lys Glu Asp Pro Leu Thr
1 5



