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3
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Trp
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Ile

115

Leu

Ser

Trp
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Trp
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Trp
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Asn val
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Trp
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Trp
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Met

Gly

Glu

Arg

Asp
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Leu Leu
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Trp
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Gly

Leu
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585

Gln
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Ile
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Lys
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Page

Gln

Asn

His

Trp
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His

Ser

Ala

525

Ala
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Leu
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Leu

val
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Trp
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val
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Trp
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Tyr
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His
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Lys
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val

Tyr
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Thr
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Asn
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930
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Leu
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Tyr
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Pro

His
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Leu
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Thr

Pro
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Leu
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790
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Trp

Glu

GIn
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Ile

Leu
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Arg

Leu

775

Leuy
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Gly
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Thr

855
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Leu
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Tyr

935

Cys

Arg

Leu

Gly
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val

Pro

Arg

Gin
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Ser

Gin

920
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val
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Gln

Ile

745

Glu

Arg

Thr

Glu

Ala

825

Ala

Thr

Ala

Leu

Ala

905

Pro

Arg

Asp

Ala
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Asp

Ile

Gln

Leu

Asp

810
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Ile

Thr

Asp

Arg

Ala

Met

Ley

Met

715
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Leu

Glu

795

Arg

Gin
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Cys

Leu

875

Arg

Cys

Asp

Glu

Cys

955
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Pro
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His

Pro

Trp
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Ile

Gln

Leu

765

Thr

Leu

Arg

Phe

Asn

845
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Asn

Gin

Ala

Leu

925

Glu

Asn

Lys

Asp

750

Lys

Leu

Asn

GlIn

Leu

830

LyS
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val

Lys

Leu

910
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Trp
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Thr
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815
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Pro

Arg
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Ser
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Asn

Lys

Arg

Arg

Gln

Ser

Glu

Met

53433-900_ST25. tXt
val Tyr Asp Thr Gly Arg Thr Gly Arg Ile Arg val Leu Ser Phe
965 970 975

Thr Gly Ile Ile Ser Leu Cys Lys Ala His Leu Glu Asp Lys Tyr
980 985 990

Tyr teu Phe Lys Gln val Ala Ser Ser Thr Gly Phe Cys Asp Gin
995 1000 1005

Arg Leu Gly Leu Leu Leu His Asp Ser Ile GIn Ile Pro Arg
1010 1015 1020

teu Gly Glu val Ala ser Phe Gly Gly Ser Asn Ile Glu Pro
1025 1030 1035

val Arg Ser Cys Phe GIn Phe Ala Asn Asn Lys Pro Glu Ile
1040 1045 1050

Ala Ala Leu Phe Leu Asp Trp Met Arg Leu Glu Pro GlIn Ser
1055 1060 1065

val Trp Leu Pro val Leu His Arg val Ala Ala Ala Glu Thr
1070 1075 1080

Ala Lys His GlIn Ala Lys Cys Asn Ile Cys Lys Glu Cys Pro Ile
1085 1090 1095

Ile Gly Phe Arg Tyr Arg Ser Leu Lys His Phe Asn Tyr Asp Ile
1100 1105 1110

Cys Gln Ser Cys Phe Phe Ser &Gly Arg val Ala Lys Gly His Lys
1115 1120 1125

Met His Tyr Pro Met val Glu Tyr Cys Thr Pro Thr Thr Ser Gly
1130 1135 1140

Glu Asp Vval Arg Asp Phe Ala Lys val Leu Lys Asn Lys Phe Arg
1145 1150 1155

Thr Lys Arg Tyr Phe Ala Lys His Pro Arg Met Gly Tyr Leu Pro
1160 1165 1170

val GIn Thr val teu Glu Gly Asp Asn Met Glu Thr Asp Thr Met
1175 1180 1185

<210> 4

<211> 1270

<212> PRT
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<213>
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<223>

<400>

Artificial sequence

HDYys5

4

Met Leu Trp

1

Gin Lys

Gly Lys

Arg Leu

50

Glu Lys

65

Leu Arg

Thr Asp

Asn Ile

Ala Gly

Arg Gln

Thr Ser

Arg Pro

Thr GIn

Ile Glu
210

Lys

GIn

35

Leu

Gly

val

Ile

Ile

115

Leu

Ser

Trp

Asp

Trp

Thr

20

His

Asp

Ser

Leu

val

100

Leu

GIn

Thr

Ser

Leu

180

Leu

Leu

Glu

Phe

Leu

Thr

G1n

85

Asp

His

Arg

Asp

Phe

Leu

Glu

Thr

Glu

Leu

Arg

70

Asn

Gly

Trp

Thr

Asn

150

Gly

Asp

His

Asp

val

Lys

Asn

Glu

55

val

Asn

Asn

Glin

Asn

135

Tyr

Leu

Trp

Ala

Pro
215

Glu

Trp

Leu

40

Gly

His

Asn

His

val

120

Ser

Pro

Ala

Asn

Phe

200

Glu

53433-900_s5725.

Asp

val

25

Phe

Leu

Ala

val

Lys

165

Lys

Glu

Gin

Leu

Ser

185

Asn

Asp

Cys Tyr
10

Asn Ala

Ser Asp

Thr Gly

Leu Asn

75

Asp Leu
90

Leu Thr
Asn val
Lys Ile
val Asn

155

Asn Ala

170

val val

Ile Ala

val Asp
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Glu

Gln

Leu

Gin

60

Asn

val

Leu

Met

Leu

140

val

Leu

Cys

Arg

Thr

220

7

Xt

Arg

Phe

GlIn

45

Lys

val

Asn

Gly

Gln

Tyr
205

Thr

Glu

Ser

30

Asp

Leu

Asn

Ile

Leu

110

Asn

Ser

Asn

His

Gin

190

GlIn

Tyr

Asp

15

Lys

Gly

Pro

LyS

Gly

95

Ile

Ile

Trp

Phe

Ser

175

Ser

Leu

Pro

val

Phe

Arg

Lys

Ala

80

Ser

Trp

Met

val

Thr

160

His

Ala

Gly

Asp



Lys

225

GlIn

Pro

His

Thr

Ala

305

His

Ser

Ser

Ser

Tyr

385

Gln

Glu

Cys

val

Leu
465

Lys

Gln

Pro

Tyr

Ser

290

Tyr

Leu

Glu

Trp

Asn

370

Met

Leu

Thr

Leu

Pro

450

Glu

Ser

val

Lys

Ser

275

Ser

val

Glu

vat

Leu

355

Asp

Met

Gly

Glu

vat

Ile

Ser

val

260

GlIn

Pro

Thr

Ala

Asn

340

Leu

vat

Asp

Ser

val

420

vat

Thr

Glu

Leu

Ile

245

Thr

Gln

Lys

Thr

Pro

325

Leu

Ser

Glu

Leu

Lys

405

Gln

Ala

Tyr

Gln

Met

230

Glu

Lys

Ile

Pro

Ser

310

Glu

Asp

Ala

vat

Thr

390

Leu

Glu

Ser

Leu

Leu
470

Tyr

Ala

Thr

Arg

295

Asp

Asp

Arg

val
375

Ala

Glin

Met

Thr

455

Leu

Ite

Glu

val

280

Phe

Pro

Lys

Tyr

Asp

360

Lys

His

Gly

Met

Gtlu

440

Glu

Asn

53433-900_5725.

Thr ser Leu Phe

Gln

His

265

Ser

Lys

Thr

Ser

Gin

345

Thr

Asp

Gln

Thr

Asn

425

Lys

Ile

Ala

Gtlu

250

Phe

Leu

Ser

Arg

Phe

330

Thr

Leu

Gin

Gly

Gly

410

Leu

Gin

Thr

Pro

235

val

Gln

Ala

TY"r

Ser

315

Gly

Ala

GIn

Phe

Arg

395

Lys

Leu

Ser

His

Gtlu

Leu

Gln

Ala

300

Pro

ser

Leu

Ala

His

380

val

Leu

Asn

Asn

val

460

Leu

Xt
GIn

Met

His

Gly

TY"r

Phe

Ser

Gtlu

GIn

365

Thr

Gly

Ser

ser

Leu

445

Ser

Cys

val

Leu

His

270

Tyr

Thr

Pro

Leu

Glu

350

Gly

His

Asn

Glu

Arg

430

His

GIn

Ala

Leu

Pro

255

Gln

Gtlu

GIn

Ser

Met

335

val

Glu

Glu

Ile

Trp

Ser

Ala

Lys

Pro
240
Arg

Met

Arg

Gin
320

Glu

Leu

Gly

Leu

400

Glu

Tyr

Leu

Asp
480



Phe

Ser

Thr

Glu

Tyr

545

Arg

Glu

Lys

Gln

Gln

625

Leu

Lys

Leu

Arg

Leu

Ala

Ala

530

Lys

Phe

Tyr

Thr

610

Ser

Asn

Arg

Gln
690

vat

Met

Asp

Gln

Ala

515

Leu

Asp

His

Phe

Lys

vat

Ser

Leu

Leu

Glu

675

Ala

His

Ser

Leu

Gln

500

Leu

Ser

Arg

Tyr

Leu

580

Trp

val

Lys

Arg

Glu

660

Leu

Pro

Arg

Thr

Phe
485

Ser

Asp

565

Arg

Tyr

Arg

Thr

Leu

Ala

Leu
725

Lys

Ser

Ser

Leu

Lys

Leu

Thr

Asp

Gln

Gln

val

Gly

Phe

710

Glu

Glin

Gly

Ala

Asp

Arg

Lys

Thr

Lys

Leu

615

Ala

Glu

Ser

Trp

Gly

Lys

Thr

Glu

Arg

Thr

520

Phe

Phe

Ile

Gin

Glu

600

Asn

Ser

val

Asp

Leu

680

Asp

Arg

val

53433-900_5725

Glu ser
490

Ile Asp

505

Pro val

Gin Trp

Asp Arg

Phe Asn
570

Ite Pro

585

Leu Gin

Ala Thr

Ile Leu

Cys Lys

Gin Trp

665

Gin Leu

Phe Pro

Glu Leu

Arg Ile
730

Leu Lys

Ile Ile

Glu Arg

Glu Lys
540

Ser val
555

Gin Trp

Glu Asn

Asp Gly

Gly Glu

620

GIn Glu
635

Gln Leu

Lys Arg

Lys Asp

Ala val

700

Lys Thr

Phe Leu
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Asn

His

val

525

val

Gtlu

Leu

Trp

Ile

605

Gtlu

Lys

Ser

Leu

Asp

GIn

Lys

Thr

Ile

Ser

510

Lys

Asn

Lys

Thr

Gtlu

590

Gly

Ile

Leu

Asp

His

670

Glu

Lys

Gtlu

Glu

Lys

Leu

Lys

Trp

Glu

575

His

Gln

Ite

Gly

Arg

Leu

Leu

GIn

Pro

Gln
735

Asp

Lys

Met

Ala

Arg

Ser

640

Lys

ser

Ser

Asn

val

720

Pro



Leu

Glu

Glu

Glin

785

Ala

Gly

His

Glu

Leu

Ser

val

Pro

945

Arg

Ala

Glu

Glu

val

770

Arg

Thr

Ser

Leu

Asn

850

Ile

Arg

His

Thr

Pro

930

Lys

Phe

Leu

Gly

Arg

Asn

Lys

Asp

Trp

Glu

835

val

Gln

Trp

Glu

Ser

915

Tyr

Met

Ser

Cys

Leu

740

Ala

Thr
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1025 1030 1035

Asn Trp Leu Leu Asn val Tyr Asp Thr Gly Arg Thr Gly Arg Ile
1040 1045 1050
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Ite Cys Lys Giu Cys Pro Ile Ile Gly Phe Arg Tyr Arg Ser Leu
1175 1180 1185
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Trp
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Trp
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Glu
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Gln
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Trp
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Trp
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Trp

5490

Asp

ser

Thr

Ala

Leu

620

val

Asp
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Trp
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Ile

675

val

Met

vat

Leu

Lys

755

Ile

Arg

Lys

val

Trp
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Trp
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Ala

Lys
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Gln
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Asn
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Thr

Glu

Gly
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885

Leu

Thr

Ser

Glu
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Ala
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Trp
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Thr
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Arg
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Trp
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Leu

Arg

Leu

val

Ala

val

Lys

Gly

GIn

Asp

Lys
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Trp
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Lys Ile Leu
140

val Asn val
155

Asn Ala Leu
170

val val Cys
Page 18

Arg

Phe

GlIn

45

Lys

val
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Asn

Ile

Leu

110

Asn

Ser

Asn

His

Gin

Asp

15

Lys

Gly

Pro

LyS

Gly

95

Ile

Ile

Trp

Phe

Ser

175

Ser

val

Phe

Arg

Lys

Ala

80

Ser

Trp

Met

val

Thr

160

His

Ala



Thr

Ile

Pro

His
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Trp
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Leu

GlIn

Ala

300

Pro

Ser

Leu

Ala

His

380

val

Leu

Asn
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Glin
455

Glu

Ile

Ite

Glu

val

280

Phe

Pro

Lys

Tyr

Asp

360

Lys

His

Gly

Met

Gtlu

440

Lys

53433-900_s5725.

Asp val Asp Thr

Thr

Gln

His

265

Ser

Lys

Thr

Ser

Gin

345

Thr

Asp

Gln

Thr

Asn

425

Lys

Leu

Ser Leu
235

Gtu val
250

Phe Glin
Leu Ala
Ser Tyr
Arg ser

315

phe Gly

330

Thr Ala

Leu Gin

Gin Phe

Gly Arg

Gly Lys

410

Leu Leu

Gin Ser

tys Glu

220

Phe

Gtlu

Leu

Gln

Ala

300

Pro

ser

Leu

Ala

His

380

val

Leu

Asn

Asn

Leu
460
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Xt

Thr

GIn

Met

His

Gly

Tyr

Phe

Ser

Gtlu

GIn

365

Thr

Gly

Ser

ser

Leu

445

Asn

Tyr

val

Leu

His

270

Tyr

Thr

Pro

Leu

Glu

350

Gly

His

Asn

Glu

Asp

Pro

Leu

Pro

255

Gln

Gtlu

GIn

Ser

Met

335

val

Glu

Glu

Ile

Asp

Trp

Arg

Trp

Asp

Pro

240

Arg

Met

Arg

Gin
320

Leu

Gly

Leu
400

val

Leu



Thr

465

Pro

GIn

Met

Leu

Trp

Glu

Gln

Asp

GIn

625

Glu

Lys

Thr

Pro

Ser

Lys

Asp

val

Glu

530

Trp

Lys

Asn

Leu

610

Asp

Ala

Leu

Thr

val

690

Leu

Thr

Leu

Asp

val

515

Glu

Thr

Arg

Glu

Glu

595

Glu

Leu

Trp

Glu

Ile

675

val

Met

Glu

Glu

Leu

500

val

GIn

Glu

Leu

Asp

580

Met

Lys

Leu

Leu

Lys

660

Gly

Thr

Leu

Glu

Asp

Glu

val

Leu

Asp

Thr

565

Ala

Leu

Lys

Ser

Ala

Lys

Arg

Leu

Gln

Asp

Lys

val

Ser

Lys

Thr

630

Asn

Thr

Ser

Glu

val

Thr

Lys

Glu

Glu

val

535

Trp

Glu

Asn

Ser

Glin

615

Leu

Phe

Ala

Pro

Thr

695

Pro

Arg

Arg

Gln

Ser

520

Leu

val

Gln

Lys

Leu

600

Ser

LyS

Ala

GlIn

Thr

680

Ala

Ala

53433-900_s5725.

Lys Met Glu Glu

Gin

val

505

Ser

Gly

Leu

Cys

Ile

585

Gln

Met

Asn

Arg

Ile

665

Gin

Ile

Leu

val

490

Arg

Gly

Asp

Leu

Leu

570

His

Lys

Gly

LyS

Cys

650

Ser

Thr

Ser

475

Gin

val

Asp

Arg

Gin

555

Phe

Thr

Leu

Lys

Ser

635

Trp

Gln

val

Lys

Gln

Asn

His

Trp

540

Asp

Ser

Thr

Ala

Leu

620

val

Asp

Ala

Thr

Leu
700

Ala Asp phe
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Xt

Glu

His

Ser

Ala

525

Ala

Ile

Ala

Gly

val

605

Tyr

Thr

Asn

Ala

Leu

685

Glu

Asn

Pro

Lys

Leu

510

Thr

Asn

Leu

Trp

Phe

590

Leu

Ser

Gln

Leu

Pro

670

val

Met

Arg

Leu

val

495

Thr

Ala

Ile

Leu

Leu

575

Lys

LyS

Leu

Lys

val

655

Gly

Thr

Pro

Ala

Gly

480

Leu

His

Ala

Cys

Lys

560

Ser

Asp

Ala

Lys

Thr

640

Leu

Ser

Trp



705

Thr

Trp

Glu

val

Glin

785

Trp

Glu

Ser

Tyr

Met

865

Ser

Cys

His

Asnh

Leu
945

Glu

GIn

Lys

Ser

770

Leu

Lys

Ala

val

Tyr

850

Thr

Ala

Leu

Asn

Cys

930

val

Leu

Pro

val

755

His

Ser

Leu

His

GIn

835

Ile

Glu

Tyr

Asp

Leu

915

Leu

Asn

Thr

val

740

Lys

val

Pro

Leu

Arg

Gly

Asn

Leu

Arg

Leu

300

Lys

Thr

val

Asp

725

Gly

Ala

Asn

Tyr

Gln

805

Asp

Pro

His

Tyr

Thr

885

Leu

Glin

Thr

Pro

710

Trp

Asp

Leu

Asp

Asn

790

val

Phe

Trp

Glu

GIn

870

Ala

Ser

Asn

Ile

Leu
950

Leuy

Leu

Arg

Leu

775

Leuy

Ala

Gly

Glu

Thr

855

Ser

Met

Leu

Asp

Tyr

935

Cys

Ser

Leu

Gly

Ala

Ser

val

Pro

Arg

Gin

Leu

Lys

Ser

Gin

920

Asp

val

53433-900_s725.

Leu

Ile

745

Glu

Arg

Thr

Glu

Ala

825

Ala

Thr

Ala

Leu

Ala

905

Pro

Arg

Asp

715

teu Asp
730

Asp Ser
Ile Ala
Gln Leu
Leu Glu

795

Asp Arg

810

Ser GlIn

Ile Ser

Thr Cys

Asp Leu

875

Arg Arg

Ala Cys

Met Asp

Leu Glu

Met Cys
955

Gin

Leu

Pro

Thr

780

Asp

val

His

Pro

Trp

860

Asn

Leu

Asp

Ile

GlIn

9490

Leu
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Xt

val

Gln

Leu

765

Thr

Leu

Arg

Phe

Asn

845

Asp

Asn

Gin

Ala

Leu

925

Glu

Asn

Ile

Asp

750

Lys

Leu

Asn

GlIn

Leu

830

LyS

His

val

Lys

Leu

910

Gin

His

Trp

Lys

His

Glu

Gly

Thr

Leu

815

Ser

val

Pro

Arg

Ala

895

Asp

Ile

Asn

Leu

720

Ser

Leu

Asn

Ile

Arg

His

Thr

Pro

Lys

Phe

880

Leu

Asn

Leu
960



Asn

Lys

Arg

Arg

Gln

Ser

Glu

Met

53433-900_ST25. tXt
val Tyr Asp Thr Gly Arg Thr Gly Arg Ile Arg val Leu Ser Phe
965 970 975

Thr Gly Ile Ile Ser Leu Cys Lys Ala His Leu Glu Asp Lys Tyr
980 985 990

Tyr teu Phe Lys Gln val Ala Ser Ser Thr Gly Phe Cys Asp Gin
995 1000 1005

Arg Leu Gly Leu Leu Leu His Asp Ser Ile GIn Ile Pro Arg
1010 1015 1020

teu Gly Glu val Ala ser Phe Gly Gly Ser Asn Ile Glu Pro
1025 1030 1035

val Arg Ser Cys Phe GIn Phe Ala Asn Asn Lys Pro Glu Ile
1040 1045 1050

Ala Ala Leu Phe Leu Asp Trp Met Arg Leu Glu Pro GlIn Ser
1055 1060 1065

val Trp Leu Pro val Leu His Arg val Ala Ala Ala Glu Thr
1070 1075 1080

Ala Lys His GlIn Ala Lys Cys Asn Ile Cys Lys Glu Cys Pro Ile
1085 1090 1095

Ile Gly Phe Arg Tyr Arg Ser Leu Lys His Phe Asn Tyr Asp Ile
1100 1105 1110

Cys Gln Ser Cys Phe Phe Ser &Gly Arg val Ala Lys Gly His Lys
1115 1120 1125

Met His Tyr Pro Met val Glu Tyr Cys Thr Pro Thr Thr Ser Gly
1130 1135 1140

Glu Asp Vval Arg Asp Phe Ala Lys val Leu Lys Asn Lys Phe Arg
1145 1150 1155

Thr Lys Arg Tyr Phe Ala Lys His Pro Arg Met Gly Tyr Leu Pro
1160 1165 1170

val GIn Thr val teu Glu Gly Asp Asn Met Glu Thr Asp Thr Met
1175 1180 1185

<210> 9

<211> 1231

<212> PRT
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<213>

<220>
<223>

<400>

Artificial sequence

pDys4

9

Met Leu Trp

1

Gin Lys

Gly Lys

Arg Leu

50

Glu Lys

65

Leu Arg

Thr Asp

Asn Ile

Ala Gly

Arg Gln

Thr Ser

Arg Pro

Thr GIn

Ile Glu
210

Lys

GIn

35

Leu

Gly

val

Ile

Ile

115

Leu

Ser

Trp

Asp

Trp

Thr

20

His

Asp

Ser

Leu

val

100

Leu

GIn

Thr

Ser

Leu

180

Leu

Leu

Glu

Phe

Leu

Thr

G1n

85

Asp

His

Arg

Asp

Phe

Leu

Glu

Thr

Glu

Leu

Arg

70

Asn

Gly

Trp

Thr

Asn

150

Gly

Asp

His

Asp

val

Lys

Asn

Glu

55

val

Asn

Asn

Glin

Asn

135

Tyr

Leu

Trp

Ala

Pro
215

Glu

Trp

Leu

40

Gly

His

Asn

His

val

120

Ser

Pro

Ala

Asn

Phe

200

Glu

53433-900_s5725.

Asp

val

25

Phe

Leu

Ala

val

Lys

165

Lys

Glu

Gin

Leu

Ser

185

Asn

Asp

Cys Tyr
10

Asn Ala

Ser Asp

Thr Gly

Leu Asn

75

Asp Leu
90

Leu Thr

Asn val

Lys Ile

val Asn

155

Asn Ala
170
val val

Ile Ala

val Asp

Glu

Gln

Leu

Gin

60

Asn

val

Leu

Met

Leu

140

val

Leu

Cys

Arg

Thr
220
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Xt

Arg

Phe

GlIn

45

Lys

val

Asn

Gly

Gln

Tyr
205

Thr

Glu

Ser

30

Asp

Leu

Asn

Ile

Leu

110

Asn

Ser

Asn

His

Gin

190

GlIn

Tyr

Asp

15

Lys

Gly

Pro

LyS

Gly

95

Ile

Ile

Trp

Phe

Ser

175

Ser

Leu

Pro

val

Phe

Arg

Lys

Ala

80

Ser

Trp

Met

val

Thr

160

His

Ala

Gly

Asp



Lys

225

GlIn

Pro

His

Thr

Ala

305

His

Ser

Ser

Ser

Tyr

385

Gln

Glu

Cys

Leu

Thr
465

Lys

Gln

Pro

Tyr

Ser

290

Tyr

Leu

Glu

Trp

Asn

370

Met

Leu

Thr

Leu

Met

450

Lys

Ser

val

Lys

Ser

275

Ser

val

Glu

vat

Leu

355

Asp

Met

Gly

Glu

Asp

Thr

Ile

Ser

val

260

GlIn

Pro

Thr

Ala

Asn

340

Leu

vat

Asp

Ser

val

420

vat

Leu

Glu

Leu

Ile

245

Thr

Gln

Lys

Thr

Pro

325

Leu

Ser

Glu

Leu

Lys

405

Gln

Ala

Gln

Glu

Met

230

Glu

Lys

Ile

Pro

Ser

310

Glu

Asp

Ala

vat

Thr

390

Leu

Glu

Ser

Asn

Arg

Tyr

Ala

Thr

Arg

295

Asp

Asp

Arg

val
375

Ala

Glin

Met

Glin

455

Thr

Ite

Glu

val

280

Phe

Pro

Lys

Tyr

Asp

360

Lys

His

Gly

Met

Gtlu

440

Lys

Arg

53433-900_5725.

Thr ser Leu Phe

Gln

His

265

Ser

Lys

Thr

Ser

Gin

345

Thr

Asp

Gln

Thr

Asn

425

Lys

Leu

Lys

235

Gtu val
250

Phe Glin

Leu Ala

Ser Tyr

Arg ser

315

phe Gly
330

Thr Ala

Leu Gin

Gin Phe

Gly Arg

395

Gly Lys

410

Leu Leu

Gin Ser

tys Glu

Met Glu
475

Gtlu

Leu

Gln

Ala

300

Pro

ser

Leu

Ala

His

380

val

Leu

Asn

Asn

Leu

460

Glu
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Xt
GIn

Met

His

Gly

TY"r

Phe

Ser

Gtlu

GIn

365

Thr

Gly

Ser

ser

Leu

445

Asn

Gtlu

val

Leu

His

270

Tyr

Thr

Pro

Leu

Glu

350

Gly

His

Asn

Glu

Arg

430

His

Asp

Pro

Leu

Pro

255

Gln

Gtlu

GIn

Ser

Met

335

val

Glu

Glu

Ile

Trp

Arg

Trp

Leu

Pro
240
Arg

Met

Arg

Gin
320

Leu

Gly

Leu
400

val

Leu

Gly
480



Pro

Gln

Met

Leu

Trp

Glu

Gln

Asp

Gln

625

Glu

Lys

Thr

Pro

Ser

705

Thr

Asp

vat
Glu

530

Trp

Lys

Asn

Leu

610

Asp

Ala

Leu

Thr

val

690

Leu

Arg

Leu

Asp

val

515

Glu

Thr

Arg

Glu

Glu

595

Glu

Leu

Trp

Glu

Ile

675

val

Met

Leu

Glu

Leu

500

vat

Gln

Glu

Leu

Asp

Met

Lys

Leu

Leu

Lys

660

Gly

Thr

Leu

Leu

val

Leu

Asp

Thr

565

Ala

Leu

Lys

Ser

Asp

Ser

Ala

Lys

Leu

Gln

Asp

Lys

vat

Ser

Lys

Thr

630

Asn

Thr

Ser

Glu

Glu

710

Lys

Lys

Glu

val
535

Trp

Asn

Ser

Glin

615

Leu

Phe

Ala

Pro

Thr

695

Leu

Glin

Arg

Gln

Ser

520

Leu

val

Gln

Lys

Leu

600

Ser

Lys

Ala

GIn

Thr

680

Ala

Pro

Ala

53433-900_5725

Gin val Gin Gln

val

505

Ser

Gly

Leu

Cys

Ile

585

Gln

Met

Asn

Arg

Ile

665

Gin

Ile

Pro

Glu

490

Arg

Gly

Asp

Leu

Leu

570

His

Lys

Gly

Lys

Cys

650

ser

Thr

Ser

Gtlu

val

Asp

Arg

Gin

555

Phe

Thr

Leu

Lys

ser

635

Trp

Gln

val

Lys

Glu
715

Asn

His

TTrp

540

Asp

Ser

Thr

Ala

Leu

620

val

Asp

Ala

Thr

Leu

700

Arg

Glu val Asn

730
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. EXT

His

ser

Ala

525

Ala

Ala

Gly

val

605

Tyr

Thr

Asn

Ala

Leu

685

Glu

Ala

Thr

Lys

Leu

510

Thr

Asn

Leu

Trp

Phe

590

Leu

Ser

Gln

Leu

Pro

670

val

Met

Gin

Glu

val

495

Thr

Ala

Ile

Leu

Leu

575

Lys

Lys

Leu

Lys

val

655

Gly

Thr

Pro

Asn

Trp

Leu

His

Ala

Cys

Lys

560

Ser

Asp

Ala

Lys

Thr

640

Leu

Ser

val
720



Lys

Leu

Lys

Asp

Asn

val

Phe

865

Trp

Glu

Glin

Ala

Ser

945

Asn

Ile

Leu

Leu

770

Leu

Arg

Leu

Leu

Ala

850

Gly

Thr

Ser

Met

930

Leu

Asp

Tyr

Asn

Arg

Arg

Leu

Gly

Ala

Ser

835

val

Pro

Arg

GIn

Leu

915

Lys

Ser

GIn

Asp

Leu

740

Leu

Gln

Ile

Glu

Arg

Thr

Glu

Ala

Ala

Thr

900

Ala

Leu

Ala

Pro

Arg

Ala

Asp

Ile

805

Leu

Asp

Ser

Ile

885

Thr

Asp

Arg

Ala

Met

965

Leu

Ser

Glu

Glu

Ser

790

Ala

Leu

Glu

Arg

GIn

870

Ser

Cys

Leu

Arg

Cys

950

Asp

Glu

Ala

Leu

val

775

Leuy

Pro

Thr

Asp

val

855

His

Pro

Trp

Asn

Leu

935

Asp

Glin

Asp

Gln

760

Ile

Gin

Leu

Thr

Leu

340

Arg

Phe

Asn

Asp

Asn

920

GlIn

Ala

Leu

Glu

53433-900_5725

Trp

745

Glu

Lys

Asp

LyS

Leu

825

Asn

Gln

Leu

Lys

His

905

val

LyS

Leu

GlIn

His

Gin Arg Lys

Ala

Gly

Glu

810

Gly

Thr

Leu

Ser

val

890

Pro

Arg

Ala

Asp

Ile
970

Thr

Ser

Leu

795

Asn

Ile

Arg

His

Thr

875

Pro

Lys

Phe

Leu

Gin

955

Ile

Asp

Trp

780

Glu

val

Gln

Trp

Glu

860

Ser

Tyr

Met

Ser

Cys

940

His

Asn

Asn Asn Leu
Page 36

. EXT

Glu

765

GlIn

Lys

Ser

Leu

Lys

845

Ala

val

Tyr

Thr

Ala

925

Leu

Asn

Cys

val

Asp

750

Leu

Pro

val

His

Ser

830

Leu

His

GlIn

Ile

Glu

910

Tyr

Asp

Leu

Leu

Asn

Glu

Asp

val

Lys

val

815

Pro

Leu

Arg

Gly

Asn

895

Leu

Arg

Leu

Lys

Thr

975

val

Thr

Leu

Gly

Ala

800

Asn

Tyr

Asp

Pro

880

Tyr

Thr

Leu

Gln

960

Thr

Pro



53433-900_ST725.txt
980 985 990

Leu Cys val Asp Met Cys Leu Asn Trp Leu Leu Asn val Tyr Asp Thr
1

Gly Arg Thr Gly Arg Ile Arg Vval Leu Ser Phe Lys Thr Gly Ile
1010 1015 1020

Ile Ser teu Cys Lys Ala His Leu Glu Asp Lys Tyr Arg Tyr Leu
1025 1030 1035

Phe Lys GlIn val Ala ser Ser Thr Gly Phe Cys Asp Gln Arg Arg
1040 1045 1050

teu Gly Leu Leu Leu His Asp Ser Ile GIn Ile Pro Arg Gin Leu
1055 1060 1065

Gly Glu val Ala Ser Phe Gly Gly Ser Asn Ile Glu Pro Ser val
1070 1075 1080

Arg Ser Cys Phe GIn Phe Ala Asn Asn Lys Pro Glu Ile Glu Ala
1085 1080 1095

Ala Leu Phe Leu Asp Trp Met Arg Leu Glu Pro GIn Ser Met val
1100 1105 1110

Trp Leu Pro val Leu His Arg Vval Ala Ala Ala Glu Thr Ala Lys
1115 1120 1125

His GIn Ala Lys Cys Asn Ile Cys Lys Glu Cys Pro 1Ile Ile Gly
1130 1135 1140

phe Arg Tyr Arg Ser Leu Lys His Phe Asn Tyr Asp Ile Cys Gln
1145 1150 1155

Ser Cys Phe Phe Ser Gly Arg val Ala Lys Gly His Lys Met His
1160 1165 1170

Tyr Pro Met val Glu Tyr Cys Thr Pro Thr Thr ser Gly Glu Asp
1175 1180 1185

val Arg Asp Phe Ala Lys val Leu Lys Asn Lys Phe Arg Thr Lys
1190 1195 1200

Arg Tyr Phe Ala Lys His Pro Arg Met Gly Tyr Leu Pro val Gin
1205 1210 1215
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Thr val
122

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Leu
1

Glin Lys
Gly Lys
Arg Leu

50

Glu Lys

65

Leu Arg

Thr Asp

Asn Ile

Ala Gly

Thr Ser

Arg Pro

Thr G1n

teu Glu Gly Asp Asn

0

10
1383
PRT

1225

Artificial Sequence

HDYs6

10

Trp

Lys

G1n

35

Leu

Gly

val

Ile

Ile

115

Leu

Ser

Trp

Asp

Arg

Trp

Thr

20

His

Asp

Ser

Leu

val

100

Leu

G1n

Thr

Ser

Leu

180

Leu

Glu

Phe

Leu

Thr

Gln

85

Asp

His

Arg

Asp

Phe

Glu

Thr

Glu

Leu

Arg

70

Asn

Gly

Trp

Thr

Asn

150

Gly

Asp

His

val

Lys

Asn

Glu

55

val

Asn

Asn

Gin

Asn

135

Tyr

Leu

Trp

Ala

Glu

Trp

Leu

40

Gly

His

Asn

His

val

120

Ser

Pro

Ala

Asn

Phe

53433-900_ST25.txt
Met Glu Thr Asp Thr
1230

Asp

val

25

Phe

Leu

Ala

val

Lys

105

Lys

Glu

Gln

Leu

Ser

185

Asn

Cys Tyr
10

Asn Ala

Ser Asp

Thr Gly

Leu Asnh
75

Asp Leu
90

Leu Thr

Asn val

tys Ite

val Asn

155

Asn Ala
170

val val

Ite Ala

Glu

GlIn

Leu

Gln

60

Asn

val

Leu

Met

Leu

140

val

Leu

Cys

Arg
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Arg

Phe

Gin

45

Lys

val

Asn

Gly

Lys

125

Leu

GlIn

Tyr

Met

Glu

Ser

30

Asp

Leu

Asn

Ile

Leu

110

Asn

Ser

Asn

His

Gln

190

Gin

Asp

15

LyS

Gly

Pro

Lys

Gly

95

Ile

Ile

Trp

Phe

Ser

175

Ser

Leu

val

Phe

Arg

LyS

Ala

80

Ser

Trp

Met

val

Thr

160

His

Ala

Gly



Ile

Lys

G1n

Pro

His

Thr

Ala

305

His

Ser

Ser

Ser

Tyr

385

Glin

Glu

Cys

Glu

210

Lys

Glin

Pro

Tyr

Ser

290

Tyr

Leu

Glu

Trp

Asn

370

Met

Leu

Thr

Leu

195

Lys

Ser

val

Lys

Ser

275

Ser

val

Glu

val

Leu

355

Asp

Met

Gly

Glu

Leu

Ile

Ser

val

260

G1n

Pro

Thr

Ala

Asn

340

Leu

val

Asp

Ser

val

420

val

Leu

Leu

Ile

245

Thr

Glin

Lys

Thr

Pro

325

Leu

Ser

Glu

Leu

Ala

Asp

Met

230

Glu

Lys

Ile

Pro

Ser

310

Glu

Asp

Ala

val

Thr

390

Leu

Glu

Ser

Pro

215

Tyr

Ala

Glu

Thr

Arg

Asp

Asp

Arg

Glu

val

375

Ala

Ile

Gin

Met

200

Glu

Ile

Ile

Glu

val

280

Phe

Pro

LyS

Tyr

Asp

360

Lys

His

Gly

Met

Glu
449

53433-900_s5725.

Asp

Thr

Gin

His

265

Ser

LyS

Thr

Ser

Gln

345

Thr

Asp

GlIn

Thr

Asn

425

Lys

val Asp

Ser Leu
235

Glu val
250

Phe Gin
Leu Ala
ser Tyr
Arg Ser

315

phe Gly

330

Thr Ala

Leu Gin

Glin Phe

Gly Arg

Gly Lys

410

Leu Leu

Gln Ser

Thr

220

Phe

Glu

Leu

Gin

Ala

300

Pro

Ser

Leu

Ala

His

380

val

Leu

Asn

Asn

Page 39

Xt

205

Thr

Gln

Met

His

Tyr

Phe

Ser

Glu

Gln

365

Thr

Gly

Ser

Ser

Leu
445

Tyr

val

Leu

His

270

Tyr

Thr

Pro

Leu

Glu

350

Gly

His

Asn

Glu

Pro

Leu

Pro

255

GlIn

Glu

Gln

Ser

Met

335

val

Glu

Glu

Ile

Trp

Arg

Asp

Pro

240

Arg

Met

Arg

Ala

Gln

320

Leu

Gly

Leu

400

Glu

val



Leu

Thr

465

Pro

Gln

Met

Leu

Trp

Glu

GlIn

Asp

Gln

625

Glu

Lys

Arg

Ser

Met
450

Lys

Asp

val

Glu

530

Trp

Lys

Asn

Leu

610

Asp

Ala

Leu

Tyr
690

Asp

Thr

Leu

Asp

val

515

Glu

Thr

Arg

Glu

Glu

595

Glu

Leu

Trp

Glu

Glu

675

vat

Leu

Glu

Glu

Leu

500

val

Gln

Glu

Leu

Asp

580

Met

Lys

Leu

Leu

Lys

660

Thr

Pro

val

Leu

Asp

Thr

565

Ala

Leu

Lys

Ser

Asp

Ser

Met

Ser

Asn

GlIn

Asp

Lys

val

Ser

Lys

Thr

630

Asn

Thr

Met

Thr

Glin

455

Thr

Lys

Glu

Glu

val

535

Trp

Glu

Asn

Ser

Glin

615

Leu

Phe

Ala

val

Tyr
695

Lys

Arg

Arg

Gln

Ser

520

Leu

val

Gln

Lys

Leu

600

ser

Lys

Ala

Gin

Met

680

Leu

53433-900_sT725
teu Lys Glu Leu

Lys

Gln

val

505

ser

Gly

Leu

Cys

Ile

585

Gln

Met

Asn

Arg

Ile

665

Thr

Thr

Met

val

490

Arg

Gly

Asp

Leu

Leu

570

Lys

Gly

Lys

cys

650

Ser

Glu

Glu

475

Gln

val

Asp

Arg

Gln

555

Phe

Thr

Leu

Lys

Ser

635

Trp

Gln

Asp

460

Gtlu

GIn

Asn

His

Trp

540

Asp

Ser

Thr

Ala

Leu

620

val

Asp

Ala

Met

Glu Ite Thr

700
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. EXT

Asn

Glu

Ser
Ala

525

Ala

Ala

Gly

val

605

Tyr

Thr

Asn

Pro
685

His

Asp

Pro

Lys

Leu

510

Thr

Asn

Leu

Trp

Phe

590

Leu

ser

Gln

Leu

His

670

Leu

val

Trp

Leu

val

495

Thr

Ala

Ile

Leu

Leu

575

Lys

Lys

Leu

Lys

val

655

Thr

Glu

Ser

Leu

Gly

Leu

His

Ala

Cys

Lys

560

Ser

Asp

Ala

Lys

Thr

640

val



Ala

705

Lys

Lys

Lys

Leu

Trp

Glu

His

Gln

Ile

865

Gly

Arg

Glu

Lys

Leu

Asp

Asp

Lys

GlIn

770

Met

Arg

Ala

Ala

Ser

Lys

Ala

Gly

His

Leu

Phe

Ser

Thr

755

Glu

Tyr

Arg

Glu

Lys

Gln

GlIn

Leu

Lys

Thr

915

Ser

Leu

Glu

Glu

Leu

740

Ala

Ala

Lys

Phe

Gln

820

Tyr

Thr

Ser

Asn

Trp

Glu

vat

Asp

725

Ala

Leu

Asp

His

805

Phe

Lys

val

Ser

Leu

885

Leu

Lys

Glu
710
Leu
Gln
Leu
ser
Arg
7

Tyr
Leu

Trp

val

Arg
Glu
Leu
Pro

val
950

Glin

Phe

Ser

Glin

Glin

775

Asp

Arg

Tyr

Arg

Thr

Trp

Glu

Asp

val

935

Lys

Leu

Lys

Ser

ser

760

Leu

Gly

Ite

Lys

Leu

840

Thr

Asp

GIn

Gln

Leu

920

Gly

Ala

53433-900_5725

Leu Asn Ala Pro

GIn

Asp

Arg

Lys

Thr

825

Lys

Leu

Ala

Glu

Leu

905

Lys

Asp

Leu

715

Glu Glu
730

Arg Ile

Thr Pro

Phe G1n

Phe Asp

795

Ite pPhe
810

Gln Ile

Glu Leu

Asn Ala

ser Ile

875

val Cys

890

Glu Arg

Leu Arg

Leu Leu

Arg Gly
955

Ser

Asp

val

Trp

Arg

Asn

Pro

Gln

Thr

360

Leu

Lys

Leu

Gln

Ite

940

Glu
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. EXT

Asp

Leu

Glu

765

Gtlu

ser

Gln

Glu

Asp

Gly

Gln

Gln

Gin

Ala

925

Asp

Leu

Lys

Ite

750

Arg

Lys

val

Trp

Asn

830

Gly

Glu

Gtlu

Leu

Glu

9190

Glu

Ser

Ala

Cys

Asn

735

His

val

val

Glu

Leu

815

Trp

Ite

Glu

Lys

Ser

895

Leu

val

Leu

Pro

Ala

720

Ser

Lys

Asn

Lys

300

Thr

Leu
880

Asp

Leu
960



Lys

Leu

Asn

Glin

Phe

Pro

Cys

Asp

Leu

Ser

Asp

Ile

Pro

Asp

Gly

Tyr

53433-900_ST25.txt

Glu Asn val Ser His val Asn Asp Leu Ala Arg GlIn Leu Thr Thr
965 970 975

Gly Ile GIn Leu Ser Pro Tyr Asn Leu Ser Thr teu Glu Asp Leu
980 985 990

Thr Arg Trp Lys Leu Leu GIn Vval Ala val Glu Asp Arg val Arg
995 1000 1005

teu His Glu Ala His Arg Asp Phe Gly Pro Ala Ser Gln His
1010 1015 1020

Leu Ser Thr Ser val GIn Gly Pro Trp Glu Arg Ala Ile Ser
1025 1030 1035

Asn Lys val Pro Tyr Tyr 1Ile Asn His Glu Thr &In Thr Thr
1040 1045 1050

Trp Asp His Pro Lys Met Thr Glu Leu Tyr GIn Ser Leu Ala

1055 1060 1065
teu Asn Asn Val Arg Phe sSer Ala Tyr Arg Thr Ala Met Lys
1070 1075 1080

Arg Arg Leu Gin Lys Ala Leu Cys Leu Asp Leu Leu Ser Leu
1085 1090 1095

Ala Ala Cys Asp Ala Leu Asp Gln His Asn Leu Lys GIn Asn
1100 1105 1110

Gin Pro Met Asp Ile Leu GIn Ile Ile Asn Cys Leu Thr Thr
1115 1120 1125

Tyr Asp Arg Leu Glu Gln Glu His Asn Asn Leu Vval Asn val
1130 1135 1140

teu Cys val Asp Met Cys Leu Asn Trp Leu Leu Asn val Tyr
1145 1150 1155

Thr Gly Arg Thr Gly Arg Ile Arg val Leu Ser PpPhe Lys Thr
1160 1165 1170

Ile Ile Ser Leu Cys Lys Ala His Leu Glu Asp Lys Tyr Arg
1175 1180 1185

teu Phe Lys Gln val Ala Ser Ser Thr Gly Phe Cys Asp Gln
Page 42



53433-900_ST25.txt
1190 1185 1200

Arg Arg Leu Gly Leu Leu Leu His Asp Ser Ile Gln 1Ile Pro Arg
1265 1210 1215

Gin Leu Gly Glu val Ala Ser Phe Gly Gly Ser Asn Ile Glu Pro
1220 1225 1230

Ser val Arg Ser Cys Phe GIn Phe Ala Asn Asn Lys Pro Glu Ile
1235 1240 1245

Glu Ala Ala teu Phe Leu Asp Trp Met Arg Leu Glu Pro Gln Ser
1250 1255 1260

Met val Trp teu Pro val Leu His Arg val Ala Ala Ala Glu Thr
1265 1270 1275

Ala Lys His GIn Ala Lys Cys Asn Ile Cys Lys Glu Cys Pro Ile
1280 1285 1290

Ile Gly Phe Arg Tyr Arg Ser Leu Lys His Phe Asn Tyr Asp Ile
1295 1300 1305

Cys Gin Ser Cys Phe Phe sSer Gly Arg val Ala Lys Gly His Lys
1310 1315 1320

Met His Tyr Pro Met val Glu Tyr Cys Thr Pro Thr Thr Ser Gly
1325 1330 1335

Glu Asp val Arg Asp Phe Ala Lys val Leu Lys Asn Lys Phe Arg
1340 1345 1350

Thr Lys Arg Tyr Phe Ala Lys His Pro Arg Met Gly Tyr Leu Pro
1355 1360 1365

val Gin Thr val Leu Glu Gly Asp Asn Met Glu Thr Asp Thr Met
1370 1375 1380

<210> 11

<211> 3564

<212> DNA

<213> Artificial sequence

<220>
<223> pDysH3

<400> 11
atgctttggt gggaagaagt agaggactgt tatgaaagag aagatgttca aaagaaaaca 60

ttcacaaaat gggtaaatgc acaattttct aagtttggga agcagcatat tgagaacctc 120
Page 43



ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggce
cctgatcttg
gaacaagaac
agtggagatc
gcaaacatct
tggcaacgtc
gcagtgaaca
caaaaactgg
tattcactca

gaagcatggc

tacaggatgg
aagaaaaagqg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggcct
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac
aagacctaaa
aagtcagggt
acgcaactgc
gtagatggac
ttactgaaga
agattcacac
ccgttttaaa
aacaagatct

tggataactt

gaggcgectc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga
acgccaagta
caattctctc
tgctttggaa
agaagaccgce
acagtgcctt
aactggcttt
agcggatcta
tctttcaaca

tgcccggtgt

53433-900_ST25.txt

ctagacctcc
gttcatgeccc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctcteatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tcccctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa
caacaacata
actcacatgg
gaacaactta
tgggttettt
tttagtgcat
aaagatcaaa
gaaaagaaaa
ctgaagaata

tgggataatt

tcgaaggect
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggcc
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggttgg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca
tggtggtagt
aggrtattggg
tacaagacat
ggctttcaga
atgaaatgtt
agcaatccat
agtcagtgac

tagtccaaaa
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gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctettgga
agaagatcta
tgatgaatct
agatcgatgg
ccttctcaaa
aaaagaagat
atcaagtctt
gggcaaactg
ccagaagacg

acttgaaaag

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980



agtacagcac
cagactgtta
gaaatgccat
gatgagctgg
ggcgatctcc
gaaattgcge
actttgggca
tggaagcttc
gactitggtc
gccatctcgce
gaccatccca
tcagcttata
ttgagcctgt
cccatggata
gagcacaaca
aatgtttatg
atttccctgt
agttcaacag
attccaagac
cggagctgct
tggatgagac
gcagaaactg
ttcaggtaca
ggtcgagttg
acatcaggag
aggtattttg
gacaacatgg
<210>
<211>

<212>
<213>

12
3570
DNA

<220>

<223> uDys

agatttcaca
ctctggtgac
cttccttgat
acctcaagct
tcattgactc
ctctgaaaga
ttcagctctc
tgcaggtggc
cagcatctca
caaacaaagt
aaatgacaga
ggactgccat
cagctgcatg
tcctgeagat
atttggtcaa
atacgggacg
gtaaagcaca
gattttgtga
agttgggtga
tccaatttgce
tggaacccca
ccaagcatca
ggagtctaaa
caaaaggcca
aagatgttcg
cgaagcatcc

aaactgacac

1

ggctgctcct
acaacctgtg
gttggagctt
gcgccaagcet
tctccaagat
gaacgtgagc
accgtataac
cgtcgaggac
gcactttctt
gccctactat
gctctaccag
gaaactccga
tgatgeccttg
tattaattgt
cgtccctctce
aacaggdagg
tttggaagac
ccagcgeagg
agttgcatcc
taataataag
gtccatggtg
ggccaaatgt
gcactttaat
taaaatgcac
agactttgcc
ccgaatgggc

aatg

Artificial Sequence

53433-900_ST25.txt

ggactgacca
gttactaagg
gaaagactcc
gaggtgatca
cacctcgaga
cacgtcaatg
ctcagcactc
cgagtcaggc
tccacgtctyg
atcaaccacg
tctttagetg
agactgcaga
gaccagcaca
ttgaccacta
tgcgtggata
atccgtgtcc
aagtacagat
ctgggecctcc
tttgggggca
ccagagatcg
tggctgcecg
aacatctgca
tatgacatct
tatcccatgg
aaggtactaa

tacctgccag

ctattggagc
aaactgccat
aggaacttca
agggatcctg
aagtcaaggc
accttgctcg
tggaagacct
agctgcatga
tccagggtcc
agactcaaac
acctgaataa
aggccctttyg
acctcaagca
tttatgaccg
tgtgtctgaa
tgtcttttaa
accttttcaa
ttctgcatga
gtaacattga
aagcggccct
tcctgcacag
aagagtgtcc
gccaaagctyg
tggaatattyg
aaaacaaatt

tgcagactgt
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ctctcctact
ctccaaacta
agaggccacg
gcagcccgtg
acttcgagga
ccagcttacc
gaacaccaga
agcccacagg
ctgggagaga
aacttgctgg
tgtcagattc
cttggatctc
aaatgaccag
cctggagcaa
ctggctgctg
aactggcatc
gcaagtggca
ttctatccaa
gccaagtgtc
cttcctagac
agtggctgct
aatcattgga
ctttttttct
cactccgact

tcgaaccaaa

cttagagggg

2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3564



<400> 12
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggce
cctgatcttg
gaacaagaac
agtggagatc
gcaaacatct
tggcaacgtc
gcagtgaaca

caaaaactgg

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac
aagacctaaa
aagtcagggt
acgcaactgc
gtagatggac
ttactgaaga
agattcacac

ccgttttaaa

agaggactgt
acaattttct
gaggcgectc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga
acgccaagta
caattctctc
tgctttggaa
agaagaccgc
acagtgcctt
aactggcttt

agcggatcta

53433-900_ST25.txt

tatgaaagag
aagtttggga
ctagacctcc
gttcatgccc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tcccctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa
caacaacata
actcacatgg
gaacaactta
tgggttcttt
tttagtgecat
aaggatcaaa

gaaaagaaaa

aagatgttca
agcagcatat
tcgaaggcct
tgaacaatgt
ttggaagtac
taatccteca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggttgg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca
tggtggtagt
aggtattggg
tacaagacat
ggctttcaga
atgaaatgtt

agcaatccat
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aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctcttgga
agaagatcta
tgatgaatct
agatcgatgg
ccttctcaaa
aaaagaagat
atcaagtctt

gggcaaactg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
300
960

1620
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860



tattcactca
gaagcatggc
agtacagcac
cggcttctac
tccgetgact
gccacggatg
ccegtgggceg
cgaggagaaa
cttaccactt
accagatgga
cacagggact
gagagagcca
tgctgggacc
agattctcag
gatctcttga
gaccagccca
gagcaagagce
ctgctgaatg
ggcatcattt
gtggcaagtt
atccaaattc
agtgtccgga
ctagactgga
gctgctgeag
attggattca
ttttctggtc
ccgactacat

accaaaaggt

gagggggaca

<210>
<211>
<212>
<213>

13
3552
DNA

aacaagatct
tggataactt
agatttcaca
gaaagcaggc
ggcagagaaa
agctggacct
atctcctcat
ttgcgectct
tgggcattca
agcttctgeca
ttggtccagc
tctcgccaaa
atcccaaaat
cttataggac
gcctgtcagce
tggatatcct
acaacaattt
tttatgatac
ccctgtgtaa
caacaggatt
caagacagtt
gctgcttcca
tgagactgga
aaactgccaa
ggtacaggag
gagttgcaaa
caggagaaga
attttgcgaa

acatggaaac

tctttcaaca
tgcceggtgt
ggctgagctg
tgaggaggtc
aatagatgag
caagctgcgce
tgactctctc
gaaagagaac
gctctcaccg
ggtggceegtc
atctcagcac
caaagtgccc
gacagagctc
tgccatgaaa
tgcatgtgat
gcagattatt
ggtcaacgtc
gggacgaaca
agcacatttg
ttgtgaccag
gggtgaagtt
atttgctaat
accccagtcc
gcatcaggcc
tctaaagcac
aggccataaa
tgttcgagac
gcatccccga

tgacacaatg

Artificial Sequence

53433-900_ST25.txt

ctgaagaata
tgggataatt
cctcctgagg
aatactgagt
acccttgaaa
caagctgagyg
caagatcacc
gtgagccacg
tataacctca
gaggaccgag
tttctttcca
tactatatca
taccagtctt
ctccgaagac
gccttggacc
aattgtttga
cctctctgeyg
gggaggatcc
gaagacaagt
cgcaggctgg
gcatcctttg
aataagccag
atggtgtggce
aaatgtaaca
tttaattatg
atgcactatc
tttgccaagg

atgggctacc

agtcagtgac
tagtccaaaa
agagagccca
gggaaaaatt
gactccagga
tgatcaaggg
tcgagaaagt
tcaatgacct
gcactctgga
tcaggcagcet
cgtctgtcca
accacgagac
tagctgacct
tgcagaaggc
agcacaacct
ccactattta
tggatatgtg
gtgtcctgtc
acagatacct
gcctecttct
ggggcagtaa
agatcgaagc
tgcccgtect
tctgcaaaga
acatctgcca
ccatggtgga
tactaaaaaa

tgccagtgea

Page 47

ccagaagacg
acttgaaaag
gaatgtcact
gaacctgcac
acttcaagag
atcctggceag
caaggcactt
tgctcgecag
agacctgaac
gcatgaagcc
gggtccctgg
tcaaacaact
gaataatgtc
cctttgettyg
caagcaaaat
tgaccgcctg
tctgaactgg
ttttaaaact
tttcaagcaa
gcatgattct
cattgagcca
ggccctcttce
gcacagagtg
gtgtccaatc
aagctgcttt
atattgcact
caaatttcga

gactgtctta

1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3570



<220>
<223>

<400> 13
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagetggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
tcacaagccc
tttgaagatc
agctcaggtc
cctgtggaaa
gttaacaaaa

cgttttcatt

uDys?2

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctecct
atttacattc
tattagaagt
tctttaagca
ggattgacat
gggtgaagct
tgtacaagga

atgatataaa

agaggactgt
acaatttict
gaggcgcctc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
ttatgtgect
ggaacaactt
agaggagtct
tattcatagc
acaggaagct
ccgacaaggg

gatatttaat

53433-900_ST25.txt

tatgaaagag
aagtttggga
ctagacctcc
gttcatgeec
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatec
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tccecctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
Tctacttatt
ctcaatgctc
ctgaagaata
aagaagacag
ctctcccagce
cgatttgaca

cagtggctaa

aagatgttca
agcagcatat
tcgaaggcct
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttecca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttcttte
tggtgaaaga
gccgggtigg
aagatgaaga
tcagggtagc
tgactgaaat
ctgacctctyg
taaaagatag
cagcattgcea
ttgatttcca
gatctgttga

cagaagctga

Page 438

aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
cactcatgtc
tgctaaggac
tctacaacaa
aagtgcaacg
atgggaaaaa

gaaatggcgg
acagtttctc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



agaaagacac
ctccaggatg
gaaataattc
ctgaatctgce
gaacaagagc
gctgaggagyg
aaaatagatg
ctcaagctge
attgactctc
ctgaaagaga
cagctctcac
caggtggccg
gcatctcagce
aacaaagtgce
atgacagagc
actgccatga
gctgeatgtg
ctgcagatta
ttggtcaacg
acgggacgaa
aaagcacatt
ttttgtgacc
ttgggtgaag
caatttgcta
gaaccccagt
aagcatcagg
agtctaaagc
aaaggccata
gatgttcgag
aagcatcccc

actgacacaa

aaattcctga
gcattgggca
agcaatcctc
ggtggcagga
tgcctcctga
tcaatactga
agacccttga
gccaagctga
tccaagatca
acgtgagcca
cgtataacct
tcgaggaccg
actttctttc
cctactatat
tctaccagtc
aactccgaag
atgccttgga
ttaattgttt
tccctetetg
cagggaggat
tggaagacaa
agcgcaggcet
ttgcatcctt
ataataagcc
ccatggtgtg
ccaaatgtaa
actttaatta
aaatgcacta
actttgccaa

gaatgggcta

tg

gaattgggaa
gcggcaaact
aaaaacagat
ggtctgcaaa
ggagagagcc
gtgggaaaaa
aagactccag
ggtgatcaag
cctcgagaaa
cgtcaatgac
cagcactctg
agtcaggcag
cacgtctgtc
caaccacgag
tttagctgac
actgcagaag
ccagcacaac
gaccactatt
cgtggatatg
ccgtgtectg
gtacagatac
gggcctectt
tgggggcagt
agagatcgaa
gctgeecegte
catctgcaaa
tgacatctgce
tcccatggtyg
ggtactaaaa

cctgccagtg

53433-900_ST25.txt

catgctaaat
gttgtcagaa
gccagtattc
cagctgtcag
cagaatgtca
ttgaacctgc
gaacttcaag
ggatcctggce
gtcaaggcac
cttgctcgcec
gaagacctga
ctgcatgaag
cagggtccct
actcaaacaa
ctgaataatg
gccctttget
ctcaagcaaa
tatgaccgcc
tgtctgaact
tcttttaaaa
cttttcaagc
ctgcatgatt
aacattgagc
gcggeectct
ctgcacagag
gagtgtccaa
caaagctgct
gaatattgca
aacaaatttc

cagactgtct

acaaatggta
cattgaatgc
tacaggaaaa
acagaaaaaa
ctcggettct
actccgetga
aggccacgga
agcccgtgygg
ttcgaggaga
agcttaccac
acaccagatg
cccacaggga
gggagagagc
cttgctggga
tcagattctc
tggatctctt
atgaccagcc
tggagcaaga
ggctgctgaa
ctggcatcat
aagtggcaag
ctatccaaat
caagtgtccg
tcctagactyg
tggctgctgce
tcattggatt
trttttctgg
ctccgactac

gaaccaaaag

tagaggggga

Page 49

tcttaaggaa
aactggggaa
attgggaagc
gaggctagaa
acgaaagcag
ctggcagaga
tgagctggac
cgatctcctce
aattgcgect
tttgggcatt
gaagcttctg
ctttggtcca
catctcgeca
ccatcccaaa
agcttatagg
gagcctgtca
catggatatc
gcacaacaat
tgtttatgat
ttccctgtgt
ttcaacagga
tccaagacag
gagctgcttc
gatgagactg
agaaactgcc
caggtacagg
tcgagttgea
atcaggagaa
gtattttgcg

caacatggaa

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3552



<210>
<211>
<212>
<213>

14
3564
DNA

<220>

<223> uDys

<400> 14
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggc
cctgatcttg
gaacaagaac

agtggagatc

3

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac
aagacctaaa
aagtcagggt

acgcaactgc

Artificial Sequence

agaggactgt
acaattttct
gaggcgcectc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga
acgccaagta
caattctctc

tgctttggaa

53433-900_ST25.txt

tatgaaagag
aagtttggga
ctagacctcc
gttcatgecc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tccecctaage
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagyg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa
caacaacata
actcacatgg

gaacaactta

aagatgttca
agcagcatat
tcgaaggect
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggtigg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca
tggtggtagt
aggtattggg

Page 50

aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctcttgga
agaagatcta
tgatgaatct

agatcgatgg

60
120
180
249
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620



gcaaacatct
tggcaacgtc
gcagtgaaca
caaaaactgg
tattcactca
gaagcatggce
agtacagcac
cagactgtta
gaaatgccat
acagaactta
ggcgatctcc
gaaattgcgce
actttgggca
tggaagcttc
gactttggtc
gccatctege
gaccatccca
tcagcttata
ttgagcctgt
cccatggata
gagcacaaca
aatgtttatg
atttccctgt
agttcaacag
attccaagac
cggagctgct
tggatgagac
gcagaaactg
ttcaggtaca
ggtcgagttg
acatcaggag

aggtattttg

gtagatggac
ttactgaaga
agattcacac
ccgttttaaa
aacaagatct
tggataactt
agatttcaca
ctctggtgac
cttccttgat
ccgactgget
tcattgactc
ctctgaaaga
ttcagctctce
tgcaggtggc
cagcatctca
caaacaaagt
aaatgacaga
ggactgccat
cagctgcatg
tcctgcagat
atttggtcaa
atacgggacg
gtaaagcaca
gattttgtga
agtitgggtga
tccaatttgce
tggaacccca
ccaagcatca
ggagtctaaa
caaaaggcca
aagatgttcg

cgaagcatcc

agaagaccgc
acagtgectt
aactggcttt
agcggatcta
tctttcaaca
tgceceggtgt
ggctgctcct
acaacctgtg
gttggaggta
ttctectgett
tctccaagat
gaacgtgagc
accgtataac
cgtcgaggac
gcactttctt
gccctactat
gctctaccag
gaaactccga
tgatgccttg
tattaattgt
cgtccctctc
aacagggagg
tttggaagac
ccagcgeagg
agttgcatcc
taataataag
gtccatggtg
ggccaaatgt
gcactttaat
taaaatgcac
agactttgcc

ccgaatgggce

53433-900_ST25.txt

tgggttcttt
tttagtgcat
aaagatcaaa
gaaaagaaaa
ctgaagaata
tgggataatt
ggactgacca
gttactaagg
cctgctetgyg
gatcaagtta
cacctcgaga
cacgtcaatg
ctcagcactc
cgagtcaggc
tccacgtctg
atcaaccacg
tctttagetg
agactgcaga
gaccagcaca
ttgaccacta
tgcgtggata
atccgtgtcc
aagtacagat
ctgggectcc
tttgggggca
ccagagatcg
tggctgeecg
aacatctgca
tatgacatct
tatcccatgg
aaggtactaa

tacctgccag

tacaagacat
ggctttcaga
atgaaatgtt
agcaatccat
agtcagtgac
tagtccaaaa
ctattggagc
aaactgccat
cagatttcaa
taaaatcatg
aagtcaaggc
accttgcteg
tggaagacct
agctgcatga
tccagggtec
agactcaaac
acctgaataa
aggccctttyg
acctcaagca
tttatgaccyg
tgtgtctgaa
tgtcttttaa
accttttcaa
ttctgcatga
gtaacattga
aagcggecect
tcctgcacag
aagagtgtec
gccaaagcty
tggaatattg
aaaacaaatt

tgcagactgt

Page 51

ccttctcaaa
aaaagaagat
atcaagtctt
gggcaaactg
ccagaagacg
acttgaaaag
ctctcctact
ctccaaacta
ccgggettgg
gcagccegtyg
acttcgagga
ccagcttacc
gaacaccaga
agcccacagg
ctgggagaga
aacttgctgg
tgtcagattc
cttggatctc
aaatgaccag
cctggagcaa
ctggctgetg
aactggcatc
gcaagtggca
ttctatccaa
gccaagtgtc
cttcctagac
agtggctgct
aatcattgga
ctttttttct
cactccgact

tcgaaccaaa

cttagagggg

1680
1740
1800
1860
1920
1880
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2840
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540



gacaacatgg aaactgacac aatg

<210> 15
<211>
<212>
<213>

DNA
<220>
<223>

<400> 15
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggce

cctgatcttg

3693

pDys4

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagqg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggcct
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac

aagacctaaa

Artificial Sequence

agaggactgt
acaatttict
gaggcgectc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga

acgccaagta

53433-900_ST25.txt

tatgaaagag
aagtttggga
ctagacctcc
gttcatgeccc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctcteatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tcccctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa

caacaacata

aagatgttca
agcagcatat
tcgaaggect
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggcc
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggttgg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca

Page 52

aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctettgga

agaagatcta

3564

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



gaacaagaac
agtggagatc
gcaaacatct
tggcaacgtc
gcagtgaaca
caaaaactgg
tattcactca
gaagcatggc
agtacagcac
cagactgtta
gaaatgccat
actcggcttc
cactccgetg
gaggccacgy
cagcccgtgg
cttcgaggag
cagcttacca
aacaccagat
gcccacaggg
tgggagagag
acttgctggg
gtcagattct
ttggatctct
aatgaccagc
ctggagcaag
tggctgctga
actggcatca
caagtggcaa
tctatccaaa
ccaagtgtcc

ttcctagact

gtggctgctg

aagtcagggt
acgcaactgc
gtagatggac
ttactgaaga
agattcacac
ccgttttaaa
aacaagatct
tggataactt
agatttcaca
ctctggtgac
cttccttgat
tacgaaagca
actggcagag
atgagctgga
gcgatctect
aaattgcgcec
ctttgggecat
ggaagcttct
actttggtcc
ccatctegec
accatcccaa
cagcttatag
tgagcctgtc
ccatggatat
agcacaacaa
atgtttatga
tttccctgtg
gttcaacagg
ttccaagaca
ggagctgctt
ggatgagact

cagaaactgc

caattctctc
tgctttggaa
agaagaccgc
acagtgectt
aactggcttt
agcggatcta
tctttcaaca
tgccecggtgt
ggctgctcct
acaacctgtg
gttggaggag
ggctgaggag
aaaaatagat
cctcaagctg
cattgactct
tctgaaagag
tcagctctca
gcaggtggcec
agcatctcag
aaacaaagtg
aatgacagag
gactgccatg
agctgcatgt
cctgcagatt
tttggtcaac
tacgggacga
taaagcacat
attttgtgac
gttgggtgaa
ccaatttgct
ggaaccccag

caagcatcag

53433-900_ST25.txt

actcacatgg
gaacaactta
tgggttettt
tttagtgeat
aaagatcaaa
gaaaagaaaa
ctgaagaata
tgggataatt
ggactgacca
gttactaagg
ctgcctectyg
gtcaatactg
gagacccttg
cgccaagetyg
ctccaagatc
aacgtgagcc
ccgtataacc
gtcgaggacc
cactttcttt
ccctactata
ctctaccagt
aaactccgaa
gatgcctigg
attaattgtt
gtccctctct
acagggagga
ttggaagaca
cagcgcaggc
gttgcatcct
aataataagc
tccatggtgt

gccaaatgta

tggtggtagt
aggtattggyg
tacaagacat
ggctttcaga
atgaaatgtt
agcaatccat
agtcagtgac
tagtccaaaa
ctattggagc
aaactgccat
aggagagagc
agtgggaaaa
aaagactcca
aggtgatcaa
acctcgagaa
acgtcaatga
tcagcactct
gagtcaggca
ccacgtctgt
tcaaccacga
ctttagctga
gactgcagaa
accagcacaa
tgaccactat
gcgtggatat
tcecgtgtect
agtacagata
tgggcctect
ttgggggcag
cagagatcga
ggctgcccgt

acatctgcaa

Page 53

tgatgaatct
agatcgatgg
ccttctcaaa
aaaagaagat
atcaagtctt
gggcaaactg
ccagaagacg
acttgaaaag
ctctcctact
ctccaaacta
ccagaatgtc
attgaacctg
ggaacttcaa
gggatcctgg
agtcaaggca
ccttgetege
ggaagacctg
gctgcatgaa
ccagggtccc
gactcaaaca
cctgaataat
ggccctttge
cctcaagcaa
ttatgaccge
gtgtctgaac
gtcttttaaa
ccttttcaag
tctgcatgat
taacattgag
agcggcectc
cctgcacaga

agagtgtcca

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420



atcattggat
Tttttttctg
actccgacta

cgaaccaaaa

ttagaggggg

<210>
<211>
<212>
<213>

16

DNA
<220>
<223>

<400> 16
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg

caattgggaa

3810

tcaggtacag
gtcgagttgce
catcaggaga
ggtattttgc

acaacatgga

pDys5

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat

gtaagctgat

gagtctaaag
aaaaggccat
agatgttcga
gaagcatccc

aactgacaca

Artificial Sequence

agaggactgt
acaatttict
gaggcgcctc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca

tggaacagga

53433-900_ST25.txt

cactttaatt
aaaatgcact
gactttgcca
cgaatgggct

atg

tatgaaagag
aagtttggga
ctagacctcc
gttcatgeec
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatec
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tccecctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg

aaattatcag

atgacatctg
atcccatggt
aggtactaaa

acctgccagt

aagatgttca
agcagcatat
tcgaaggcct
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttecca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttcttte
tggtgaaaga
gccgggtigg

aagatgaaga

Page 54

ccaaagctgc
ggaatattgc
aaacaaattt

gcagactgtc

aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta

aactgaagta

3480
3540
3600
3660
3693

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



caagagcaga
aaacaaagca
tcacaagccc
tttgaagatc
agctcaggtc
cctgtggaaa
gttaacaaaa
cgttttcatt
agaaagacac
ctccaggatg
gaaataattc
ctgaatctgce
gaacaatctg
cagctgaaag
cagaagcaga
atcatgagta
gagaaactct
cggcttctac
tccgetgact
gccacggatg
cccgtgggeg
cgaggagaaa
cttaccactt
accagatgga
cacagggact
gagagagcca
tgctgggacc
agattctcag
gatctcttga
gaccagccca
gagcaagagc

ctgctgaatg

tgaatctecct
atttacattc
tattagaagt
tctttaagca
ggattgacat
gggtgaagct
tgtacaagga
atgatataaa
aaattcctga
gcattgggca
agcaatcctc
ggtggcagga
accagtggaa
atgatgaatt
acgatgtaca
ctcttgagac
accaggagcc
gaaagcaggc
ggcagagaaa
agctggacct
atctcctcat
ttgcgectct
tgggcattca
agcttctgeca
ttggtccagc
tctcgccaaa
atcccaaaat
cttataggac
gcctgtcagce
tggatatcct
acaacaattt

tttatgatac

aaattcaaga
ttatgtgect
ggaacaactt
agaggagtct
tattcatagc
acaggaagct
ccgacaaggg
gatatttaat
gaattgggaa
gcggcaaact
aaaaacagat
ggtctgcaaa
gcgtctgeac
aagccggcag
tagggecttc
tgtacgaata
cagagagctg
tgaggaggtc
aatagatgag
caagctgcgce
tgactctctc
gaaagagaac
gctctcaccg
ggtggecgtc
atctcagcac
caaagtgccc
gacagagctc
tgccatgaaa
tgcatgtgat
gcagattatt
ggtcaacgtc

gggacgaaca

53433-900_ST25.txt

tgggaatgcc
tctacttatt
ctcaatgctc
ctgaagaata
aagaagacag
ctctcccagce
cgatttgaca
cagtggctaa
catgctaaat
gttgtcagaa
gccagtattc
cagctgtcag
ctttctctge
gcacctattyg
aagagggaat
tttctgacag
cctcctgagyg
aatactgagt
acccttgaaa
caagctgagg
caagatcacc
gtgagccacyg
tataacctca
gaggaccgag
Ttictttcea
tactatatca
taccagtctt
ctccgaagac
gcecttggacc
aattgtttga

cctctctgeg

gggaggatcc

tcagggtagc
tgactgaaat
ctgacctctg
taaaagatag
cagcattgca
ttgatttcca
gatctgttga
cagaagctga
acaaatggta
cattgaatgc
tacaggaaaa
acagaaaaaa
aggaacttct
gaggcgactt
tgaaaactaa
agcagccttt
agagagccca
gggaaaaatt
gactccagga
tgatcaaggg
tcgagaaagt
tcaatgacct
gcactctgga
tcaggcaget
cgtctgtcca
accacgagac
tagctgacct
tgcagaaggc
agcacaacct
ccactattta
tggatatgtg

gtgtcctgtc

Page 55

tagcatggaa
cactcatgtc
tgctaaggac
tctacaacaa
aagtgcaacg
atgggaaaaa
gaaatggcgg
acagtttctc
tcttaaggaa
aactggggaa
attgggaagc
gaggctagaa
ggtgtggcta
tccagcagtt
agaacctgta
ggaaggacta
gaatgtcact
gaacctgcac
acttcaagag
atcctggcag
caaggcactt
tgctcgccag
agacctgaac
gcatgaagcc
gggtccctgyg
tcaaacaact
gaataatgtc
cctttgcttg
caagcaaaat
tgaccgcctg
tctgaactgg

ttttaaaact

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180



ggcatcattt
gtggcaagtt
atccaaattc
agtgtccgga
ctagactgga
gctgetgeag
attggattca
ttttctggte
ccgactacat

accaaaaggt

gagggggaca

<210>
<211>
<212>
<213>

17

DNA
<220>
<223>

<400> 17
atgctttggt

ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag

agtctagcac

4149

ccctgtgtaa
caacaggatt
caagacagtt
gctgcttcca
tgagactgga
aaactgccaa
ggtacaggag
gagttgcaaa
caggagaaga
attttgcgaa

acatggaaac

pDys6

gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca

agggatatga

agcacatttg
ttgtgaccag
gggtgaagtt
atttgctaat
accccagtcc
gcatcaggcc
tctaaagcac
aggccataaa
tgttcgagac
gcatccccga

tgacacaatg

Artificial sequence

agaggactgt
acaattttct
gaggcgectc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat

gagaacttct

53433-900_ST25.txt

gaagacaagt
cgcaggctgg
gcatcctttyg
aataagccag
atggtgtggce
aaatgtaaca
tttaattatg
atgcactatc
tttgccaagg

atgggctacc

tatgaaagag
aagtttggga
ctagacctcc
gttcatgccc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact

tcccctaage

acagatacct
gcctecttct
ggggcagtaa
agatcgaagc
tgceccgtect
tctgcaaaga
acatctgcca
ccatggtgga
tactaaaaaa

tgccagtgca

aagatgttca
agcagcatat
tcgaaggcct
tgaacaatgt
ttggaagtac
taatccteca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggec
attctcaaca

ctcgattcaa
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tttcaagcaa
gcatgattct
cattgagcca
ggccctcttc
gcacagagtg
gtgtccaatc
aagctgcttt
atattgcact
caaatttcga

gactgtctta

aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgect
acctaaagtg
gatcacggtc

gagctatgcc

3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3810

60
120
180
240
300
360
420
480
540
600
660
720
780
840
300



tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggce
cctgatcttg
gaacaagaac
agtggagatc
gcaaacatct
tggcaacgtc
gcagtgaaca
caaaaactgg
tattcactca
gaagcatggc
agtacagcac
actgaagaca
catgtctcac
aaggactttg
caacaaagct
gcaacgcctg
gaaaaagtta
tggcggegtt
tttctcagaa
aaggaactcc
ggggaagaaa
ggaagcctga
ctagaagaac

aagctgcgec

ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac
aagacctaaa
aagtcagggt
acgcaactgc
gtagatggac
ttactgaaga
agattcacac
ccgttttaaa
aacaagatct
tggataactt
agatttcaca
tgcctttgga
aagccctatt
aagatctctt
caggtcggat
tggaaagggt
acaaaatgta
ttcattatga
agacacaaat
aggatggcat
taattcagca
atctgcggtg
aacttgaaag

aagctgaggt

caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga
acgccaagta
caattctctc
tgctttggaa
agaagaccgc
acagtgcctt
aactggcttt
agcggatcta
tctttcaaca
tgcceggtgt
ggctattcac
aatttcttat
agaagtggaa
taagcaagag
tgacattatt
gaagctacag
caaggaccga
tataaagata
tcctgagaat
tgggcagegyg
atcctcaaaa
gcaggaggtc
actccaggaa

gatcaaggga

53433-900_ST25.txt

gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa
caacaacata
actcacatgg
gaacaactta
tgggttcttt
tttagtgeat
aaagatcaaa
gaaaagaaaa
ctgaagaata
tgggataatt
actgtccgtg
gtgccttcta
caacttctca
gagtctctga
catagcaaga
gaagctctct
caagggcgat
tttaatcagt
tgggaacatg
caaactgttg
acagatgcca
tgcaaacagc
cttcaagagg

tcctggeagce
Page

ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggttgg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca
tggtggtagt
aggtattggg
tacaagacat
ggctttcaga
atgaaatgtt
agcaatccat
agtcagtgac
tagtccaaaa
aagaaacgat
cttatttgac
atgctcctga
agaatataaa
agacagcagc
cccagcttga
ttgacagatc
ggctaacaga
ctaaatacaa
tcagaacatt
gtattctaca
tgtcagacag
ccacggatga

ccgtgggcecga

57

tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctcttgga
agaagatcta
tgatgaatct
agatcgatgg
ccttctcaaa
aaaagaagat
atcaagtctt
gggcaaactg
ccagaagacg
acttgaaaag
gatggtgatg
tgaaatcact
cctctgtget
agatagtcta
attgcaaagt
tttccaatgg
tgttgagaaa
agctgaacag
atggtatctt
gaatgcaact
ggaaaaattg
aaaaaagagg
gctggacctc

tctecteatt

960
1620
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



gactctctcc
aaagagaacg
ctctcaccgt
gtggccegteg
tctcagcact
aaagtgccct
acagagctct
gccatgaaac
gcatgtgatg
cagattatta
gtcaacgtcc
ggacgaacag
gcacatttgg
tgtgaccagc
ggtgaagttig
tttgctaata
ccccagtcca
catcaggcca
ctaaagcact
ggccataaaa
gttcgagact
catccccgaa
gacacaatg

<210>
<211>

<212>
<213>

18
4212
DNA

<220>
<223> uDys

<400> 18

aagatcacct
tgagccacgt
ataacctcag
aggaccgagt
ttctttccac
actatatcaa
accagtcttt
tccgaagact
ccttggacca
attgtttgac
ctctctgegt

ggaggatccg

aagacaagta
gcaggcetggg
catcctttgg
ataagccaga
tggtgtggcet
aatgtaacat
ttaattatga
tgcactatcc
ttgccaaggt

tgggctacct

7

cgagaaagtc
caatgacctt
cactctggaa
caggcagctg
gtctgtccag
ccacgagact
agctgacctg
gcagaaggcc
gcacaacctc
cactatttat
ggatatgtgt
tgtcctgtct
cagatacctt
cctecttctg
gggcagtaac
gatcgaagcg
gcccgtectg
ctgcaaagag
catctgccaa
catggtggaa
actaaaaaac

gccagtgcag

Artificial Sequence

53433-900_ST25.txt

aaggcacttc
gctecgecage
gacctgaaca
catgaagccc
ggtccctggyg
caaacaactt
aataatgtca
ctttgettgg
aagcaaaatg
gaccgcctgg
ctgaactggc
tttaaaactg
ttcaagcaag
catgattcta
attgagccaa
gccctecttec
cacagagtgg
tgtccaatca
agctgctttt
tattgcactc
aaatttcgaa

actgtcttag

gaggagaaat
ttaccacttt
ccagatggaa
acagggactt
agagagccat
gctgggacca
gattctcagc
atctcttgag
accagcccat
agcaagagca
tgctgaatgt
gcatcatttc
tggcaagttc
tccaaattec
gtgtccggag
tagactggat
ctgctgcaga
ttggattcag
tttctggtcg
cgactacatc

ccaaaaggta

agggggacaa

tgcgectctg
gggcattcag
gcttctgeag
tggtccagca
ctcgccaaac
tcccaaaatg
ttataggact
cctgtcaget
ggatatcctg
caacaatttg
ttatgatacg
cctgtgtaaa
aacaggattt
aagacagttg
ctgcttccaa
gagactggaa
aactgccaag
gtacaggagt
agttgcaaaa
aggagaagat
ttttgcgaag

catggaaact

atgctttggt gggaagaagt agaggactgt tatgaaagag aagatgttca aaagaaaaca

ttcacaaaat gggtaaatgc acaattttct aagtttggga agcagcatat tgagaacctc

ttcagtgacc tacaggatgg gaggcgcctc ctagacctcc tcgaaggect gacagggeaa

Page 58

2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4149

60
120
180



aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga
aacatcgcca
acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
aatgactggc
cctgatcttg
gaacaagaac
agtggagatc
gcaaacatct
tggcaacgtc
gcagtgaaca
caaaaactgg
tattcactca
gaagcatggce
agtacagcac

cagactgtta

aagaaaaagg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt
gatatcaatt
ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacatag
taacaaaaac
aagacctaaa
aagtcagggt
acgcaactgc
gtagatggac
ttactgaaga
agattcacac
ccgttttaaa
aacaagatct
tggataactt
agatttcaca

ctctggtgac

atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag
aggcatagag
catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
agttttaatg
agaagaaaga
acgccaagta
caattctctc
tgctttggaa
agaagaccgc
acagtgectt
aactggcttt
agcggatcta
tctttcaaca
tgceceggtgt
ggctgctcct

acaacctgtg

53433-900_ST25.txt

gttcatgcec
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatcc
tcagccacac
aaactactcg
tacatcacat
gtggaaatgt
caaatgcact
tccecctaagce
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagyg
aaattatcag
tgggaatgcc
gatctccaga
acaaggaaaa
caacaacata
actcacatgg
gaacaactta
tgggttettt
tttagtgcat
aaagatcaaa
gaaaagaaaa
ctgaagaata
tgggataatt
ggactgacca

gttactaagg

tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag
aacgactgga
atcctgaaga
cactcttcca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggtigg
aagatgaaga
tcagggtagc
atcagaaact
tggaggaaga
aggtgcttca
tggtggtagt
aggtattggg
tacaagacat
ggctttcaga
atgaaatgtt
agcaatccat
agtcagtgac
tagtccaaaa
ctattggagc

aaactgccat

Page 59

caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta
acatgcattc
tgttgatacc
agttttgcct
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
gaaagagttg
gcctcttgga
agaagatcta
tgatgaatct
agatcgatgg
ccttctcaaa
aaaagaagat
atcaagtctt
gggcaaactg
ccagaagacg
acttgaaaag
ctctcctact

ctccaaacta

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1880
2040
2100



gaaatgccat
actcatgtct
gctaaggact
ctacaacaaa
agtgcaacgc
tgggaaaaag
aaatggcggce
cagtttctca
cttaaggaac
actggggaag
ttgggaagcc
aggctagaag
ctcaagctgce
attgactctc
ctgaaagaga
cagctctcac
caggtggcceg
gcatctcage
aacaaagtgc
atgacagagc
actgccatga
gctgeatgtg
ctgcagatta
ttggtcaacg
acgggacgaa
aaagcacatt
ttttgtgacc
ttgggtgaag
caatttgcta
gaaccccagt

aagcatcagg

cttccttgat
cacaagccct
ttgaagatct
gctcaggtcg
ctgtggaaag
ttaacaaaat
gttttcatta
gaaagacaca
tccaggatgg
aaataattca
tgaatctgeg
aacaacttga
gccaagctga
tccaagatca
acgtgagcca
cgtataacct
tcgaggaccg
actttctttc
cctactatat
tctaccagtc
aactccgaag
atgccttgga
ttaattgttt
tccctetetg
cagggaggat
tggaagacaa
agcgcaggcet
ttgcatcctt
ataataagcc
ccatggtgtg

ccaaatgtaa

gttggagtct
attagaagtg
ctttaagcaa
gattgacatt
ggtgaagcta
gtacaaggac
tgatataaag
aattcctgag
cattgggcag
gcaatcctca
gtggcaggag
aagactccag
ggtgatcaag
cctcgagaaa
cgtcaatgac
cagcactctg
agtcaggcag
cacgtctgtc
caaccacgag
tttagctgac
actgcagaag
ccagcacaac
gaccactatt
cgtggatatg
ccgtgtectg
gtacagatac
gggcctectt
tgggggcagt
agagatcgaa
gctgceecgtc

catctgcaaa

53433-900_ST25.txt

tatgtgcctt
gaacaacttc
gaggagtctc
attcatagca
caggaagctc
cgacaagggc
atatttaatc
aattgggaac
cggcaaactg
aaaacagatg
gtctgcaaac
gaacttcaag
ggatcctggce
gtcaaggcac
cttgctcgcec
gaagacctga
ctgcatgaag
cagggtcect
actcaaacaa
ctgaataatg
gccectttget
ctcaagcaaa
tatgaccgcc
tgtctgaact
tcttttaaaa
cttttcaagc
ctgcatgatt
aacattgagc
gcggeccctct
ctgcacagag

gagtgtccaa

ctacttattt
tcaatgctec
tgaagaatat
agaagacagc
tctecccaget
gatttgacag
agtggctaac
atgctaaata
ttgtcagaac
ccagtattct
agctgtcaga
aggccacgga
agceegtggg
ttcgaggaga
agcttaccac
acaccagatg
cccacaggga
gggagagagc
cttgctggga
tcagattctc
tggatctctt
atgaccagec
tggagcaaga
ggctgctgaa
ctggcatcat
aagtggcaag
ctatccaaat
caagtgtccg
tcctagactg
tggctgctgce

tcattggatt
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gactgaaatc
tgacctctgt
aaaagatagt
agcattgcaa
tgatttccaa
atctgttgag
agaagctgaa
caaatggtat
attgaatgca
acaggaaaaa
cagaaaaaag
tgagctggac
cgatctcctce
aattgcgect
tttgggcatt
gaagcttctg
ctttggtcca
catctcgeca
ccatcccaaa
agcttatagg
gagcctgtca
catggatatc
gcacaacaat
tgtttatgat
ttccctgtgt
ttcaacagga
tccaagacag
gagctgcttc
gatgagactg
agaaactgcc

caggtacagg

2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960



agtctaaagc
aaaggccata
gatgttcgag
aagcatcccc
actgacacaa
<210>
<211>

<212>
<213>

19
450
DNA

<220>

<223> CK8

<400> 19
ctagactagc

tataattaac
aaccctgcat
cttagtttag
ctgggcaagce
ctcatctgct
aggctcctct
gcacagacag
<210>
<211>

<212>
<213>

20
20
PRT

<220>
<223>

<400> 20

actttaatta
aaatgcacta
actttgccaa

gaatgggcta

tg

promoter

atgctgccca
ccagacatgt
gccatgttcc
gaaccagtga
tgcacgcctg
ctcaggggcec
atataaccca

acactcagga

tgacatctgc
tcccatggtg
ggtactaaaa

cctgccagtg

Artificial Sequence

tgtaaggagg
ggctgececccc
cggcgaaggg
gcaagtcagc
ggtccggggt

cctcecetggg

ggggcacagg

gccagecagce

Artificial Sequence

Hinge-1ike region between

53433-900_ST25.txt

caaagctgcet
gaatattgca
aacaaatttc

cagactgtct

caaggcctgg
cccecececcaa
ccagctgtcc
ccttggggca
gggcacggtg
gacagcccct

ggctgcectc

ttttttctgg
ctccgactac

gaaccaaaag

tagaggggga

ggacacccga
cacctgctgce
ccecgecaget
gcccatacaa
cccgggceaac
cctggctagt

attctaccac

SR15 and sSR16

tcgagttgea
atcaggagaa
gtattttgeg

caacatggaa

gatgcctggt
ctctaaaaat
agactcagca
ggccatgggg
gagctgaaag
cacaccctgt

cacctccaca

Ile His Thr val Arg Glu Glu Thr Met Met val Met Thr Glu Asp Met

1

5

Pro Leu Glu Ile

<210> 21
<211> 20
<212> PRT
<213>
<220>
<223>

20

Artificial Sequence

10

Hinge-1ike region within SR23
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15

4020
4080
4140
4200
4212

60
120
180
249
300
360
420
450



<400> 21

1

Glu Glu Arg

<210>
<211>
<212>
<213>

22
8391
DNA

<220>
<223>

<400> 22
cagcagctgce

acctttggtc
atcactaggg
agcatgctgce
aacccagaca
catgccatgt
taggaaccag
agctgcacgc
gctctcaggg
tctatataac
cagacactca
cttgatatac
aagatgttca
agcagcatat
tcgaaggect
tgaacaatgt
ttggaagtac
taatcctcca
ccaacagtga
ttaatgtaat
atagtcatag

aacgactgga

Ala
20

gcgctegetc
gccecggectc
gttccttgta
ccatgtaagg
tgtggctgec
tccecggegaa
tgagcaagtc
ctgggtccgg
gccectecct
ccaggggcac
ggagccagcec
actttccacc
aaagaaaaca
tgagaacctc
gacagggcaa
caacaaggca
tgacatcgta
ctggcaggtc
aaagattctc
caacttcacc
gccagaccta

acatgcattc

Artificial Sequence

CK8-ubys5 cassette

gctcactgag
agtgagcgag
gttaatgatt
aggcaaggcc
ccececeeeecce
gggccagctg
agcccttggg
ggtgggcacg
ggggacagcc
aggggcetgcec
agcgtcgagg
atgctttggt
ttcacaaaat
ttcagtgacc
aaactgccaa
ctgcgggttt
gatggaaatc
aaaaatgtaa
ctgagctggg
accagctggt
tttgactgga

aacatcgcca
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10

gcegeecggg
cgagcgcgcea
aacccgccat
tggggacacc
caacacctgc
tccecccgeca
gcagcccata
gtgceegggce
cctcectgget
ctcattctac
ttaacccgeg
gggaagaagt
gggtaaatgc
tacaggatgg
aagaaaaagyg
tgcagaacaa
ataaactgac
tgaaaaatat
tccgacaatc
ctgatggect
atagtgtggt

gatatcaatt

caaagcccgyg
gagagggagt
gctacttatc
cgagatgcct
tgcctctaaa
gctagactca
caaggccatg
aacgagctga
agtcacaccc
caccacctcc
gccgtrtttt
agaggactgt
acaattttct
gaggcgcctc
atccacaaga
taatgttgat
tcttggtttg
catggctgga
aactcgtaat
ggctttgaat
ttgccagcag

aggcatagag
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teu Glu Gly Leu Glu Lys Leu Tyr Gln Glu Pro Arg Glu Leu Pro Pro
5

15

gcgtegggeg
ggccaactcc
tacaaacgct
ggttataatt
aataaccctg
gcacttagtt
gggctgggea
aagctcatct
tgtaggctcc
acagcacaga
ttatcgctgce
tatgaaagag
aagtttggga
ctagacctcc
gttcatgeccc
ttagtgaata
atttggaata
ttgcaacaaa
tatccacagg
gctctcatec
tcagccacac

aaactactcg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320



atcctgaaga
cactcttcca
tgccaaggec
attctcaaca
ctcgattcaa
ggagcccatt
tgatggagag
ggcttctttc
tggtgaaaga
gccgggttgg
aagatgaaga
tcagggtagce
tgactgaaat
ctgacctctg
taaaagatag
cagcattgca
ttgatttcca
gatctgttga
cagaagctga
acaaatggta
cattgaatgc
tacaggaaaa
acagaaaaaa
aggaacttct
gaggcgactt
tgaaaactaa
agcagccttt
agagagccca
gggaaaaatt
gactccagga
tgatcaaggg

tcgagaaagt

tgttgatacc
agttttgect
acctaaagtg
gatcacggtc
gagctatgcc
tccttcacag
tgaagtaaac
tgctgaggac
ccagtttcat
taatattcta
aactgaagta
tagcatggaa
cactcatgtc
tgctaaggac
tctacaacaa
aagtgcaacg
atgggaaaaa
gaaatggcgg
acagtttctc
tcttaaggaa
aactggggaa
attgggaagc
gaggctagaa
ggtgtggcta
tccagcagtt
agaacctgta
ggaaggacta
gaatgtcact
gaacctgcac
acttcaagag
atcctggcag

caaggcactt

acctatccag
caacaagtga
actaaagaag
agtctagcac
tacacacagg
catttggaag
ctggaccgtt
acattgcaag
actcatgagg
caattgggaa
caagagcaga
aaacaaagca
tcacaagccc
tttgaagatc
agctcaggtc
cctgtggaaa
gttaacaaaa
cgttttcatt
agaaagacac
ctccaggatg
gaaataattc
ctgaatctgc
gaacaatctg
cagctgaaag
cagaagcaga
atcatgagta
gagaaactct
cggcttctac
tccgetgact
gccacggatg
ccegtgggeg

cgaggagaaa
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ataagaagtc
gcattgaagc
aacattttca
agggatatga
ctgcttatgt
ctcctgaaga
atcaaacagc
cacaaggaga
ggtacatgat
gtaagctgat
tgaatctcct
atttacattc
tattagaagt
tctttaageca
ggattgacat
gggtgaagct
tgtacaagga
atgatataaa
aaattcctga
gcattgggca
agcaatcctc
ggtggcagga
accagtggaa
atgatgaatt
acgatgtaca
ctcttgagac
accaggagcc
gaaagcaggc
ggcagagaaa
agctggacct
atctcctcat

ttgcgectct

catcttaatg
catccaggaa
gttacatcat
gagaacttct
caccacctct
caagtcattt
tttagaagaa
gatttctaat
ggatttgaca
tggaacagga
aaattcaaga
ttatgtgect
ggaacaactt
agaggagtct
tattcatagc
acaggaagct
ccgacaaggg
gatatttaat
gaattgggaa
gcggcaaact
aaaaacagat
ggtctgcaaa
gcgtctgeac
aagccggcag
tagggccttc
tgtacgaata
cagagagctg
tgaggaggtc
aatagatgag
caagctgcgce
tgactctctc

gaaagagaac
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tacatcacat
gtggaaatgt
caaatgcact
tcccctaage
gaccctacac
ggcagttcat
gtattatcgt
gatgtggaag
gcccatcagg
aaattatcag
tgggaatgcc
tctacttatt
ctcaatgctc
ctgaagaata
aagaagacag
ctctceccage
cgatttgaca
cagtggctaa
catgctaaat
gttgtcagaa
gccagtattc
cagctgtcag
ctttetctge
gcacctattg
aagagggaat
tttctgacag
cctcctgagg
aatactgagt
acccttgaaa
caagctgagg
caagatcacc

gtgagccacg

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2540
3000
3060
3120
3180
3240



tcaatgacct
gcactctgga
tcaggcagct
cgtctgtcca
accacgagac
tagctgacct
tgcagaaggc
agcacaacct
ccactattta
tggatatgtg
gtgtcctgtc
acagatacct
gcctecttet
ggggcagtaa
agatcgaagc
tgccecgtect
tctgcaaaga
acatctgcca
ccatggtgga
tactaaaaaa
tgccagtgca
tttccacatg
gtgtgttggt
aactacaagg
actgaggccg
agcgagcgag
acagttgcgce
atttccatga
agcaaggccg
agtattgcga

gattataaaa

tgctcgecag
agacctgaac
gcatgaagcc
gggtccctgg
tcaaacaact
gaataatgtc
cctttgcttg
caagcaaaat
tgaccgectg
tctgaactgg
ttttaaaact
tttcaagcaa
gcatgattct
cattgagcca
ggccctcttce
gcacagagtg
gtgtccaatc
aagctgettt
atattgcact
caaatttcga
gactgtctta
gcagatgaac
tttttgtgtg
aacccctagt
ggcgaccaaa
cgcgecaget
agcctgaatg
gcgtttttec
atagtttgag
caacggttaa

acactictca

cttaccactt
accagatgga
cacagggact
gagagagcca
tgctgggacc
agattctcag
gatctcttga
gaccagccca
gagcaagagc
ctgctgaatg
ggcatcattt
gtggcaagtt
atccaaattc
agtgtccgga
ctagactgga
gctgctgcag
attggattca
ttttctggtc
ccgactacat

accaaaaggt

gagggggaca
cggtggctag
ggtaccgttt
gatggagttg
ggtcgeccga
ggcgtaatag
gcgaatggaa
tgttgcaatg
Ttecttctact
tttgcgtgat

ggattctggc
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tgggcattca
agcttctgca
ttggtccagce
tctcgccaaa
atcccaaaat
cttataggac
gcectgtcagce
tggatatcct
acaacaattt
tttatgatac
ccctgtgtaa
caacaggatt
caagacagtt
gctgcttcca
tgagactgga
aaactgccaa
ggtacaggag
gagttgcaaa
caggagaaga
attttgcgaa
acatggaaac
taataaaaga
gtagataagt
gccactcect
cgececcgggcet
cgaagaggcc
ttccagacga
gctggeggta
caggcaagtg
ggacagactc

gtaccgttcc

gctctcaccyg
ggtggccgtc
atctcagcac
caaagtgccc
gacagagctc
tgccatgaaa
tgcatgtgat
gcagattatt
ggtcaacgtc
gggacgaaca
agcacatttg
ttgtgaccag
gggtgaagtt
atttgctaat
accccagtec
gcatcaggcc
tctaaagcac
aggccataaa
tgttcgagac
gcatccccga
tgacacaatg
tcecttatttt
agcatggegg
ctctgcgegce
ttgcccgggc
cgcaccgatc
ttgagcgtca
atattgttct
atgttattac
ttttactcgg

tgtctaaaat
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tataacctca
gaggaccgag
tttctttcca
tactatatca
taccagtctt
ctccgaagac
gccttggacc
aattgtttga
cctctetgeg
gggaggatcc
gaagacaagt
cgcaggctgg
gcatcctttg
aataagccag
atggtgtggce
aaatgtaaca
tttaattatyg
atgcactatc
tttgccaagg
atgggctacc
taggaagtct
cattggatct
gttaatcatt
tcgetegetce
ggcctcagtg
gcccttecca
aaatgtaggt
ggatattacc
taatcaaaga
tggcctcact

ccctttaatc

3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100



ggcctcctgt
aaagcaacca
gcgcagcgtg
ttectttctc
agggttccga
ttcacgtagt
gttctttaat
ttcttttgat
ttaacaaaaa
ttatacaatc
catgctagtt
tgacctgata
tcagctagaa
ccgtttgaat
aaaaattttt
aatgtttttg
aattctttge
ccttacgeat
tgatgccgca
ggcttgtctg
gtgtcagagg
cctattttta
tcggggaaat
tccgeteatg
gagtattcaa
ttttgctcac
agtgggttac
agaacgtttt
tattgacgcc
tgagtactca
cagtgctgcec

aggaccgaag

ttagctcccg
tagtacgcgce
accgctacac
gccacgttcg
tttagtgctt
gggccatcgc
agtggactct
ttataaggga
tttaacgcga
ttcctgtttt
ttacgattac
gcctttgtag
cggttgaata
ctttacctac
atccttgegt
gtacaaccga
cttgcctgta
ctgtgcggta
tagttaagcc
ctcccggeat
ttttcaccgt
taggttaatg
gtgcgcggaa
agacaataac
catttccgtg
ccagaaacgc
atcgaactgg
ccaatgatga
gggcaagagce
ccagtcacag
ataaccatga

gagctaaccg

ctctgattct
cctgtagegg
ttgccagcge
ccggetttec
tacggcacct
cctgatagac
tgttccaaac
ttttgccgat
attttaacaa
tggggetttt
cgttcatcga
agacctctca
tcatattgat
acattactca
tgaaataaag
tttagcttta
tgatttattg
tttcacaccg
agccccgaca
ccgcttacag
catcaccgaa
tcatgataat
cccctatttg
cctgataaat
tcgeecttat
tggtgaaagt
atctcaacag
gcacttttaa
aactcggtcg
aaaagcatct
gtgataacac

cttttttgca
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aacgaggaaa
cgcattaagc
cctagecgecc
ccgtcaagcet
cgaccccaaa
ggtttttcge
tggaacaaca
ttcggectat
aatattaacg
ctgattatca
ttctcttgtt
aaaatagcta
ggtgatttga
ggcattgcat
gcttctcccg
tgctctgagg
gatgttggaa
catatggtgc
cccgccaaca
acaagctgtg
acgcgcgaga
aatggtttct
Ttatttttc
gcttcaataa
Tcectttttt
aaaagatgct
cggtaagatc
agttctgcta
ccgcatacac
tacggatggc
tgcggccaac

caacatgggg

gcacgttata
gcggegggty
gctccttticg
ctaaatcggg
aaacttgatt
cctttgacgt
ctcaacccta
tggttaaaaa
tttacaattt
accggggtac
tgctccagac
cccteteegyg
ctgtctcegy
ttaaaatata
caaaagtatt
ctttattget
ttcctgatgce
actctcagta
cccgetgacg
accgtctceg
cgaaagggcc
tagacgtcag
taaatacatt
tattgaaaaa
gcggcatttt
gaagatcagt
cttgagagtt
tgtggcgegyg
tattctcaga
atgacagtaa
ttacttctga

gatcatgtaa
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cgtgctcgtc
tggtggttac
ctttcttccc
ggctceccttt
agggtgatgg
tggagtccac
tctcggtcta
atgagctgat
aaatatttgce
atatgattga
tctcaggcaa
catgaattta
cctttcteac
tgagggttct
acagggtcat
taattttgct
ggtattttct
caatctgctc
cgccctgacg
ggagctgcat
tcgtgatacg
gtggcacttt
caaatatgta
ggaagagtat
gccttcctgt
tgggtgcacg
ttcgecccga
tattatcccg
atgacttggt
gagaattatg
caacgatcgg

ctcgeccttga

5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020



tcgttgggaa
tgtagcaatg
ccggcaacaa
ggcccttecg
cggtatcatt
gacggggagt
actgattaag
aaaacttcat
caaaatccct
aggatcttct
accgctacca
aactggcttc
ccaccacttc
agtggctgct
accggataag
gcgaacgacc
tcccgaaggg
cacgagggag
cctctgactt
cgccagcaac
ctttcctgeg
taccgetege

gcgcccaata

ccggagcetga
gcaacaacgt
ttaatagact
gctggcetggt
gcagcactgg
caggcaacta
cattggtaac
ttttaattta
taacgtgagt
tgagatcctt
gcggtggtrt
agcagagcgce
aagaactctg
gccagtggeg
gcgeageggt
tacaccgaac
agaaaggcgg
cttccagggyg
gagcgtcgat
gcggectttt
ttatcccctg
cgcagccgaa

cgcaaaccgce

atgaagccat
tgcgcaaact
ggatggaggc
ttattgctga
ggccagatgg
tggatgaacg
tgtcagacca
aaaggatcta
tttcgttcca
tttttctgcg
gtttgccgga
agataccaaa
tagcaccgcce
ataagtcgtg
cgggctgaac
tgagatacct
acaggtatcc
gaaacgcctg
ttttgtgatg
tacggttect
attctgtgga
cgaccgagcg

ctctcceegc
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accaaacgac
attaactggc
ggataaagtt
taaatctgga
taagccctcc
aaatagacag
agtttactca
ggtgaagatc
ctgagcgtca
cgtaatctgc
tcaagagcta
tactgtcctt
tacatacctc
tcttaccggg
ggggggticyg
acagcgtgag
ggtaagcggce
gtatctttat
ctcgtcaggyg
ggccttttge
taaccgtatt
cagcgagtca

gcgttggecg

gagcgtgaca
gaactactta
gcaggaccac
gccggtgagce
cgtatcgtag
atcgctgaga
tatatacttt
ctttttgata
gaccccgtag
tgcttgcaaa
ccaactcttt
ctagtgtagc
gctctgctaa
ttggactcaa
tgcacacagc
ctatgagaaa
agggtcggaa
agtcctgtcg
gggcggagec
tggcctttty
accgectttg
gtgagcgagyg
attcattaat
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ccacgatgcc
ctctagcttc
ttctgegetce
gtgggtcteg
ttatctacac
taggtgcctc
agattgattt
atctcatgac
aaaagatcaa
caaaaaaacc
ttccgaaggt
cgtagttagg
tcctgttacc
gacgatagtt
ccagcttgga
gcgecacgct
caggagagcg
ggtttcgcca
tatggaaaaa
ctcacatgtt
agtgagctga
aagcggaaga

g

7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8391



