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SpRY-CBE editing result
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Control hiPSC

TACATOCOCLCOCTOE CACGL TEG AGBCCCBTATTTG G AAA

Tyr lle Pro Cys Thr Leu Glu Pro Val Phe Gly Lys Met Phe Glu Leu
1620 1625 1630

Patient hiPSC

TACATGCCOCOC TG CACBOC TEGACCOOC TATTT GG AAA

T T T T T T T T T T T T T T 1
Tyr lle Pro Cys Thr Leu Asp Pro Tyr Leu Glu Arg Cys Ser Ser

1620 1625 1630

Patient hiPSC - homozygous re-framing (+1 A)

TACATEGCCCCTE CA CECTHGACCCOTATTTOEOAAA

Tyr lle Pro Cys Asn Ala Gly Pro Leu Phe Gly Lys Met Phe Glu Leu
1620 1625 1630
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RNP: ABE8e recombinant protein, complexed with sgRNA
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