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Figure 4

A/Gilroy/231/2011 HA amino acid sequence (SEQ ID NO:28)

mkailvvllytfaianadtlcigyhannstdtvdtvleknvtvthsvnlledkhngklcklr
gvaplhlgkcniagwilgnpeceslstasswsyivetsssdngtcecypgdfinyeelreglss
vssferfeifpktsswpnhdsnkgvtaacphagaksfyknliwlvkkgnsypklsksyindk
gkevlvlwgihhpstsadggslygnadayvfvgtskyskkfkpeiavrpkvrdgegrmnyyw
tlvepgdkitfeatgnllvpryafamernagsgiiisdtpvhdenttegtpegaintslpfqg
nihpitlgkcpkyvkstklrlatglrnvpsigsrglfgaiagfieggwtgmvdgwygyhhagn
eggsgyaadlkstgnaidkitnkvnsviekmntgftavgkefnhlekrienlnkkvddgfld
iwtynaellvllenertldyhdsnvknlyekvrsglknnakeigngcfefyhkcdntcmesv

kngtydypkyseeaklnreeidgvklestriygilaiystvasslvlvvslgaisfwmcsng
slgcrici
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Figure 5

A/Gilroy/231/2011 HA nucleotide sequence (SEQ ID NO:2)

gtgaaggcaatactagtagttctgctatatacatttgcaaccgcaaatgcagacacattatyg
tataggttatcatgcgaacaattcaacagacactgtagacacagtactagaaaagaatgtaa
cagtaacacactctgttaaccttctagaagacaagcataacgggaaattatgcaaactaaga
ggggtagccccattgcatttgggtaaatgtaacattgctggectggatectgggaaatccaga
gtgtgaatcactctccacagcaagctcatggtectacattgtggaaacatctagttcagaca
atggaacgtgttacccaggagatttcatcgattatgaggagctaagagaacaattgagetca
gtgtcatcatttgaaaggtttgagatattccccaagacaagttcatggeccgatcatgamtce
gaacaaaggtgtaacggcagcatgtcctcatgctggagcaaaaagcttctacaaaaatttaa
tatggctagttaaaaaaggaaattcatacccaaagctcagcaaatcctacattaatgataaa
gggaaagaagtcctcecgtgctatggggcattcaccatccatctactagtgectgaccaacaaaqg
tctctatcagaatgcagatgcatatgtttttgtggggacatcaagatacagcaagaagttca
agccggaaatagcaataagacccaaagtgagggatcaagaagggagaatgaactattactygg
acactagtagagccgggagacaaaataacattcgaagcaactggaaatctagtggtaccgag
atatgcattcgcaatggaaagaaatgctggatctggtattatcatttcagatacaccagtec
acgattgcaatacaacttgtcagacacccaagggtgctataaacaccagectcecccattteag
aatatacatccgatcacaattggaaaatgtccaaaatatgtaaaaagcacaaaattgagact
ggccacaggattgaggaatgtccecgtctattcaatctagaggectatttggggccattgecyg
gtttcattgaaggggggtggacagggatggtagatggatggtacggttatcaccatcaaaat
gagcaggggtcaggatatgcagccgacctgaagagcacacagaatgccattgacaagattac
taacaaagtaaattctgttattgaaaagatgaatacacagttcacagcagtaggtaaagagt
tcaaccacctggaaaaaagaatagagaatttaaataaaaaagttgatgatggtttecctggac
atttggacttacaatgccgaactgttggttctattggaaaatgaaagaactttggactacca
cgattcaaatgtgaagaacttatatgaaaaggtaagaagccagttaaaaaacaatgccaagg
aaattggaaacggctgctttgaattttaccacaaatgcgataacacgtgcatggaaagtgtce
aaaaatgggacttatgactacccaaaatactcagaggaagcaaaattaaacagagaagaaat
agatggggtaaagctggaatcaacaaggatttaccagattttggcgatctattcaactgtcg
ccagttcattggtactggtagtctccctgggggcaatcagtttctggatgtgectctaatggg
tctctacagtgtagaatatgtatttaa
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Figure 6

A/Gilroy/231/2011 NA Amino Acid Sequence (SEQ ID NO:3)

mnpngkiitigsvemtigmanlilgigniisiwishsiglgngsgietcecngsvityenntwvng
tyvnisntnfaaggsvvsvklagnsslcpvsgwaiyskdnsirigskgdvfvirepfiscsple
crtffltggal lndkhsngtikdrspyrtlmscpigevpspynsrfesvawsasachdginwlt
igisgpdngavavlkyngiitdtikswrnsilrtgesecacvngscftimtdgpsdggasykif
riekgkivksvemnapnyhyeecscypdsseitcverdnwhgsnrpwvsfngnleygigyicsg
ifgdnprpndktgscgpvssngangvkgfsfkygngvwigrtksissrkgfemiwdpngwtgtd
nnfsikgdivginewsgysgsfvghpeltgldcirpcfwvelirgrpkentiwtsgssmsfcgv
nsdtvgwswpdgaelpftidk
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Figure 7

A/Gilroy/231/2011 NA nucleotide sequence (SEQ ID NO:4)

atgaatccaaaccaaaagataataaccattggttcggtctgtataacaattggaatggctaact
taatattacaaattggaaacataatctcaatatggattagccactcaattcaacttgggaatca
aaatcagattgaaacatgcaatcaaagcgtcattacttatgaaaacaacacttgggtaaatcaqg
acatatgttaacatcagcaacaccaactttgctgctggacagtcagtggtttccgtgaaattag
cgggcaattcctectcectctgeecctgttagtggatgggctatatacagtaaagacaacagtataag
aatcggttccaagggggatgtgtttgtcataagggaaccattcatatcatgctcceccecttggaa
tgcagaaccttcttcttgactcaaggggecttgctaaatgacaaacattccaatggaaccatta
aagacaggagcccatatcgaaccctaatgagectgtectattggtgaagttecctctecatacaa
ctcaagatttgagtcagtcgecttggtcagcaagtgcttgtcatgatggcatcagttggctaaca
attggaatttctggcccagacaatggggcagtggctgtgttaaagtacaacggcataataacaqg
acactatcaagagttggagaaacaatatattgagaacacaagagtctgaatgtgcatgtgtaaa
tggttcttgttttactgtaatgaccgatggaccaagtgatggacaggcctcatacaagatctte
agaatagaaaagggaaagatagtcaaatcagtcgaaatgaatgcccecctaattatcactatgagyg
aatgctcecctgttatecctgattctagtgaaatcacatgtgtgtgcagggataactggcatggcetce
gaatcgaccgtgggtgtctttcaaccagaatctggaatatcagataggatacatatgcagtggg
attttcggagacaatccacgccctaatgataagacaggcagttgtggtecagtatcgtcectaatyg
gagcaaatggagtaaaaggattttcattcaaatacggcaatggtgtttggatagggagaactaa
aagcattagttcaagaaacggttttgagatgatttgggatccgaacggatggactgggacagac
aataacttctcaataaagcaagatatcgtaggaataaatgagtggtcaggatatagecgggagtt
ttgttcagcatccagaactaacagggctggattgtataaaaccttgettctgggttgaactaat
cagagggcgacccaaagagaacacaatctggactagcgggagcagcatatecttttgtggtgta
aacagtgacactgtgggttggtcttggccagacggtgctgagttgccatttaccattgacaagt
aa
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Figure 10A
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