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Brain donor information

Brain AD Age Gender | Cause of Death

region condition (years)

Cortex No 16 Female | Circulatory failure

Cortex No 21 Female | Drown

Cortex No 23 Male Abnormal cardiac conduction
system

Cortex No 62 Female | Trauma

Cortex No 63 Female | Multiple organ failure

Cortex No 69 Male Mechanical damage

Cortex AD 86 Male AD

Cortex AD 86 Female | AD

Cortex AD 79 Male AD

Cortex AD 83 Male Lung disease

Cortex AD 86 Male Suicide

Cortex AD 82 Male Cerebral infarction

*The human brain was obtained from the China Brain Bank (CBBC) in Hubei, China, or
Zhejiang University School of Medicine, and Zhejiang National Health And Disease Human

Brain Center.
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