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FIG. 1A
SEQ ID NO: 1> 1923Ab2 VH

QVOLVESGGGVYVOPGRSLRLSCAASGFTFRNYGMHWVROAPGKGLEWVAVIWFDGIN
KYYADSVKGRFTISRDNSENTLYLOMNSLRAEDTAVYYCARDRSSSPFDFWGQGTLVT
V58

NYGMH VIWFDGINKYYADSVKG | DRSSSPFDF
SEG: 3 SEQ: 6 SEQ: 7

SEQ ID NO: 2> 1923Ab2 VL

EIVMTOQSPATLSLSPGERATLSCRASONFSNNYLSWYQOQTPGQAPRLLIYGASTRATGIP
ARFSGAGSGTDETLTISSLOPEDFAVYYCOQODYNLETFGPGTKVDIK

RASQNFSNNYLS GASTRAT QODYNLET
SEQ: § SEQ: 9 SEQ: 10

SEG ID NO: 3> 1923Ab3 VH
QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYDINWVRQATGQGLEWMGWMNPNSG
ITGYAQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTIVSS

SYDIN WMNPNSGITGYAQRFQG | HRWGKGYLDL
SEQ: 11 SEQ: 12 SEQ- 13

SEG ID NG: 4> 1923Ab3 VL

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWEFQOKPGOAPRLLIYGASTRATGIPA
RFGGSGSGTDFTLTISSLOPEDFAVYYCQQDYNLPYTFGOQGTKLEIK

RASQSVSSSYLS GASTRAT QODYNLPYT
SEQ: 14 SEQ: 9 SEQ: 15
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FiG. 1B
SEQ ID NG: 16> 1923Ab4 VH

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNY GMHWVROAPGKGLEWVALIWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYRDILTGYYKEDYFD
FWGOGTLVTVSS

NYGMH IWYDGINKYYADSVKG | DODYDILTGYYKEDYFDF
SEG: 3 SEQ: 22 SEQ: 23

SEQ ID NGO: 17 > 1923Ab4 VL

SYELTQPPSVEVEPGOQTARITCSGDALPEKYAYWYQQKSGQAPVLVIVEDRSKRPSGIPER
FSGSSSGTMATLTISGAQVEDEADYYCYSTDRDSSONRVFGGGTKLTVL

SGDALPKKYAY | EDSKRPS | YSTDSSGNRY

SEQ: 24 SEQ: 25 SEQ: 26

SEG ID NO: 18> 1923Ab5S VH

QVQLVESGGGVVQPGRSLRLSCAASGEFTFSSYGMHWVRQAPGKGLEWVAVIWYDGSN
EYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARERWOWLVLEDYWGOQGT
LVTVSS

SYGMH VIWYDGSNEYYADSVKG | ERWOQWLVLFDY

SEQ: 27 SEQ: 28 SEQ: 29

SEG ID NO: 19> 1923Ab5 VL

EIVLTOSPATLSLSPGERATLSCRASQTITSSYLSWYQOKPGOAPRLLIYGASTRATGIPA
RFSGSGSGTDFTLTISSLOPEDFALYFCQODINLPYTFGQGTKLEIK

RASQTITSSYLS | GASTRAT | QQDENLPYT
SEQ: 30 SEQ: 9 SEQ3]
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FIG. 1C
SEQ ID NG: 20> 1923Abo VH

EVHELESGGGLVOPGGSLRLSCAASGFTFSSY AMGW VROQAPGKGLEWVSHGGOGEGST
YYADSVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKYGYSGTYGGWEDPWGQG
TLVTVESS

SYAMG HGGGGGSTYYADSVKG | VGYSGTYGGWEDP
SE(: 32 SEQ: 33 SEQ- 34

SEQ ID NO: 21 > 1923Ab6 VL

DIQOMTOSPESLESASIGDBRVAITCRASQGISNYLAWFQOKPGKAPKSLIYAASSLOSGVPSK
FSGSGSGTDFTLTISSLOPEDFATYYCOQOYNSYPLIFGGGTRVEIK

RASGQGISNYLA | AASSLOS | OQYNSYPLT
SEQ: 35 SEQ: 36 SEQ: 37

SEQ 1D NO: 38 > 1923Ab7 and 1923Ab% Heavy Chain

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYDINWVRQATGQGLEWMGWMNPNSG
ITGYAQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVESASTKGPSVIPLAPSSKSTSGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLOTQTYICNVNHKPSNTKVDEKKVEPKSCDKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVEFNWYVDOGVEVHNAKTR
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQY
YTLPPSREELTKNQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWOQQOGNVESCSVMHEALHNHYTOKSLSLSPGGOGSGOGGSGGGGSQVOLY
ESGGGVVOPGRSLRLSCAASGFTFSNYGMHWVROAPGKGLEWVAOWYDGINKYYAD
SVKGRETISRDNSKNTLYLGMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFDFWGQG
TLYTVISGGGGRGGGGSGOGOGSSYELTOPPSVSVSPGOTARITCSGDALPKEYAYWYQ
QKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDSSGNR
VEGOGGTRLTVL

SEQ ID NO 39: > 1923Ab7 and 1923AD09, 1923Ab10, 1923Ab17 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWEFQOQKPGQAPRLLIYGASTRATGIPA
REGGSGSGIDFTLTISSLOPEDFAVY YCQODYNLPYTFGOQGTKLEIKRTVAAPSVEFIFPPS
DEQLKSGTASVVCLLINNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLASKADYEKHKVYACEVTHOQGLSSPVTRKSFNRGECGGOGSGOGGSGGGGSTIPPHVOK
SVNNDMIVTDNNGAVKFPQLCKFCDVRESTCDNQKSCMSNCSITSICEKPQEVCVAVW
REKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNHE
SEEYNTSNPD
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FIG. 1D
SEQ ID NGO 406: > 1923Ab% and 1923Ah11, 1923Ab13, 1923Ab18, 1923Ab20 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQOQKPGQAPRLLIVGASTRATGIPA
RFGGSGSGTDFTLTISSLOPEDFAVYYCQOQDYNLPYTFGOGTKLEIKRTVAAPSVFIFPPS

DEQLKSGTASYVVCLINNFYPREAKVOWKVDNALGSGNSQESVTEQDSKDSTYSLSSTL

TLSKADYEKHKVYACEVTHOQGLSSPVTKSEFNRGEC

SEQ 1D NO:41 > 1923A09 Heavy Chain 1

QVOLVQSGAEVEKPGASVKVSCKASGYTPTSYRINWVROQATGOQGLEWMGOWMNPNSG
ITGYAQRFQGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVSSASTKGPSVEPLAPSSKSTSGOTAALGCLVEDYFPEPVTIVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCDKTHTCPPCPAP
EAAGGPSVELFPPKPKDTLMISRTPEVTICVYVDVSHEDPEVKFNWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQY
YTLPPCRDELTKNOQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFRLY
SKLTVDBKSRWOQOQONVESCSYMHEALHNHYTOQKSLSLIPGGGOIGGHGSGOGESQVEL
VESGGGVVQPGRSLRLSCAASGHFTESNY GMHW VRQAPGKOGLEW VAIIWYDGINKY YA
DSVKGRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDGDYDIETGY YKERDYFDFWGO
OTLVTVSSGGOGSGOGOSGGOGSSYELTOPPSVEVEPGQTARITCSGDALPKKYAYWY
QOKSGOAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDSSGN
RVFGGGTKLTVL

SEQ ID NO: 42> 1923Ab9 and 1923Ab10 Heavy Chain 2

OVOLVOSGAEVKEKPGASVEVSCKASGYTHFTSYDINWVROATGOGLEWMGWMNPNSG

ITGYAQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGK GYLDLWGRGTL
VIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLQSSGLYSLSSYVTVPSSSLOTOTYICNVNHEPSNTKVDKEKVEPKSCDEKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY VDGVEVHNAKTE

PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVENKALPAPIEKTISKAKGQPREPQVC
TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGOPENNYKTTIPPVLDSDGSTFLVSK
LTVDKSRWGQOQGNVESCSVMHEALHNHYTQKSLSLSPGK
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FiG. 1E
SEQ ID NO: 43> 1923Ab10 Heavy Chain 1

QVOLVOSGAEVKKPGASVEVSCKASGYTHTRYDINWVROQATGQGLEWMGWMNPNSG
ITGYAQRFOQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHEPSNTKVDKEVEPKSCDEKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY VDGVEVHNAKTEK
PREEQYNSTYRVVSVLTVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKGOPREPQV
YTLPPCRDELTKNQVSLWCLVKGPFYPSDIAVEWESNGOPENNYKTTPRVLDSDGSFFLY
SKLTVDKSRWOOQGNVESCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSSYELY
OPPRSVEVESPGOTARITCSGDALPKKYAYWYQQKSGQAPVEVIYEDSKRPSGIPERFSGSS
SCTMATLTISGAQVEDEADYYCY STDSSGNRVFGGGTRLTVLGGGGSGGGGSGGGGSG
VOLVESGGGVVQPGRSLRLSCAASGFTFSNY GMHWVYRQAPGKGLEW VAHWYDGINK
YYADSVKGRFTISRDNSENTLYLOMNSLKAEDTAVY YCARDQDYDILTGYYKEDYFDF
WGQOTLYTVSES

SEQ D NG: 44 > 1923AD11 Heavy Chain

OQVOLVOSGAEVKKPGASVEKVSCKASGYTEFTSYDINWVROATGOGLEWMGWMNPNSG
ITGYAQRFOQGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWOKGOYLDLWGORGTL
VIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPA
VLOSSGLYSLESSVVTVPRSSSLGTOTYICNYVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP
EAAGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVYSNKALPAPIEK TISKAKGOPREPQV
YTLPPSRDELTKNQVSLTCLVRGFYPSDIAVEWESNGOPENNYRKTTPPVLDSDGSFFLYS
KLTVDEKSRWOQONVESCSVMHEALHNHYTOQKSLSLSPGGGGSGGOGSGOGGSSYELT
QPPSVEVEPGQTARITCSGDALPKKYAYWYQOKSGQAPVLVIYEDSKRPSGIPERFSGSS
SCTMATLTISGAQVEDEADYYCY STDSSOGNRVEGGOTKLTVLGGGGSGOGGSGGHGSQ
VQLVESGGGVVQPGRSLRLSCAASGFTFSNY GMHWVRQAPGKGLEW VAITWYDGINK
YYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFDF
WEOGTLVTVSS
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FIG. 1F
SEQ ID NO: 45> 1923Ab12 Heavy Chain

QVOLVOSGAEVKKPGASVEVSCKASGYTHTRYDINWVROQATGQGLEWMGWMNPNSG
ITGYAQRFOGRVTMTIRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHEPSNTKVDKEVEPKSCDEKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY VDGVEVHNAKTEK
PREEQYNSTYRVVSVLTVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKGOPREPQV
YTLPPSRDELTENQVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWQOQGNVESCSVMHEAL HNHYTOKSLSLSPGK

SEQ D NO: 46> 1923Ab12 Light Chain

QVOLVESGGGVVQPGRSLRLSCAASGFTFSNYGMHW VROAPGKCLEWVAIIWYDGIN
KYYADSVKGRFTISRDNSKENTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGQGTLVTVSSGGGGSGGGGSGGGGISYELTOPPSVSVSPGQTARITCSGDALPKK YA
YWYOQQKSGQAPVLVIVEDSKRPSGIPERFSGSSSGTMATL TISGAQVEDEADYYCYSTDS
SGNRVFGCGTKLTVLGGGGSGGGGSGGGGSGGGGSEIVMAQSPATLSLSPGERATLSCR
ASQSVSSSYLSWFQOQKPGOAPRLLIYGASTRATGIPARFGGSGSGTDETLTISSLOPEDFA

VYYCOODYNLPYTFGOGTRKLEIKRTYAAPSVFIFPPSDEOLKSGTASVVOLLNNFYPREA
KVQWEVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHK VY ACEVTHQGLS
SPVTKSENRGEC

SEQ ID NO: 47 > 1923Ab13 Heavy Chain

QVOLVESGGGYVOPGRSLRLSCAASGEFTFSNY GMHWVROAPGRCLEWVAIIWYDGIN
KYYADSVKGRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSGOGGSGGOGSGOGGSSYELTQPPSVSVEPGQTARITCSGDAL PKKYA
YWYQOQKSGOAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCOTKLTVLGGGGSGGGGSGGGESGGGGSQVOLVOSGAEVKKPGASVKVSC
KASGYTFTSYDINWVYRQATGQGLEWMGWMNPNSGITGYAQRFQGRVIMTRDTSISTA
YMELSSLRSEDTAVYYCARHRWOKGYLDLWGROTLVTVSSASTKGPSVEPLAPSSKST
SGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLY SLSSVVTVPSSSLGT
QTYICKVNHEKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVELFPPKPRKDTLMISR
TPEVTCVVVDVSHEDPEVEKFNWYVDGVEVHNAKTEPREEQYNSTYRVVSVLTVLHQD
WENGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSRDELTEKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYRTTPPVLDSDGSFFLYSKLTVDBESRWOQOOGNVESCSVMHE
ALHNHYTQKSLSLSPGK
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FIG. 1G
SEQ ID NO: 48> 1923Ab16 Heavy Chain

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNY GMHWVROAPGKGLEWVAIIWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT
SGVHTFPAVLOSSGLY SLSSVVTVESSSLGTOTYICNVNHKPSNTKVDKKVEPKSCDKTH
TCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVICVYVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKG
QPREPOVYTLPPSRDELTKNQVSLTCLVEGFYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSFFLYSKLTVDKSRWQOQGNVESCSVMHEALHNHY TQKSLSLSPGGGGSGGGGSGGG
GSEIVMAQSPATLSLESPGERATLSCRASQSVESSYLSWHFQQKPGOAPRLLIYGASTRATGE
PARFGGSGSGTDFTLTISSLOPEDFAVYYCQODYNLPYTFGQGTKLEIKGGGGSGGGES
GOGGSQVOLVOSGAEVKKPGASVKYVSCKASGYTEFTSYDINWVRGQATGOGLEWMGWM
NPNSGITGYAQRFOQGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLW
GROTLVTVSS

SEQ D NOG: 49 > 1923ADb16 Light Chain

SYELTQPPSVEVSEPGQTARITCSGDALPKKYAYWYQOQKSGQAPVEVIYEDSKRPSGIPER
FRGSSEGTMATLTISGAQVEDEADYYCYSTDSSONRVEGGOTRLTVLGOPKANPTYTLEF
PPSSEELOANKATLVCLISDFYPGAVTIVAWKADGSPVKAGVETTKPSKQSNNKYAASSY
LSLTPEQWEKSHRSYSCQVTHEGSTVEKTVAPTECSGGGGSGGGGSGGGGSTIPPHVQKS
VNNDMIVTDNNGAVKFPQLCKFCDVRESTCDNQESCMSNCSITSICEKPGEVEVAVWR
KNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFEFMCSCSSDECNDNIFS
EEYNTSNPD

SEQ D NG: 56> 1923Ab17 and 1923Ab18 Heavy Chain

QVOLVOSGAEVEKPGASVKVSCRASGYTFTSYDINWVROATGOQGLEWMGOWMNPNSG
ITGYAQRFOGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVSSASTKGPSVEPLAPSSKSTSGOTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLESVVTVPSSSLGTOQTYICNVNHKPSNTKVDEKVEPKSCDKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWILNGKEYKCKVYSKKALPAPIEKTISKAKGOPREPOV
YTLPPSRDELTKNQVSLTCLVEGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLY S
KLTVDEKSRWQQGONVESCSVMHEALHNHYTQKSLSLSPGGOGSGOGGSGGHGIQVOLY
ESGGGVVOPGRSLRLSCAASGEFTFSNY GMHEWVROAPGKCLEW VAHWYDGINKYYADS
VKGRFTISRDNSKNTLYLOMNSEKAEDTAVYYCARDODYDILTGYYKEDYFDFWGQG
TLVTVSSGGGGSGGOGSGOGOSGGGGSSYELTOPPSVSVSPGOTARITCSGDALPKKYA
YWYQOKSGOAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCGTKLTVL
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FiG, 1H
SEQ ID NO: 51> 1923Ab19 and 1923Ab20 Heavy Chain

QVOLVOSGAEVKKPGASVEVSCKASGYTHTRYDINWVROQATGQGLEWMGWMNPNSG
ITGYAQRFOGRVTMTIRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHEPSNTKVDKEVEPKSCDEKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY VDGVEVHNAKTEK
PREEQYNSTYRVVSVLTVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKGOPREPQV
YTLPPSRDELTENQVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDEKSRWQOQGNVESCSVMHEALHNHY TOKSLSLSPGGGGSGGGGSGGGESTIPPHY
QEKSYNNDMIVTDNNGAVEKFPOLCKFCDVRESTCDNGQRSCMSNCSITSICEKPOQEVOVAY
WREKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNI
IFSEEYNTSNPD

SEQ ID NO: 52> 1923Ab19 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWEFQOQKPGQAPRLLIVGASTRATGIPA
REGGSGSGTDFTLTISSLOPEDFAVYYCQOQDYNLPYTFGOGTRLEIKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQGSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHOGLSSPYVTRKSFNRGECGGGGSGGGOSGGHGSQVOLVESG
GOVVQPGRSLRLSCAASGFTFSNYGMHW VROAPGKCLEWVAITWYDGINKYYADSVK
GRETISRDNSKNTLYLGMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFDFWGQGTLY
TVSSGOGGSGGGGSGGOGSGGGGSSYELTOPPSVSVSPGOTARITCSGDALPKKYAYW
YQOKSGOQAPVLVIYEDSKRPSGIPERFSGESSGTMATLTISGAQVEDEADYYCYSTDSSG
NRVEGCGTKLTVL

SE 1D NG: 83 > scFv that binds CD137

QVOLVESGGOVVQPGRSLRLSCAASGHFTFSNYGMHW VRQAPGKGLEWVAIWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFD
FWGQOGTLVTVSSGGOGSGGGGSGGOGSSYELTOPPSVSVSPGOTARITCSGDALPKKYA
YWYQQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGGGTKLTVL

SEQ ID NG: 54 > scFv (LH) that binds CD137

YELTQPPSVSVSPGOTARITCSGDALPKK Y AYWYQQKSGQAPVLVIVEDSKRPSGIPERF
SGSISGTMATLTISGAQVEDEADYYCYSTDSSGNRVEGGGTKLTVLGGGGSGGGGSGE
GGSQVOLVESGGGVVQPGRSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAIIWYD
GINKYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVY YCARDODYDILTGYYKED
YFDFWGQGTLVTVSS
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FIG. 11
SEQ ID NG: 85> scFv* with 4x (G48) linker that binds CD137

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNY GMHWVROAPGKCLEW VAW YDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSGOGHSGGOGESGHGGSGGOGSSYELTOPPSVSVSPGQTARITCSGDAL
PREKYAYWYQOQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYY
CYSTDSSGNRVFGCGTKLTVL

SEQ 1D NO: 56 > scFv* with 3x (G48) linker that binds CD137

QVOLVESGGGYVQPGRSLRLSCAASGEFTFSNY GMHAW VROQAPGKCLEW VAITW YDGIN
KYYADSVKGRFETISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDBILTGYYKEDYFD
FWGOGTLVTVSSGGGGSGGOGSGGGGSSYELTQPPSVSVEPGOTARITCSGDALPKKY A
YWYQQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCOTKLTVL

SEQ 1D NO: 87 > scFv (LH) that binds PD-L1

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQOKPGOAPRLLIYGASTRATGIPA
REGGSGSGTDFTLTISSLOPEDFAVYYCQODYNLPY TEGOGTKLEIKGGGGSGGGGSGG
GGSOVOLVOQSGAEVKKPGASVKVSCKASGY TFTSYDINWVROATGQGLEWMGWMNP
NSGITGY AQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGR
GTLVTVSS

SEEQ D NG: 38 > 3x (G45) hinker
GGGGSGOEESGGHES

SEQ D NG: 59 > 4x (G45) linker
GGOGSGOGORGGOGSGHGES

SEGQ ID NO: 60 > Human IgG1 constant region

ASTKGPSVEPLAPSSKATSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLGSS
GLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG
PSVFLFPPRKPKDTLMISRTPEVTCVVYDVSHEDPEVKENWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHODWLNGRKEYKCKVSNKALPAPIEKTISKAKGQPREPOQVYTLPPSR
DELTKNOVSLTCLYKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDK
SRWQOQGNVFSCSVMHEALHNHY TQKSLSLSPK
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FiG. 14
SEQ ID NO: 61 > Human IgG1 constant region LALA

ASTKGPSVFPLAPSSKSTSGOTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNYNHEPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVFLFPPKPKDTLMISRTPEVTCYVVDVYSHEDPEVKEFNWY VDOGVEVHNAKTKPREEQ
YNSTYRVVSVLTVLHODWLNGKEYKCKYVSNKALPAPIEK TISKAKGOQPREPQVYTLPPS
RDELTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPYVLDSDGSFFLYSKLTVD
KSRWQOQGNVFSCSVMHEALHNHY TQKSLELSPK

SEQ ID NG: 62 > Human IgG1 constant region with LALA and “Knob”

ASTEKGPSVFPLAPSSKSTSGGTAALGCLVKDYFRPEPVTVSWNSGALTSGYHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNVYVNHEPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVFLFPPKPKDTLMISRTPEVTICYVVDVSHEDPEVKEFNWY VDGVEVHNAKTKPREEQ
YNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPC
RDELTEKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTYD
KSRWQOQGNVFSCSVMHEALHNHY TOQKSLSLSP

SEQ ID NOG: 63 > Human IgG1l constant region with LALA and “Hole”

ASTEKGPSVFPLAPSSKSTSGGTAALGCLVEDYFRPEPVTVSWNSGALTSGYHTFPAVLGSS
GLYSLSSVVTVPSSSLGTQTYICNVNHEPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVFLFPPKPKDTLMISRTPEVICYVVDVSHEDPEVKFNWY VDGVEVHNAKTKPREEQ
YNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPOQVCTLEPS
RDELTEKNQVSLSCAVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOQOQGNVESCSVMHEALHNHYTQKSLSLSPGK

SEQ ID NO: 64 > Huoman IgG4 constant region S228P

ASTKGPSVFPLAPCSRESTSESTAALGCLVKDYFPEPVTVSWNSGALTSOVHTFPAVL(SS
GLYSLSSVVTVPSSSLGTKTYTCONVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGPSY
FLEPPKPKDTLMISRTPEVTCYVVYDVSQEDPEVOFNWY VDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHODWINGKEYKCKVENKGLPSSIEKTISKAKGOPREPQVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLUTVDKSRW
QEGNVFSCSVMHEALHNHYTOKSLSLSLGK

SEQ ID NO: 65> Human Kappa counstant region

RTVAAPSVEIFPPSDEQLKSGTASVVCULLNNFYPREAKVOWEKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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FIG. 1K

SEQ ID NO: 66 > Human Lambda constant region

GOPKANPTVTLFPPSSEELQANKATLYCLISDFYPGAVTVAWKADGEPVKAGVETTKPS
KQSNNKYAASSYLSLTPEQWKSHRSYSCOVTHEGSTVEKTVAPTECS

SEQ ID NG: 67 > Human TGF-beta receptor type-2 ECD

TIPPHVOKSVNNDMIVTDNNGAVKFPOLCKFCDVRFSTCDNQKSCMSNCSITSICEKPOE
VCVAVWRENDENITLETVCHDPKLPYHDFILEDAASPKCIMKERKEPGETFFMUSCSSD
ECNDNHFSEEYNTSNPD

SEG 1D NO: 75 > Heavy Chain that binds CD 37 (Ab4 VH-higGl LALA)

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNYGMHW VRQAPGKGLEWVAITWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVY YCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT
SGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTK VDKK VEPK SCDKTH
TCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAK TKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVANKALPAPIEK TISKAKG
QPREPOVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSFPLY SKLTVDK SRWQOGNVESCSYMHEALHNHY TOKSLSLSPE

SEQ ID NG: 76 > Light Chain that binds CD137 (Ab4 VL-Lambda)

SYELTQPPSVEVSPGQTARITCSGDALPEKYAYWYQOKSGQAPVLVIYEDSKRPSGIPER
FSGSSSOTMATLTISGAQVEDEADYYCYSTDSSGNRVEFGGGTKLTVLGQPKANPTYVTLF

PPSSEELOQANKATLVCLISDFYPGAVTVAWKADGSPVEKAGVETTKPSKQSNNKYAASSY
LSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS
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FIG. 16A
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