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Fig. 2B
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Fig. 2D
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Fig. 2E
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Fig. 3
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Fig. 6

Fig 0A.
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AGCTTGTTAAGGCCAAAGAACAGATTAAAAATTACAAGAAACAAGCCAGAAATGGTCTGGGGAAGGATCATGAAATCT TAAGGAGGA
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Fig. 7

Fig 7A.
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Fig. 8

Fig. 8A
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Fig. 9

Fig. 9A
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FIG. 10B

=3
S
Ny
=
5 E
2. Fo ﬂm_,..m_r..@
ES5EZ5E£ERR
e COLOADE B
S5 C g amPFeo
LS fgoBrnae
D OC O
N i
N\ i &

H
i
i 1l
7
R
RN | @
T P P T ot A7 P77 7 P AMW
N R Q@&u
. o)
e — %,
)
L
H
}
L -
o | %,
VR A P O
HEN T N A NN AN ,N\N\O

sisf oyoadsg 9

15/24



100

-(n
\
|

|
f
..._;"\_J lh

2

|

3 |

X
Aa M\

Fig. 11A4.

17

33

J\VJ\W,\_«._J\ d p\‘-J\\,\,__J\J‘

l%100

280

1D

16/24

Viss (n‘r’l’:‘.q)u

(ONTO 860 control (463A)



% Intensity

100

90

80

7G

60

50

40

30

20

10

FIG. 11B

1100

1280

840 1820

1460 1
Mass {m/z)

CNTO 860 (YB2/0)

17/24

2000



% Intensity

100

80

80

70

60

50

40

30

20

16

“,xJ\,Juv_q»&,mwvv~vJ\A-MJ

Fig. 11C

2100

1280

17
18
24
5 } 25
I o 14 19
,i\ , 410 }1 |
L.—w;,,,\_,m/\/’vvff / ’\«/\.\M’,\UV‘J \f\»l 'u’\,\\hf\\,ﬂ\,f L~} L%,"_m,_,,wﬂ_
1450 1540 1820 20
Mass {m/z}

18/24

CNTO 860 (YB2/0 ¢1261A)

00



% Intensity

1007

901

201

70

607

40

30

20

10

Fig. 124

17
18
2 K
1 “w \f
| ! Lo i 19
YN Aoon N \\; W \\ I
R "‘\ﬁh_f V\’J et .

0
1100

1280 1450 1640 1820 2000

Mass (m/z)
148 control (NS/0)

19/24



% Intensity

Fig. 12B

2
3
Al ‘\
— o1

- j\_JJ \ ,\
\f\'\wvr \\ ,!\ 4 12
K\'\W\MJ\K

1280 1450 1640 1820
Mass {nVz)

148 #2 (YB2/0 1083B)

20/24




% Intensity

100

gt

BD

70

30

20

10

Fig. 12C

0
1100

21/24




[O/U0D 1ONY €29 OIND ©
|OJU0D OUD 8L OIND &

BWOISAW 2snNoW Wo 87 OIND H

0/Z9A d€8010 Wol 8¥L OINO V
0/2dA D€80LD WOl 8%7L OIND A

(juwyB 1) uonenuas’U0 gy
&0l

o0l -0k z0l -0}

£ 51

| opo9dg 9,

SISA

22/24



% Intensity

100

El

80

T0

&0

50

a0 MY

30

20

kLY

Fig. 14

1
110¢

1280 1460 1640 1820 2000

Mass {m/z)
2C11 (YB2/0)

23/24



(By/6w) asoq
L0

ougy LONY L1o¢ —a—
Sdd —e—

(85001} %GL~) DEGOLD ‘Lony |10 —o—
(8309N1 %0F~) GE80LD ‘LONY L1LOZ —A—
(500N} %06~) M3AH ‘LONY 107 L+

ST 8L

+G2d0 aJom eyl
S|I®2 +8AD 10 %

24/24



