
ID   CZ458076; SV 1; linear; genomic DNA; GSS; HUM; 806 BP. 

XX 

AC   CZ458076; 

XX 

DT   21-OCT-2005 (Rel. 85, Created) 

DT   21-MAY-2010 (Rel. 104, Last updated, Version 2) 

XX 

DE   MCF745l07TF Human MCF7 breast cancer cell line library (MCF7_1) Homo 

DE   sapiens genomic clone MCF7_45l07, genomic survey sequence. 

XX 

KW   GSS. 

XX 

OS   Homo sapiens (human) 

OC   Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 

Mammalia; 

OC   Eutheria; Euarchontoglires; Primates; Haplorrhini; Catarrhini; 

Hominidae; 

OC   Homo. 

XX 

RN   [1] 

RP   1-806 

RX   DOI; 10.1101/gr.4247306. 

RX   PUBMED; 16461635. 

RA   Volik S.V., Raphael B.J., Huang G.-Q., Stratton M.R., Bignel G., 

RA   Murnane J., Brebner J.H., Bajsarowicz K., Paris P., Tao Q., Kowbel D., 

RA   Lapuk A.V., Shagin D.A., Shagina I.A., Gray J.W., Cheng J.F., de Jong 

P., 

RA   Pevzner P., Collins C.; 

RT   "Decoding the fine-scale structure of a breast cancer genome and 

RT   transcriptome"; 

RL   Genome Res. 16(3):394-404(2006). 

XX 

DR   MD5; bd3b7c2e106a39afd7b4947bdac788fd. 

XX 

CC   Contact: Volik SV 

CC   Colin Collins' lab 

CC   UCSF Department of Urology 

CC   UCSF Box 0808, San Francisco, CA 94143-0808, USA 

CC   Tel: 415 502 7067 

CC   Fax: 415 476 8218 

CC   Email: svolik@cc.ucsf.edu 

CC   This clone is available from Amplicon Express 

CC   http://www.genomex.com 

CC   Class: BAC ends. 

XX 

FH   Key             Location/Qualifiers 

FH 

FT   source          1..806 

FT                   /organism="Homo sapiens" 

FT                   /mol_type="genomic DNA" 

FT                   /sex="female" 

FT                   /clone_lib="Human MCF7 breast cancer cell line library 

FT                   (MCF7_1)" 

FT                   /clone="MCF7_45l07" 

FT                   /note="Vector: pECBAC1; Site_1: HindIII; This library 

was 

FT                   constructed from MCF7 breast cancer cell line by 

Amplicon 

FT                   Express (http://www.genomex.com) using their standard 

FT                   procedure." 

FT                   /db_xref="taxon:9606" 

XX 

SQ   Sequence 806 BP; 210 A; 159 C; 192 G; 245 T; 0 other; 



     gcactttggg aggccgaggt gggtggatca cctgaggtca ggagtttgag accagcctgg        

60 

     ccaacatggt gaaaccccgt ctctactaaa aatacgaaaa ttagctgggc atggtggcac       

120 

     acgcctatca tcccagctac tcgggaggct gaggcaggag aatggcttga acccaggagg       

180 

     cagaggttgc agtgagccaa gatggtgcca ctgcactccg gcctgggtga cagagtgagg       

240 

     ctccacctca caacaaacaa aaaattatga gattttcctt ttttgctttt tttttaaagc       

300 

     ttagcagcta ttattagtgt tcgtgtattt tatgtgtggc gcaagacaat tcttcttcca       

360 

     gcgtggccca gggaagccag aagattggat cccgctcctt taagttttat ggattaacaa       

420 

     ggggttaatt cctgtatcag tttcactgat gtttcttctg cttgatgcag gaacacttga       

480 

     caagttagtt aaggtagatt ggtccataaa tgtataggtt ctttcattcc catgtcctag       

540 

     gcaagtctga gcaggacctg gaaagctgat taaaaggcca gtgagcacag tgagcttaat       

600 

     tgtaaattaa atggatattt aatacattaa gaaggcactc aagcctttca atctttcatt       

660 

     ttcatccatg cttgctattt gaatctgatg ggcttgatat tgaccttgtt cttcttgtaa       

720 

     aaatgttggt tattgctgcc tttctcaagc ttggttttca gtgtggattt ctgcagataa       

780 

     tttttgcacc taaaagtaca aagtca                                            

806 

// 

 


