SEQUENCE LISTING
<110> Prothena Biosciences Ltd.
Barbour, Robin
Dolan, Philip J.
Liu, Yue
<120> Antibodies Recognizing Tau
<130> 057450-497448

<150> US 62/330,800
<151> 2016-05-02

<160> 55

<170> PatentIn version 3.5
<210> 1

<211> 441

<212> PRT

<213> Homo sapiens

<400> 1

Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu
35 40 45

Gln Thr Pro Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser
50 55 60

Asp Ala Lys Ser Thr Pro Thr Ala Glu Asp Val Thr Ala Pro Leu Val
65 70 75 80

Asp Glu Gly Ala Pro Gly Lys Gln Ala Ala Ala Gln Pro His Thr Glu
85 90 95

Ile Pro Glu Gly Thr Thr Ala Glu Glu Ala Gly Ile Gly Asp Thr Pro
100 105 110

Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg Met Val
115 120 125



Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys Ala Lys Gly
130 135 140

Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro Pro
145 150 155 160

Gly GIn Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala Lys Thr Pro
165 170 175

Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser Gly
180 185 190

Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr Pro Gly Ser
195 200 205

Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys
210 215 220

Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser Ser Ala Lys
225 230 235 240

Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val
245 250 255

Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly
260 265 270

Gly Lys Val Gln Ile Tle Asn Lys Lys Leu Asp Leu Ser Asn Val Gln
275 280 285

Ser Lys Cys Gly Ser Lys Asp Asn Ile Lys His Val Pro Gly Gly Gly
290 295 300

Ser Val GIn Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val Thr Ser
305 310 315 320

Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro Gly Gly Gly Gln
325 330 335

Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Arg Val Gln Ser



340 345 350

Lys Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly Asn
355 360 365

Lys Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu Asn Ala Lys Ala
370 375 380

Lys Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser Pro Val Val Ser
385 390 395 400

Gly Asp Thr Ser Pro Arg His Leu Ser Asn Val Ser Ser Thr Gly Ser
405 410 415

Ile Asp Met Val Asp Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu Val
420 425 430

Ser Ala Ser Leu Ala Lys Gln Gly Leu
435 440

<210> 2

<211> 412

<212> PRT

<213> Homo sapiens

<400> 2
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu
35 40 45

GIn Thr Pro Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser
50 55 60

Asp Ala Lys Ser Thr Pro Thr Ala Glu Ala Glu Glu Ala Gly Ile Gly
65 70 75 80

Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala



85 90 95

Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys
100 105 110

Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala
115 120 125

Ala Pro Pro Gly Gln Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala
130 135 140

Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro
145 150 155 160

Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr
165 170 175

Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg
180 185 190

Glu Pro Lys Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser
195 200 205

Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu
210 215 220

Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu Lys His Gln
225 230 235 240

Pro Gly Gly Gly Lys Val Gln Ile Ile Asn Lys Lys Leu Asp Leu Ser
245 250 255

Asn Val Gln Ser Lys Cys Gly Ser Lys Asp Asn Ile Lys His Val Pro
260 265 270

Gly Gly Gly Ser Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser Lys
275 280 285

Val Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro Gly
290 295 300



Gly Gly GIn Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Arg
305 310 315 320

Val Gln Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly
325 330 335

Gly Gly Asn Lys Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu Asn
340 345 350

Ala Lys Ala Lys Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser Pro
355 360 365

Val Val Ser Gly Asp Thr Ser Pro Arg His Leu Ser Asn Val Ser Ser
370 375 380

Thr Gly Ser Ile Asp Met Val Asp Ser Pro Gln Leu Ala Thr Leu Ala
385 390 395 400

Asp Glu Val Ser Ala Ser Leu Ala Lys Gln Gly Leu
405 410

<210> 3

<211> 383

<212> PRT

<213> Homo sapiens

<400> 3
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gin Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Ala Glu Glu Ala
35 40 45

Gly Ile Gly Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val
50 55 60

Thr Gin Ala Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp
65 70 75 80



Asp Lys Lys Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro
85 90 95

Arg Gly Ala Ala Pro Pro Gly GIn Lys Gly Gln Ala Asn Ala Thr Arg
100 105 110

Ile Pro Ala Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly
115 120 125

Glu Pro Pro Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser
130 135 140

Pro Gly Thr Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro
145 150 155 160

Pro Thr Arg Glu Pro Lys Lys Val Ala Val Val Arg Thr Pro Pro Lys
165 170 175

Ser Pro Ser Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met
180 185 190

Pro Asp Leu Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu
195 200 205

Lys His Gln Pro Gly Gly Gly Lys Val GiIn Ile Ile Asn Lys Lys Leu
210 215 220

Asp Leu Ser Asn Val Gln Ser Lys Cys Gly Ser Lys Asp Asn Ile Lys
225 230 235 240

His Val Pro Gly Gly Gly Ser Val Gln Ile Val Tyr Lys Pro Val Asp
245 250 255

Leu Ser Lys Val Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His His
260 265 270

Lys Pro Gly Gly Gly Gln Val Glu Val Lys Ser Glu Lys Leu Asp Phe
275 280 285

Lys Asp Arg Val Gln Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr His
290 295 300



Val Pro Gly Gly Gly Asn Lys Lys Ile Glu Thr His Lys Leu Thr Phe
305 310 315 320

Arg Glu Asn Ala Lys Ala Lys Thr Asp His Gly Ala Glu Ile Val Tyr
325 330 335

Lys Ser Pro Val Val Ser Gly Asp Thr Ser Pro Arg His Leu Ser Asn
340 345 350

Val Ser Ser Thr Gly Ser Ile Asp Met Val Asp Ser Pro Gln Leu Ala
355 360 365

Thr Leu Ala Asp Glu Val Ser Ala Ser Leu Ala Lys Gln Gly Leu
370 375 380

<210> 4

<211> 410

<212> PRT

<213> Homo sapiens

<400> 4
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu
35 40 45

Gln Thr Pro Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser
50 55 60

Asp Ala Lys Ser Thr Pro Thr Ala Glu Asp Val Thr Ala Pro Leu Val
65 70 75 80

Asp Glu Gly Ala Pro Gly Lys GIn Ala Ala Ala Gln Pro His Thr Glu
85 90 95

Ile Pro Glu Gly Thr Thr Ala Glu Glu Ala Gly Ile Gly Asp Thr Pro
100 105 110



Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg Met Val
115 120 125

Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys Ala Lys Gly
130 135 140

Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro Pro
145 150 155 160

Gly GIn Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala Lys Thr Pro
165 170 175

Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser Gly
180 185 190

Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr Pro Gly Ser
195 200 205

Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys
210 215 220

Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser Ser Ala Lys
225 230 235 240

Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val
245 250 255

Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly
260 265 270

Gly Lys Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val Thr
275 280 285

Ser Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro Gly Gly Gly
290 295 300

Gln Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Arg Val Gln
305 310 315 320

Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly
325 330 335



Asn Lys Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu Asn Ala Lys
340 345 350

Ala Lys Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser Pro Val Val
355 360 365

Ser Gly Asp Thr Ser Pro Arg His Leu Ser Asn Val Ser Ser Thr Gly
370 375 380

Ser Ile Asp Met Val Asp Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu
385 390 395 400

Val Ser Ala Ser Leu Ala Lys GIn Gly Leu
405 410

<210> 5

<211> 381

<212> PRT

<213> Homo sapiens

<400> 5
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu
35 40 45

Gln Thr Pro Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser
50 55 60

Asp Ala Lys Ser Thr Pro Thr Ala Glu Ala Glu Glu Ala Gly Ile Gly
65 70 75 80

Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala
85 90 95

Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys
100 105 110



Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala
115 120 125

Ala Pro Pro Gly Gln Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala
130 135 140

Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro
145 150 155 160

Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr
165 170 175

Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg
180 185 190

Glu Pro Lys Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser
195 200 205

Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu
210 215 220

Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu Lys His Gln
225 230 235 240

Pro Gly Gly Gly Lys Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser
245 250 255

Lys Val Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro
260 265 270

Gly Gly Gly Gln Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp
275 280 285

Arg Val Gln Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro
290 295 300

Gly Gly Gly Asn Lys Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu
305 310 315 320

Asn Ala Lys Ala Lys Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser



325 330 335

Pro Val Val Ser Gly Asp Thr Ser Pro Arg His Leu Ser Asn Val Ser
340 345 350

Ser Thr Gly Ser Ile Asp Met Val Asp Ser Pro GIn Leu Ala Thr Leu
355 360 365

Ala Asp Glu Val Ser Ala Ser Leu Ala Lys Gln Gly Leu
370 375 380

<210> 6

<211> 352

<212> PRT

<213> Homo sapiens

<400> 6
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly
1 5 10 15

Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gin Gly Gly Tyr Thr Met His
20 25 30

Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Ala Glu Glu Ala
35 40 45

Gly Ile Gly Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val
50 55 60

Thr Gin Ala Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp
65 70 75 80

Asp Lys Lys Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro
85 90 95

Arg Gly Ala Ala Pro Pro Gly Gln Lys Gly GIn Ala Asn Ala Thr Arg
100 105 110

Ile Pro Ala Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly
115 120 125

Glu Pro Pro Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser



130 135 140

Pro Gly Thr Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro
145 150 155 160

Pro Thr Arg Glu Pro Lys Lys Val Ala Val Val Arg Thr Pro Pro Lys
165 170 175

Ser Pro Ser Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met
180 185 190

Pro Asp Leu Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu
195 200 205

Lys His Gln Pro Gly Gly Gly Lys Val Gln Ile Val Tyr Lys Pro Val
210 215 220

Asp Leu Ser Lys Val Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His
225 230 235 240

His Lys Pro Gly Gly Gly GIn Val Glu Val Lys Ser Glu Lys Leu Asp
245 250 255

Phe Lys Asp Arg Val Gln Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr
260 265 270

His Val Pro Gly Gly Gly Asn Lys Lys Ile Glu Thr His Lys Leu Thr
275 280 285

Phe Arg Glu Asn Ala Lys Ala Lys Thr Asp His Gly Ala Glu Ile Val
290 295 300

Tyr Lys Ser Pro Val Val Ser Gly Asp Thr Ser Pro Arg His Leu Ser
305 310 315 320

Asn Val Ser Ser Thr Gly Ser Ile Asp Met Val Asp Ser Pro Gin Leu
325 330 335

Ala Thr Leu Ala Asp Glu Val Ser Ala Ser Leu Ala Lys Giln Gly Leu
340 345 350



<210> 7

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 7
Gln Val GIn Leu Gln Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Ala Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Val Asp Leu Thr Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Leu Ile Val Ser Ser
115
<210> 8
<211> 10
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 8

Gly Tyr Thr Phe Thr Ser Ser Trp Ile His
1 5 10



<210> 9

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 9
Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe Lys
1 5 10 15

Gly

<210> 10

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 10
Leu Gly Trp Leu lle Pro Leu Asp Tyr
1 5

<210> 11

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 11
Asp Ile Val Leu Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45



Ser Pro Lys Leu Leu Met Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 12

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 12
Lys Ser Ser GIn Ser Leu Leu Asp Gly Asn Asp Gln Lys Asn Tyr Leu
1 5 10 15

Ala

<210> 13

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 13
Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 14
<211> 9
<212> PRT



<213> Artificial Sequence

<220>
<223> Synthesized

<400> 14
Gln Gin Phe Tyr Asp Tyr Pro Trp Thr
1 5

<210> 15

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 15
Glu Val GIn Leu Gln Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Dle His Trp Ala Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Val Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 16

<211> 118



<212> PRT
<213> Artificial Sequence

<220>
<223> Synthesized

<400> 16
Glu Val GIn Leu GIn Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 17
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 17
Glu Val GIn Leu Val Gln Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser



20 25 30

Trp Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 18
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 18
Glu Val GIn Leu Val Gln Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Ser
20 25 30

Trp Dle His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Ala Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80



Met Glu Leu Ser Arg Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 19
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 19
Glu Val GIn Leu Val Gln Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Dle His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Leu Thr Arg Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Thr Val Thr Val Ser Ser
115



<210> 20

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 20
Glu Val GIn Leu Val Gln Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Ser
20 25 30

Trp Dle His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Ala Glu Lys Phe
50 55 60

Gln Gly Arg Val Thr Leu Thr Arg Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 21
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 21

Glu Val GIn Leu GIn Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15



Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Dle His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 22
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 22
Glu Val Gln Leu GIn Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60



Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 23
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 23
Glu Val GIn Leu GIn Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Val Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr
100 105 110



Thr Val Thr Val Ser Ser
115

<210> 24

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 24
Glu Val GIn Leu Gln Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Val Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 25
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 25



Gln Val GIn Leu Val Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Met Thr Val Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 26
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 26
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45



Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Met Thr Val Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 27
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 27
Glu Val GIn Leu Val Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Arg Val Thr Met Thr Val Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr



100 105 110

Thr Val Thr Val Ser Ser
115

<210> 28

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 28
Asp Ile Val Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gin Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Met Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 29

<211> 114

<212> PRT

<213> Artificial Sequence

<220>



<223> Synthesized

<400> 29

Asp Ile Val Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Arg Ala Thr Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gin Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 30

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 30
Asp Ile Val Leu Thr Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gin Lys Asn Tyr Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gln



35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 31

<211> 118

<212> PRT

<213> Homo sapiens

<400> 31
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

GIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Arg Thr Ala Tyr
65 70 75 80

Val Glu Leu Ser Arg Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Leu Ala Asp Asp Asp Pro Glu Asp Phe Trp Gly Gln Gly Thr



100 105 110

Leu Val Thr Val Ser Ser
115

<210> 32

<211> 120

<212> PRT

<213> Homo sapiens

<400> 32
Gln Val GIn Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Tyr
20 25 30

Trp Met His Trp Val Arg Gln Ala Pro Gly Gin Arg Leu Glu Trp Met
35 40 45

Gly Glu Ile Asn Pro Asp Asn Gly His Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Ser Arg Val Thr Ile Thr Val Asp Lys Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Ala Asp Tyr Ser Tyr Gly Ala Phe Asp Ile Trp Gly Pro

100 105 110
Gly Thr Thr Val Thr Val Ser Ser
115 120
<210> 33
<211> 96
<212> PRT

<213> Homo sapiens
<400> 33

Glin Val GIn Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

<210> 34

<211> 114

<212> PRT

<213> Homo sapiens

<400> 34
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser
20 25 30

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln GIn Lys Pro Gly Gln
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Tyr Tyr Ser Thr Pro Pro Met Phe Gly Gln Gly Thr Lys Val Glu Ile
100 105 110



Lys Arg

<210> 35

<211> 114

<212> PRT

<213> Homo sapiens

<400> 35

Asp Ile Val Leu Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Lys Cys Lys Ser Ser Gln Ser Val Leu Tyr Gly
20 25 30

Ser Asp Ser Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gin
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Glin Ala Ala Asp Val Ala Val Tyr Tyr Cys Gln Glu
85 90 95

Tyr Tyr Ser Ser Leu Cys Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 36

<211> 101

<212> PRT

<213> Homo sapiens

<400> 36

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15



Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser
20 25 30

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gin
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95

Tyr Tyr Ser Thr Pro
100

<210> 37

<211> 354

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 37
caggtccaac tgcagcagec tgggtetgty ctggtgaggc ctggagette agtgaagetg 60

tcctgeaagg cttetggeta caccttcace agetectgga tacactggge gaageagagg 120
cctggacaag gecttgagtg gattggagag atttatccta atagtggtaa tactaactac 180
aatgagaagt tcaagggcaa ggccacactg actgtagaca tatcctccag cacagectac 240
gtggatctca ccagcctgac atctgaggac tctgeggtet attattgtge aagattggga 300
tggttaatac cccttgacta ctggggccaa ggeaccactc tcatagtctc ctca 354
<210> 38

<211> 342

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthesized



<400> 38
gacattgtgc tgtcacagtc tccatcctee ctagetgtgt cagttggaga gaaggttact 60

atgagctgca agtccagtca gagcctttta gatggtaatg atcaaaagaa ctacttggee 120
tggtaccagc agaaaccagg gcagtctcct aaactgetga tgtactggge atccactagg 180
gaatctgggg tcectgateg cttcacaggce agtggatetg ggacagattt cactctcace 240
atcagcagtt tgaaggctga agacctggca gtttattact gtcagcagtt ttatgactat 300
ccgtggacgt tcggtggagg caccaagcetg gaaatcaaac gt 342

<210> 39

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 39

Ser Ser Trp Ile His
1 5

<210> 40

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 40
Gly Tyr Thr Phe Thr Ser Ser
1 5

<210> 41

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 41

Tyr Pro Asn Ser Gly Asn
1 5



<210> 42

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 42

Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn
1 5 10

<210> 43

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 43

Lys Asn Tyr Leu Ala Trp Tyr
1 5

<210> 44

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 44
Leu Leu Met Tyr Trp Ala Ser Thr Arg Glu
1 5 10

<210> 45

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 45

Gln Gin Phe Tyr Asp Tyr Pro Trp
1 5



<210> 46

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 46

Thr Ser Ser Trp Ile His
1 5

<210> 47

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 47
Trp lle Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn
1 5 10

<210> 48

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 48
Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp
1 5 10

<210> 49

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 49

Gly Tyr Thr Phe Thr Gly Ser Trp Ile His



<210> 50

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 50

Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Ala Glu Lys Phe Lys
1 5 10 15

Gly

<210> 51

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 51

Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Ala Glu Lys Phe Gin
1 5 10 15

Gly

<210> 52

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<220>

<221> MISC_FEATURE
<222> (5)..(5)

<223> Xaa = Gln or Val

<220>
<221> MISC_FEATURE



<222> (N..(7)
<223> Xaa = Pro or Ser

<220>

<221> MISC_FEATURE
<222> (11)..(11)

<223> Xaa = Leuor Val

<220>

<221> MISC_FEATURE
<222> (20)..(20)

<223> Xaa = Leuor Val

<220>

<221> MISC_FEATURE
<222> (67)..(67)

<223> Xaa = LysorArg

<220>

<221> MISC_FEATURE
<222> (68)..(68)

<223> Xaa = AlaorVal

<220>

<221> MISC_FEATURE
<222> (84)..(84)

<223> Xaa = Thr or Ser

<220>

<221> MISC_FEATURE
<222> (85)..(85)

<223> Xaa = Seror Arg

<220>

<221> MISC_FEATURE
<222> (89)..(89)

<223> Xaa = Glu or Asp

<400> 52
Glu Val Gln Leu Xaa Gln Xaa Gly Ala Glu Xaa Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Xaa Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60



Lys Gly Xaa Xaa Thr Leu Thr Val Asp Ile Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Xaa Xaa Leu Thr Ser Xaa Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr

100 105 110
Thr Val Thr Val Ser Ser
115
<210> 53
<211> 114
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<220>

<221> MISC_FEATURE
<222> (54)..(54)

<223> Xaa = Met or Ile

<400> 53
Asp Ile Val Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gin Lys Asn Tyr Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Xaa Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95



Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg

<210> 54

<211> 448

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 54
Gln Val GIn Leu GIn Gln Pro Gly Ser Val Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Ser
20 25 30

Trp Ile His Trp Ala Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Asn Ser Gly Asn Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Val Asp Ile Ser Ser Ser Thr Ala Tyr
65 70 75 80

Val Asp Leu Thr Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Gly Trp Leu Ile Pro Leu Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Thr Leu Ile Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140



Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
325 330 335

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
355 360 365



Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 55

<211> 221

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthesized

<400> 55
Asp Ile Val Leu Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser Leu Leu Asp Gly
20 25 30

Asn Asp Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Met Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Leu Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln
85 90 95



Phe Tyr Asp Tyr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys Arg Lys Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser
115 120 125

Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn
130 135 140

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala
145 150 155 160

Leu GIn Ser Gly Asn Ser Gln Glu Ser Val Thr Glu GIn Asp Ser Lys
165 170 175

Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp
180 185 190

Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu
195 200 205

Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215 220



