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80 | 90 1 100
1 CACCTAAATT GTAAGCGTTA ATATTTTGTT
AACCAATAGG CCGAAATCGG CAAAATCCCT 100
101 TATAAATCAA AAGAATAGAC CGAGATAGGG
AGBACGTGGA CTCCAACGTC AAAGGGCGAA 200
201 AAACCGTCTA TCAGGGCGAT GGCCCACTAC
CCGTAAAGCA CTAAATCGGA ACCCTAAAGG 300
301 GAGCCCCCGA TTTAGAGCTT GACGGGGAAA
TCACGCTGCG CGTAACCACC ACACCCGCCG 400
401 CGCTTARATGC GCCGCTACAG GGCGCGTCCC
GGTGCGGGCC TCTTCGCTAT TACGCCAGCT 500
501 GGCGRAAGGG GGATGTGCTG CAAGGCGATT
ARAACGACGG CCAGTGAATT Gtaatacgac 600
601 tcactataAC CAAACBAAGT TGGGTAAGGA
"AAGATCCTAT TATCAGGGAC AAGAGCAGGA 700
701 TTAGGGATAT CTGAGATGGC CACACTTTTA
CCATTACATC AGGATCCGGT GGAGCCATCA 800
801 GAGGAATCAA ACACATTATT ATAGTACCAA
GGACCGGTTG GTCAGGTTAA TTGGAAACCC 900
901 GGATGTGAGC GGGCCCAAAC TAACAGGGGC
CAATTGATTC AGAGGATCAC CGATGACCCT 1000
1001 GACGTTAGCA TAAGGCTGTT AGAGGTTGTC
GAGGTACCAA CATGGAGGAT GAGGCGGACC 1100
1101 AATACTTTTC ACATGATGAT CCAATTAGTA
CTCAGATATT GAAGTGCAAG ACCCTGAGGG 1200
1201 ATTCAACATG ATTCTGGGTA CCATCCTAGC
GACACGGCAG CTGATTCGGA GCTAAGAAGG 1300
1301 TGGATABAGT ACACCCAACA AAGAAGGGTA
TGAGGAACAG GATTGCCGAG GACCTCTCCT 1400
1401 TACGCCGATT CATGGTCGCT CTAATCCTGG
BATGATATGT GACATTGATA CATATATCGT 1500
1501 AGAGGCAGGA TTAGCCAGTT TTATCCTGAC
CTGCATGAAT TTGCTGGTGA GTTATCCACA 1600
1601 CTTGAGTCCT TGATGAACCT TTACCAGCAA
CAATTCAGAA CAAGTTCAGT GCAGGATCAT 1700

1701 ACCCTCTGCT CTGGAGCTAT GCCATGGGAG

TGGCCGATCT TACTTTGATC CAGCATATTT 1800
1801 TAGATTAGGG CAAGAGATGG TBAGGAGGTC
ATCACTGCCG AGGATGCAAG GCTTGTTTCA 1900
1301 GAGATTGCAA TGCATACTAC TGAGGACAAG
TTCTACACGG TGATCAAAGT GAGAATGAGC 2000
2001 TACCGAGATT GGGGGGCARG GAAGATAGGA
AGBRRACCGGG CCCAGCAGAG CAAGTGATGC 2100
2101 GAGAGCTGCC CATCTTCCAA CCGGCACACC
CAGGACAGTC GAAGGTCAGC TGACGCCCTG 2200
2201 CTTAGGCTGC = AAGCCATGGC AGGAATCTCG
ATGACRGARA TCTTCTAGAC TAGGTGCGAG 2300
2301 AGGCCGAGGG CCAGAACAAC ATCCGCCTAC
ACAGCCGCCA GCCCATCAAC CATCCACTCC 2400
2401 CACGATTGGA GCCAATGGTA GARGAGCAGG
CAAGGCCGAG CCCATCGGCT CACTGGCCAT 2500
2501 CGAGGAAGCT ATGGCAGCAT GGTCAGAAAT
GAGAAGGCAG GCAGTTCGGG TCTCAGAARA 2600 ’
2601 CCATGCCTCT CAGCAATTGG ATCAACTGAA
GCGATGACGA CGCTGAARCT TTGGGAATCC 2700
2701 CCCCAAGAAA TCTCCAGGCA TCAAGCACTG
. GGTTAAGGGA ATCCAAGATG CTGACTCTAT 2800
2801 CATGGTTCAA TCAGGCCTTG ATGGTGATAG
GTGGATATTG GCGAACCTGA TACCGAGGGA 2900
2901 TATGCTATCA CTGACCGGGG ATCTGCTCCC
DBGGAGGGGA GATCCACGAG CTCCTGAGAC 3000
3001 TCCAATCCAG AGGCAACAAC TTTCCGAAGC
TAGGGCCAGC ACTTCCGGGA CACCCATTAA 3100
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3401 TCAGAAGATA ATCTCCAAGC TAGAATCACT
ATCAACAGGC AAAATATCAG CATATCCACC 3500
3501 CTGGAAGGAC ACCTCTCAAG CATCATGATC
CAGATGTCGA AATCAATCCC GACTTGAAAC 3600
3601 CCATCATAGG CAGAGATTCA GGCCGAGCAC
CCAAGGARATG ACAAATGGAC GGACCAGTTC 3700
3701 CAGAGGACAG CTGCTGAAGG AATTTCAGCT
GTTCCTGACA CCGGCCCTGC ATCACGCAGT 3800
3801 GTAATCCGCT CCATTATAAA ATCCAGCCGG
ATGATATCAA AGGAGCCAAT GATCTTGCCA 3900
- 3901 AGTTCCACCA GATGCTGATG AAGATAATAA
AGTCGACCCA actagtctac cctccatcat 4000
4001 tgttataaaa aacttaggaa ccaggtccac
TATacgtagc gcgcATGagt aaaggagaag 4100
4101 aacttttcac tggagttgtc ccaattcttg
cagtggagag ggtgaaggtg atgcaacata 4200
4201 cggaaaactt acccttaaat ttatttgcac
actttcacct atggtgttca atgcttttca 4300
4301 agatacccag atcatatgaa acggcatgac
gaactatatt tttcaaagat gacgggaact 4400
4401 acaagacacg tgctgaagtc aagtttgaag
ttttaaagaa gatggaaaca ttcttggaca 4500
4501 caaattggaa tacaactata actcacacaa
gttaacttca aaattagaca caacattgaa 4600
4601 gatggaagcg ttcaactagc agaccattat
cagacaacca ttacctgtcc acacaatctg 4700
4701 ccctttcgaa agatcccaac gaaaagagag
tacacatggc atggatgaac tatacaaata 4800
4801 gtgagcgecge agegectgacg tctcgegatg
CAAAGTGATT GCCTCCCAAG TTCCACAATG 4900
4901 ACAGAGATCT ACGACTTCGA CAAGTCGGCA
CCTACAGTGA TGGCAGGCTG GTGCCCCAGG 5000
5001 TCAGAGTCAT AGATCCTGGT CTAGGCGACA
TGTTGAGGAC AGGGATTCCC TAGGGCCTCC 5100
5101 AATCGGGCGA GCATTTGGGT CCCTGCCCTT
ARAGAGGCCA CTGAGCTTGA CATAGTTGTT 5200
5201 AGACGTACAG CAGGGCTCAA TGARAAAACTG
GGAGAAAGGT CCTAACARACA GGGAGTGTCT 5300
5301 TCAACGCAAA CCAAGTGTGC AATGCGGTTA
TTATATGAGC ATCACCCGTC TTTCGGATAA 5400
5401 CGGGTATTAC. ACCGTTCCTA GAAGAATGCT
GTGACCCTTA GGATTGACAA GGCGATAGGC 5500
5501 CCTGGGAAGA TCATCGACAA TACAGAGCRA
GGAGARAGAA GAGTGAAGTC TACTCTGCCG 5600
5601 ATTATTGCAA AATGAAAATC GAAAAGATGG
TCACATTAGA AGCACAGGCA ARATGAGCAA 5700
5701 GACTCTCAAT GCACAACTCG GGTTCAAGAA
AATCGATTAC TCTGGAGGAG CAGATGCAAG 5800
5801 ATAGTAAGAA TCCAGGCAGT TTTGCAGCCA
TARATGATGA CCAAGGACTA TTCAAAGTTC 5800
5801 TGTAGACCGT AGTGCCCAGC AATGCCCGAA
ARARGCCCCC TCCGAAAGAC TCCACGGACC 6000
6001 AAGCGAGAGG CCAGCCAGCA GCCGACGGCA
CACAAGGCCA CCACCAGCCA CCCCAATCTG 6100
6101 CATCCTCCTC GTGGGACCCC CGAGGACCAA
CCACCACCCC CGGGAAAGAA ACCCCCAGCA 6200
6201 -ATTGGAAGGC CCCTCCCCCT CTTCCTCAAC
ACCCAARCCGC AGGCATCCGA CTCCCTAGAC 6300
6301 AGATCCTCTC TCCCCGGCAA ACTAAACAAA
CCCCGGCCCA CGGCGCCGCG CCCCCAACCC 6400
6401 CCGACAACCA GAGGGAGCCC CCAACCAATC
CCCGAACAGA CCCAGCACCC AACCATCGAC 6500
6501 AATCCAAGAC GGGGGGGCCC CCCCAAAAAR
ACCCACCCCA CACACGACCA CGGCARCCRA 6600
6601 ACCAGAACCC -AGACCACCCT GGGCCACCAG
‘CAACCCGCGC ACCCCAGCCC CGATCCGGCG 6700
6701 GGGAGCCACC CARCCCGAAC CAGCACCCAA
GTATCCCACA GCCTCTCCAA GTCCCCCGGT 6800
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6801 CTCCTCCTCT TCTCGAARGGG ACCAAAAGAT
AAGGAGACAC CGGGAATCCC AGRATCAAGA 6900
6901 CTCATCCRAT GTCCATCATG GGTCTCAAGG
CCAARRCACCC ACCGGTCAAA TCCATTGGGG 7000
7001 CAATCTCTCT AAGATAGGGG TGGTAGGAAT
CAATCATTAG TCATAAAATT AATGCCCAAT 7100
7101 ATAACTCTCC TCAATAACTG CACGAGGGTA
AACCRATTAG AGATGCACTT AATGCAATGA 7200
7201 CCCAGAATAT AAGACCGGTT CAGAGTGTAG
GGCAGGTGCG GCCCTAGGCG TTGCCACAGC 7300
7301 TGCTCAGATA ACGGCCGGCA TTGCACTTCA
GCGAGCCTGG AAACTACTAA TCAGGCAATT 7400
7401 GAGGCAATCA GACAAGCAGG GCAGGAGATG
AGCTGATACC GTCTATGAAC CAACTATCTT 7500
7501 GTGATTTAAT CGGCCAGAAG CTCGGGCTCA
CCCCAGTTTA CGGGACCCCA TATCTGCGGA 7600
7601 GATATCTATC CAGGCTTTGA GCTATGCGCT
AGTGGAGGTG ATTTACTGGG CATCTTAGAG 7700
7701 AGCAGAGGAA TAARGGCCCG GATAACTCAC
ATCCGACGCT GTCCGAGATT AAGGGGGTGA 7800
7801 TTGTCCACCG GCTAGAGGGG GTCTCGTACA
TGTTGCAACC CAAGGGTACC TTATCTCGAA 7900
7801 TTTTGATGAG TCATCGTGTA CTTTCATGCC
AGTCCTCTGC TCCAAGAATG CCTCCGGGGG 8000
8001 TACACCAAGT CCTGTGCTCG TACACTCGTA
ACCTAATAGC CAATTGTGCA TCAATCCTTT 8100
8101 GCAAGTGTTA CACAACAGGA ACGATCATTA
TCACTGCCCG GTAGTCGAGG TGAACGGCGT 8200
8201 GACCATCCAAR GTCGGGAGCA GGAGGTATCC
ATATCATTGG AGAGGTTGGA CGTAGGGACA 8300
8301 AATCTGGGGA ATGCAATTGC TARGTITGGAG
GGAGTATGAA AGGTTTATCG AGCACTAGCA 8400
8401 TAGTCTACAT CCTGATTGCA GTGTGTCTTG
GGGGCGTTGT AACAAARAGG GAGAACAAGT 8500
8501 . TGGTATGTCA AGACCAGGCC TAAARGCCTGA
TCCTCTACAA CTCTTGAAAC ACAAATGTCC 8600
8601 CACAAGTCTC CTCTTCGTCA TCAAGCAACC
TTCCCTCTGG CCGAACAATA TCGGTAGTTA 8700
8701 ATTAAAACTT AGGGTGCAAG ATCATCCACA
ATAACCCCCA TCCCAAGGGA AGTAGGATAG 8800
8801 TCATTAACAG AGAACATCTT ATGATTGATA
GAGCTTGATC GGGTTGCTAG CCATTGCAGG 8900

8901 CATTAGACTT CATCGGGCAG CCATCTACAC

ACTAACTCAA TCGAGCATCA GGTCAAGGAC 9000
9001 GTGCTGACAC CACTCTTCAA AATCATCGGT
TAGTGAAATT CATCTCTGAC AAGATTAAAT 8100
9101 TCCTTAATCC GGATAGGGAG TACGACTTCA
ATTGGATTAT GATCARTACT GTGCAGATGT 9200
9201 GGCTGCTGAA GAGCTCATGA ATGCATTGGT
CTAGCTGTCT CAAAGGGARA CTGCTCAGGG 9300
9301 CCCACTACAA TCAGAGGTCA ATTCTCAAAC
ACBATGTGTC ATCTATAGTC ACTATGACAT 9400
9401 CCCAGGGAAT -GTATGGGGGA ACTTACCTAG
ACAACTGAGC ATGTACCGAG TGTTTGAAGT 9500
9501 AGGTGTTATC AGAAATCCGG GTTTGGGGGC
AGTAATGATC TCAGCAACTG TATGGTGGCT 9600
9601 TTGGGGGAGC TCAAACTCGC AGCCCTTTGT
GGARAGGTGT CBGCTTCCAG CTCGTCAAGC 9700
9701 TAGGTGTCTG GAAARTCCCCA ACCGACATGC
CAGGCTTTAC CTCTCATCTC ACAGAGGTGT 9800
9801 TATCGCTGAC AATCAAGCAA AATGGGCTGT
TGCTTCCAAC AGGCGTGTAR GGGTAAAATC 9900
9901 "CAAGCACTCT GCGAGAATCC CGAGTGGGCA
CTGTTGATCT GAGTCTGACA GTTGAGCTTA 10000
10001 AAATCAAAAT TGCTTCGGGA TTCGGGCCAT
- CCACAACAART GTGTATTGGC TGACTATCCC 10100
10101 GCCAATGAAG AACCTAGCCT TAGGTGTAAT
TACCTCTTCA CTGTCCCAAT TAAGGAAGCA 10200
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AATTGTTGGA
AGGGATCCCC
ACATCAAAAT
GCATCAAGCC
AACGAGACCG

TTTGCTGGCT

CATAAARAGCC

GCCTGAGGAC

TTGGTGTATC

CTACTGGAGA

CCCTGTTAGA

TAATCTGAGC

CATATGACAA

ATTCTATCAC

CCCCTTATCA

. CGAACAGATG

ATARCAGGAT
CGGTTCAGGG

GAGTGGATAC
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AGAGAATCAA
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AATGGAGACA

GGGGTCTTGT
ACARATCCAA

GGTTAGTCCC



10201 GGCGAAGACT GCCATGCCCC AACATACCTA
TGGTGATTCT ACCTGGTCAA GATCTCCAAT 10300
10301 ATGTTTTGGC AACCTACGAT ACTTCCAGGG
CTCATTTTCT TACTTTTATC CTTTTAGGTT 10400
10401 GCCTATAAAG GGGGTCCCCA TCGAATTACA
CACTTCTGTG TGCTTGCGGA CTCAGAATCT 10500
10501 GGTGGACATA TCACTCACTC TGGGATGGTG
CCAATCGCAG ATAGGGCTGC TAGTGAACCA 10600
10601 ATCACATGAT GTCACCCAGA CATCAGGCAT
TAGGGTCCAA GTGGTTCCCC GTTATGGACT 10700
10701 CGCTATCTGT CAACCAGATC TTATACCCTG
AGCCATCCTG GAGTATGCTC GAGTCCCTCA 10800
10801 CGCTTACAGC CTGGAGGACC CTACACTGTG
CAAATGATTA TAAACAATGT GGAAGTTGGG 10900
10901 AATGTCATCA AGTCCAAGCT TAGGAGTTAT
ATTTATTTAA CATAGARAGAC AAAGAGTCAA 11000
11001 CGAGGAAGAT CCGTGAACTC CTCARAAAGG
ATGCTTAAGG GACACTAACT CACGGCTTGG 11100
11101 CCTAGGCTCC GAATTGAGGG AGGACATCAA
CAGTGGTTTG AGCCCTTTCT GTTTTGGTTT 11200
11201 ACAGTCAAGA CTGAGATGAG GTCAGTGATT
CTGTATTCTT CACTGGTAGT TCAGTTGAGT 11300
11301 TGCTAATCTC TCGTGACCTT GTTGCTATAA
ACTGGTTTTG ATGTATTGTG ATGTCATAGA 11400
11401 GGGGAGGTTA ATGACAGAGA CCGCTATGAC
TACATGTGGA AACTGATAGA TGGTTTCTTC 11500
11501 CCTGCACTCG GGAATCCAAC TTATCAAATT
TGAGGGATAT AACAGTAGAA CTCAGAGGTG 11600
11601 CTTTCCTTAA CCACTGCTTT ACTGAAATAC
TTATCATGAG TTAATTGAAG CTCTAGATTA 11700
11701 CATTTTCATA ACTGATGACA TACATCTGAC
AGACTTGAAG CAGTAACGGC TGCTGAAAAT 11800
11801 GTTAGGRAAT ACATGAATCA GCCTAAAGTC
GTGGAATCAT AATCAARCGGC TATCGTGACA 11900
11901 GGCACGGAGG CAGTTGGCCA CCGCTGACCC
TTCAGGTGAA GGGTTAACAC ATGAGCAGTG 12000
12001 CGTTGATAAC TGGAAATCTT TTGCTGGAGT
CTGACAATGT ACCTRAAGGA CAAGGCACTT 12100
12101 GCTGCTCTCC AAAGGGAATG GGATTCAGTT
CCGGGTCACG GAGGCTTGTA GATGTTTTCC 12200
12201 TTAATGATTC GAGCTTTGAC CCATATGATG
TGAGTTCAAC CTGTCTTACA GCCTGAAAGA 12300
12301 AAAGGAGATC AAGGAAACAG - GTAGACTTTT
GCTGAAAATC TAATCTCAAA CGGGATTGGC 12400
12401 AAATATTTTA AGGACAATGG GATGGCCAAG
TCTCAGGAGT CCCCAAAGAT CTCARAAGARA 12500
12501 GTCACAGGGG GGGGCCAGTC TTAAAAACCT
AGCAGCAAAA GGGTTTATAG GGTTCCCTCA 12600
12601 AGTAATTCGG CAGGACCAAG ACACTGATCA
ATCACGACTG ATCTCAAGAA GTACTGCCTT 12700
12701 AATTGGAGAT ATGAGACCAT CAGCTTGTTT
TCCAGTGGCT GCATAAGAGG CTTGAGACCT 12800
12801 CTGTCCTGTA TGTAAGTGAC CCTCATTGCC
CAATGATCAA ATCTTCATTA AGTACCCTAT 12900
12901 GGGAGGTRTA GARAGGGTATT GTCAGAAGCT
TATGAGAGCG GAGTAAGGAT TGCTTCGTTA 13000
13001 GTGCAAGGGG ACAATCAGAC CATAGCCGTA
AACGGGRAGC TGCTAGAGTA ACTAGAGATT 13100
13101 ACTTTGTAAT TCTTAGGCAA AGGCTACATG
ATCACATTTT TTTGTCTATT CAARAGGRAT 13200
13201 ATATTATGAT GGGCTACTTG TGTCCCAATC
ATAGTTGATG AARCAAGGGC AGCATGCAGT 13300
13301 AATATTGCTA CAACAATGGC TAARAGCATC
TCCTAARAGT GATACAGCAA ATTCTGATCT 13400
13401 CTCTTGGCTT CACAATCAAT TCAACCATGA
CTTAATAAGG ATGGCACTGT TGCCCGCTCC 13500
13501 TATTGGGGGG ATGAATTATC TGAATATGAG
TCAATTGCTG ATCTCAAGAG AATGATTCTC 13600
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CCTGCGGAGG

TTGAACATGC
AGTGGAATGC
GGCATGGGAG
ACCCACTAGT
AAGTTCACCT
TCAGAACATC
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TATTGATGCT
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AGGGGAGATT
ATTGTGTATG
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TGATAATGTA
TGCTAAAATG
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TCCGGAGAAT
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ACAARAAGGG
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CCCGGGATGT

GAGGCTGTTT

TGGATGGTGA
TGTGGTTTAT
TTCACATGGG
TCAGCTGCAC
GTGAAATAGA
AGATAGCCCG
ARGCACCGCC
CTCATATTCC
GTACTCCAAA
ATTAACTTGG
CCCATACTTG

GTCTCAACAT

AGGTATACAG‘

TGGAGCCTCT
TGACCARAAC
TTCTCATTTT
AGACTCTGAT
TGCTGCAGAC
TGCTTTATGC
AGTTCCTGCG
TGTTGTAAGT
ACTTACARAA
ATTTGACTAA
CCCAGTCCAC
ATGGAAGCTT
TAAATGAGAT
TGACGCCCAT
AGCACCATTC
TACCCAGCAC
TCACCTCAAG
ATCGCAAGAT
ATGACCGTTA
AGTCATACCC

GTCAGAAACA

TGTCAAA&TC
TACGTTTACA
ACCAAAAACT
AGTCACCCGG
CATCAGAATT
ATAGTTACCA
TAAAAAACGG
ATATCCABAT
GTCAGTGATA
GAGTTTACAT
CCATAGGAGG
GTATATTACC
AGCTTCTAGG
TTCACTTGCT
GGGTTTTCTG

TCAGAAGTTT

‘GAARGGTCAT

ACRATCCGGA
CTCTTAGCCT
fTACGACCCT
GGAGCTTACC
TGAGGGCATG
GGCACTCCAC
ACAAGTACCA
ACGAGACAGT
TTACGGATTG
ATCCCGTTAT
CCTATCTATA
ATGGCCCTAC

GCAAATGAGA

GTGTATTCTG

CCTTGCATAT
CTCCTCACAA

TCGGTGATCC

AGTTCCAATC
GCCCAGGCCG
CTGGTGCCGT
GAAGATGGAA
AAGAAAAACG
ATAAGATAGT
ATTTTCCAAC
TGTAATCAGG
AGGTTTTCCA
GCACAGCTCC
AGACACACAC
TGACATTTGA
AAGAGTCAGA
TACCTGCAGC
ATGAAGGTAC
CGGCCACCCC
GCCATATTTT
ATGCTCAAGC
GGATAGTGAT
CCCAAGGGAA
TCCATGACCC
CCAAGTGATT
ACTCTAGCTG
GGAACGTGAG
CAGTGCATTT
CCCTCATTTT
ATARAGTCCC
CCTGGCTGCT
AACCTTAAGA
CAATTGTTTC
GTCAGAGACT
TCCCTGAACG
ACAACGRCCT

AGTAACATCA

13601 GCCTCACTAA TGCCTGAAGA GACCCTCCAT CAAGTAATGA CACAACAACC GGGGGACTCT TCATTCCTAG
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ACTGGGCTAG CGACCCTTAC TCAGCARATC 13700
13701 TTGTATGTGT CCAGAGCATC ACTAGACTCC
BAACCCAATG TTAAAAGGAT TATTCCATGA 13800
13801 TGACAGTAAA GAAGAGGACG AGGGACTGGC
GCTCATGRAR TCCTGGATCA TAGTGTCACA 13900
13901 GGGGCAAGAG AGTCTATTGC AGGCATGCTG
GGGGGTTAAC CTCTCGAGTG ATAACCAGAT 14000
14001 TGTCCAATTA TGACTATGAA CAATTCAGAG
CATTGACRAA GAGTCATGTT CAGTGCAGCT 14100
14101 GGCGAGAGCT CTAAGAAGCC ATATGTGGGC
CCTGATGTAC TAGAATCTAT GCGAGGCCAC 14200
14201 CTTATTCGGC GTCATGAGAC ATGTGTCATC
CCTCGGGTTG CCAACTGGAT GATATTGACA 14300
14301 AGGAAACATC ATCCTTGAGA GTCCCATATA
CTTCGTAAGA GCCCCAAGTC GATCCTTGCG 14400
14401 ATCTGCTGTT AGAATAGCAA CAGTGTACTC
TGGTTGTTGG CTAGGCAAAG GGCCAATGTG 14500
14501 AGCCTGGAGG AGCTAAGGGT GATCACTCCC
GTAGCACTCA AGTGAAATAC TCAGGTACAT 14600
14601 CCCTTGTCCG AGTGGCGAGG TATACCACAA
GGTTGATACT AACTTTATAT ACCAACAAGG 14700
14701 AATGCTCCTA GGGTTGGGTG TTTTAGAAAC
GTATTACATC TTCACGTCGA AACAGATTGT 14800
14801 TGCGTGATCC CGATGATAGA TCATCCCAGG
"GTACCABACCC ATTGATATAT GATAATGCAC 14900
14901 CTTTAATTGA CAGAGATGCA ACAAGGCTAT
ATGGTCCACA CCCCAACTAT ATCACATTTT 15000
15001 AGCTAAGTCC ACAGCACTAT CTATGATTGA
TCAGCTCTCA TAGGGGATGA CGATATCAAT 15100
15101 AGTTTCATAA CTGAGTTTCT GCTCATAGAG
TCAATTGGGC ATTTGATGTA CATTATCATA 15200
15201 GACCATCAGG GAAATATCAG ATGGGTGAGC
TAAGGTGCTT GTCAATGCTC TAAGCCACCC 15300
15301 ARAGATCTAC AAGAAATICT GGCATTGTGG
AACTTGCARCA CRACTGTGTG CAACATGGTT 15400
15401 TACACATGCT ATATGACCTA CCTCGACCTG
GTGAAAGCGA CGAGGATGTA GTACCGGACA 15500
15501 GATTCGACAA CATCCAGGCA AARACACTTAT
ACCAATTCGA GGTCTAAGAC CGGTAGAGAA 15600
15601 "'ATGTGCAGTT CTAACCGACC ATATCAAGGC
AATCCAATTA TTGTAGACCA TTACTCATGC 15700
15701 TCTCTGACTT ATCTCCGGCG AGGATCGATC
ACGCCCTCGC TGAGGTAARAT GTCAGTCAGC 15800
15801 CAAAGATCGG CAGCAACAAC ATCTCAAATA
ABAATTGCTC AAAGATATCA ACACAAGCAA 15900
15901 GCACAATCTT CCCATTTCAG GGGGCAATCT
AACTCATCTG CTTGCTACAA AGCTGTTGAG 16000
16001 ATATCAACAT TAATTAGGAG ATGCCTTGAG
CTATGTTGAT CACTTATAAG GAGATACTTA 16100
16101 AACTAAACAA GTGCTTCTAT AATAGTGGGG
CTATCCCTCC GAAGTTGGCC TTGTCGARACA 16200
16201 CAGAATGGGA GTAGGTAATA TTGTCAAAGT
GTAGATTGCT TCAATTTCAT AGTTAGTAAT 16300
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AAGGCTTGAT
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CAATCTCTCA
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TCACTATCTA
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AGATTTGTAC
TTATCTCCAG
GATTGAGAGT
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ACGGCTTGTT
TTCTAGATCT
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TTTGTCCTGA
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CTACGGATGG
AGAACAGACA
ATAGCTCTTG
AGCGCATAGG
TTTGTCATAT
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AGAGCTGAGG
CACCTTGTGG
AGGACCATAT
CTTGGGCCAG
AGAATGAGCA
GTCCTTCACT
AGAGTTCACA
TGTCAACCAG
CAGGATCTTC
TGATCCAGGA
CCCCCACACG
CTTTCCGCAG
CTTGGGTGAG
GGTCAAAGGG

AAGTCACGTG

TCCATAGTCC
ACCTAGGGCA
ATGAGGAAGG
GAAATGTCCT
CCTTGAGGTC
TTTTTTGTCC
TGAAGCTTGC
GAACGAAGCC
TTGAGGGATC
CAGATAAGAA
ATCTAACACG
GCAGAGCTAT
AATTTGTTAC
GAATGAAATT
TGTGCGGCCA
AAGGAGTGTT
TGATGCTCAA
TTTCTCTTGT
GGACCTGCCC
GTGGAACATA
TTCATTTTCG
ATGATGT&GC
AATCGGGTTG
GGATCGGGTT
AATTAGCACC

GGTAGGCAGT

16301 ATCCCTACCT CTAGTGTGGG GTTTATCCAT TCAGATATAG AGACCTTGCC TGACARAGAT ACTATAGAGA

AGCTAGAGGA ATTGGCAGCC ATCTTATCGA 16400
16401 TGGCTCTGCT CCTGGGCAAAR ATAGGATCAA
TCAGGGATTT ATAAGTTATG TAGGGTCTCA 16500
16501 TTATAGAGAA GTGAACCTTG TATACCCTAG
ACAGATCTCA AGGCTAACCG GCTAATGAAT 16600
16601 CCTGRAAAGR TTAAGCAGCA GATAATTGARA
TATCCATTAA GCAACTAAGC TGCATACAAG 16700
16701 CAATTGTGGG AGACGCAGTT AGTAGAGGTG
GGTGCTGATC AATTGCGGGT TGGCAATTAA 16800
16801 CGGACCTAAG CTGTGCAAAG AATTGATCCA
. ATACTCATCC TCTACAGGGA GTTGGCAAGA 16500
16901 TTCAAAGACA ACCAAAGAAG TCAACAAGGG
. GAGAACTTAT ATCTAGGATC ACCCGCAAAT 17000
17001 TTTGGGGGCA CATTCTTCIT TACTCCGGGA
CGGCTATCTG ATACTAGACT TACACCAGAA 17100

TACTGGTGAT
ATACAGCAAC
TCATCTGTGA
ATATCAATCC
‘CCATGATGTT
ATGTTCCACG
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17101 TATCTTCGTT AAGAATCTAT CCAAGTCAGA
GTTTTTAAGG TAACAGTCAA GGAGACCAAA 17200
17201 GBATGGTATA AGTTAGTCGG ATACAGTGCC
CTGCCCTAGG TGGTTAGGCA TTATTTGCAA 17300
17301 TATATTAARG AAAACTTTGA AAATACGAAG
gcctectcege tggegecgge tgggcaacat 17400
17401 tccgagggga ccgtcceccte ggtaatggceg
ggaagctgag. ttggetgetg ccaccgetga 17500
17501 gcaataacta gcataacccc ttggggectce
atatccggat GCGGCCGCaG GTACCCAGCT 17600
17601 TTTGTTCCCt ttagtgaggg ttaattTCGA
TTGTTATCCG CTCACAATTC CACACAACAT 17700
17701 ACGAGCCGGA AGCATAAARGT GTAAAGCCTG
CGCTCACTGC CCGCTTTCCA GTCGGGAAAC 17800
17801 CTGTCGTGCC AGCTGCATTA ATGAATCGGC
CCGCTTCCTC GCTCACTGAC TCGCTGCGCT 17900
17901 CGGTCGTTCG GCTGCGGCGA GCGGTATCAG
GGATAACGCA GGAAAGAACA TGTGAGCAAA 18000
18001 AGGCCAGCAA AAGGCCAGGA ACCGTAAAAA
GACGAGCATC ACAAAAATCG ACGCTCAAGT 18100
18101 CAGAGGTGGC GAAACCCGAC -AGGACTATAA
CTCCTGTTCC GACCCTGCCG CTTACCGGAT 18200
18201 ACCTGTCCGC CTTTCTCCCT TCGGGAAGCG
GGTGTAGGTC GTTCGCTCCA AGCTGGGCTG 18300
18301 TGTGCACGAA CCCCCCGTTC AGCCCGACCG
GTAAGACACG ACTTATCGCC ACTGGCAGCA 18400
18401 GCCACTGGTA ACAGGATTAG CAGAGCGAGG
ACTACGGCTA CACTAGAAGG ACAGTATTTG 18500
18501 GTATCTGCGC TCTGCTGAAG CCAGTTACCT
CACCGCTGGT AGCGGTGGTT TTTTTGTTTG 18600
18601 CAAGCAGCAG ATTACGCGCA GAAAAAANGG
GCTCAGTGGA ACGAAAACTC ACGTTARAGGG 18700
18701 ATTTTGGTCA TGAGATTATC AAAAAGGATC
CAATCTAAAG TATATATGAG TAAACTTGGT 18800
18801 CTGACAGTTA CCAATGCTTA ATCAGTGAGG
TGCCTGACTC CCCGTCGTGT AGATAACTAC 18900
18901 GATACGGGAG GGCTTACCAT CTGGCCCCAG
GATTTATCAG CAATAARACCA GCCAGCCGGA 18000
19001 AGGGCCGAGC GCAGAAGTGG TCCTGCAACT
CTAGAGTAAG TAGTTCGCCA GTTAATAGTT 19100

19101 TGCGCAACGT TGTTGCCATT GCTACAGGCA.

CTCCGGTTCC CRACGATCAA GGCGAGTTAC 19200
19201 ATGATCCCCC ATGTTGTGCA AARAAGCGGT
GCCGCAGTGT TATCACTCAT GGTTATGGCA 19300
19301 GCACTGCATA ATTCTCTTAC TGTCATGCCA
- AGTCATTCTG AGAATAGTGT ATGCGGCGAC 19400
19401 CGAGTTGCTC TTGCCCGGCG TCAATACGGG
CATTGGAAAR CGTTCTTCGG GGCGARAACT 19500
19501 CTCAAGGATC TTACCGCTGT TGAGATCCAG
TCTTTTACTT TCACCAGCGT TTCTGGGTGA 19600
19601 GCAARBACAG GAAGGCAAAA TGCCGCAAAA
TCTTCCTTTT TCAATATTAT TGAAGCATTT 18700
19701 ATCAGGGTTA TTGTCTCATG AGCGGATACA

GCGCACATTT CCCCGAAAAG TGC 18793
| 10 H 20 | 30
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TTTCTATTCC
aatgggacGC
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| 40

Figure 24

ATTATGACGG
ACTAATTGGT
CAGCTTTGTC
GGCCgatceyg
ttgaggggtt
ATCATGGTCA
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GGAGAGGCGG
GGCGGTAATA
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TCATAGCTCA
TCCGGTAACT
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TCCTTTTAAR
AGCGATCTGT
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GCTTTfCTGT
GCCACATAGC
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GGGCGACACG
TATTTAGAAA

| 50

GGGGTTTGARA
TGAACTCCGG
TGGTggccgyg
gctgctaaca
ttttgctgaa
TAGCTGTTTC

AACTCACATT

TTTGCGTATT

CGGTTATCCA
TCCATAGGCT
TGGRAGCTCC
CGCTGTAGGT
ATCGTCTTGA
GTTCTTGAAG
TCTTGATCCG
TCTTTTCTAC
TTAAARATGA
CTATTTCGTT
ACCCACGCTC
TATTAATTGT
TTTGGTATGG
TCGTTGTCAG
GACTGGTGAG
AGAACTTTAA
CACCCAACTG
GARATGTTGA
RATAAACARA

| 60

ACGTGAGTGG
AACCCTAATC
catggtccca
aagcccgaaa
aggaggaact
CTGTGTGAAA
AATTGCGTTG
GGGCGCTCTT
CAGAATCAGG
cceeecceet
CTCGTGCGCT
ATCTCAGTTC
GTCCAACCCG
TGGTGGCCTA
GCAAACAAAC
GGGGTCTGAC
AGTTTTAAAT
CATCCATAGT
ACCGGCTCCA
TGCCGGGAAG
CTTCATTCAG
AAGTAAGTTG
TACTCAACCA
BAGTGCTCAT
ATCTTCAGCA
ATACTCATAC
TAGGGGTTCC

] 70
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1 CACCTAAATT GTAAGCGTTA ATATTTTGTT
AACCAATAGG CCGAAATCGG CAAAATCCCT 100
101 TATAAATCAA AAGAATAGAC CGAGATAGGG
AGAACGTGGA CTCCAACGTC AAAGGGCGRA 200
201 AAACCGTCTA TCAGGGCGAT GGCCCACTAC
CCGTAAAGCA CTAAATCGGA ACCCTAAAGG 300
301 GAGCCCCCGA TTTAGAGCTT GACGGGGAARA
TCACGCTGCG CGTAACCACC ACACCCGCCG 400
401 CGCTTAATGC GCCGCTACAG GGCGCGTCCC
GGTGCGGGCC TCTTCGCTAT TACGCCAGCT 500
501 GGCGAAAGGG GGATGTGCTG CAAGGCGATT
AAMAACGACGG CCAGTGAATT Gtaatacgac 600
601 tcactataAC CAAACAAAGT TGGGTAAGGA
AAGATCCTAT TATCAGGGAC AAGAGCAGGA 700
701 TTAGGGATAT CTGAGATGGC CACACTTTTA
CCATTACATC AGGATCCGGT GGAGCCATCA 800
801 GAGGAATCAA ACACATTATT ATAGTACCAA
GGACCGGTTG GTCAGGTTAA TTGGAAACCC 300
901 GGATGTGRAGC GGGCCCAAAC TAACAGGGGC
CAATTGATTC AGAGGATCAC CGATGACCCT 1000
1001 GACGTTAGCA TAAGGCTGTT AGAGGTTGTIC
GAGGTACCAA CATGGAGGAT GAGGCGGACC 1100
1101 AATACTTTTC ACATGATGAT CCAATTAGTA
CTCAGATATT GAAGTGCAAG ACCCTGAGGG 1200
1201 ATTCAACATG ATTCTGGGTA CCATCCTAGC
GACACGGCAG CTGATTCGGA GCTAAGAAGG 1300
1301 TGGATAAAGT ACACCCAACA AAGAAGGGTA
TGAGGAACAG GATTGCCGAG GACCTCTCCT 1400
1401 TACGCCGATT CATGGTCGCT CTAATCCTGG
AATGATATGT GACATTGATA CATATATCGT 1500
1501 AGAGGCAGGA TTAGCCAGTT TTATCCTGAC
CTGCATGAAT TTGCTGGTGA GTTATCCACA 1600
1601 CTTGAGTCCT TGATGAACCT TTACCAGCAA
- CAATTCAGAA CAAGTTCAGT GCAGGATCAT 1700
1701 ACCCTCTGCT CTGGAGCTAT GCCATGGGAG
TGGCCGATCT TACTTTGATC CAGCATATTT 1800
. 1801 TAGATTAGGG CABRGAGATGG TAAGGAGGTC
ATCACTGCCG AGGATGCAAG GCTTGTITTCA 1500
1301 GAGATTGCAA TGCATACTAC TGAGGACAAG
TTCTACACGG TGATCAAAGT GAGAATGAGC 2000
2001 TACCGAGATT GGGGGGCAAG ~ GAAGATAGGA
AGRAACCGGG CCCAGCAGAG CAAGTGATGC 2100
2101 GAGAGCTGCC CATCTTCCAR CCGGCACACC
CAGGACAGTC GAAGGTCAGC TGACGCCCTG 2200
2201 CTTAGGCTGC AAGCCATGGC AGGAATCTCG
‘ATGACAGAAA TCTTCTAGAC TAGGTGCGAG 2300
2301 AGGCCGAGGG CCAGAACAAC 'ATCCGCCTAC
ACAGCCGCCA GCCCATCAAC CATCCACTCC 2400
2401 CACGATTGGA GCCAATGGTA GAAGAGCAGG
CAAGGCCGAG CCCATCGGCT CACTGGCCAT 2500
2501 CGAGGAAGCT ATGGCAGCAT GGTCAGABRAT
GAGAAGGCAG GCAGTTCGGG TCTCAGAABA 2600
2601 CCATGCCICT CAGCAATTGG ATCAACTGBA
GCGATGACGA CGCTGAAACT TTGGGAATCC 2700
2701 CCCCAAGAAA TCTCCAGGCA TCAAGCACTG
GGTTAAGGGA ATCCRAGATG CTGACTCTAT 2800
2801 .CATGGTTCAA TCAGGCCTTG ATGGTGATAG
GTGGATATTG GCGAACCTGA TACCGAGGGA 2900
' 2901 TATGCTATCA CTGACCGGGG ATCTGCTCCC
ADGGAGGGGA GATCCACGAG CTCCTGAGAC 3000
3001 TCCAATCCAG AGGCAACAAC TTTCCGAAGC
" TAGGGCCAGC ACTTCCGGGA CACCCATTAA 3100
3101 AAAGGGCACA GACGCGAGAT TAGCCTCATT
CAATGTGCTC GAAAGTCACC CTCGGAACCA 3200
3201 TCAGGGCCAG GTIGCACCTGC GGGGARATGTC
CACCCGAATC TGGTACCACAR ATCTCCCCGA 3300

30/56

{ 40
AAARTTCGCG
TTGAGTGTTG
GTGRACCATC
GCCggccatt
ATTCGCCATT
AAGTTGGGTA
TAGTTCAATC
AGGAGCTTAG
TCCCTGGAGA
ACTAATAGGT
CAGAGTGACC
GTGATCAATC
CCAAATTTGG

GTTGGTGAAT

ATATCARGAG

TATTBAGTTT
ATGGGGGAAA
TAGGAGTGGA
AGCTGGAAAG
ATCAGTAGAG
GGGTCAAACA
CCTAGACATT
GAAGAACAAG
CCTCCATCAT
CACGCCATGT
ATCAGACAAC
GGCGGTGCAC
GGTTACAGTG
CACCCTCTCA
ATCTCTATGG
TTGGGAAAAC

TGGARCGGAG

_CCCGAGTGTG
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TTAAATTTTT
TTCCAGTTTG
ACCCTAATCA
taggccaTAG
CAGGCTGCGC
ACGCCAGGGT
AATGAfCATc
CATTGTTCAA
TTCCTCAATT
ATATTATCCT
AGTCACAATC
CAGGTTCGGA
GTCTTGCTCG
TTAGATTGGA
AACACCCGGA
GGGATAGAAA
CTGCACCCTA
ACTTGARAAC
GTCAGTTCCA
CGGTTGGACC
GAGTCGAGGA
GACACTGCAT
GCTCAGACAC
TGTTATAARA
CAAAANCGGA
CCAGGACAGG
CTCGCATCCG
TTATTACGTT
GGAGGAGACA
GGTTCAGGGC
TCTCAATGTT
AfCGCGTCTT

TGAGCAATGC

l 60
GTTABATCAG
GAACAAGAGT
AGTTTTTTGG
GGCGCTGGCA
AACTGTTGGG
TTTCCCAGTC
TTCTAGTGCA
AAGAAACAAG
ACCACTCGAT
TATTTGTGGA
TGGCCTTACC
TGGTTCGAGA
CAAAGGCGGT
GAGAABATGG
AACAAACCCA
CTATGTATCC

CATGGTAATC

TCCATGGGGG

CATTGGCATC
CAGACAAGCC
GAAGCCAGGG
CGGAGTCCAG
GGACACCCCT
AACTTAGGAA
CTGGAATGCA
AGCGAGCCAC
CGGTCAGGGA
TATGATCACA
ATGAATCTGA
TTCTGATGTT
CCTCCGCCCC
TATTGACAGG

CGCACTGATA

i 70
CTCATTTTTT
CCACTATTAA
GGTCGAGGTG
AGTGTAGCGG
AAGGGCGATC
ACGACGTTGT
CTTAGGATTC
GACAAACCAC
CCAGACTTCT
GTCTCCAGGT
TTCGCATCAA
ACAAGGRAAT
TACGGCCCCA
TTGGATGTGG
GGATTGCTGA
TGCTCTTGGA
CTGGAGAACT
GTTTGAACTT
TGAACTCGGT
CAAGTATCAT
AGAGCTACAG
CCAAGATCCG
ATAGTGTACA
CCAGGTCCAC
TCCEEGCTCT
CTGCAGGGAA
CCTGGAGAGA
GCGGTGAAGC

AAACAGCGAT

‘GRAACTGCAG

CGGACCCCGG
TGGETGCAACC

CAGGAGTGGA

3301 GATCCCAGRA TAATGAAGAA GGGGGAGACT ATTATGATGA TGAGCTGTTC TCTGATGTCC AAGATATTAA
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AACAGCCTTG GCCARAATAC ACGAGGATAA 3400
3401 TCAGAAGATA ATCTCCAAGC TAGAATCACT
ATCAACAGGC AAAATATCAG CATATCCACC 3500
3501 CTGGAAGGAC ACCTCTCAAG CATCATGATC
CAGATGTCGA AATCAATCCC GACTTGAAAC 3600
3601 CCATCATAGG CAGAGATTCA GGCCGAGCAC
CCAAGGAATG ACAAATGGAC GGACCAGTTC 3700
3701 CAGAGGACAG CTGCTGAAGG AATTTCAGCT
GTTCCTGACA CCGGCCCTGC ATCACGCAGT 3800
3801 GTAATCCGCT CCATTATAAA ATCCAGCCGG
ATGATATCAA AGGAGCCRAT GATCTTGCCA 3900
- 3901 AGTTCCACCA GATGCTGATG AAGATAATAA
AGTCGACCCA actagtACAA CCTAAATCCA 4000
4001 TCATAAAARA CTTAGGAGCA AAGTGATTGC
AGTCGGCATG GGACATCAAA GGGTCGATCG 4100
4101 CTCCGATACA ACCCACCACC TACAGTGATG
AGGCGACAGG AAGGATGAAT GCTTTATGTA 4200
4201 CATGTTTCTG CTGGGGGTTG TTGAGGACAG
CTGCCCTTAG GTGTTGGCAG ATCCACAGCA 4300
4301 AAGCCCGAAA AACTCCTCAA AGAGGCCACT
ARAAACTGGT GTTCTACARC AACACCCCAC 4400
4401 TAACTCTCCT CACACCTTGG AGAAAGGTCC
TGCGGTTARAT CTGATACCGC TCGATACCCC 4500
4501 GCAGAGGTTC CGTGTTGTTT ATATGAGCAT
AGAATGCTGG AATTCAGATC GGTCAATGCA 4600
4601 GTGGCCTTCA ACCTGCTGGT GACCCTTAGG
CAGAGCAACT TCCTGAGGCA ACATTTATAG 4700
4701 TCCACATCGG GAACTTCAGG AGABAGAAGA
ARRGATGGGC CTGGTTTTTG CACTTGGTGG 4800
4801 GATAGGGGGC ACCAGTCTTC ACATTAGAAG
TTCAAGAAGA CCTTATGTTA CCCGCTGATG 4900
4901 GATATCAATG AAGACCTTAA TCGATTACTC
TGCAGCCATC AGTTCCTCAA GAATTCCGCA 5000
5001 TTTACGACGA CGTGATCATA AATGATGACC
TGCCCGAAAA CGACCCCCCT CACAATGACA 5100
5101 GCCAGAAGGC CCGGACAARA AAGCCCCCTC
CGACGGCAAG CGCGAACACC AGGCGGCCCC 5200
5201 AGCACAGAAC AGCCCTGACA CAAGGCCACC
AGGACCAACC CCCAAGGCTG CCCCCGATCC 5300
5301 ARAACCACCAA CCGCATCCCC ACCACCCCCG
TCCTCAACAC AAGAACTCCA CAACCGAACC 5400
5401 GCACAAGCGA CCGAGGTGAC CCAACCGCAG
TARACBAAAC TTAGGGCCAA GGAACATACA 5500
5501 CACCCAACAG AACCCAGACC CCGGCCCACG
AACCBATCCC GCCGGCTCCC CCGGTGCCCA 5600
5601 CAGGCAGGGA CACCAACCCC CGAACAGACC
CCARAARARA GCCCCCAGGG GCCGACAGCC 5700
5701 AGCACCGCGA GGAAGCCCAC CCACCCCARCA
GCCACCAGCT CCCAGACTCG GCCATCACCC 5800
5801 CGCAGAAAGG AAAGGCCACA ACCCGCGCAC
GCACCCRAGA GCGATCCCCG AAGGACCCCC 5900
5901 GAACCGCAAA GGACATCAGT ATCCCACAGC
CAAAAGATCA ATCCACCACA CCCGACGACA 6000
6001 CTCAACTCCC CACCCCTARA GGAGARCACCG
TCTCAAGGTG AACGTCTCTG CCATATTCAT 6100
6101 GGCAGTACTG TTAACTCTCC AAACACCCAC
GTAGGAATAG GAAGTGCAAG CTACARAAGTT 6200
6201 ATGACTCGTT CCAGCCATCA ATCATTAGTC
CGAGGGTAGA GATTGCAGAR TACAGGAGAC 6300
6301 TACTGAGAAC AGTTTTGGAA CCAATTAGAG
GAGTGTAGCT TCAAGTAGGA GACACAAGAG 6400
6401 ATTTGCGGGA GTAGTCCTGG CAGGTGCGGC
GCACTTCACC AGTCCATGCT GAACTCTCAA 6500
6501 GCCATCGACA ATCTGAGAGC GAGCCTGGAA
' AGGAGATGAT ATTGGCTGTT CAGGGTIGTCC 6600
6601 AAGACTACAT CAATAATGAG CTGATACCGT
CGGGCTCAAA TTGCTCAGAT ACTATACAGA 6700

31/56

GCTGTTATTG
GCCATTCCTG
TGGCCGAAGT
AAAGCCGATC
CTAGAGGAGG
TGAARGTAGCT
CTCCCAAGTT
GCAGGCTGGT
GGATTCCCTA
GAGCTTGACA
TAACAACAGG
CACCCGTCTT
ATTGACARGG
GTGRAGTCTA
CACAGGCARA
TGGAGGAGCA
ARGGACTATT
CGAAAGACTC
ACCAGCCACC
GGAARGRALC
GCATCCGACT
GCGCCGCGCC
CAGCACCCAA
CACGACCACG
CCCAGCCCCG
CTCTCCAAGT
GGAATCCCAG
CGGTCARATC
ATAAAATTAA

ATGCACTTAA

CCTAGGCGTT

ACTACTAATC

CTATGAACCA

AAGGGAGAAG
GACTTGGGAA
TCTCAAGAAA
GGGAAAAAGA
ATCGGAAGCG
ACAGCTCARC
CCACAATGAC
GCCCCAGGTC
GGGCCTCCAA
TAGTTGTTAG
GAGTGTCTTC
TCGGATAACG

CGATAGGCCC

CTCTGCCGAT -

ATGAGCAAGA
GATGCAAGAT
CRAAAGTTCTG
CACGGACCAA
CCAATCTGCA
CCCCAGCAAT
CCCTAGACAG
CCCAACCCCC
CCATCGACAA
GCAACCABAC
ATCCGGCGGG
CCCCCGGTCT
AATCAAGACT
CATTGGGGCA
TGCCCAATAT
TGCAATGACC
GCCACAGCTG
AGGCAATTGA

ACTATCTTGT

TTGAGTCAAT
GGATCCCAAé
CCCGTTGCCA
TGAGCTCAGC
TTACCTGATG
TTACCTGCCA
AGAGATCTAC
AGAGTCATAG
TCGGGCGAGC
ACGTACAGCA
AACGCAAACC
GGTATTACAC
TGGGAARGATC
TATTGCAAAA
CTCTCAATGC
AGTAAGRATC
TAGACCGTAG
GCGAGAGGCC
TCCTCCTCGT
TGGAAGGCCC
ATCCTCTCTC
GACAACCAGA
TCCAAGACGG
CAGAACCCAG
GAGCCACCCA
CCTCCTCTTC
CATCCAATGT
ATCTCTCTAA

ARCTCTCCTC

CAGAATATAA

CTCAGATAAC
GGCAATCAGA

GATTTAATCG

TARGRAGCAG
GACCCCACTG
GCCGACAACT
CGTCGGGTTT
ACTCTCCTTG
ACCCCATGCC
GACTTCGACA
ATCCTGGTCT

ATTTGGGTCC

'GGGCTCAATG

AAGTGTGCAA
CGTTCCTAGA
ATCGACAATA
TGARAATCGA
ACAACTCGGG
CAGGCAGTTT
TGCCCAGCAA
AGCCAGCAGC
GGGACCCCCG
CTCCCCCTCT
CCCGGCARAC
GGGAGCCCCC
GGGGGCCCee
ACCACCCTGG

ACCCGAACCA
TCGAAGGGAC
CCATCATGGG
GATAGGGGTG
AATAACTGCA
GACCGGTTCA
GGCCGGCATT
CAAGCAGGGC

GCCAGRAGCT

6701 AATCCTGTCA TTATTTGGCC CCAGTTTACG GGACCCCATA TCTGCGGAGA TATCTATCCA GGCTTTGAGC
Figure 25(Contd..)



TATGCGCTTG GAGGAGACAT CAATAAGGTG 6800
6801 TTAGAAAAGC TCGGATACAG TGGAGGTGAT
TAACTCACGT CGACACAGAG TCCTACTTCA 6900
6901 TTGTCCTCAG TATAGCCTAT CCGACGCTGT
CTCGTACAAC ATAGGCTCTC AAGAGTGGTA 7000
7001 TACCACTGTG CCCAAGTATG TTGCAACCCA
TTCATGCCAG AGGGGACTGT GTGCAGCCAA 7100
7101 AARTGCCTTGT ACCCGATGAG TCCTCTGCTC
CACTCGTATC CGGGTCTTTT GGGAACCGGT 7200
7201 TCATTTTATC ACAAGGGAAC CTAATAGCCA
GATCATTAAT CAAGACCCTG ACAAGATCCT 7300
7301 AACATACATT GCTGCCGATC ACTGCCCGGT
AGGTATCCAG ACGCTGTGTA CTTGCACAGA 7400
7401 ATTGACCTCG GTCCTCCCAT ATCATTGGAG
AGTTGGAGGA TGCCAAGGAA TTGTTGGAGT 7500
7501 CATCGGACCA GATATTGAGG AGTATGAAAG
GTGTCTTGGA GGGTTGATAG GGATCCCCGC 7600
7601 TITAATATGT TGCTGCAGGG GGCGTTGTAA
AAGCCTGATC TTACGGGAAC ATCAARATCC 7700
7701 TATGTAAGGT CGCTCTGATC ~CTCTACAACT
AAGCAACCAC CGCACCCAGC ATCAAGCCCA 7800
7801 CCTGARATTA TCTCCGGCTT CCCTCTGGCC
CATCCACAAT GTCACCACAA CGAGACCGGA 7900
7901 TAAATGCCTT CTACAAAGAT AACCCCCATC
GATTGATAGA CCTTATGTTT TGCTGGCTGT 8000
8001 TCTGTTTGTC ATGTTTCTGA GCTTGATCGG
ATCTRCACCG CAGAGATCCA TAAAAGCCTC 8100
8101 AGCACCAATC TAGATGTAAC TAACTCAATC
TCATCGGTGA TGAAGTGGGC CTGAGGACAC 8200
8201 CTCAGAGATT CACTGACCTA GTGAAATTCA
CGACTTCAGA GATCTCACTT GGTGTATCAA 8300
8301 CCCGCCAGAG AGAATCAAAT TGGATTATGA
GCATTGGTGA ACTCAACTCT ACTGGAGACC 8400
8401 AGAACAACCA ATCAGTTCCT AGCTGTCTCA
TCTCAARACAT GTCGCTGTCC CTGTTAGACT 8500
8501 TGTATTTAGG TCGAGGTTAC AATGTGTCAT
TTACCTAGTG GAAAAGCCTA ATCTGAGCAG 8600
8601 CAAAAGGTCA GAGTTGTCAC AACTGAGCAT
TTGGGGGCTC CGGTGTTCCA TATGACAARAC 87G0
. 8701 TATCTTGAGC AACCAGTCAG TAATGATCTC
CCCTTTGTCA CGGGGAAGAT TCTATCACAA 8800
8801 TTCCCTATCA GGGATCAGGG AAAGGTGTCA
CGACATGCAA TCCTGGGTCC CCTTATCBAC 8900
8901 GGATGATCCA GTGATAGACA GGCTTTACCT
TGGGCTGTCC CGACAACACG ARACAGATGAC 9000
9001 AAGTTGCGAA TGGAGACATG CTTCCAACAG
AGTGGGCACC ATTGAAGGAT AACAGGATTC 9100
9101 CTTCATACGG GGTCTTGTCT GTTGATCTGA
CGGGCCATTG ATCACACACG GTTCAGGGAT 9200
9201 GGACCTATAC AAATCCAACC ACAACAATGT
GGTGTAATCA ACACATTGGA GTGGATACCG 9300
9301 AGATTCAAGG TTAGTCCCTA CCTCTTCACT
CATACCTACC TGCGGARGGTG GATGGTGATG 9400
‘9401 TCAAACTCAG TTCCAATCTG GTGATTCTAC
TTCCAGGGTT GAACATGCTG TGGTTTATTA 9500
9501 CGTTTACAGC CCAGGCCGCT CATTTTCTTA
GAATTACAAG TGGAATGCTT CACATGGGAC 9600
9601 CAAAAACTCT GGTGCCGTCA CTTCTGTGTG
GGATGGTGGG CATGGGAGTC AGCTGCACAG 9700
9701 TCACCCGGGA AGATGGAACC AATCGCAGAT
TCAGGCATAC CCactagtct accctccatc 9800
9801 attgttataa aaaacttagg aaccaggtcc
TCTATCGCGt acgtagcgceg catgagtaaa 9300
9801 ggagaagaac ttttcactgg agttgtccca
tttctgtcag tggagagggt gaaggtgatg 10000
10001 caacatacgg aaaacttacc cttaaattta
tgtcactact ttcacctatg gtgttcaatg 10100
10101 cttttcaaga tacccagatc atatgaaacg
caggaaagaa ctatattttt caaagatgac 10200

32/56
TTACTGGGCA

CCGAGATTAA

AGGGTACCTT -

CAAGAATGCC
ATTGTGCATC
AGTCQAGGTG
AGGTTGGACG
GTTTATCGAG
CAAAAAGGGA
CTTGARACAC
GAACAATATC
CCAAGGGAAG
GTTGCTAGCC
GAGCATCAGG
TCTCTGACAA
TCAATACTGT
AAGGGAAACT
CTATAGTCAC
GTACCGAGTG
AGCAACTGTA
GCTTCCAGCT
CTCATCTCAC
GCGTGTAAGG
GTCTGACAGT
GTATTGGCTG
GTCCCAATTA

CTGGTCAAGA

CTTTTATCCT

CTTGCGGACT

AGGGCTGCTA

acacagccgce

attecttgttg

tttgcactac

gcétgacttt

TCTTAGAGAG

GGGGGTGATT

ATCTCGAATT

TCCGGGGGTA

AATCCTTTGC
AACGGCGTGA
TAGGGACAAA
CACTAGCATA
GARCAAGTTG
AAATGTCCCA
GGTAGTTAAT
TAGGATAGTC
ATTGCAGGCA
TCARGGACGT
GATTAAATTC
GCAGATGTGG
GCTCAGGGCC
TATGACATCC
TTTGAAGTAG
TGGTGGCTTT
CGTCAAGCTA
AGAGGTGTTA
GTAARARTCCA
TGAGCTTAAR
ACTATCCCGC
AGGAAGCAGG
TCTCCAATAT
TTTAGGTTGC
CAGAATCTGG
GTGAACCAAT
cagcccatca
aattaéatgg
tggaaaacta

ttcaagagtg

Figure 25(Contd..)

CAGAGGAATA
GTCCACCGGC
TTGATGAGTC
CACCAAGTCC
AAGTGTTACA
CCATCCAAGT
TCTGGGGAAT
GTCTACATCC
GTATGTCAAG
CARGTCTCCT
TAAAACTTAG
ATTARCAGAG
TTAGACTTCA
GCTGACACCA
CTTAATCCGG
CTGCTGAAGA
CACTACAATC
CAGGGAATGT
GTGTTATCAG
GGGGGAGCTC
GGTGTCTGGA
TCGCTGACAR
AGCACTCTGC
ATCAABATTG
CAATGAAGAA
CGAAGACTGC
GTTTTGGCAA
CTATAAAGGG
TGGACATATC
CACATGATGT
AcgegTATCT
tgatgttaat
cectgttececat

ccatgcccega

ARGGCCCGGA
TAGAGGGGGT

ATCGTGTACT
TGTGCTCGTA
CAACAGGAAC -
CGGGAGCAGG
GCAATTGCTA
TGATTGCAGT
ACCAGGCCTA
CTTCGTCATC
GGTGCAAGAT
AACATCTTAT
TCGGGCAGCC
CTCTTCARAA
ATAGGGAGTA
GCTCATGAAT
AGAGGTCAAT
ATGGGGGAAC
AAATCCGGGT
AAACTCGCAG
AATCCCCAAC
TCAAGCAARA
GAGAARTCCCG
CTTCGGGATT
CCTAGCCTTA
CATGCCCCRA
CCTACGATAC
GGTCCCCATC
ACTCACTCTG
CACCCAGACA
TCACCGGTGA
gggcacaaat
ggccaacact

aggttacgta .



10201 gggaactaca agacacgtgc tgaagtcaag
gtattgattt taaagaagat ggaaacattc 10300
10301 ttggacacaa attggaatac aactataact
aatcagagtt aacttcaaaa ttagacacaa 10400
10401 cattgaagat ggaagcgttc aactagcaga
cttttaccag acaaccatta cctgtccaca 10500
10501 caatctgccce tttcgaaaga tcccaacgaa
ctgggattac acatggcatg gatgaactat 10600
10601 acaaatagtg agcgcgcagce gctgacghtet
ARACGTAGGG TCCAAGTGGT TCCCCGTTAT 10700
10701 GGACTCGCTA TCTGTCAACC AGATCTTATA
ATAGTAGCCA TCCTGGAGTA TGCTCGAGTC 10800
10801 CCTCACGCTT ACAGCCTGGA GGACCCTACA
CCAACCAAAT GATTATAAAC AATGTGGAAG 10900
10801 TTGGGAATGT CATCAAGTCC AAGCTTAGGA
TCAGGATTTA TTTAACATAG AAGACAAAGA 11000
11001 GTCAACGAGG AAGATCCGTG AACTCCTCAA
TTCCAATGCT TAAGGGACAC TBACTCACGG 11100
11101 CTTGGCCTAG GCTCCGAATT GAGGGARGGAC
“GCTCCCAGTG GTTTGAGCCC TTTCTGTTTT 11200
11201 GGTTTACAGT CAAGACTGAG ATGAGGTCAG
CACACCTGTA TTCTTCACTG GTAGTTCAGT 11300
11301 TGAGTTGCTA ATCTCTCGTG ACCTTGTTGC
TTTGAACTGG TTTTGATGTA TTGTGATGTC 11400
11401 ATAGAGGGGA GGTTAATGAC AGAGACCGCT
TCAGATACAT GTGGAAACTG ATAGATGGTT 11500
11501 TCTTCCCTGC ACTCGGGAAT .CCAACTTATC
GCAGCTGAGG GATATAACAG TAGAACTCAG 11600
11601 AGGTGCTTTC CTTAACCACT GCTTTACTGA
GGTACTTATC ATGAGTTAAT TGRAGCTCTA 11700
11701 GATTACATTT TCATAACTGA TGACATACAT
ACCCCAGACT TGAAGCAGTA ACGGCTGCTG 11800
11801 AAAATGTTAG GAAATACATG AATCAGCCTA
ATTTTGTGGA ATCATAATCA ACGGCTATCG 11900
11901 TGACAGGCAC GGAGGCAGTT GGCCACCGCT
CAAGCTTCAG GTGAAGGGTT AACACATGAG 12000
12001 CAGTGCGTTG ATAACTGGAA ATCTTTTGCT
GTGATCTGAC AATGTACCTA ARGGACAAGG 12100
12101 CACTTGCTGC TCTCCARAGG GAATGGGATT
GGGAACCGGG TCACGGAGGC TTGTAGATGT 12200
12201 TTTCCTTAAT GATTCGAGCT TTGACCCATA
GACCCTGAGT TCAACCTGTC TTACAGCCTG 12300
12301 AAAGAAAAGG AGATCAAGGA AACAGGTAGA
TGATTGCTGA AAATCTAATC TCAAACGGGA 12400
12401 TTGGCAAATA TTTTAAGGAC AATGGGATGG
AGCTGTCTCA GGAGTCCCCA AAGATCTCAA 12500
12501 AGARAGTCAC AGGGGGGGGC CAGTCTTAAA
GTGAGAGCAG CAAAAGGGTT TATAGGGTTC 12600
12601 CCTCAAGTAA TTCGGCAGGA CCAAGACACT
CATTTATCAC GACTGATCTC AAGAAGTACT 12700
12701 GCCTTAATTG GAGATATGAG ACCATCAGCT
ATTTTTCCAG TGGCTGCATA AGAGGCTTGA 12800
12801 GACCTCTGTC CTGTATGTRA GTGACCCTCA
GTCCCCAATG ATCAAATCTT CATTAAGTAC 12900
12901 CCTATGGGAG GTATAGAAGG GTATTGTCAG
CTGCTTATGA GAGCGGAGTA AGGATTGCTT 13000
13001 CGTTAGTGCA AGGGGACAAT CAGACCATAG
TAAGARACGG GAAGCTGCTA GAGTAACTAG 13100
13101 AGATTACTTT GTAATTCTTA GGCAAAGGCT
GTTTCATCAC ATTTTTTTGT CTATTCAAAA 13200
13201 GGAATATATT ATGATGGGCT ACTTGTGTCC
_AGACTATAGT TGATGAAACA AGGGCAGCAT 13300
13301 GCAGTAATAT TGCTACAACA ATGGCTAAAA
GAACGTCCTA AARAGTGATAC AGCARATTCT 13400
13401 GATCTCTCTT GGCTTCACAA TCAATTCAAC
GACCTCTTAA TAAGGATGGC -ACTGTTGCCC 13500
13501 GCTCCTATTG GGGGGATGAA TTATCTGAAT
CATCATCAAT TGCTGATCTC AAGAGAATGA 13600

33/56
tttgaaggtyg
cacacaatgt
ccattatcaa
aagagagacc
cgcgatgata
CCCTGAAGTT
CTGTGTCAGA
GTTATCCGGC
AAAGGGGAAT
ATCARGGAGA
TGATTARATC
TATAATCAGT
ATGACTATTG
AAATTGTAGC
RATACATGAT
CTGACAGGGG
BAGTCATTGT
GACCCTCCCC
GGAGTGAAAT
CAGTTTACCC
TGATGTGATA
CTTTTTGCTA
CCAAGGATGA
AACCTACTCC
GATCATCCGG
TGTTTGCACA
TTGCCCCCCC
AAGCTGTGGA
CCGTAACAAA
‘ACATGATAfT
CAATCACTCA
GCATCGAGAG
CATGACCCGG

ATGAGCAGGC

atacccttgt
atacatcatg
caaaatactc
acatggtect
ctagtGTGAA
CACCTAGATA
ACATCAAGCA
CCACTCTCAT
TCGCTGTACT
AAGTTATTAA
ACAAACCCAT
AAAGAGTCTC
ATGCTAGGTA
AATGCTGGAG
GTTCTTGACC
AGATTTTCTC
GTATGAGACT

CTGCATGCTG

"TTGGCTGCTT

GAAAGAGTTC
ATGTATGTTG
ARATGACTTA
GCACGATTTG
CGAAGCCCAG
AGAATATGGA
GAGGCTAAAT
GACCTTGACG
CCATCAGCAC
ARGGGTACCC
GGCCATCACC
AGAGCATCGC
AGGTTATGAC
GATGTAGTCA

TGTTTGTCAG
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taatagaatc
gcagacaaac
caattggcga
tcttgagttt
ATAGACATCA
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CCGCCTAARA
ATTCCATATC
CCAARGTCRG
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ACTTGCCATA
AARCATGTATA
TACAGAGCTT
CCTCTTTCAC
ARAACGGGTT
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GATCCAGTAA



13601 TTCTCGCCTC ACTAATGCCT GAAGAGACCC
CCTAGACTGG GCTAGCGACC CTTACTCAGC 13700
13701 AAATCTTGTA TGTGTCCAGA GCATCACTAG
AGTCCAAACC CAATGTTAAA AGGATTATTC 13800
13801 CATGATGACA GTAAAGAAGA GGACGAGGGA
GGGCAGCTCA TGAAATCCTG GATCATAGTG 13900
13901 TCACAGGGGC AAGAGAGTCT ATTGCAGGCA
GAAGGGGGGG TTAACCTCTC GAGTGATAAC 14000
14001 CAGATTGTCC AATTATGACT ATGAACAATT
GTCCTCATTG ACAAAGAGTC ATGTTCAGTG 14100
14101 CAGCTGGCGA GAGCTCTAAG AAGCCATATG
AGGTCCCTGA TGTACTAGAA TCTATGCGAG 14200
14201 GCCACCTTAT TCGGCGTCAT GAGACATGTG
TGTCCCCTCG GGTTGCCAAC TGGATGATAT 14300
14301 TGACAAGGAA ACATCATCCT TGAGAGTCCC
CTTGCCTTCG TAAGAGCCCC AAGTCGATCC 14400
14401 TTGCGATCTG CTGTTAGAAT AGCAACAGTG
AAGCCTGGTT GTTGGCTAGG CARAGGGCCA 14500
14501 ATGTGAGCCT GGAGGAGCTA AGGGTGATCA
GGATCGTAGC ACTCAAGTGA AATACTCAGG 14600
14601 TACATCCCTT GTCCGAGTGG CGAGGTATAC
AAGAAGGTTG ATACTAACTT TATATACCAA 14700
14701 CAAGGAATGC TCCTAGGGTT GGGTGTTTTA
ACACGGTATT ACATCTTCAC GTCGAAACAG 14800
14801 ATTGTTGCGT GATCCCGATG ATAGATCATC
GCTATGTACC AACCCATTGA TATATGATAA 14900
14901 TGCACCTTTA ATTGACAGAG ATGCAACAAG
GTTACATGGT CCACACCCCA ACTATATCAC 15000
15001 ATTTTAGCTA AGTCCACAGC ACTATCTATG
ARATTTCAGC TCTCATAGGG GATGACGATA 15100
15101 TCAATAGTTT CATAACTGAG TTTCTGCTCA
GGCCATCAAT TGGGCATTTG ATGTACATTA 15200
15201 TCATAGACCA TCAGGGAAAT ATCAGATGGG
GTGTTTAAGG TGCTTGTCAA TGCTCTAAGC 15300
15301 CACCCAAAGR TCTACAAGAA ATTCTGGCAT
CTCAARACTT GCACACAACT GTGTGCAACA 15400
15401 TGGTTTACAC ATGCTATATG ACCTACCTCG
CTTGTGTGAA AGCGACGAGG ATGTAGTACC 15500
15501 GGACAGATTC GACAACATCC AGGCARAACA
TGCCCACCAA TTCGAGGTCT AAGACCGGTA 15600
15601 GAGAAATGTG CAGTTCTAARC CGACCATATC
ACATARATCC AATTATTGTA GACCATTACT 15700
15701 CATGCTCTCT GACTTATCTC CGGCGAGGAT
TTTCGACGCC CTCGCTGAGG TAAATGTCAG 15800
15801 TCAGCCAAAG ATCGGCAGCA ACAACATCTC
GTTGCRARAT TGCTCAAAGAR TATCAACACA 15900
15901 AGCAAGCACA ATCTTCCCAT TTCAGGGGGC
GGTTGAACTC ATCTGCTTGC TACAAAGCTG 16000
16001 TTGAGATATC AACATTAATT AGGAGATGCC
GGGTTCTATG TTGATCACTT ATAAGGAGAT 16100
16101 ACTTAAACTA AACAAGTGCT TCTATAATAG
GCACCCTATC CCTCCGAAGT TGGCCTTGTC 16200
16201 GAACACAGAA TGGGAGTAGG TAATATTGTC
*GCAGTGTAGA TTGCTTCAAT TTCATAGTTA 16300
16301 GTAATATCCC TACCTCTAGT GTGGGGTTTA
AGAGAAGCTA GAGGAATTGG CAGCCATCTT 16400
16401 ATCGATGGCT CTGCTCCTGG GCAAAATAGG
- TTTGTTCAGG GATTTATAAG TTATGTAGGG 16500
16501 TCTCATTATA GAGAAGTGAA CCTTGTATAC
TTATGACAGA TCTCAAGGCT AACCGGCTAA 16600
16601 TGAATCCTGA AAAGATTAAG CAGCAGATAA
CATCCTATCC ATTAAGCARC TAAGCTGCAT 16700
16701 ACAAGCAATT GTGGGAGACG CAGTTAGTAG
GAGCAGGTGC TGATCAATTG CGGGTTGGCA 16800
16801 ATTAACGGAC CTAAGCTGTG CAAAGAATTG
'ATTCTATACT CATCCTCTAC AGGGAGTTGG 16900
16901 CAAGATTCAR AGACAACCAA AGAAGTCAAC
GCAACGAGAA CTTATATCTA GGATCACCCG 17000
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17001 CAAATTTTGG GGGCACATTC TTCTTTACTC
AAGTCCGGCT ATCTGATACT AGACTTACAC 17100
17101 CAGAATATCT TCGTTAAGRA TCTATCCAAG
AGTGGGTTTT TAAGGTAACA GTCAAGGAGA 17200
17201 CCAAAGBATG GTATAAGTTA GTCGGATACA
TAATCCTGCC CTAGGTGGTT AGGCATTATT 17300
17301 TGCAATATAT TAAAGAAAAC TTTGAAARATA
tcccagectc ctegetggeg ccggetggge 17400
17401 aacattccga ggggaccgtc cccteggtaa
cgaaaggaag ctgagttggc tgctgccacc 17500
17501 gctgagcaat aactagcata acccettggg
gaactatatc c¢ggatGCGGC CGCaGGTACC- 17600
17601 CAGCTTTTGT TCCCtttagt gagggttaat
TGAAATTGTT ATCCGCTCAC AATTCCACAC 17700
17701 AACATACGAG CCGGAAGCAT AAMAGTGTAAA
CGTTGCGCTC ACTGCCCGCT TTCCAGTCGG 17800
17801 GAAACCTGTC GTGCCAGCTG CATTAATGAA
CTCTTCCGCT TCCTCGCTCA CTGACTCGCT 17900
17901 GCGCTCGGTC GTTCGGCTGC GGCGAGCGGT
TCAGGGGATA ACGCAGGAAA GAACATGTGA 18000
18001 GCAAAAGGCC AGCAAARGGC CAGGAACCGT
CCCCTGACGA GCATCACARAA AATCGACGCT 18100
18101 CAAGTCAGAG GTGGCGARAAC CCGACAGGAC
GCGCTCTCCT GTTCCGACCC TGCCGCTTAC 18200
18201 CGGATACCTG TCCGCCTTTC TCCCTTCGGG
AGTTCGGTGT AGGTCGTTCG CTCCAAGCTG 18300
18301 GGCTGTGTGC ACGAACCCCC CGTTCAGCCC
ACCCGGTAAG ACACGACTTA TCGCCACTGG 18400
18401 CAGCAGCCAC TGGTAACAGG ATTAGCAGAG
GCCTAACTAC GGCTACACTA GAAGGACAGT 18500
18501 .ATTTGGTATC TGCGCTCTGC TGARAGCCAGT
CAAACCACCG CTGGTAGCGG TGGTTTTTTT 18600
18601 GTTTGCAAGC AGCAGATTAC GCGCAGAAAA
CTGACGCTCA GTGGAACGAA AACTCACGTT 18700
18701 AAGGGATTTT GGTCATGAGA TTATCAAARA
TAAATCAATC TAAAGTATAT ATGAGTAAAC 18800
18801 TTGGTCTGAC AGTTACCAAT GCTTAATCAG
ATAGTTGCCT GACTCCCCGT CGTGTAGATA 18900
18901 ACTACGATAC GGGAGGGCTT ACCATCTGGC
CTCCAGATTT ATCAGCAATA ABRCCAGCCAG 19000
19001 CCGGAAGGGC CGAGCGCAGA AGTGGTCCTG
GGAAGCTAGA GTAAGTAGTT CGCCAGTTAA 19100
19101 TAGTTTGCGC AACGTTGTTG CCATTGCTAC
TTCAGCTCCG GTTCCCAACG ATCAAGGCGA 19200
19201 GTTACATGAT CCCCCATGTT GTGCAAAAAA
AGTTGGCCGC AGTGTTATCA CTCATGGTTA 159300
19301 TGGCAGCACT GCATAATTCT CTTACTGTCA
AACCAAGTCA TTCTGAGAAT AGTGTATGCG 19400
‘19401 GCGACCGAGT TGCTCTTGCC CGGCGTCAAT
CTCATCATTG GARARACGTTC TTCGGGGCGA 19500
19501 ABACTCTCAA GGATCTTACC GCTGTTGAGA
CAGCATCTTT TACTTTCACC AGCGTTTCTG 19600
19601 GGTGAGCAAA AACAGGAAGG CAAAATGCCG
CATACTCTTC CTTTTTCAAT ATTATTGAAG 19700
19701 CATTTATCAG GGTTATTGTC TCATGAGCGG
GTTCCGCGCA CATTTCCCCG ARAAGTGC 19798
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1 ATGaccgtcg cgcggccgag cgtgeccgeg
ctgctgctge tggtgcectgtt gtgcctgeeg geegtgtggG
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAARAGAT
201 GGTTTTAAAC GAAGAAGAAA TTACCACARA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
701 TCCCATTCAA CCTAAAGATA CGTGCGRACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GAAGATGGAG GATTACATTA AGAAABATAA
CGAGGGGAGC AAAAAGACCA TCGACCAGAA CAAGAATGCC
901 GACAATGAAG AGGGAARAARAA GAAACTATAC
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AACAACAATC
900
CAAGCCCAGT

ARGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG 1000

1001 AAAAGAGAAT TGACACCCTG AAARAARGAATG
ACGAAATTAA AAACCCaCCt CCaGCGAATA GCGGRAATAC
1101 CCCGAATACC CTGCTGGATA AGAACAAAAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGTTC
1201 ACAGACCCtC TGGAGCTGGA ATACTACCTG
CCARAGAGCC AAGACCCAAC AAAGTCCGTG CAGATCCCCA

1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC

TGGCAGCCGA TRACGACARAA AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATAAACGA
GATTTTTATC - AACAACATCA AGAAGAAAAT CGACCTGGARA
1501 GAGAAARATA TCAATCACAC CARAGAGCAA
‘AGCAAAAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
1601 AAATGAAATT CAACAACAAT TTCGATAAGG
ACACCTACAA CGTGGAGAAG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA .AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAAAACCGGC
GAGATCAARA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1301 TCAAGGGACT AACGCACTCT GCAAACGGCT
 AAGTCCAAAA GGTGCTGCTC ATCAAAAAAA TCGAGGATCT
2001 GCGAAAGATC GAGCTGTTTC TTAAGAACGC
CATTTACAAA CCGCAGAACA AACCAGAACC ATACTATCIG
. 2101 ATCGTGCTGA AGAAGGAGGT GGATAAGCTG
TTAAAGAAAG AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CICTGGTGGC CGCAAGCGAG ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGRAGAGA CAGAAGAGAC
2301 CGAAGAAACA GTGGGGCACA CCACTACTGT
TCCCCCAAAA GAGGTCAAAG TCGTGGAAAA CTCCATTGAA
2401 CAGAAGTCCA ACGACAACTC ACAGGCTICTG
GAGTTCCTGA CCAARAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC
AAGAGAACGA GTTAAAATCC TGTGATCCCT TAGACCTACT
2601 © GTTTAACATT CAGAACAACA  TCCCCGCTAT
CCTCCAGCAC CTGTTCTTCG AGCTGTACCA GAAAGAGATG
2701 ATCTACTATC TGCATAAGCT GARAAGAGGAG
ARACAGATAR CTGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
2901 .TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
CGACCTAAAA GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
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3001 AAGACCARAGG TCCCTAACCC CTTGACTATC AGCACTACGG AAATGGAGAA GTTTTATGAA
AACATCCTGA AGAACAACGA CACCTATTTT AACGACGACA 3100

3101 TARAGCAGTT CGTGAAGAGT AACAGTAAAG TGATTACCGG GCTGACAGAA ©  ACCCAGAAAA
ATGCTTTAAA TGATGAGATC ARGAAACTGA AAGACACACT 3200

3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA CAAACTAAAG CTGGACAGAT TATTCAATAA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG 3300 :

3301 CTAACTTTAC TGAAGGAGCA GCTCGAGAGC AAGCTCAACT CCCTGAATAA TCCACATAAT
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGARAG 3400

3401 AAGCAGAGAT TGCCGAGACG GARAATACCC TCGAAAACAC TAAGATATTA CTGAAACACT
ATAAAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC 3500

3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA AACCGAGGAT AACTACGCAA ACCTAGAAAA
GTTCAGAGTG CTGAGCAAAA TCGACGGCARA ACTCAATGAT 3600

3601 AACCTACACC TCGGAARAAAR ARAGCTGAGC TTCCTGTCCA GTGGACTTCA TCATTTAATT
ACCGAATTGA AAGAAGTTAT CAAAAACAAA AACTACACTG 3700

3701 GGAACAGCCC ATCTGAAAAT AATARAAAAGG TCAACGAGGC CCTCAAGTCT TATGAAAATT
TCCTTCCAGA AGCAMAAGTG ACAACCGTCG TGACCCCCCC 3800

3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG CGTGAGAGTG TCTGGATCAA GTGGCTCCAC
ARAAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG 3200

3901 ACCGAGTTGC AGCAGGTCGT CCAACTCCAG AATTATGACG AGGAAGACGA . CAGCCTCGTG
GTTTTGCCAA TCTTCGGCGAR ATCAGAAGAC AACGACGAGT 4000

4001 ACCTAGACCA AGTGGTCACC GGGGAAGCGA TTAGTGTCAC TATGGACAAT ATCCTCAGCG
GCTTCGAGAA CGAGTATGAC GTGATCTACC TCAAACCACT 4100

4101 AGCCGGAGTT TACAGAAGTC TCAAGRAGCA GATCGAAAAG AACATCTTCA CCTTTAATCT
AAACCTAAAC GACATCTTGA ATTCCCGGCT GAAAAAGCGG 4200 .

4201 ABATACTTCC TCGACGTACT GGAGTCGGAT TTGATGCAGT TTAAGCACAT CTCCAGCARC
GAATACATTA TCGAGGACTC GTTCAARACTG TTAAACTCCG 4300

4301 AGCAGAAGAA CACCCTGCTG AAGTCCTACA AATATATCAR AGAGTCAGTC GAGAACGATA
TTAAATTCGC CCAAGAAGGC ATARAGCTACT ACGAAAAGGT 4400

4401 CCTCGCCAAA TACAAGGACG ATCTGGAGTC TATCAAARAAG GTCATCAAAG AAGAGAAAGA
GARATTTCCC AGTTCTCCCC CTACAACGCC GCCCTCTCCA 4500

4501 GCCAAGACTG ATGAACAGAA ARAAGAGTCT AAGTTCCTCC CTTTCCTCAC TAATATCGAG
ACTCTCTACA ATAACCTAGT GAACAAGATT GACGACTACC 4600

4601 TGATCAACCT TARAAGCCAAG ATAAACGACT GCAATGTCGA GAAGGATGAG GCTCATGTTA
AGATCACCAA ACTGTCCGAT CTGAAAGCCA TCGACGACAA 4700

4701 GATCGACTTA TTTAARAACC CATACGATTT CGAGGCTATC AAAAAGCTGA TCAATGATGA
CACCAAGARAR GATATGCTCG GCAAGCTGCT GAGCACGGGT 4800

4801 CTGGTGCAGA ACTTCCCTAA CACCATCATA TCAAAGCTCA TAGAGGGCAA GTTCCAAGAC
ATGCTGAATA TTTCACAGCA TCAGTGCGTC AAGAAGCAGT 4900 .

4501 GCCCCGAAAA - TTCTGGATGC TTCCGGCACC TGGATGAGCG AGAAGAGTGC AAGTGCCTGC
TTAACTATAA ACAGGAGGGC GACAAATGTG TGGAGAACCC 5000

5001 AAATCCGACG TGCAACGAGA ACAACGGTGG CTGCGATGCC GACGCGACTT GTACAGAGGA
AGACTCGGGG AGTTCTCGGA AAAAAATCAC GTGCGAGTGC 5100

5101 ACCAAACCCG ACAGTTATCC TCTGTTCGAT GGGATATTICT GCTCCTCCAG CaacgttACT
ACTTCCGGCA CTACCCGTCT TCTATCTGGT CACACGTGTT 5200

5201 TCACGTTGAC AGGTTTGCTT GGGACGCTAG TAACCATGGG CTTGCTGACT TAA
5253 a
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1 ATGaccgtcg cgcggccgag cgtgcccgeg
ctgctgetge tggtgetgtt gtgcectgcecg geecgtgtggg
101 gatcCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGRAAAGAT
201 GGTTTTAAAC GAAGAAGABRA TTACCACAAA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
_AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
701 TCCCATTCRA CCTAAAGATA CGTGCGAACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACRATGTGGG
801 GAAGATGGAG GATTACATTA AGARAAATAA
CGAGGGGAGC AAAAAGACCA TCGACCAGAA CAAGAATGCC
901 GACAATGAAG AGGGARAAAA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AARAGAGAAT TGACACCCTG AARAAGAATG
ACGAAATTAA AAACCCaCCt CCaGCGAATA GCGGARATAC
1101 CCCGAATACC CTGCTGGATA AGAACAAAAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCIGTTC
1201 ACAGACCCtC. TGGAGCTGGA ATACTACCTG
CCAAAGAGCC AAGACCCAAC AAAGTCCGTG CAGATCCCCA
1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC
TGGCAGCCGA TAACGACARAA AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATAAACGA
'GATTTTTATC ARCAACATCA AGBAGABAAT CGACCTGGAA
1501 GAGAAAAATA TCAATCACAC CAAAGAGCAA
AGCAAAAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
1601 AAATGRAATT CRACAACAAT TTCGATAAGG
ACACCTACAA CGTGGAGAAG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAAAACCGGC
GAGATCAAAA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCAAACGGCT
AAGTCCARRA GGTGCTGCTC ATCAARAAAA TCGAGGATCT
2001 GCGAARGATC GAGCTGTTTC TTAAGAACGC
CATTTACAAA CCGCAGAACA AACCAGAACC ATACTATCTG
2101 ATCGTGCTGA AGAAGGAGGT GGATAAGCTG
TTAAAGARAAG. AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CTCTGGTGGC CGCAAGCGAG ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGRAGAAACA GTGGGGCACA CCACTACTGT
TCCCCCAAAA GAGGTCAAAG TCGTGGAAAA CTCCATTGAA
2401 CAGAAGTCCA ACGACBACTC ACAGGCTCTG
GAGTTCCTGA CCAAAAGCTA CATCTGCCAT AAATACATCC
‘2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC
AAGAGAACGA GTTAAAATCC TGTGATCCCT TAGACCTACT
2601 GTTTAACATT CAGAACAACA TCCCCGCTAT
CCTCCAGCAC: CTGTTCTTCG AGCTGTACCA GAAAGAGATG
2701 ATCTACTATC TGCATAAGCT GAAAGAGGAG
ARACAGATAA CTGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT AARATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
. 2901, TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
CGACCTARRA GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
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3001 AAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACAACGA CACCTATTTT AACGACGACA
3101 TAAAGCAGTT CGTGAAGAGT AACAGTAAAG
ATGCTTTAAA TGATGAGATC AAGAAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG
3301 CTAACTTTAC TGAAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGAAAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATAAAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA
GTTCAGAGTG CTGAGCAAAA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC. TCGGAAAAAA AAAGCTGAGC
ACCGAATTGA AAGAAGTTAT CAAAAACAAA AACTACACTG
3701 GGAACAGCCC ATCTGAAAAT AATAAAARAGG
TCCTTCCAGA AGCAARAAGTG ACAACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG
AAAAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3901 ACCGAGTTGC.. AGCAGGTCGT CCAACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGAAGAC AACGACGAGT
4001 ACCTAGACCA AGTGGTCACC GGGGAAGCGA
GCTTCGAGAA CGAGTATGAC GTGATCTACC TCAAACCACT
4101 AGCCGGAGTT TACAGAAGTC TCAAGAAGCA
AAACCTAAAC GACATCTTGA ATTCCCGGCT GAARAAGCGG
4201 ARATACTTCC TCGACGTACT GGAGTCGGAT
GAATACATTA TCGAGGACTC GTTCAARACTG TTARACTCCG
4301 AGCAGAAGAA CACCCTGCTG AAGTCCTACA
TTAAATTCGC CCAAGAAGGC ATAAGCTACT ACGARAAGGT
4401 CCTCGCCAAA TACAAGGACG ATCTGGAGTC
GAAATTTCCC AGTTCTCCCC CTACAACGCC GCCCTCTCCA
4501 GCCAAGACTG ATGAACAGAA AAAAGAGTCT
ACTCTCTACA ATAACCTAGT GAACAAGATT GACGACTACC
4601 TGATCAACCT TAAAGCCAAG ATAAACGACT
AGATCACCAA ACTGTCCGAT CTGAAAGCCA TCGACGACAA
4701 GATCGACTTA TTTAAAAACC CATACGATTT
CACCAAGAAA GATATGCTCG GCAAGCTGCT GAGCACGGGT
4801 CTGGTGCAGA ACTTCCCTAA CACCATCATA
ATGCTGAATA TTTCACAGCA TCAGTGCGTC AAGAAGCAGT
4901 GCCCCGAAAA TTCTGGATGC TTCCGGCACC
TTAACTATAA ACAGGAGGGC GACAAATGTG TGGAGAACCC
5001 AAATCCGACG TGCAACGAGA ACAACGGTGG
AGACTCGGGG AGTTCTCGGA AAAAAATCAC GTGCGAGTGC
5101 ACCAAACCCG ACAGTTATCC TCTGTTCGAT
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| 10 d 20 | 30 | 40
| 80 | 90 | 100
1 ATGaccgtcg cgcggccgag cgtgeccgeg
ctgctgetge tggtgetgtt gtgectgeeg gecgtatgaG
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAAAAGAT
201 GGTTTTAAAC GAAGAAGAAA TTACCACAAA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAA CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGAACTACCT
501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
) 701 TCCCATTCAA CCTAAAGATA CGTGCGRACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GAAGATGGAG GATTACATTA AGAAAAATAA
CGAGGGGAGC AAARARAGACCA TCGACCAGAA CAARGAATGCC
901 GACAATGAAG AGGGAAAAAA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AAAAGAGAAT TGACACCCTG AAAAAGAATG
ACGAAATTAA AAACCCaCCt CCaGCGAATA GCGGAAATAC
1101 CCCGAATACC CTGCTGGATA AGAACARAAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGTTC
- 1201 ACAGACCCtC TGGAGCTGGA ATACTACCTG
CCAAAGAGCC AAGACCCAAC AAAGTCCGTG CAGATCCCCA
1301 AAGTGCCCTA CCCAARACGGC ATCGTGTATC
TGGCAGCCGA TAACGACAAR AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATAAACGA
.GATTTTTATC AACAACATCA AGAAGAAAAT CGACCTGGAA
1501  GAGAAARATA TCAATCACAC CAAAGAGCAA
AGCAAAAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
. 1601 AAATGAAATT CAACAACAAT TTCGATAAGG
ACACCTACAR CGTGGAGAAG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATRACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC. TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAAAACCGGC
GAGATCAAAA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCAAACGGCT
AAGTCCAAAA GGTGCTGCTC ATCAAAMAAAA TCGAGGATCT
2001 GCGAAAGATC GAGCTGTTTC TTAAGAACGC
CATTTACARA CCGCAGAACA AACCAGAACC ATACTATCTG
2101 ATCGTGCTGA AGAAGGAGGT GGATAAGCTG
- TTAAAGAAAG AGCBAGCCGT GCTGAGCAGC ATAACGCAGC
2201 CTCTGGTGGC CGCRAGCGAG ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGAAGAAACA GTGGGGCACA CCACTACTGT
TCCCCCARAA GAGGTCAAAG TCGTGGAAAA CTCCATTGAA
- 2401 CAGAAGTCCA ACGACAACTC ACAGGCTICTG
GAGTTCCTGA CCAABAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGRAGC
AAGAGAACGA GTTAAAATCC TGTGATCCCT TAGACCTACT
2601 GTTTAACATT CAGAACARCA TCCCCGCTAT
CCTCCAGCAC CTGTTCTTCG AGCTGTACCA GAARGAGATG
2701 . ATCTACTATC TGCATAAGCT GAAAGAGGAG
AAACAGATAA CTGGGACGTC CAGCACATCG TCACCTGGCA
' 2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
. ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
2901 TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
. -CGACCTAAAR GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
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3001 AAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACAACGA CACCTATTTT AACGACGACA
3101 TAAAGCAGTT CGTGAAGAGT AACAGTAAAG
ATGCTTTARA TGATGAGATC AAGARAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGARGGAG CTTGGGCAAG ATAAGATGCA GATTAAGARAG
3301 CTAACTTTAC TGAAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGAAAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATAAAGGGCT GGTGAAGTAT TACAACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA
GTTCAGAGTG CTGAGCAAAA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC TCGGAARAAR AAAGCTGAGC
ACCGAATTGA AAGAAGTTAT CAAAAACAAA AACTACACTG
3701 GGAACAGCCC ATCTGAAAAT AATAAAMAAGG
TCCTTCCAGA AGCAAAAGTG ACAACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTAAG
ARAAGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3901 ACCGAGTTGC AGCAGGTCGT CCBRACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGAAGAC AACGACGAGT

4001 ACCTAGACCA AGTGgtcacC aacgttACTA
ACACGTGTTT CACGTTGACA GGTTTGCTTG GGACGCTAGT
' 4101 ARCCATGGGC
4122 )
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| 10 | 20 i 30 | 40
80 H %0
1 ATGaccgtcg cgcggeccgag cgtgecegeg
“ctgetgetge tggtgetgtt gtgectgecg gecgtgtggG
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTATTGAC AGGTTACTCC CTATTCCAGA AAGAAAAGAT
201 GGTTTTAAAC GAAGAAGARAA TTACCACAAA
TCAGAGCGGA GCATCTGCTC AGAGTGGAGC AAGCGCCCAA
301 AGTGGAGCGT CTGCCCAGTC AGGCGCCTCA
CCTAGCGGTA CTTCTCCAAG TAGCCGGTCT AATACACTCC
401 CACGTTCCAR CACCTCCAGT GGAGCCTCCC
AGAGTTATGC AGACCTGAAG CACCGCGTGA GGRACTACCT
. 501 TTTCACTATC AAAGAGTTGA AGTACCCTGA
ACTCTGTGAC AACATACATG GTTTCAAGTA TCTGATAGAT
601 GGGTATGAAG AAATTAACGA GCTGCTCTAT
GCCAAGCTGA ACGATGTCTG TGCAAACGAT TACTGCCAGA
701 TCCCATTCAA CCTAARGATA CGTGCGAACG
GGTATCGGAA ACCCTTGGAC AACATTAAGG ACAATGTGGG
801 GAAGATGGAG GATTACATTA AGAAARAATAA
CGAGGGGAGC AAAAAGACCA TCGACCAGARA CAAGAATGCC
901 GACAATGAAG AGGGAAARAA GAAACTATAC
AAGCAACTAG AGGAAGCTCA CAACCTCATC AGCGTACTGG
1001 AAAAGAGAAT TGACACCCTG AAAAAGAATG
ACGARATTAA AAACCCaCCt CCaGCGAATA GCGGAAATAC
1101 CCCGAATACC CTGCTGGATA AGAACAAAAA
AATCGCCAAG ACTATTAAGT TCAATATAGA TTCTCTGTTC
1201 ACAGACCCtC TGGAGCTGGA ATACTACCTG
CCAAAGAGCC- AAGACCCAAC AAAGTCCGTG CAGATCCCCA
1301 AAGTGCCCTA CCCAAACGGC ATCGTGTATC
TGGCAGCCGA TAACGACAAA AACAGCTATG GAGACCTGAT
1401 GAACCCCCAC ACTAAGGAAA AGATAAACGA
GATTTTTATC AACAACATCA AGAAGAARARAT CGACCTGGAA
1501 GAGAAAAATA TCAATCACAC CAAAGAGCAA
‘AGCAAAAAGG ATTATGAGGA ACTGTTAGAG AAGTTCTATG
. 1601 AAATGAAATT CAACAACAAT TTCGATAAGG
ACACCTACAA CGTGGAGAAG CAGCGGTACA ACAATAAGTT
1701 CAGCAGCTCC AATAACTCGG TCTACAATGT
GGAAGACTAC TCGCTGAGGA AAGGGATTTC TGAGAAGGAT
1801 TTCAACCACT ACTACACCCT CAARAACCGGC
GAGATCARAA GTTCTGAGAA TAAGATACTG GAGAAGAACT
1901 TCAAGGGACT AACGCACTCT GCAAACGGCT
-AARGTCCARAA GGTGCTGCTC ATCAAAAAAA TCGAGGATCT
2001 GCGAAAGATC GAGCTGTTTC -TTAAGAACGC
CATTTACAAA CCGCAGARACA AACCAGAACC ATACTATCTG
- 2101 ATCGTGCTGA AGAAGGAGGT GGATAAGCTG
TTAAAGAAAG AGCAAGCCGT GCTGAGCAGC ATAACGCAGC
2201  CTCTGGTGGC CGCAAGCGAG ACAACCGAAG
AGTCTGGCGA AACAGAGGTG ACAGAAGAGA CAGAAGAGAC
2301 CGAAGAAACA GTGGGGCACA CCACTACTGT
TCCCCCARAA GAGGTCAAAG TCGTGGAAAA CTCCATTGAA
2401 CAGAAGTCCR ACGACAACTC ACAGGCTCTG
GAGTTCCTGA CCABRAAGCTA CATCTGCCAT AAATACATCC
2501 TCGTGTCTAA CAGCAGCATG GATCAGAAGC
ARGAGAACGA 'GTTABRAATCC TGTGATCCCT TAGACCTACT
2601 " GTTTAACATT CAGAACAACA TCCCCGCTAT
CCTCCAGCAC CTGTTCTTCG AGCTGTACCA GAAAGAGATG
2701 ATCTACTATC TGCATAAGCT ' GARAGAGGAG
AARCAGATAA CTIGGGACGTC CAGCACATCG TCACCTGGCA
2801 ACACGACAGT AAATACCGCC CAGTCTGCTA
ACGCTTCTAG CACCAACACC CAGAATGGGG TAGCAGTTAG
_ . . 2901 TAGCGGCCCT GCTGTGGTGG AGGAATCGCA
" CGACCTAARA GGGATTGTGT CCCTCCTCAA TTTAGGTAAT
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3001 AAGACCAAGG TCCCTAACCC CTTGACTATC
AACATCCTGA AGAACAACGA. CACCTATTTT AACGACGACA
3101 TAAAGCAGTT CGTGAAGAGT AACAGTARAG
ATGCTTTARA TGATGAGATC AAGAAACTGA AAGACACACT
3201 CCAGCTCTCC TTCGATCTGT ACAACAAGTA
GAAGAAGGAG CTTGGGCAAG ATAAGATGCA GATTAAGAAG
3301° CTAACTTTAC TGAAGGAGCA GCTCGAGAGC
GTGCTCCAGA ACTTTTCCGT ATTCTTCAAT AAGAAGAAAG
3401 AAGCAGAGAT TGCCGAGACG GAAAATACCC
ATAAAGGGCT GGTGAAGTAT TACARACGGAG AGTCTAGCCC
3501 ATTGAAGACT CTTTCAGAAG TGTCAATTCA
 GTTCAGAGTG CTGAGCAAARA TCGACGGCAA ACTCAATGAT
3601 AACCTACACC TCGGAAARAA AAARGCTGAGC
ACCGAATTGA AAGAAGTTAT CAAAARACAAA AACTACACTG
3701 GGAACAGCCC ATCTGAAARAT AATAAAAAGG
TCCTTCCAGA AGCAAAAGTG ACRACCGTCG TGACCCCCCC
3801 CCAGCCCGAT GTCACCCCCA GCCCTCTRAG
ARARGAAGAA ACCCAGATCC CCACATCAGG ATCTCTACTG
3901 ACCGAGTTGC AGCAGGTCGT CCARACTCCAG
GTTTTGCCAA TCTTCGGCGA ATCAGAAGAC AACGACGAGT

4001 ACCTAGACCA
4029 ‘
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] 10 i 20 f 30 f 40 | 50

| 80 | .90 I 100
1 ATGaccgtcg cgcggecgag cgtgcecgeg
ctgctgetge tggtgctgtt gtgcctgeeg gecgtgtggG
101 GATCCGTGGT CACCGGGGAA GCGATTAGTG
AGAACGAGTA TGACGTGATC TACCTCAAAC CACTAGCCGG
201 AGTTTACAGA AGTCTCAAGA AGCAGATCGA
ARACGACATC TTGAATTCCC GGCTGAAAAA GCGGAAATAC
301 TTCCTCGACG TACTGGAGTC GGATTTGATG
ATTATCGAGG ACTCGTTCAA ACTGTTAAAC TCCGAGCAGA
401 AGAACACCCT GCTGAAGTCC TACAAATATA
TCGCCCAAGA AGGCATAAGC TACTACGAAA AGGTCCTCGC
501 CABATACAAG GACGATCTGG AGTCTATCAA
TCCCAGTTCT CCCCCTACAA CGCCGCCCTC TCCAGCCAAG
601 ACTGATGAAC AGARAAARGA GTCTAAGTTC
TACAATAACC TAGTGAACAA GATTGACGAC TACCTGATCA
701 ACCTTAAAGC CAAGATAAAC GACTGCAATG
CCAAACTGTC CGATCTGAAA GCCATCGACG ACAAGATCGA
801 CTTATTTAAA AACCCATACG ATTTCGAGGC
GAAAGATATG CTCGGCAAGC TGCTGAGCAC GGGTCTGGTG
901 CAGAACTTCC CTAACACCAT CATATCAAAG
AATATTTCAC AGCATCAGTG CGTCAAGAAG CAGTGCCCCG
1001 AAAATTCTGG ATGCTTCCGG CACCTGGATG
ATAAACAGGA GGGCGACAAA TGTGTGGAGA ACCCAAATCC
1101 GACGTGCAAC GAGAACAACG GTGGCTGCGA
GGGGAGTTCT CGGAAAAAAA TCACGTGCGA GTGCACCAAA
1201 CCCGACAGTT ATCCTCTGTT CGATGGGATA
GGCACTACCC  GTCTTCTATC TGGTCACACG TGTTTCACGT
1301 TGACAGGTTT GCTTGGGACG
1347
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| 10 | 20 | 30 | 40 ! 50 | | 70
| 80 | 90 | 100
1 ATGaccgtcg cgcggeccgag cgtgcccgeg gegetgecce tectcegggga gctgcceegg
ctgctgetge tggtgctgtt gtgcetgcecg gecgtgtggg 100
101 gatcCGTGGT CACCGGGGAA GCGATTAGTG TCACTATGGA CAATATCCTC AGCGGCTTCG
AGARCGAGTA TGACGTGATC TACCTCAAAC CACTAGCCGG 200
201 AGTTTACAGA AGTCTCAAGA AGCAGATCGA AAAGAACATC TTCACCTTTA ATCTAAACCT
AAACGACATC TTGAATTCCC GGCTGAAAAA GCGGAAATAC 300
301 TTCCTCGACG TACTGGAGTC GGATTTGATG CAGTTTAAGC ACATCTCCAG CAACGAATAC
ATTATCGAGG ACTCGTTCAA ACTGTTAAARC TCCGAGCAGA 400
401 AGAACACCCT GCTGAAGTCC TACAAATATA TCARAGAGTC AGTCGAGARAC GATATTAAAT
TCGCCCAAGA AGGCATAAGC TACTACGAAA AGGTCCTCGC, 500
501 CAAATACAAG GACGATCTGG AGTCTATCAA AAAGGTCATC AAAGAAGAGA AAGAGAAATT
TCCCAGTTCT CCCCCTACAA CGCCGCCCTC TCCAGCCAAG 600
601 ACTGATGAAC AGAAARAAGA GTCTAAGTTC CTCCCTTTCC TCACTAATAT CGAGACTCTC
TACAATAACC TAGTGAACAA GATTGACGAC TACCTGATCA 700
701 ACCTTAAAGC CAAGATAAAC GACTGCAATG TCGAGAAGGA TGAGGCTCAT GTTAAGATCA
CCABACTGTC CGATCTGAAA GCCATCGACG ACAAGATCGA 800
801 CTTATTTAAA' AACCCATACG ATTTCGAGGC TATCAAAAAG CTGATCAATG ATGACACCAA
GAAAGATATG CTCGGCAAGC TGCTGAGCAC GGGTCTGGTG 900 :
901 CAGAACTTCC CTAACACCAT CATATCAAAG CTCATAGAGG GCAAGTTCCA AGACATGCTG
AATATTTCAC AGCATCAGTG CGTCAAGAAG CAGTGCCCCG 1000
1001 AAAATTCTGG ATGCTTCCGG - CACCTGGATG AGCGAGAAGA GTGCAAGTGC CTGCTTAACT
ATAAACAGGA GGGCGACARAA TGTGTGGAGA ACCCAAATCC 1100
1101 GACGTGCAAC GAGAACAACG GTGGCTGCGA TGCCGACGCG ACTTGTACAG AGGAAGACTC
GGGGAGTTCT CGGAARARAR TCACGTGCGA GTGCACCAAA 1200
1201 CCCGACAGTT ATCCTCTGTT CGATGGGATA TTCTGCTCCT CCAGCAACGT TTAG
1254 .
i 10 i 20 . | 30 | 40 ] 50 60
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20 | 30 |

| 80 | 90
1 ATGacegtcg cgcggecgag cgtgeccgeg
‘ctgctgetge tggtgctgtt gtgcectgecg geegtgtggG
101 GATCCGTGAC CCACGAATCC TATCAGGAGC
CCGTCCTTAC CGGATACAGC CTGTTCCAGA AGGAGAAGAT
201 GGTGCTGRBAT GAAGGGACGA GTGGCACGGC
GTCTGTGGCT AGCGGTGGCT CCGGTGGGTC TGTGGCCTCT
301 GGGGGTTCCG TCGCCTCCGG CGGCAGCGTG
TCCGGGAACA GTCGAAGAAC CAATCCATCT GACAACTCTA
401 GCGATTCCGA CGCCAAGTCC TACGCCGACC
CTATCRAGGA GCTGAAGTAC CCACAGTTGT TCGACCTCAC
501 TAATCATATG CTGACACTGT GTGATAACAT
CGAAGAGATC AATGAACTCC TGTACAAGTT GAATTTCTAC
601
TTCAATTTGA AGATCAGAGC CAACGAGTTG GACGTATTGA
701 AGAAGTTGGT CTTCGGATAT CGCAAGCCTC
TGGAAGATTA TATTAAAAAG AATAAGAAGA CCATCGAGAA
801 CATTAACGAG CTGATCGAAG AATCCAAAAR
GGAGGAAGAA AAGARAGAAGT TGTACCAGGC CCAGTACGAC
901 CTGTCCATCT ATARCARACA GCTTGAAGAA
CGCATAGACA CCCTCAAGAA GAATGAAAAT ATCAAAGARC
1001 TGCTCGACAA GATTARATGAA ATTAAGAATC
ACACGCTGCT GGACAAGAAC AAGAAGATAG AGGAGCACGA
1101 GAAAGAGATC AAAGAGATCG CCAAAACCAT
TCCCCTTGAG CTGGAGTACT ACTTGAGAGA GAAGAATAAG
1201 AATATAGACA TCTCCGCCAA AGTCGAGACA
AAtGGTGTGA CGTACCCTCT GTCTTATRAC GATATCAACA
1301 ACGCTCTCAA CGAGCTCAAT AGCTTCGGTG
AARCCCTCTAA GAATATCTAC ACAGACARATG AGAGARAGAA
1401 . GTTTATCAAC GAAATCAAGG AGAAGATCAA
GAAAAGTTAC GAAGACCGCA GCAAAAGTCT AAACGATATC
1501 ACTAAAGAGT ATGAAAAGCT GCTGAACGAG
‘GACCTGACCA ACTTCGAGAA AATGATGGGA AAACGGTACT
1601 CTTACARAGT GGAGAAACTG ACACACCATA
ATAARtCTTGA GAAGCTCACC AAAGCTCTTA AGTATATGGA
1701 GGACTATTCT CTGCGGAACA TTGTTGTGGA
AAGTAAGATC GAAAACGAGA TCGAGACGCT TGTTGAGAAC
1801 ATTAAGAAGG ATGAAGAACA GTTGTTTGAG
GAcGAaAAGA TCCTGGAGGT CTCCGAcATc GTTAAAGTCC
1901 AAGTGCAaRAA aGTaCTCCTC ATGAACAAGA
. TGAAGAACGT GGAGTTAAAA CATAATATAC ATGTGCCGAA
2001 TAGTTATAAG CAGGAGRATA AGCAGGAACC
AGACAAACTG AAAGTGTTCA TGCCcAARaGT cGAGAGCCTG
2101 ATCAACGARG AGAAGAAGAA CATTAAaACT
ACAGAAGGAG AGATAACCGG aCAGGCTACC ACCAAGCCcG
2201 GaCRaCAGGC CGGTTCaGCt CTCGARaGGCG
AGCAGGCACA GCCtCCAGTG CCAGTgCCcG TtCCAGAGGC
2301 TARaGCtCAA GTGCCtACAC CACCAGCECC
aCTGGACTAC CTtGAGAAGC TCTATGAGTT CCTGAATACa
2401 TCCTACATCT GCCACRAaTA TATCCTCGTC
ARaCAGTACA AGATAACCAA GGAAGAGGAG AGTAAaCTGT
2501 CCICTTGTGA tCCActgGAC CTGCTGTTCA
CTATGTTcGA . TAGCCTCAAC AATTCECTCT CTCAAcCtgTIT
2601 CATGGAGATa TATGAGAAGG AGATGGTcTG
GATTAAGAAC cttctgGAGG AAGCTAAGAA GGTCTCCACC
2701 TCtGTtARaA CTCTCTCTTC CAGCTCCATG
CCcGAAGTgA GCGCTAACGA. CGACACCTCT CACTCgACCA
2801 ACCTtAATAA CTCaCTGAAa CTGTTtGAGA
TCTACCAAGA aCTtATTGGA CAGAAaTCgT CCGAGAACIT
. 2901 CTACGAGAAG ATACTGARaG ACAGCGACAC
gARaTCTAAa GCCGATGATA TcAACTCtCT tAACGATGAa
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Figure 32 (Confd..)
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3001 TCTARaCGtA AGAAGCTGGA aGAGGACATC
TTCGACCTGT AcAACAAGTA cARaCTGAARa CTGGAGAGAC
3101 TCTTCGACAA GAAgAAGACA GTCGGCAAGT
TCAAGGAGCA GCTtGARaAGC ARaCTCAACt caCTGAACAA
3201 TCCgRARaCAC GTaCTGCAgR ACTTCtcaGT
CGCCGAGACA GAGAACACTC TGGAGAACAC CAAGATTCTt
3301 CTCAARACACT ACAAaGGCCT CGTCAAGTAT
CTCTCCGAGG AGAGCATCCA GACCGAGGAT AACTACGCCA
3401 GCCTCGAGAA CTTCAAGGTC CTGTCTAAGC
TGGAGAAGAA GAAGCTCAGC TACCTCTCTA GCGGACTGCA
3501 TCACCTGATC GCCGAGCTCA AGGAAGTCAT
AAGCGAGAAT AATACAGACG TGAATAACGC ACTGGAATCT
3601 TAtAAGAAGT TCCTGCCTGA AGGAACAGAT
GACACACTGG AGCAGTCTCA ACCTAAGAAG CCTGCATCTA
3701 CTCATGTCGG AGCCGAGTCC AATACAATTA
ATGACGTCAT CATTGTGCCT ATCTTCGGCG AGAGCGAGGA
3801 GGACTACGAT GACCTCGGCC AGGTGGTCAC
TAACATTCTG TCCARAATCG AGAACGAATA CGAAGTGCTC
3901 TATCTGAAAC CTCTGGCAGG CGTCTATAGG
ATGACCTTCA ATGTCAACGT GAAGGACATT CTGARACAGCC
4001 GCTTTAATAA GAGAGAAAAT TTCAAGAACG
ACCTGACCTC CTCTAACTAt GTTGTCAAGG ACCCATACAA
4101 GTTCCTCAAT AAAGAGAAGA GGGATAAATT
CATCGACACC GATATCAATT TCGCTAATGA TGTGCTGGGG
4201 TATTACAAGA TCCTGAGCGA AAAATACAAG
AACGATAAGC AAGGCGAGAA TGAAAAATAT CTGCCCTTCC
4301 TGAATAACAT CGAAACCCTG TACAAGACAG
ACCTGGAGGC CAAGGTCCTC BACTATACTT ACGAGAAGAG
4401 CAATGTGGAA GTTAAAATCA AGGAGCTGAA
AGATTTCAAG AAAAATAACA ATTTCGTCGG AATTGCAGAC
4501 CTGTCtACCG ATTATAACCA CAACAATCTC
TTCGAARAACC TCGCCAARAC AGTGCTGAGC AATCTGCTCG
4601 ACGGCARCCT GCAGGGCATG CTGAACATCT
CCCAGAATAG CGGCTGTTTC AGGCATCTGG ACGAGCGCGA
4701 AGAGTGCAAG TGTCTCCTGA ACTACAAACA
CCCTACCTGC AATGAAAACA ATGGCGGGTG TGACGCCGAT
4801 GCTAAATGCA CCGAGGAAGA CAGCGGCTCT
AAGCCCGACT CCTATCCACT CTTcgacggg atCttCtgcet
4901 ccagctctAG CAAcgttACT ACTTCCGGCA
TCACGTTGAC AGGTTTGCTT GGGACGCTAG TAACCATGGG

5001

5013
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AATAAgctgd
3100
ATAAGATGCA
3200
GTTCTTCAAC
3300
TATAATGGCG
3400
TCGRAAGGCAA
3500
TAAGRACAAG
3600
GTCGCCACTG
3700
CCACATCTCA
3800
CGGAGAGGCT
3900
TCTCTCAAGA
4000
TCTTGGAGAG
4100
TCTGTCTAGC
4200
TCTGACCTTG
4300
TGAACGACAA
4400
CTACCTCRAA
4500
CTGACCAAGT
4600
CCCAGCACCA
4700
AGAAGGAGAT
4800
AACGGAAAGA
4900
CTACCCGTCT
5000

CTTGCTGACT

| 40

AgAAGACaCT
GATCAAGAAG
AAGAAGAAGG
AGTCTTCTCC
GCTGARAGGAC
AACTACACCG
TGGTGTCTGA
GAACGTCGAC
GTCACTCCTT
AACAGCTGGA
CGACTTGATT
TACAACTATA
ACTCTATTAA
AATCGACCTC
ACAATCCAAG
TTCTGTCCAC
ATGCGTGAAG

AAGTGCGTGG

AAATCACATG

TCTATCTGGT

gCAaCTGagc
tTGACTCTGC

AaGCCGAGAT

_TCTGRAGACT

AACCTGAACC

GCRATAGCCC

ATCTGGCTCC
GATGAGGTCG
CCGTGATTGA
GAATAACGTG
CCCTATAAAG
TCAAGGACTC
AAAGTATATC
TTCGTaATTC
ACAAGCTGGC
TGGCATGGTG
AAACAGTGCC
AGAACCCARA
CGAGTGTACT
CACACGTGTT

TAA

60 !



48/56

| 10 | 20 | 30 | 40 | 50
‘ ] 80 I 90 | 100
1 atgatgagga aactggccat cctgagegtg agcagcttce
caggagtacc agtgctacgg cagcagcagce aacaccceggg 100
101 tgctgaacga gctgaactac gacaacgccy gcaccaacct
actactacgg caagcaggag aactggtaca gcctgaagaa 200
201 gaacagccgg tctctgggcg agaacgacga cggcaacaac
ggagggcaag gacgaggaca agcgggacgg caacaacgag 300 i
301 gacaacgaga agctgcggaa gcccaagcac aagaaactta
cccgacceca acgccaacce caacgtggac cccaacgceca 400
401 atcctaatgt cgaccccaat gccaatccga acgttgatce
accccaatgce caacccaaat gccaatccaa atgcaaatce 500 ‘
501 caacgccaat ccaaacgcaa accctaatgc taatccaaac
caatgctaac ccaaacgtcg atcctaacge -aaatccgaac 600
601 gctaacccca acgcaaatcce caacgctaac ccgaacgcaa
gccaacccaa acgccaaccce gaacgctaat ccgaatgcta 700
701 acccgaatgc taatcctaac gcaaacccaa aCgcaaaccce
atcccaacge caatcctaat gccaacaaga acaatcaggg 800
801 caacggccag ggccacaaca tgcccaacga ccccaaccgg
cgccaacagc gccgtgaaga acaacaacaa cgaggagccc 900
901 agcgacaagc acatcaagga gtacctgaac aagatccaga
agcccetgca gegtgacctg ‘cggcaacgge attcaggtge 1000
1001 ggatcaagcc cggcagcgece aacaagccca aggacgagcet
agaagaagat ctgcaagatg gagaagtgca gcagcgtgtt 1100
1101 ' caacgtggtg
1119
| 10 | 20 | 30 | 40
| 90 |~ 100

70 | 80

Figure 33
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1 10 | 20 [ 30
70 | 80 I 90 | 100

1 GGTACCGTCA CGCGTCACCG GTGTCATCAT
CCTGCCCCTG CTGGGCGAGC TGCCCCGGCT GCTGCTCCTG
101 GTGCTGCTGT GCCTGCCCGC —CGTGTGGGGA
TACATGGGCA ACCCCTGGAC CGAGTACATG GCCAAGTACG
201 ACATCGAGGA AGTGCACGGC AGCGGCATCC
CCGGCACCCA GTACAGGCTG CCCAGCGGCA AGTGCCCCGT
301 GTTCGGCAAG GGCATCATCA TCGAGAACAG
CGAGAACCAG GACCTGAAGG ACGGCGGCTT CGCCTTCCCC
401 CCCACCAAGC CCCTGATGAG CCCCATGACC
AACGAGTACG TGAAGAACCT GGACGAGCTG ACCCTGTGCA
501 GCCGGCACGC CGGCAACATG AACCCCGACA
CCGTGTACGA CGACAAGGAT AAGAAGTGCC ACATCCTGTA
601 TATCGCCGCC CAGGARAACA ACGGCCCCAG
CAGCATGTTC TGCTTCAGAC CCGCCARGGA CAAGAGCTTC
701 CAGAACTACG TGTACCTGAG CAAGAACGTG
AAGAATCTGG AAARACGCCAA GTTCGGCCTG TGGGTGGACG
801 GCAACTGCGA GGACATCCCC CACGTGAACG
ACAAGCTGGT GTTCGAGCTG TCCGCCAGCG ACCAGCCCAA
901 GCAGTACGAG CAGCACCTGA CCGACTACGA
CGCCGACATG ATCAAGAGCG CCTTTCTGCC AACTGGCGCC
1001 TTCAAGGCCG ACAGATACAA GAGCCACGGC
ARGACCCAGA AGTGCGAGAT CTTCAACGTG AAGCCCACCT
1101 GCCTGATCAA CGACAAGTCC TATATCGCCA
'AGCACAACTT CCCTTGCAGC CTGTACAAGG ATGAGATCAA
1201 GARAGAGATC - GAGCGGGAGA GCAAGAGGAT
CAAGAAGATC ATTGCCCCCA GGATCTTCAT CAGCGACGAT
1301 AAGGACAGCC TGAAGTGCCC CTGCGACCCC
TTCGTGTGCA AATGCGTGGA GAAGCGGGCC GAAGTGACCA
1401 GCAACAACGA GGTGGTGGTG AAAGAGGAAT
ACAAGCCCAC CTACGACAAG ATGAAGATCA TCATTGCCAG
1501 CTCTGCCGCC GTGGCCGTGC TGGCCACCAT
CAACGCCGAG AAGTACGATA AGATGGACCA GCCTCAGCAC
1601 TACGGCAAGA GCACCAGCCG GAACGACGAG
GAGGARAAGA GAGCTAGCCA CACCACCCCC GTGCTGATGG
1701 ARAAGCCCTA
1734
j | 20 | 30

70 [ 80 I 90 | 100

Figure 34
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20 | 30 |

| 80 | 90
1 GGTACCGTCA CGCGTCACCG GTGTCATCAT
CCTGCCCCTG CTGGGCGAGC TGCCCCGGCT GCTGCTCCTG
101 GTGCTGCTGT GCCTGCCCGC CGTGTGGGGA
TACATGGGCA ACCCCTGGAC CGAGTACATG GCCAAGTACG
201 ACATCGAGGA AGTGCACGGC AGCGGCATCC
CCGGCACCCA GTACAGGCTG CCCAGCGGCA AGTGCCCCGT
301 GTTCGGCAAG GGCATCATCA TCGAGAACAG
CGAGAACCAG GACCTGAAGG ACGGCGGCTT CGCCTTCCCC
401 CCCACCAAGC CCCTGATGAG CCCCATGACC
AACGAGTACG TGAAGAACCT GGACGAGCTG ACCCTGTGCA
501 GCCGGCACGC CGGCARACATG AACCCCGACA
CCGTGTACGA CGACAAGGAT AAGAAGTGCC ACATCCTGTA
601 TATCGCCGCC CAGGAAAACA ACGGCCCCAG
CAGCATGTTC TGCTTCAGAC CCGCCAAGGA CAAGAGCTTC
701 CAGAACTACG TGTACCTGAG CAAGAACGTG
AAGAATCTGG ARAARACGCCAA GTTCGGCCTG TGGGTGGACG
801 GCAACTGCGA GGACATCCCC CACGTGAACG
ACAAGCTGGT GTTCGAGCTG TCCGCCAGCG ACCAGCCCAA
901 GCAGTACGAG CAGCACCTGA CCGACTACGA
CGCCGACATG ATCAAGAGCG CCTTTCTGCC AACTGGCGCC
1001 TTCAAGGCCG ACAGATACAA GAGCCACGGC
AAGACCCAGA AGTGCGAGAT CTTCAACGTG AAGCCCACCT
1101 GCCTGATCAAR CGACAAGTCC TATATCGCCA
AGCACRACTT CCCTTGCAGC CTGTACAAGG ATGAGATCAA
1201 GAAAGAGATC GAGCGGGAGA GCAAGAGGAT
CAAGAAGATC ATTGCCCCCA GGATCTTCAT CAGCGACGAT
1301 AAGGACAGCC TGAAGTGCCC CTGCGACCCC
TTCGTGTGCA AATGCGTGGA GAAGCGGGCC GAAGTGACCA

! 10 !

1401 GCAACBACGA GGTGGTGGTG AAAGAGGAAT
ACAAGCCCAC CTACGACAAG ATGTGATGAT GAGCGCGCCT
1501
1506

| 10 - |

Figure 35
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