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FIG. 7A

Ttalic : start codon ATG

Bold : His-tag

Underlined : DNA sequence different to ACTwt sequence
Underlined and grey : DNA sequence encoding RSL mutation.

DNA Sequence ACT variants : MD 820

SEQID N*1

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACT TGACGAGGAGA
ATCTGACCCAGGAGAACCRAGACCGAGEGACACACCTGEACCTCECATTAGCCTCCGCCARCET
GGACTTCGCTTTCAGCCTGTACAAGCAGT TAGTCCTGAAGGCCCCTGATAAGAATGTCATCTTC
TCCCCACTGAGCATCTCCACCGCCT TEECCTTCCTGTCTCTGRGEECCCATAATACCACCCTGA
CAGAGATTCTCARAGGCCTCAAGTTCARCCTCACGEAGACTTCTGAGECAGAAATTCACCAGAG
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTEAGTATGGGARAT
GCCATGTTTGTCAAAGAGCAACTCAGTCTGCTGEACAGET T CACGEGAGGATGCCARGAGECTGT
ATEGCTCCGAGGCCTTTGCCACTGACT TTCAGGACTCAGCTGCAGCTARGAAGCTCATCAACGA
CTACGTGAAGAATCCAACTAGGGECAAAATCACAGATCTGATCARGGACCTICACTCECAGACA
ATGATGGTCCTGGTGAATTACATCTTCTTTARAGCCARATGGEOAGATECCCTTTGACCCCCRAG -
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAARAGTCEGTAATGGTGCCCATGATGACTTT
GCATCACCTGACTATACCTTACT TCCECEACCAGEACCTETCCIECACCETEATGCAGCTGARG
TACACAGGCAATECCAGCECACTCTTCATCCTCCCTGATCARGACAAGATGGAGGAAGTGGAAG
CCATGCTGCTCCCAGAGACCCTGAAGCEATGEAGAGACTCTCTGEGAGTTCAGAGAGATAGGTGA
GCTCTACCTGCCAAAGTTTTCCATCTCGAGGEACTATAACCTGAACGACATACTTCTCCAGCTG
GECATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCACGGEATCACAGEEGCCAGGRACCTAG
CAGTCTCCCAGGTGGTCCATAAGGCTETECTTGATGTATTTGAGGACGECACAGAAGCATCTGC
TGCCACCGCGETCAAMATCACCCTCCETTCTCEAGCAGTGGAGACGCGTACCATTGTGCETTTC
AACAGGCCCTTCCTCATCATCATTGTCCCTACAGACACCCAGAACATCT TCTTCATGAGCAAAG
TCACCAATCCCAAGCAAGCCTAA

Protein Sequence ACT variants : MD 820

SEQ [D N°2

MRGSHHEHHESRHPNS PLDEENLTQENQDRGTHVDLGLASANVI FAFSLYKQLVLKAPDKNVIF
SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAEIHQSFQHLLRTTNQS SDELQLSMGN
AMFVKEQLSOLLDRFTEDAKRLYGSEAFATDFODSAAAKKLINDYVKNGTRGKI TDLIKDLDSQT
MMVLVNY LFFKAKWEMPFDPODTHQSRFYLSKKKWVMVPMMSLEH LTI PYFEDEELSCTVVELK
YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFSISRQXNLNDILLQL
GIEEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKITLESEEWETRTIVRF

NRPFLMIIVPTDTQNIFFMSKVINPKQA*
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FIG. 7B

Italic : start codon ATG

Boid : His-tag

Underlined : DNA sequence different to ACTwt sequence
Undertined and grey : DNA sequence encoding RSL mutation.

DNA Sequence ACT variant : MD 62
SEQID N°3

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTARCAGCCCACTTGACGAGGAGA |
ATCTGACCCAGGAGAACCAAGACCGAGGGACACACGTEGACCTCEGAT TAGCCTCCGCCARCET
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCOTGAAGECCCCTGATAAGARTGTCATCTTC
TCCCCACTEAGCATCTCCACCECCTTGECCTTCCTGTCTCTEGGEECCCATAATACCACCCTEA
CAGAGATTCTCAAAGGCCTCARGTTCAACCTCACGEAGACTTCTGAGGCACARATTCACCAGAG
CTTCCAGCACCTCCTGECGCACCCTCARTCAGTCCAGCGATEAGCTGCAGCTGAGTATCCGARAT
GCCATATTTETCARAGAGCAACTCAGTCTGC TEGACAGETTCACGEAGEATGCCARGAGECTGT
ATGECTCCGAGECCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGARGCTCATCAACGA
CTACGTGAAGAATGEAACTAGGGEEARAATCACAGATCTGATCARGGACCTTGACTCGCAGACA
ATGATCGTCCTGGTGAATTACATCTTCTTTARAGCCARATGGGAGATGCCCTTTGACCCCCARG
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGAARRAGTGGETAATGETGCCCATGATGAGTTT
GCATCACCTGACTATACCTTACTTCCGGGACGAGEAGCTETCCTGCACCETGGTGGAGCTGARG
TACACAGGCAATGCCAGCECACTCTTCATCCTCCCTGATCAAGACAAGATCCAGGAACTGEAAG
CCATGCTGCTCCCAGRGACCCTCAAGCGETGGAGAGACTCTCTGEAGTTCAGAGAGATAGGTGA
GCTCTACCTGCCARAGTTTTCCATCTCGAGGEACTATARCCTGAACGACATACTTCTCCAGCTG
GGCATTGAGEARGCCTTCACCAGCAAGGCTGACCTETCAGGEATCACAGEGECCAGEARCCTAG
CAGTCTCCCAGGTGGTCCATAAGGCTGTECTTCATGTATT TAGGAGEGCACAGARGCATCTGC
TECCACCGCEGTCARARTCACCAGGAGETCTATCEATGTGCAGACECGTACCATTGTGCGTTTC
AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG

TCACCAATCCCARGCAAGCCTAR

Protein Sequence ACT variani : MDB 62

SEQ ID N°4

MRGSHHHAHESRHPNS PLDEENL TOENQDRGTHVDLELASANVDFAFSLYKQLVLKAPDKNVIF
SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEARIBD SFQHLLRTLNGS SDELOLSMGEN
AMFVEEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKL INDYVENGTRGKITDLIKDLDSQT
MMVLVNY IFFKAKWEMPFDPQDTHOSRFY LS KKKWVMVPMMSLEELT I PYFRDEELSCTVVELK
YTGNASALFILPDQDKMEEVEAMLLPETLRKRWRDSLEFREIGELYLPKFS I SRDYNINDILLOL
GIEEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAAEAVKITB@EEQVETRTIVRF
NRPELMIIVPTDTONIFFMSKVINPKQA*
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FIG. 7C

Ttalic : start codon ATG

Bold : His-tag

Underlined : DNA. sequence different to ACTwt sequence
Underlined and grey : DNA. sequence encoding RSL mutation,

DNA Sequence ACT variant : MD 83

SEQ ID N5

ATEAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTARCAGCCCACTTGACCAGGAGA
ATCTGACCCAGGAGAACCAAGACCGAGECACACACETECACCTCGEATTAGCCTCCGCCAACGT
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGUCCCTCATAAGAATGTCATCTTC
TCCCCACTGAGCATCTCCACCECCTTEECCTTCCTETCTCTGEGEEECCCATAATACCACCCTEA
CAGAGATTCTCAAAGGCCTCRAAGTTCAACCTCACGEAGACTTCTEAGGECAGRAATTCACCAGRS
CTTCCAGCACCTCCTECGCACCCTCAATCAGTCCAGCEATEGAGCTECABCTEAGTATEEGARAT
GCCATGTTTCTCAAAGAGCAACT CAGTCTGCTGCACAGETTCACGCAGCATECCARCGAGGCTET
ATGECTCCEAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTARGAAGCTCATCAACGA
CTACGTGAAGAATEGAACTAGGECEAARATCACAGATCTCGATCAAGGACCTTCGACTCGCAGACA
ATCGATGGTCCTGETGAATTACATCTTCTTTARAGCCAAATEGEABATGCCCTTTGACCCCCRAG
ATACTCATCAGTCAAGCTTCTACTTGAGCAAGARAAAGTGGGTAATGETGCCCATCGATGAGTTT
CCATCACCTGACTATACCTTACTTCCCEEACCAGGAGCTGTCCTECACCGTEGTCCAGCTGAAG
TACACAGECAATGCCAGCECACTCTTCATCCTCCCTEGATCARGACARGATGCAGCARGTGCGAAG
CCATGCTGCTCCCAGAGACCCTGAAGCCGTGGAGAGACTCTCTGGAGTTCAGAGACGATAGCTGA.
GCTCTACCTGCCAAAGTTTTCCATCTCGAGEGACTATAACCTGARCEACATACTTCTCCAGCTG
GGCATTGAGGAAGCCTTCACCAGCAAGECTCACCTETCAGECATCACAGGEECCAGGAACCTAG
CAGTCTCCCAGETGAT CCATAAGECTGTGCTTCGATGTATTTGAGEAGEGCACAGRAGCATCTEC
TGCCACCGCGGTCAAAATCAGGGGGAGATCTGEGTTAGTGGAGACGCGTACCATTGTGCGTTTC
AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGRACATUTTCTTCATCGAGCARAG
TCACCARTCCCAAGCARGCCTAA

Protein Sequence ACT variant : MD 83

SEQ [D N°6

MRGSHHEHHHSREPNS PLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVI F
SPLSISTALAFLSLGAHNT ILTEILKGLKFNLTETSEAETHQS FQHLLRTLNQSSDELOLSMGN
AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAARKKLINDY VKNGTRGKITDLIKDLDSQT
MMVLVNY IFFKAKWEMPFDPODTHOSRFYLSKKKWVMVPMMSLHHLI T PYFRDEELSCTVVELK
YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFS I SROYNINDI LLQL
GIEEAFTSKADLEGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKIRGRSELVETRTTVRE
NRPPLMIIVPTDTQNIFFMSKVTINPKOA
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FIG. 7D

Ttalic : start codon ATG

Bold : His-tag

Underlined : DNA sequence different to ACTwt sequence
Underlined and grey : DNA sequence encoding RSL mutation.

DNA Sequence ACT variant : MD 67
SEQ D N°7

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTRAACAGCCCACTTCGACGAGGAGA,
ATCTGACCCAGGAGAACCRAGACCGAGGEGACACACGTCEACCTCECGAT TAGCCTCCGCCARCGT
GGACTTCGCTITCAGCCTETACAAGCAGT TAGTCCTGAAGGCCCCTCATRAAGRATGTCATCTTC
TCCCCACTGAGCATCTCCACCGCCTTARCCT I CCTETCTCTEEEGEECCCATAMTACCACCCTGA
CAGAGATTCTCAAAGGCCTCAAGTTCARCCTCACGEAGACT PCTEAGECAGARATTCACCAGAG
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTOCAGCGATGAGCTECAGCTEAGTATEGEAAAT
GCCATGTTTCTCARAGAGCAACTCAGT CTGCTEEACAGGTTCACCGAGGATCCCAAGACGECTET
ATCECTCCCAGGCCTTTECCACTGACTTTCAGGACTCAGCTECAGCTAAGAAGCTCATCAACGA
CTACGTGAACGAATEGAACTACGCGEGAAAATCACAGATCTGATCAAGGACCTTCACTCGCAGACA
ATGATGGETCCTGETEAATTACATCTTCTT TAAAGCCARATGGCAGATCCCCTTTGACCCCCRAS
ATACTCATCAGTCAAGCTTCTACTTGAGCAAGAAAAAGTGEGTAATCETGCCCATEATCGAGTTT
GCATCACCTGACTATACCTTACTTCCGECACGAGGAGCTETCCTECACCETGETEGAGCTGAAG
TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAACGATGGAGCAAGTGCGAAG
CCATGCTGCTCCCACGAGACCCTGAAGCGETGEAGAGACTCTCTEGAGTTCAGAGACGATAGCETGA
GCICTACCTGCCARAGTTTTCCATCTCCAGEGACTATAACCTEAACCACATACTTCTCCAGCTG
GGCATTCAGCAAGCCTTCACCAGCAAGGCTGACCTETCAGGEATCACAGEEECCAGGAACCTAG
CAGTCTCCCAGGTEETCCATAAGGCTGTGCTTCATGTATTTGAGCACGECACAGAAGCATCTEC
1GCCACCGCGGTCAAAATCAAGCTTAGAACAACATTAGTGGAGACGCGTACCATTGTGCGTTTC
AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCTLCTTCATGAGCAAAG

TCACCAATCCCAAGCAAGCCTAA

Protein Sequence ACT variant: MD 67

SEQ ID N°8

MRGSHHEEHHSRHPNSPLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVIE
BPLSISTALAFLSLGAHNTTLTE I LKGLXFNLTETSEARTHOS FQELLR TINQS SDELQL.SMGN
AMFVEEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDLIKDLDSQT
MMVLVNYIFFKAKWEMEPFDPODTHOSREYLSKEKWVMVPMMS LEHLTI PYFRDEELSCTVVELX
YTGNASALF ILPDODKMEEVEAMLLPETLERWRDSLEFREIGELYLPKFS I SRDYNLNDILLQL
GIEEAFTSKADLSGITCARNLAVSQVVHEKAVIDVFERGTEASAATAVKIKLRTTLVETRTIVRE

NRPFLMIIVPTDTONIFFMSEVTNPKQA*
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FIG. 7E

Ttalic : start codon ATG

Bold : His-tag

Underlined : DNA sequence different to ACTwt sequence
Underlined and grey : DNA sequence encoding RST. mutation.

DNA Sequence ACT variant : MD 61
SEQ ID N°9

ATGAGAGGATCCCATCACCATCACCATCACT CTAGACACCCTARCAGCCCACTTCACCGAGGAGA
ATCTGACCCAGGAGAACCAAGACCCAGGEACACACGTEGACCTICGGATTAGCCTCCGCCAACGT
GGACTTCECTTTCAGCCTGTACAAGCAGT TAGTCCTGAAGGCCCCTGATARGAATATCATCTTC
TCCCCACTGAGCATCTCCACCGCCTTEECCTTCC TG TCTCTEGGEECCCATAATACCACCCTGA
CAGAGATTCTCAAAGECCTCAAGTTCAACCTCACGGAGACT TCTGAGECAGARATTCACCAGAG
CITCCAGCACCTCCTGECBCACCCTCAATCAGTCCAGCGATGAGCTGCAGCTGAGTATCGGAAAT
GCCATGTTTGTCAAAGAGCAACTCAGTCTECTGEACAGGTTCACGEAGEATECCAAGAGGCTGT
ATGGCTCCGAGECCTTTGCCACTGACT T TCAGGACTCAGCTEGCAGCTAAGRAGCTCATCAACGA
CTACGTGAAGAATGGAACTAGGGGGARAATCACAGATCTGATCAAGGACCTTGACTCECAGACA
ATCATGCTCCTGETCGAATTACATCTICTTTAAAGCCRAAATEEGAGATECCOT M IGACCCCCAAG
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGARANLGTCCECTARTCETECCCATGATGAGTTT
GCATCACCTGACTATACCTTACTTCCGGERACGAGGAGCTETCCTECACCETGRTECAGCTEAAR
TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAACATGRAGCARCTCGAAR
CCATGCTGCTCCCACGAGACCCTGAAGCEETGEAGAGACTCTCTGGACT TCAGAGAGATAGGETCA
GCTCTACCTGCCARAAGT TT TCCATCTCEACCEACTATAACCTGAACGACATACTTCTCCAGCTE
GGCATTGAGGRAGCCTTCACCAGCAAGGCTGACCTGTCAGGEATCACAGEEECCAGCARCCTAG
CAGTCTCCCAGGTGETCCATAAGECTGTGCTTCATGTATTTGAGCAGGECACAGAAGCATCTEC
TGCCACCGCCGTCARAATCATGACAAGATCTAACGCAGTEGAGACGCGTACCATTEGTECETTTC
AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGARCATCTTCTTCATGAGCARAG
TCACCAATCCCARMGCAAGCCTAR

Proiein Sequence ACT variant : MD 61
SEQID N°10

MEGSHHHHHHSRHPNS PLDEENLTQENQODRGTHVDLGLASANVDFAFSLYKQL VLKAERDKNVIE
SPLSISTALAFLSLGAHENT TLTEILKGLKFNLTETSEAR THOSFOHLLRTLNQS SDELOL SMGN
AMFVKEQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKLINDYVKNGTRGKITDL IKDLDSQT
MMVLVNY T FFKAXWEMPFDPQDTHOSRRY LS KKRKWVMVPMMSLHHLTI PYFRDEELSCTVVELK
YTGNASALFILPDODKMEEVEAMULPETLKRWRDSLEFREIGELYLPXFSI SRDYNLND I LLOT
GIEEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKIMTRSNAVETRTIVRF
NRPFLMIIVPTDTQNIFFMSKVINPKQA*
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FIG. 7F

Italic : start codon ATG

Bold : His-tag

Underlined : DNA sequence different to ACTwt sequence
Underlined and grey : DNA sequence encoding RSL mutation.

DNA Sequence ACT variants : MD 518
SEQID N°H

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCOACTTGACCAGEAGA
ATCTGACCCAGGAGAACCAAGACCCGAGGGACACACGTGEACCTCGGATTAGCCTCCGCCAACGT
GGACTTCGCTTTCAGCCTGTACAAGCAGTTAGTCCTEGAAGGCCCCTEGATAAGAATGTCATCTTC
TCCCCACTGAGCATCTCCACCGCCTTEGCCTETCCTETCTCTGEEEECCCATAATACCACCTOTGA
CAGAGATTCTCAAAGBCCTCAAGTTCAACCTCACGEAGACT ICTGAGGCAGAAATTCACCAGAS
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCGATCAGCTECAGCTCGAGTATGEGAAAT
GCCATGTTTGTCAAAGAGCAACTCAGTCTECTGEACAGE T TCACCCGAGGATECCAAGACGGCTET
ATGECTCCEAGECCTTTGCCACTCGACTTTCAGGACTCAGCTGCAGCTAAGAAGUTCATCARCGA
CTACGTGRAGAATGGAACTACGEGEGAARATCACAGATCTEATCARCCACCTTGACTCECAGACA
ATGATEGEICCTGETGAATTACATCTTCTI TARAGCCAARTEGGRAGATECCCTTTGACCCCCARG
ATACTCATCAGTCARAGGTTCTACTTGACCAAGAAAAAGTGEGTAATGGTGCCCATGATCAGTTT
GCATCACCTGACTATACCTTACTTCCGEEACGAGGAGCTETCCTGCACCATCGETECAGCTGAAG
TACACAGGECAATGCCAGUCCACTCTTCATCCTCCCTCATCAACACAAGATCGCGAGUAAGTECAAG
CCATGCTGCTCCCAGAGACCCTGAAGCGGTEEAGACGACTCTCTECGAGTTCAGAGAGATAGETGA
GCTCTACCTECCARAGTTTTCCATCTCGAGGGACTATAACCTCAACGACATACTTCTCCAGCTE
GGCATTGAGGRAAGCCTTCACCAGCAAGECTGACCTGTCAGGCATCACAGREGCCAGGAACCTAR
CAGTCTCCCAGETGETCCATAAGCCTGTECTTEGATGTATTTGACCAGGECACAGAAGCATCTGE
TGCCACCGCGGTCAAAATCACCGAGCGTGTCTCGCCCGTGGAGACGCGTACCATTGTGCGTTTC
AACAGGCCCTTCCTGATGPTCATTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAG

TCACCAATCCCAAGCAAGCCTAA

Protein Sequence ACT varianis: MD 518

SEQID N*12

MRGSHHEHHHSRHPNS PLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVIF
SPLSISTALAFLSLGAENTTLTEILKGLKFNL TETSEAETEQSFOHLLRTLNQS SDELQLSMGN
AMFVKEQLSLLDRFTEDARRLYGSEAFATDFQDSARAKKLINDY VKNGTRGKT TDLIKDLDSQT
MMVLVNY IFFKAKWEMPFDPQDTHQSRFYLSKKKWVMVPMMSLHHLTI PYFRDEELSCTVVELK
YTGNASALFILPDODKMERVEAMLL PETLKRWRDSLEFREIGELYLPKFSI SRDYNLNDILLOL
GIEEAFTSKADLSGI TGARNLAVSQVVHKAVLDVFEEGTEASAATAVKI THRVSBVETRTIVRF
NRPFLMI IVPTDTONIFFMSKVINPKOA*
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FIG. 7G

Ttalic : start codon ATG

Bold : His-tag

Underlined : DNA sequence different to ACTwt sequence
Underlined and grey : DNA. sequence encoding RSL mutation,

DNA Sequence ACT variants : MDGCI

SEQ ID N°13

ATGAGAGGATCCCATCACCATCACCATCACTCTAGACACCCTAACAGCCCACTTGACGAGGAGA
ATCTGACCCAGGAGAACCAAGACCGAGGEACACACGTEGACCTCGEGATTAGCCTCCGCCAACGT
GGACTTCGCITTCAGCCTGTACAAGCAGTTAGTCCTEARGECCCCTGATAAGAR TG TCATCTTC
TCCCCACTGAGCATCTCCACCECCTTGGCCTTCCTETCTCTGREEGCCCATAATACCACCCOTEA
CAGAGATTCTCAAAGGCCTCAAGTTCARCC TCACGEAGACTTCTGAGECAGARATTCACCAGAR
CTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCAGCCATGAGCTGCAGCTGAGTATGEGARAT
CCCATGTTTETCAARGAGCAACTCAGTCTGCTEEACAGE T TCACCEAGCATECCAAGAGECTET
ATGECTCCCAGGCCTTTGCCACTGACTTTCAGGACTCAGCTGCAGCTAAGAAGCTCATCAACGA
CTACGTGAAGAATGGAACTAGEGGGAAAATCACAGAT CTGATCARGCGACCTTCGACTCECAGACA.
ATGATGETCCTGGTGAATTACATCTTCTTTAAAGCCABATGGEAGATGCCCTTTGACCCCCAAG
ATACTCATCAGTCAAGGTTCTACTTGAGCAAGARARAGTECGETAATGETECCCATGATCAGTTT
GCATCACCTGACTATACCTTACTTCCGGGACGAGCGAGCTETCCTECACCGTECTGCGAGCTGAAG
TACACAGGCAATGCCAGCGCACTCTTCATCCTCCCTGATCAAGACAAGATCGAGEAACGTGCGAAG
CCATGCTGCTCCCAGAGACCCTGAAGCEETGEAGAGACTCPCTCCAGTTCAGACAGATAGETGA
GCTCTACCTGCCAAAGTTITTCCATCTCGAGCEACTATAACCTCGAACGACATACTTCTCCAGCTE
GGCATTGAGEARGCCTTCACCAGCAAGHCTEACCTATCAGGEATCACAGEGGECCAGGARCCTAG
CAGTCTCCCAGGTGETCCATAAGCCTETGCTTGATGTATTTGAGEAGCEGCACAGAAGCATCTGC
TGCCACCGCGGTCAAAATCACCTTTAGATCTGCATTAGTGGAGACGCGTACCATTGTGCGTTTC
AACAGGCCCTTCCTGATGATCATTGTCCCTACAGACACCCAGAACATCT TCTTCATCAGCARAG
TCACCAATCCCAAGCAAGCCTAA

Protein Sequence ACT variants: MD Gl
SEQ ID N°14

MRGSHHHHHHSRHPNS PLDEENLTQENQDRGTHVDLGLASANVDFAFSLYKQLVLKAPDKNVIF
SPLSISTALAFLSLGAHNTTLTEILKGLKFNLTETSEAET EQSFOHT.LRTI.NQSSDELQL.SMCN
AMFVREQLSLLDRFTEDAKRLYGSEAFATDFQDSAAAKKYL INDYVKNGTRGKITDLIKDLDSQT
MMVLVNY I FFKAKWEMPFDPODTHOSRFYLSKKKWVMVPMMS LEHLTT PYFRDEELSCTVVELK
YTGNASALFILPDQDKMEEVEAMLLPETLKRWRDSLEFREIGELYLPKFST SRDYNLNDILLOL
GIBEAFTSKADLSGITGARNLAVSQVVHKAVLDVFEEGTEASAATAVKITFRSALVETRTIVRF
NRPFLMIIVPTDTONI FFMSKVTNPRKOA



11115

FIG. 8

Serpin Sequences P§  P5 P4 P3 P2 P{ PYM P2 P3 P4 P35

ACTwr  Protein {a.a) % K ! T L L* 8 A L v E
SEQID N 15

DNA (codon) GTC AAA ATC ACC CTC CTT TCT GCA TiA GIG GAG

MD820 Proteinfae) V K I T L R 8 R A V E
SEQID N® 16

DNA (cadan) GTC AAA ATC ACC CTC CBT TCT CBA GCA GTG GAG

MDé2 Protein (a.a) Vv K | T R R* S I D Vv E
SEQID N° 17

DNA (codon) GTC AAA ATC ACC AGG ABEG TCT ATC BAT GTG GAG

MD83  Proteinfaa) V K | R & R S§ E L V E
SEQID N° 18

......................................................................................................................

DNA (codon) GTC AAA ATC AGE GGG AGA TCT GAGB TTA GTG GAG

MD&7 Protein (a.a) v K ] K L R T T L vV E
SEQID N° 19

DNA {codon) GTC AAA ATC AAG CTI AGA ACA ACA TTA GTG GAG

MD61  Protein{a.a) V K i M I R 85 N A V E
SEQID N 20

......................................................................................................................

DNA {codon) GTC AAA ATC AIG ACA AGA TCT AAGC GCA GTG GAG

MD518 Protenfaa) Vv K | T E R V 8§ PV E
SEQ 1D N° 21

......................................................................................................................

DNA{codon) GTC AAA ATC ACC GAG CGT GIC ICE CCE GTG GAG

MDCI  Proteinf@a) V K | T F R 8 A L V E
SEQID N° 22

DNA (codon) GTC AAA ATC ACC TTTI AGA TCT GCA TTA GTG GAG
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