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FIG. 1A: The cDNA (SEQ ID NO:1) and amino acid sequence (SEQ ID NO:2) of 191P4D12.
The start methionine is undetlined. The open reading frame extends from nucleic
acid 264-1796 including the stop codon.

1 ggccgtegttgttggceccacagegtgggaagecagectcectgggggagetecggagecteeccgate

61 acggcttecttgggggtagctacggetgggtgtgtagaacggggecggggetggggetggg
121 tcccctagtggagacccaagtgcgagaggcaagaactcetgcagettectgecttetgggt
181 cagttccttattcaagtctgcagccggctceccagggagatctecggtggaacttcagaaac
1 M P L 5 L G A E M W G P E
241 gctgggcagtctgectttcaaccATGCCCCTGTCCCTGGGAGCCGAGATGTGGGGGCCTG
4 A W L L L L L L L A S F T G R C P A G E
301 AGGCCTGGCTGCTGCTGCTGCTACTGCTGGCATCATTTACAGGCCGGTGCCCCGCGGGTG
34 L E T S DV V TV VL G Q D A KL P C F
361 AGCTGGAGACCTCAGACGTGGTAACTGTGGTGCTGGGCCAGGACGCAAAACTGCCCTGCT
54 Yy R G DS G E QV G Q V A WA AU RV DA G
421 TCTACCGAGGGGACTCCGGCGAGCAAGTGGGGCAAGTGGCATGGGCTCGGGTGGACGCGG
74 E G A Q E L A L L H S K Y G L H V S P A
481 GCGAAGGCGCCCAGGAACTAGCGCTACTGCACTCCAAATACGGGCTTCATGTGAGCCCGG
94 Y E G R V E Q P P P P R N P L D G S V L
541 CTTACGAGGGCCGCGTGGAGCAGCCGCCGCCCCCACGCAACCCCCTGGACGGCTCAGTGE
114 L R N A V Q0 A D E G E Y E C R V 5 T F P
601 TCCTGCGCAACGCAGTGCAGGCGGATGAGGGCGAGTACGAGTGCCGGGTCAGCACCTTCC
134 A G S F Q ARL R L RV L V P P L P S L
661 CCGCCGGCAGCTTCCAGGCGCGGCTGCGGCTCCGAGTGCTGGTGCCTCCCCTGCCCTCAC
%4 N P G P A L E E G Q G L T L A A S5 C T A
721 TGAATCCTGGTCCAGCACTAGAAGAGGGCCAGGGCCTGACCCTGGCAGCCTCCTGCACAG
174 E G S P AP SV T WD TEV K G T T S S
781 CTGAGGGCAGCCCAGCCCCCAGCGTGACCTGGGACACGGAGGTCAAAGGCACAACGTCCA
1949 R S F K H S R S A AV T S E F H L V P S
841 GCCGTTCCTTCAAGCACTCCCGCTCTGCTGCCGTCACCTCAGAGTTCCACTTGGTGCCTA
24 R S M N G Q P L T C V V S H P G L L QO D
901 GCCGCAGCATGAATGGGCAGCCACTGACTTGTGTGGTGTCCCATCCTGGCCTGCTCCAGG
234 O R I T H I L HV S F L A E A S V R G L
961 ACCAAAGGATCACCCACATCCTCCACGTGTCCTTCCTTGCTGAGGCCTCTGTGAGGGGCC
254 E D Q N L W H I G R E G A ML K C L S E
1021 TTGAAGACCAAAATCTGTGGCACATTGGCAGAGAAGGAGCTATGCTCAAGTGCCTGAGTG
274 G Q P P P S Y NWT TIRUL DG P L P S G V
1081 AAGGGCAGCCCCCTCCCTCATACAACTGGACACGGCTGGATGGGCCTCTGCCCAGTGGGG
24 R V D G D T L G F P P L T T E H S G I Y
1141 TACGAGTGGATGGGGACACTTITGGGCTTTCCCCCACTGACCACTGAGCACAGCGGCATCT
34 Vv ¢ H V $S$ N E F S S R D S Q V T V D V L
1201 ACGTCTGCCATGTCAGCAATGAGTTCTCCTCAAGGGATTCTCAGGTCACTGTGGATGTTC
334 D P Q ED S G K VDL VS A S V V V V
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1261 TTGACCCCCAGGAAGACTCTGGGAAGCAGGTGGACCTAGTGTCAGCCTCGGTGGTGGTGG
3% G V I A AL L F CL L VVVV VL M S R
1321 TGGGTGTGATCGCCGCACTCTTGTTCTGCCTTCTGGTGGTGGTGGTGGTGCTCATGTCCC
374 Y H R R K AQ QM T Q K Y EEE L T L T
1381 GATACCATCGGCGCAAGGCCCAGCAGATGACCCAGAAATATGAGGAGGAGCTGACCCTGA
34 R E N $ I R R L H S H H T D P R S Q P E
1441 CCAGGGAGAACTCCATCCGGAGGCTGCATTCCCATCACACGGACCCCAGGAGCCAGCCGG
414 E S V G L R A E G H P D S L K D N S S5 C
1501 AGGAGAGTGTAGGGCTGAGAGCCGAGGGCCACCCTGATAGTCTCAAGGACAACAGTAGCT
434 S v M s E E P E G R S Y s T L T T V R E
1561 GCTCTGTGATGAGTGAAGAGCCCGAGGGCCGCAGTTACTCCACGCTGACCACGGTGAGGG
454 I E T QQ T E L L S P G S G R A E E E E D
1621 AGATAGAAACACAGACTGAACTGCTGTCTCCAGGCTCTGGGCGGGCCGAGGAGGAGGAAG
474 ©Q D E G I K 0 A MNHF V Q E N G T L R
1681 ATCAGGATGAAGGCATCAAACAGGCCATGAACCATTTTGTTCAGGAGAATGGGACCCTAC
494 A K P T G N G I Y I N G R G H L Vv *
1741 GGGCCAAGCCCACGGGCAATGGCATCTACATCAATGGGCGGGGACACCTGGTCTGACcca
1801 ggcctgectcecttecctaggectggectecttetgttgacatgggagattttageteate
1861 ttgggggcctccttaaacacccccatttcecttgecggaagatgctcececcatecccactgactyg
1921 cttgacctttacctccaacccttetgttcategggagggctceccaccaattgagtetetee
1981 caccatgcatgcaggtcactgtgtgtgtgcatgtgtgecctgtgtgagtgttgactgactyg
2041 tgtgtgtgtggaggggtgactgtccgtggaggggtgactgtgtceccgtggtgtgtattatg
2101 ctgtcatatcagagtcaagtgaactgtggtgtatgtgccacgggatttgagtggttgegt
2161 gggcaacactgtcagggtttggcgtgtgtgtcatgtggctgtgtgtgacctctgectgaa
2221 aaagcaggtattttctcagaccccagagcagtattaatgatgcagaggttggaggagaga
2281 ggtggagactgtggctcagacccaggtgtgegggcatagetggagetggaatetgectee
2341 ggtgtgagggaacctgtctectaccacttceggagecatgggggcaagtgtgaagecageca
2401 gtccctgggtcagccagaggettgaactgttacagaagecectetgecctetggtggecte
2461 tgggcctgctgcatgtacatattttctgtaaatatacatgegeccgggagettettgeagg
2521 aatactgctccgaatcacttttaatttttttettttttttttettgecectttecattagt
2581 tgtattttttatttatttttatttttatttttttttagagatggagtctcactatgttge
2641 tcaggctggccttgaactcctgggetcaagcaatectectgectecagectecctagtage
2701 tgggactttaagtgtacaccactgtgcctgctttgaatcctttacgaagagaaaaaaaaa
2761 attaaagaaagcctttagatttatccaatgtttactactgggattgcttaaagtgaggee
2821 cctccaacaccagggggttaattectgtgattgtgaaaggggctacttccaaggecatett
2881 catgcaggcagccecttgggagggcacctgagagetggtagagtectgaaattagggatgt
2941 gagcctcegtggttactgagtaaggtaaaattgcatccaccattgtttgtgataccttagg
3001 gaattgcttggacctggtgacaagggctcctgttcaatagtggtgttggggagagagaga
3061 gcagtgattatagaccgagagagtaggagttgaggtgaggtgaaggaggtgctgggggtyg
3121 agaatgtcgcctttcccectgggttttggatcactaattcaaggetettetggatgttte
3181 tctgggttggggctggagttcaatgaggtttatttttagctggeccacccagatacacte
3241 agccagaatacctagatttagtacccaaactcttcecttagtctgaaatctgctggatttet
3301 ggcctaagggagaggctcccatccttegttceccccageccagectaggacttecgaatgtgga
3361 gcctgaagatctaagatcctaacatgtacattttatgtaaatatgtgcatatttgtacat FIG 1A
3421 aaaatgatattctgtttttaaataaacagacaaaacttgaaaaa (Continued)
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FIG. 1B: The cDNA (SEQ ID NO:3) and amino acid sequence (SEQ ID NO:4) of
Ha22-2(2,4)6.1 heavy chain. Double-underlined is the leader sequence, underlined is the heavy
chain variable region, and underlined with a dashed line is the human IgG1 constant region.

M E L G L C WV F L V A I L E
GGTGATCAGCACTGAACACAGAGGACTCACCATGGAGTTGGGEECTGTGCTGGGTTTTCCTTGTTGCTATTTTAGA
-GV Q C EV QL VESGGGLVQPGG S L R L S
76 AGCTGTCCAGTGTGAGGTGCAGCTGGTGGAGTCTGCGGGAGGCTTGGTACAGCCTGCGGEGEETCCCTGAGACTCTC

+-C A A S GFTVPFSSYNMNWVURQAUPGI K G L E
151 CTGTGCAGCCTCTGGATTCACCTTCAGTAGCTATAACATGAACTGGGETCCGCCAGGCTCCAGGGAAGGGGCTGGA
‘W Vs yI SsSss S s SsS T I YYADSVKGRUETTI S
226 GTGGETTTCATACATTAGTAGTAGTAGTAGTACCATATACTACGCAGACTCTGTGAAGGGCCGATTCACCATCTC
-R DNAKDNSL SL QMNSLRDETDTA AV Y Y C
301 CAGAGACAATGCCAAGAACTCACTGTCTCTGCARAATGAACAGCCTGAGAGACGAGGACACGGCTGTGTATTACTG
AR AYYYGMDVWGQGTTV TV S S A S T K
376 TGCGAGAGCATACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGCCTCCACCAA
-G P S VF PLAPS S KSTSGGTAATLGT CULYV
451 GEGCCCATCAGTCTTCCCCCTGACACCCTCCTCCAAGAGCACCTCTGGAGECACAGCGACCCTEAGCTGOCTGET
K DY F P E PVTV S WNSGALTS GV HTUFP
526 CAAGGAGTACTTCCCCGAACCGGTGACGATGTCETGGAACTCAGGCGCCCTGACCAGCGACGTGCAGACCTTCCT
AV L Q S S GL Y SL S SsSvVvVyV TV PSS S L G TOQ
601  GGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGETGACCGTGCCCTCCAGCAGCTTGGECACCCA
-T Yy I ¢C NV N HK P S N T KV D KU RV E P K S C D
676  GACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAARTCTTGTGA
-K T H T C?PPC?PAPUEULULGSGU©PS SV EFEFLF P PK
751 CAAAACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCARAA

=

826 ACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGETCACATGCGTGETGETGGACGTGAGCCACGRAGACCC
E VK FNWY VDGV EVHNAIZKTIZ KPR REZE QY

901  TGAGGTCAAGTTCAACTGGTACGTGGACCECCTGEAGGTCCATAATGCCARGACAAAGCCCCCGGAGGAGCAGTA
‘N S T YRV V S VL TVILHOQDWTI LN GIE KEYKTC

976 CAACAGCACGTACCGTGIGOTCAGCGTCCTCACCGTCCTECACCAGGACTCOCTGAATCOCAAGGAGTACRACGTG
K vVs NKALPAUPTIUEI KT TTISI KA AIZ KT GO OQUPIRE P

1051 CRAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARRACCATCTCCAAAGCCARAGGCCAGCCCCERAGRACC
‘Q vy TLPPSREIEMTIE KNOQV S L TZ CTILVKG

1126 ACAGGTGTACACCCTGCOCCCATCCCGEGAGGAGATGACCAAGAACCAGCTCAGCCTGACCTGCCTGGTCARAGE
+F Y P S DIAVEWESNOGOQPENNYZ KTTPP

1201 CTICTATCOCAGCGACATCGCCGTGGAGTGOGAGAGCARTCCECAGCCEGAGAACAACTACAAGACCACGCCTCC
v L. b sSDGSFFLYS KU LTVDI KS S RWOQO QO G N

1276 COIGCTGRACTCCGACGGCTCCTTCTICCTCTATAGCARGCTCACCGTGGACARGAGCACCTGECAGCAGCEGAA

'V F S CSVMHEATLHNHYTOQZKS LS UL S PG
1351 COICTTICTCATGCTCCGTGATGCATGAGCCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGICCCCGRG

FIG. 1C: The cDNA (SEQ ID NO:5) and amino acid sequence (SEQ ID NO:6) of
Ha22-2(2,4)6.1 light chain. Double-underlined is the leader sequence, underlined is the light
chain variable region, and undetlined with a dashed line is the human kappa constant region.

M D MRV PAQLL GIL L L L WF

1  AGICAGACCCAGTCAGGACACAGCAIGGACATGAGGGTCCCCGCTCAGCTCCTCGEECTCCTGCTGCTCTGGITC
P &GS RCDIOQMTOQS PSSV SA SV GDIRVT

76 CCAGGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTTGGAGACAGAGTCACC
I T C R A S Q G I S GWUIL AWYOQOQOQI KUP G KA AUTPIK

151  ATCACTTGTCGGGCGAGTCAGGGTATTAGCGGCTGGTTAGCCTGGTATCAGCAGAAACCAGGGARAGCCCCTAAG
F L I YA ASTULOS GV PSU RUFS GS G S GG TD

226 TTCCTGATCTATGCTGCATCCACTTTGCAAAGTCGGGTCCCATCAAGGTTCAGCGCCAGCTCGATCTCGGACAGAT
rF T L T I S S L QPEDUFATY Y COQ QANZSF P

301 TTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCT
P T F GG GTKVETI K RTVAAUPS SV F I F PP

376 CCCACTTTCGGCGGAGGGACCAAGCTCGAGATCAAACGAACTCTCGCTGCACCATCTGTCTTCATCTTCCCGCCA
s DEOILI KSGTASVV CLIL NN FY P RE A K

451 TCTGATGAGCAGTTGAMATCTGGAACTGCCTCTGTTGTGTGCCTGCTGARTARCTTCTATCCCAGAGAGGCCARA
vV Q W K V D NAL QS GN S QE SV TEOQQD S KD

526 GTACAGTGGAAGGTGGATAACGCCCTCCANTCGGGTARCTCCCAGGAGAGTGTCACAGAGCAGGACAGCARGGAC
s Ty s L s s TUL TUL S KA ADJYEI KHI KV Y A CE

601  AGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCARAGCAGACTACGAGARACACARAGTCTACGCCTGCGAR

v T HQ L S s PV TIKSFNIRGE C *
676 GTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG
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FIG. 1D: The amino acid sequence (SEQ ID NO:7) of Ha22-2(2,4)6.1 heavy chain.
Double-underlined is the leader sequence, underlined is the heavy chain variable region,
(SEQ ID NO:22, which is the sequence ranging from the 20th to the 136th amino acid
of SEQ ID NO:7) and underlined with a dashed line is the human IgG1 constant region.

1 MELGLCWVFLVAITLEGVQCEVQLVESGGGLVQPGGSLRLSCAASGETESS
51 YNMNWVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISRDNAKNSLSL

101 QMNSLRDEDTAVYYCARAYYYGMDVWGQGTTVTVSSASTKGPSVEFPLAPS

151 SKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYS

201 LSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPA

251 PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDG

301 VEVHNAKTKPREEQYNSTYRVVSVLTVLHQODWLNGKEYKCKVSNKALPAP

351 IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

401 ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEA

451 LHNHYTQKSLSLSPGK

FIG. 1E: The amino acid sequence (SEQ ID NO:8) of Ha22-2(2,4)6.1 light chain. Double-

underlined is the leader sequence, underlined is the light chain variable region (SEQ ID

NO:23, which is the sequence ranging from the 23rd to the 130th amino acid of SEQ
ID NO:8), and underlined with a dashed line is the human kappa constant region.

1 MDMRVPAQLLGLLLIWEPGSRCDIQOMTQSPSSVSASVGDRVTITCRASQG

51 ISGWLAWYQOKPGKAPKFLIYAASTLQSGVPSRESGSGSGTDFTLTISSL

101 QPEDFATYYCQQOANSFPPTFGGGTKVEIKRTVAAPSVEIFPPSDEQLKSG

151 TASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSST

201 LTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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