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       Cell

<130>  092921

<150>  JP 2018-152526
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<160>  16    

<170>  PatentIn version 3.5

<210>  1
<211>  2615
<212>  DNA
<213>  Homo sapiens

<220>
<221>  CDS
<222>  (41)..(634)

<220>
<221>  sig_peptide
<222>  (41)..(94)

<220>
<221>  mat_peptide
<222>  (95)..(634)

<400>  1
actcgccgca gcctgcgcgc cttctccagt ccgcggtgcc atg gcc ccc gcc cgt         55
                                            Met Ala Pro Ala Arg           
                                                        -15               

ctg ttc gcg ctg ctg ctg ttc ttc gta ggc gga gtc gcc gag tcg atc        103
Leu Phe Ala Leu Leu Leu Phe Phe Val Gly Gly Val Ala Glu Ser Ile           
            -10                 -5              -1  1                     

cga gag act gag gtc atc gac ccc cag gac ctc cta gaa ggc cga tac        151
Arg Glu Thr Glu Val Ile Asp Pro Gln Asp Leu Leu Glu Gly Arg Tyr           
    5                   10                  15                            

ttc tcc gga gcc cta cca gac gat gag gat gta gtg ggg ccc ggg cag        199
Phe Ser Gly Ala Leu Pro Asp Asp Glu Asp Val Val Gly Pro Gly Gln           
20                  25                  30                  35            

gaa tct gat gac ttt gag ctg tct ggc tct gga gat ctg gat gac ttg        247
Glu Ser Asp Asp Phe Glu Leu Ser Gly Ser Gly Asp Leu Asp Asp Leu           
                40                  45                  50                

gaa gac tcc atg atc ggc cct gaa gtt gtc cat ccc ttg gtg cct cta        295
Glu Asp Ser Met Ile Gly Pro Glu Val Val His Pro Leu Val Pro Leu           
            55                  60                  65                    
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gat aac cat atc cct gag agg gca ggg tct ggg agc caa gtc ccc acc        343
Asp Asn His Ile Pro Glu Arg Ala Gly Ser Gly Ser Gln Val Pro Thr           
        70                  75                  80                        

gaa ccc aag aaa cta gag gag aat gag gtt atc ccc aag aga atc tca        391
Glu Pro Lys Lys Leu Glu Glu Asn Glu Val Ile Pro Lys Arg Ile Ser           
    85                  90                  95                            

ccc gtt gaa gag agt gag gat gtg tcc aac aag gtg tca atg tcc agc        439
Pro Val Glu Glu Ser Glu Asp Val Ser Asn Lys Val Ser Met Ser Ser           
100                 105                 110                 115           

act gtg cag ggc agc aac atc ttt gag aga acg gag gtc ctg gca gct        487
Thr Val Gln Gly Ser Asn Ile Phe Glu Arg Thr Glu Val Leu Ala Ala           
                120                 125                 130               

ctg att gtg ggt ggc atc gtg ggc atc ctc ttt gcc gtc ttc ctg atc        535
Leu Ile Val Gly Gly Ile Val Gly Ile Leu Phe Ala Val Phe Leu Ile           
            135                 140                 145                   

cta ctg ctc atg tac cgt atg aag aag aag gat gaa ggc agc tat gac        583
Leu Leu Leu Met Tyr Arg Met Lys Lys Lys Asp Glu Gly Ser Tyr Asp           
        150                 155                 160                       

ctg ggc aag aaa ccc atc tac aag aaa gcc ccc acc aat gag ttc tac        631
Leu Gly Lys Lys Pro Ile Tyr Lys Lys Ala Pro Thr Asn Glu Phe Tyr           
    165                 170                 175                           

gcg tgaagcttgc ttgtgggcac tggcttggac tttagcgggg agggaagcca             684
Ala                                                                       
180                                                                       

ggggattttg aagggtggac attagggtag ggtgaggtca acctaatact gacttgtcag      744

tatctccagc tctgattacc tttgaagtgt tcagaagaga cattgtcttc tactgttctg      804

ccaggttctt cttgagcttt gggcctcagt tgccctggca gaaaaatgga ttcaacttgg      864

cctttctgaa ggcaagactg ggattggatc acttcttaaa cttccagtta agaatctagg      924

tccgccctca agcccatact gaccatgcct catccagagc tcctctgaag ccagggggct      984

aacggatgtt gtgtggagtc ctggctggag gtcctccccc agtggccttc ctcccttcct     1044

ttcacagccg gtctctctgc caggaaatgg gggaaggaac tagaaccacc tgcaccttga     1104

gatgtttctg taaatgggta cttgtgatca cactacggga atctctgtgg tatatacctg     1164

gggccattct aggctctttc aagtgacttt tggaaatcaa ccttttttat ttggggggga     1224

ggatggggaa aagagctgag agtttatgct gaaatggatt tatagaatat ttgtaaatct     1284

atttttagtg tttgttcgtt tttttaactg ttcattcctt tgtgcagagt gtatatctct     1344

gcctgggcaa gagtgtggag gtgccgaggt gtcttcattc tctcgcacat ttccacagca     1404

cctgctaagt ttgtatttaa tggtttttgt ttttgttttt gtttgtttct tgaaaatgag     1464

2



agaagagccg gagagatgat ttttattaat tttttttttt tttttttttt tttactattt     1524

atagctttag atagggcctc ccttcccctc ttctttcttt gttctctttc attaaacccc     1584

ttccccagtt ttttttttat actttaaacc ccgctcctca tggccttggc cctttctgaa     1644

gctgcttcct cttataaaat agcttttgcc gaaacatagt ttttttttag cagatcccaa     1704

aatataatga aggggatggt gggatatttg tgtctgtgtt cttataatat attattattc     1764

ttccttggtt ctagaaaaat agataaatat atttttttca ggaaatagtg tggtgtttcc     1824

agtttgatgt tgctgggtgg ttgagtgagt gaattttcat gtggctgggt gggtttttgc     1884

ctttttctct tgccctgttc ctggtgcctt ctgatggggc tggaatagtt gaggtggatg     1944

gttctaccct ttctgccttc tgtttgggac ccagctggtg ttctttggtt tgctttcttc     2004

aggctctagg gctgtgctat ccaatacagt aaccacatgc ggctgtttaa agttaagcca     2064

attaaaatca cataagatta aaaattcctt cctcagttgc actaaccacg tttctagagg     2124

cgtcactgta tgtagttcat ggctactgta ctgacagcga gagcatgtcc atctgttgga     2184

cagcactatt ctagagaact aaactggctt aacgagtcac agcctcagct gtgctgggac     2244

gacccttgtc tccctgggta gggggggggg aatgggggag ggctgatgag gccccagctg     2304

gggcctgttg tctgggaccc tccctctcct gagaggggag gcctggtggc ttagcctggg     2364

caggtcgtgt ctcctcctga ccccagtggc tgcggtgagg ggaaccaccc tcccttgctg     2424

caccagtggc cattagctcc cgtcaccact gcaacccagg gtcccagctg gctgggtcct     2484

cttctgcccc cagtgccctt ccccttgggc tgtgttggag tgagcacctc ctctgtaggc     2544

acctctcaca ctgttgtctg ttactgattt tttttgataa aaagataata aaacctggta     2604

ctttctaaaa a                                                          2615

<210>  2
<211>  198
<212>  PRT
<213>  Homo sapiens

<400>  2

Met Ala Pro Ala Arg Leu Phe Ala Leu Leu Leu Phe Phe Val Gly Gly 
            -15                 -10                 -5          

Val Ala Glu Ser Ile Arg Glu Thr Glu Val Ile Asp Pro Gln Asp Leu 
    -1  1               5                   10                  

Leu Glu Gly Arg Tyr Phe Ser Gly Ala Leu Pro Asp Asp Glu Asp Val 
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15                  20                  25                  30  

Val Gly Pro Gly Gln Glu Ser Asp Asp Phe Glu Leu Ser Gly Ser Gly 
                35                  40                  45      

Asp Leu Asp Asp Leu Glu Asp Ser Met Ile Gly Pro Glu Val Val His 
            50                  55                  60          

Pro Leu Val Pro Leu Asp Asn His Ile Pro Glu Arg Ala Gly Ser Gly 
        65                  70                  75              

Ser Gln Val Pro Thr Glu Pro Lys Lys Leu Glu Glu Asn Glu Val Ile 
    80                  85                  90                  

Pro Lys Arg Ile Ser Pro Val Glu Glu Ser Glu Asp Val Ser Asn Lys 
95                  100                 105                 110 

Val Ser Met Ser Ser Thr Val Gln Gly Ser Asn Ile Phe Glu Arg Thr 
                115                 120                 125     

Glu Val Leu Ala Ala Leu Ile Val Gly Gly Ile Val Gly Ile Leu Phe 
            130                 135                 140         

Ala Val Phe Leu Ile Leu Leu Leu Met Tyr Arg Met Lys Lys Lys Asp 
        145                 150                 155             

Glu Gly Ser Tyr Asp Leu Gly Lys Lys Pro Ile Tyr Lys Lys Ala Pro 
    160                 165                 170                 

Thr Asn Glu Phe Tyr Ala 
175                 180 

<210>  3
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #6

<400>  3
gguccuggca gcucugauut t                                                 21

<210>  4
<211>  21
<212>  DNA
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<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #6

<400>  4
aaucagagcu gccaggacct t                                                 21

<210>  5
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #7

<400>  5
aggaugaagg cagcuaugat t                                                 21

<210>  6
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #7

<400>  6
ucauagcugc cuucauccut t                                                 21

<210>  7
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #10

<400>  7
gcaagaaacc caucuacaat t                                                 21

<210>  8
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #10

<400>  8
uuguagaugg guuucuugct t                                                 21

<210>  9
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<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #1

<400>  9
cuacugcuca uguaccguat t                                                 21

<210>  10
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #1

<400>  10
uacgguacau gagcaguagg a                                                 21

<210>  11
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #2

<400>  11
gcuaugaccu gggcaagaat t                                                 21

<210>  12
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #2

<400>  12
uucuugccca ggucauagct g                                                 21

<210>  13
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of siRNA #3

<400>  13
ccaagaaacu agaggagaat t                                                 21
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<210>  14
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of siRNA #3

<400>  14
uucuccucua guuucuuggg t                                                 21

<210>  15
<211>  19
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Sense strand of negative control siRNA

<400>  15
auccgcgcga uaguacgua                                                    19

<210>  16
<211>  19
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Antisense strand of negative control siRNA

<400>  16
auccgcgcga uaguacgua                                                    19
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