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agaagageccg
atagctttag
ttccccagtt
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aatataatga
ttcecttggtt
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Artificial Sequence

Antisense strand of siRNA #6
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aggaugaagg cagcuaugat t
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6

21

DNA
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Antisense strand of siRNA #7
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Sense strand of siRNA #10
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12

uucuugccca ggucauaget g

<210>
AN D2
212>
213>

<2207
<223>

<400>

13

21

DNA

Artificial Sequence

Sense strand of siRNA #3
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Antisense strand of negative control siRNA

16

auccgegega uaguacgua 19



