ol
<110>
<120>

<160> 10

<170>

<210> 1

<211> 363
<212> DNA
<213>

<400> 1
caggtgcagc
acttgtaccg
cccggaaagg
agcgccgtga
aagctgtcta
tggtacgcca
tct

<210> 2

<211> 121
<212> PRT
<213>

<400> 2
Gln val

1

Thr Leu

Gln
Ser
Asn

35
Val

Asp Leu

Gly Ile
50

Ser Arg

65

Lys Leu

Val
Ser
Arg Gly Gly

Thr
115

Gln Gly

<210> 3
<211> 321

tgcaggaaag
tgtccggatt
gcctggagtg
agagccgcegt
gcgtgacagc
ccagctacta

Leu

5
Leu Thr
20
Trp Ile

Trp Gly

Thr Ile

Val
85
Trp

Ser

Tyr
100

Leu Val

Gln Glu Ser
Cys
Arg
Asp
Ser
70
Thr
Tyr

Thr

IR EYMELHRAE
LA KR F B ST R LR R H g f B R0 N R

SIPOSequencelisting 1.0

ST FEHUAH26L17 B4 AT AL R BIA%E

cggaccagga
cgatctgagc
gatcggtatc
gacaatcagc
cgccgataca
cttcgactat

Gly

Thr Val

Gln Pro
40
Gly Ser
55
Lys Asp

Ala Ala

Ala Thr

Val Ser

120

ctggtgaagc
ggctacgacc
gtctggggag
aaggacacca
gcagtgtact
tggggccagg

Pro Gly Leu

10
Ser Gly Phe
25
Pro

Gly Lys

Ser Asp Tyr

Thr Ser Lys
75
Thr Ala
90

Tyr

Asp

Ser
105
Ser

Tyr

eI (Artificial

ctagcgagac
tgaattggat
acggcagcag
gcaagaacca
attgcgtgceg
gaacactggt

HSE I AH26L17 EHE A L R R EERF I (Artificial

Val Lys Pro

Ser
30
Glu

Asp Leu
Leu
45
Ser

Gly

Asn Ala

60

Asn Gln Phe

Val Tyr Tyr

Phe Asp Tyr

110

Sequence)

cctgagcctg
cagacagcct
cgattacaac
gttcagcctg

gggcggctat
gaccgtgtct

Sequence)

Ser Glu
15
Gly Tyr

Trp Ile

Val Lys
Leu
80
Val

Ser

Cys
95

Trp Gly

60
120
180
240
300
360
363



<212>
<213>

DNA

<400> 3

gatatccaga
atcacttgca
ggcaaggccc
agattcagcg

gaggacatcg
ggaacaaagc

<210> 4

<211> 107
<212> PRT
<213>

<400> 4
Asp Ile
1
Asp

Gln

Arg Val

Leu Asn Trp

35

Tyr Tyr Thr
50

Ser Gly Ser

65

Glu

Asp Ile

Thr Phe Gly

<210> 5
<211> 8
<212> PRT
<213>

<400> 5

tgacccagag
gagccagcga
ccaagctgct
gaagcggcag
ccacctacta
tggagatcaa

Met

5
Thr Ile
20
Tyr Gln

Ser Arg

Gly Thr

Ala Thr
85
Gln Gly

100

Thr Gln
Thr
Gln
Phe
Asp
70
Tyr

Thr

ccccagctct
gagcatcagc
gatctactac
cggcaccgac
ttgccagcag
g

Ser Pro

Cys Arg
Pro
40
Ser

Lys

His
55
Phe Thr

Tyr Cys

Lys Leu

Gly Phe Asp Leu Ser Gly Tyr Asp

1

<210> 6
<211> 7
<212> PRT
<213>

<400> 6

5

Val Trp Gly Asp Gly Ser Ser

1

5

ctgtcagcca
agcaacctga
accagcagat
tttaccttca
gagcacaccc

Ser Leu
10

Ser

Ser

Ala
25
Gly

Glu

Lys Ala

Gly val Pro

Phe Thr Ile

75

Gln Gln Glu
90

Glu Ile

105

Lys

BHE AP X B AMNRTE X 1 (HCDR1)

BRI R B MR TE X 2 (HCDR2)

HE PRI AH26 L1774 Al X R B E BRI+ 51| (Artificial

gcgtgggega
attggtacca
tccacagcgg
ccatcagctc
tgccctttac

Ser Ala Ser

Ile Ser
30

Leu

Ser

Pro Lys

45

Ser Arg Phe

60

Ser Ser Leu

His Thr Leu

Sequence)

tagagtgacc
gcagaagcca
cgtgcctagc
tctgcagccc
ctttggccag

PR lEinAH26 L1732 a2 R R EBRF 51 (Artificial Sequence)

Val
15
Ser

Gly
Asn

Leu Ile

Ser Gly

Gln Pro
80
Pro Phe

95

60
120
180
240
300
321



<210> 7
<211> 15

<212> PRT

<213> EHFAFRXENRERX3(HCDR3)

<400> 7
Val Arg Gly Gly Tyr Trp Tyr Ala Thr Ser Tyr Tyr Phe Asp Tyr
1 5 10 15

<210> 8
<211> 6

<212> PRT

<213> BRHEAIARBEHRER1(LCDRL)

<400> 8
Glu Ser Ile Ser Ser Asn
1 5

210> 9

<211> 3

<212> PRT

<213> BRI FRBHRERX2(LCDR2)

<400> 9
Tyr Thr Ser
1

<210> 10
<211> 9

<212> PRT

<213> REAIARBHRERX3(LCDR3)

<400> 10
Gln Gln Glu His Thr Leu Pro Phe Thr
1 5



