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1,072 cases
» Lymph node negative
» No chemotherapy
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Define prognostic groups
Good prognosis: > 10 yrs no metastasis
Poor prognosis: < 5 yrs mutastasis occurrence
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Good prognosis: 275 cases
Poor prognosis: 218 cases
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Identify genes exhibiting significant difference in
expression level among prognostic groups (SAM)
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b

Principal component analysis (PCA)
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(PC1): Proliferation (PCZ) Immune response
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Condition for prognostic gene selection
» Principal component analysis result
*  Quartile range

»  Mean expression level
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Prognostic genes
Proliferation: 4 genes
Immune response: 5 genes
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Development of prognosis prediction
model (AFT model)
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