<110> STEM
<120>
<130>

<140>
<141>

<150>
<151>

<160> 403
<170>
<210> 1

<211> 4249
<212> DNA
<213> Homo

<400> 1
gatccccggce

ggcagcggcg
ccgcgcccaa
ccgcaaccag
tggctcacgg
aggagacaga
actttgtcac
tcctacaaga
ctgacccacc
gccctgtett
aggagggacc
ctccagggcc
cccccagcag
ttgcagaggt
cagcttcagg
ccacagtcca
actcccctac
ctgtctaccc
agacagtgac

tcctgctgeg

CENTRX,

11200.0014-00304

61/603,203
2012-

02-24

sapiens

gccgtcgeca
gtgacggctg
gccccaccaa
caccatgcgc
actctcttta
tggcgagctg
aacagccccce
ggggctggaa
tgcacccttce
taccagcccc
ctggagtccg
cagcatggca
agcctggaca
tgtgtcccag
agatgatgag
gacaccaggc
agacctcagc
tggctatggc
tgtggaaggc

gggccaagtc

SEQUENCE LISTING

INC.

PatentIn version 3.5

ggcgctggcce
cggccccgcet
gccececccgece
ccggtagccce
gaggccccaa
acagcagccc
accttgaagc
aagggagatg
accccaagtc
actccagcca
gagtcagagt
gtgcccacce
ccaacccaag
ggcgcaggga
gagaccacca
ccttgtagct
tcccceccactg
gtggaaatca

ctgggggggc

atccgcagcce

NOVEL MODULATORS AND METHODS OF USE

gtggtgctga
ccctctaccce
ctccecgecge
tgctgctcct
ccgtggggaa
ccacacctga
tgctcaacca
aggagctgag
cccttccecg
tggctgeggt
cccctatget
taggcccagg
agggtcctgg
tcgggatcca
ctaccaccac
ggaatttctc
atgttggcct
aggtccagaa
ctgacccact

ccacccacca

ttctgtcagg
ggccggaccce
ggtcccagcc
gccctcgetg
aggacaagcc
gcagccagaa
ccacccgctg
gccagcactg
cctggccaac
acccactcag
tcgaatcaca
ggagatagcc
agacatggga
ggggaccatc
catcatcacc
aggcccagag
ggactgcttc
tatcagcctc
gcccctggece

agcggccctg

cgctggcggce
ggctctgccce
cagggcgcgg
ctggcgctcce
ccaggcatcg
cgaggcgtcc
cttgaggaat
cccttccage
caggacagcc
ccccagtcca
gctcccctac
agcactacac
aggccgtggg
acctcctcca
accaccatca
ggctctctgg
ttctacatct
¢gggaagggg
aaccagtctt

aggttccaga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200



gcctececgece
gctgccactt
ggggtagtgce
cctgtctcaa
gcggcggagt
actacagcaa
acctgcactt
gggacaacgt
agggcctgct
cagctgcagg
ttgtcaaata
agttcagctg
acccccacga

agatcacaga

ggcaggattg
gagtgctgcg
cccgggttet
ctgatgtcac
gcttcgtcat
tccccaatgg
accagtgcta
taacttggag
atgtggagca
aatatatctg
gccaggctgg
agccatgcca
acccagcagg
ccagcatcaa
gggctgcctce
ctgcctccag
cgatggtgtt

ccctgcagcet

accggctgge
tccecegtegt
ccgcttccat
tgccacccag
gatccgcaat
caacctcacc
tgagaaggtt
ggaggcccca
cagctctggc
catggccctg
cggtaacttc
cgaccctggc
cccccagtgg
ctcggctggce
tatctggggt
cataggccct
gggccagtac
cattcagttc
ccacttcttt
ctggaagagc
ccctggctac
tgaggacctg
cagccgacgc
tgaccagggt
cagccccaag
tggtctcagt
ggccaccatc
gtgtgtgcct
tctggatggg
caccctggat
gttggtagga

gcccecgecce

cctggcacct
ccagcttatg
tgtgccactg
cccttectggg
gccaccaccg
tgtcactggce
tccectggecag
ccagtgtatg
aaacacttct
cgctatgagg
agcagcagca
tacaccctgg
aatgagacag
gtggtactct
gtgcatgtgg
ggtgatgtgce
tcagggcccce
cagtcggacc
gaggtgcccc
ccatcgcagce
caggtagtgg
ccctecatgcec
ctcatatcca
tttgtgctga
tggagtgacc
gcccctgaga
cacttctcgt
gggcacccct
ttctacaaca
gctgcccaca
ggtgtatact

cgccececcgec

tccatttcca
gagatgtgac
gctaccagct
attcaaagga
gccgcatcgt
tgcttgaggce
aggatgatga
attcctatga
ttgttgagct
ccttccagca
cacccaccta
agcagggctc
agccagcctg
ctcccaactg
aagaggacaa
ttaccttcta
gtagccactt
ccgggacctce
gcaatgacac
ctgagctagt
gatccagtgt
agagggtgac
gccccaagtt
tgggcagctc
gggcccctaa
atggtgcccg
gtgcccctgg
cgcattggag
gtcgcagcect
ttgcagctgce
tctacttctc

cctacaaccg

ttaccaagcc
tgtcaccagc
gaagggcgcc
gcccgtetge
ctctccaggce
tcctgagggce
caggctcatc
ggtggaatac
cagtactgac
gggccattgce
ccctgtgggt
catcatcatc
ccgagccgtg
gccagagccc
gcgcatcatg
tgatggggat
caagctcttt
agtgctgggce
atgtccggag
gcacggcacc
cctcatgtgce
ttcctgecac
tcecegtgggg
catcctcacc
atgtctcctg
aagtcctgag
ctatgtgctg
tgacccccca
ggatgttgcc
catcttcttg
caggctccag

cattaccata

tatctcctga
ctccacccag
aggcatctca
atcgctgett
ttccecgggea
cagcggctac
attcgcaatg
ctgcccattg
agcagcgggg
tatgagccct
accactgtgg
gagtgtgttg
tgcagcgggg
tacggtcgtg
ctggacatcc
gacctgacgg
acctccatgg
taccagcagg
ctgcctgaga
gtggtcactt
cagtgggacc
gatcctggag
gccaccgtgce
tgccatgatc
gaacagctca
aagcagctac
aagggccagg
cccatctgta
aaggcacctg
ccactggtgg
ggaaaaagct

gagtcagcgt

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120



ttgacaatcc
gtctccatct
agcaaggctc
tgccaccaag
tttcttggtg
ctgtgggaag
gccctggacc
atcccgceccect
agggtactcc
tagtcctggce
agttctgcct
agggggaccc
gcaggacacg
gatgtttatt
acttgtcagg
tctggagagg
gccccaggga

ggggtctggg

tgtttttgga

<210> 2

<211> 4234
<212> DNA
<213> Homo

<400> 2
gatccccggce

ggcagcggcg
ccgcgcccaa
ccgcaaccag
tggctcacgg
aggagacaga
actttgtcac
tcctacaaga
ctgacccacc

gccctgtett

aacttacgag
aggtgggggc
cttgcttecct
ccctcaagaa
tcattgccca
aacatagctg
agcctggaac
ggcatggcaa
tcacagcgca
atgccaacat
cctgccectgt
tacccccacc
ccattttcca
tagctgttgc
ctctcctett
agcagaggtc
gacgcccagg
ctccagccag

aaaaaaaaaa

sapiens

gccgtcgeca
gtgacggctg
gccccaccaa
caccatgcgc
actctcttta
tggcgagctg
aacagccccc
ggggctggaa
tgcacccttce

taccagcccc

actggatctc
agtctaggga
gctgtcccte
gttgtgccct
cttggggccc
gagcacaagc
acactagcag
cctgcagcag
tcaccaatgg
cagcctcttg
cccagtggag
tcaggttggg
ctgaccaccc
aaacatcttc
gaccactgtg
caaggaccca
agctggctga
agaacaatct

aaaaaaaaaa

ggcgctggcc
cggccccgcet
gccececccgece
ccggtagccc
gaggccccaa
acagcagccc
accttgaagc
aagggagatg
accccaagtc

actccagcca

tttcctttge
agtcaactca
cacctcctgt
tcccegectg
ttcattgggce
atcaacagcc
agcaggagta
gattaacttg
ccaaaactcc
ggaggtctct
gcagtaattc
cttccctggg
tataccctga
accctaatag
ttatgggata
ggaatttggc
aagccacttt
tttatttctg

aaaaaaaaaa

gtggtgctga
ccctctaccce
ctccecgecge
tgctgctccect
ccgtggggaa
ccacacctga
tgctcaacca
aggagctgag

ccctteceeceg

tggctgcggt

aggagacgag
gacttgcacc
atataccacc
cgatgcccac
ccatgtcagg
agcatcctga
cctttctcca
accatggtgg
tctcaacggt
agttctctaa
taggagatcc
cactcatgct

ggaaagggag

tccectectece
aggggagggg
atggaacagg
gtacatgtaa
ttgtttcctt

aaaaaaaaa

ttctgtcagg
ggccggaccce
ggtcccagcce
gccctecgetg
aggacaagcc
gcagccagaa
ccacccgctg
gccagcactg
cctggccaac

acccactcag

agaatatgaa
acagtccagc
taggaggaga
catggcctat
gggcatctac
gcctectcat
catgaccacc
gaactgcacc
gacctctggg
agttctggac
taaggggttc
ccacaccaaa
actttcctcce
aattccagcc
gtgggcatat
tggtaggaga
tgtattatat

attaaaatgg

cgctggcggce
ggctctgccc
cagggcgcgg
ctggcgctcce
ccaggcatcg
cgaggcgtcc
cttgaggaat
cccttecage
caggacagcc

ccccagtcca

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4249

60

120

180

240

300

360

420

480

540

600



aggagggacc

ctccagggcc
cccccagcag
ttgcagaggt
cagcttcagg
ccacagtcca
actcccctac
ctgtctaccc
agacagtgac
tcctgctgceg
gcctececgece
gctgccactt
ggggtagtgce
cctgtctcaa
gcggcggagt
actacagcaa
acctgcactt
gggacaacgt
agggcctgct
cagctgcagg
ttgtcaaata
agttcagctg
acccccacga
agatcacaga
ggcaggattg
gagtgctgcg
cccgggttet
ctgatgtcac
gcttcgtcat
tccccaatgg
accagtgcta

taacttggag

ctggagtccg
cagcatggca
agcctggaca
tgtgtcccag
agatgatgag
gacaccaggc
agacctcagc
tggctatggc
tgtggaaggc
gggccaagtc
accggctggce
tccecegtegt
ccgctteccat
tgccacccag
gatccgcaat
caacctcacc
tgagaaggtt
ggaggcccca
cagctctggc
catggccctg
cggtaacttc
cgaccctggc
cccccagtgg
ctcggctggce
tatctggggt
cataggccct
gggccagtac
cattcagttc
ccacttcttt
ctggaagagc
ccctggctac

tgaggacctg

gagtcagagt
gtgcccaccce
ccaacccaag
ggcgcaggga
gagaccacca
ccttgtagcect
tcccceccactg
gtggaaatca
ctgggggggc
atccgcagcce
cctggcacct
ccagcttatg
tgtgccactg
cccttectggg
gccaccaccg
tgtcactggce
tccectggcecag
ccagtgtatg
aaacacttct
cgctatgagg
agcagcagca
tacaccctgg
aatgagacag
gtggtactct
gtgcatgtgg
ggtgatgtgce
tcagggcccc
cagtcggacc
gaggtgcccc
ccatcgcagce
caggtagtgg

ccctcatgcece

cccctatget
taggcccagg
agggtcctgg
tcgggatcca
ctaccaccac
ggaatttctc
atgttggcct
aggtccagaa
ctgacccact
ccacccacca
tccatttcca
gagatgtgac
gctaccagct
attcaaagga
gccgcatcgt
tgcttgaggce
aggatgatga
attcctatga
ttgttgagct
ccttccagca
cacccaccta
agcagggctc
agccagcctg
ctcccaactg
aagaggacaa
ttaccttcta
gtagccactt
ccgggacctce
gcaatgacac
ctgagctagt
gatccagtgt

agagggtgac

tcgaatcaca
ggagatagcc
agacatggga
ggggaccatc
catcatcacc
aggcccagag
ggactgcttc
tatcagcctc
gcccctggece
agcggccctg
ttaccaagcc
tgtcaccagc
gaagggcgcece
gcccgtetge
ctctccaggce
tcctgaggge
caggctcatc
ggtggaatac
cagtactgac
gggccattgc
ccctgtgggt
catcatcatc
ccgagccgtg
gccagagccce
gcgcatcatg
tgatggggat
caagctcttt
agtgctgggc
atgtccggag
gcacggcacc
cctcatgtgce

ttcctgecac

gctceccectac
agcactacac
aggccgtggg
acctcctcca
accaccatca
ggctctctgg
ttctacatct
cgggaagggg
aaccagtctt
aggttccaga
tatctcctga
ctccacccag
aggcatctca
atcgctgett
ttccecgggea
cagcggctac
attcgcaatg
ctgcccattg
agcagcgggg
tatgagccct
accactgtgg
gagtgtgttg
tgcagcgggg
tacggtcgtg
ctggacatcc
gacctgacgg
acctccatgg
taccagcagg
ctgcctgaga
gtggtcactt
cagtgggacc

gatcctggag

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520



atgtggagca
aatatatctg
gccaggctgg
agccatgcca
acccagcagg
ccagcatcaa
gggctgcctc
ctgcctccag
cgatggtgtt
ccctgcaget
ttgacaatcc
gggcagtcta
tcctgctgte
agaagttgtg
cccacttggg
gctggagcac
gaacacacta
gcaacctgca
cgccatcacc
aacatcagcc
cctgtcccag
ccacctcagg
ttccactgac
gttgcaaaca
ctcttgacca
aggtccaagg
ccaggagctg
gccagagaac
aaaaaaaaaa
<210> 3
<211> 994

<212> PRT
<213> Homo

cagccgacgc
tgaccagggt
cagccccaag
tggtctcagt
ggccaccatc
gtgtgtgcct
tctggatggg
caccctggat
gttggtagga
gccececgeccece
aacttacgag
gggaagtcaa
cctccacctce
ccctteeccg
gcccttcatt
aagcatcaac
gcagagcagg
gcaggattaa
aatggccaaa
tcttgggagg
tggaggcagt
ttgggcttcc
caccctatac
tcttcaccct
ctgtgttatg
acccaggaat
gctgaaagcc
aatcttttat

aaaaaaaaaa

sapiens

ctcatatcca
tttgtgctga
tggagtgacc
gcccctgaga
cacttctcgt
gggcacccct
ttctacaaca
gctgcccaca
ggtgtatact
cgccececgece
actggagaga
ctcagacttg
ctgtatatac
cctgcgatgce
gggcccatgt
agccagcatc
agtacctttc
cttgaccatg
actcctctca
tctctagttc
aattctagga
ctgggcactc
cctgaggaaa
aatagtccct
ggataagggg
ttggcatgga
actttgtaca
ttctgttgtt

aaaaaaaaaa

gccccaagtt
tgggcagctce
gggcccctaa
atggtgcccg
gtgccecctgg
cgcattggag
gtcgcagcect
ttgcagctgce
tctacttctc
cctacaaccg
cgagagaata
caccacagtc
cacctaggag
ccaccatggc
cagggggcat
ctgagcctcc
tccacatgac
gtgggaactg
acggtgacct
tctaaagttc
gatcctaagg
atgctccaca
gggagacttt
cctccaattce
agggggtggg
acaggtggta
tgtaatgtat
tccttattaa

aaaa

tccegtgggg

catcctcacc
atgtctcctg
aagtcctgag
ctatgtgctg
tgacccccca
ggatgttgcc
catcttcttg
caggctccag
cattaccata
tgaagtctcc
cagcagcaag
gagatgccac
ctattttctt
ctacctgtgg
tcatgccctg
caccatcccg
caccagggta
ctgggtagtc
tggacagttc
ggttcagggg
ccaaagcagg
cctccgatgt
cagccacttg
catattctgg
ggagagcccc
tatatggggt

aatggtgttt

gccaccgtgce
tgccatgatc
gaacagctca
aagcagctac
aagggccagg
cccatctgta
aaggcacctg
ccactggtgg
ggaaaaagct
gagtcagcgt
atctaggtgg
gctccttgcect
caagccctca
ggtgtcattg
gaagaacata
gaccagcctg
ccctggcatg
ctcctcacag
ctggcatgcc
tgcctcctge
gaccctaccc
acacgccatt
ttatttagcect
tcaggctctce
agaggagcag
agggagacgc
ctgggctcca

ttggaaaaaa

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4234



<400> 3

Met

1

Ala

Pro

Glu

Lys

65

Leu

Asp

Gln

Val

Glu

145

Met

Pro

Arg

Gln

Thr

225

Pro

Arg

His

Gly

Gln

50

Leu

Glu

Pro

Asp

Pro

130

Ser

Ala

Ser

Pro

Gly

210

Thr

Gly

Pro

Gly

Ile

35

Pro

Leu

Lys

Pro

Ser

115

Thr

Pro

Val

Arg

Trp

195

Thr

Thr

Pro

Val

Leu

20

Glu

Glu

Asn

Gly

Ala

100

Arg

Gln

Met

Pro

Ala

180

vVal

Ile

Thr

Cys

Ala

Ser

Glu

Arg

His

Asp

85

Pro

Pro

Pro

Leu

Thr

165

Trp

Ala

Thr

Thr

Ser
245

Leu

Leu

Thr

Gly

His

70

Glu

Phe

Val

Gln

Arg

150

Leu

Thr

Glu

Ser

Ile

230

Trp

Leu

Glu

Asp

Val

55

Pro

Glu

Thr

Phe

Ser

135

Ile

Gly

Pro

val

Ser

215

Ile

Asn

Leu

Ala

Gly

40

His

Leu

Leu

Pro

Thr

120

Lys

Thr

Pro

Thr

val

200

Thr

Thr

Phe

Leu

Pro

25

Glu

Phe

Leu

Arg

Ser

105

Ser

Glu

Ala

Gly

Gln

185

Ser

Ala

Thr

Ser

Pro

10

Thr

Leu

Val

Glu

Pro

90

Pro

Pro

Gly

Pro

Glu

170

Glu

Gln

Ser

Thr

Gly
250

Ser

Val

Thr

Thr

Glu

75

Ala

Leu

Thr

Pro

Leu

155

Ile

Gly

Gly

Gly

Ile

235

Pro

Leu

Gly

Ala

Thr

60

Phe

Leu

Pro

Pro

Trp

140

Pro

Ala

Pro

Ala

Asp

220

Thr

Glu

Leu

Lys

Ala

45

Ala

Leu

Pro

Arg

Ala

125

Ser

Pro

Ser

Gly

Gly

205

Asp

Thr

Gly

Ala

Gly

30

Pro

Pro

Gln

Phe

Leu

110

Met

Pro

Gly

Thr

Asp

190

Ile

Glu

Val

Ser

Leu

15

Gln

Thr

Thr

Glu

Gln

95

Ala

Ala

Glu

Pro

Thr

175

Met

Gly

Glu

Gln

Leu
255

Leu

Ala

Pro

Leu

Gly

Pro

Asn

Ala

Ser

Ser

160

Pro

Gly

Ile

Thr

Thr

240

Asp



Ser

Phe

Asn

Gly

305

Gln

Leu

Tyr

Thr

Thr

385

Thr

Gly

Phe

Ala

Ala

465

Ala

Gly

Pro

Tyr

Ile

290

Pro

Val

Pro

Leu

Val

370

Gly

Gln

Gly

Pro

Pro

450

Glu

Pro

Leu

Thr

Ile

275

Ser

Asp

Ile

Pro

Leu

355

Thr

Tyr

Pro

Val

Gly

435

Glu

Asp

Pro

Leu

Asp

260

Ser

Leu

Pro

Arg

Pro

340

Ser

Ser

Gln

Phe

Ile

420

Asn

Gly

Asp

Val

Ser
500

Leu

Val

Arg

Leu

Ser

325

Ala

Cys

Leu

Leu

Trp

405

Arg

Tyr

Gln

Asp

Tyr

485

Ser

Ser

Tyr

Glu

Pro

310

Pro

Gly

His

His

Lys

390

Asp

Asn

Ser

Arg

Arg

470

Asp

Gly

Ser

Pro

Gly

295

Leu

Thr

Pro

Phe

Pro

375

Gly

Ser

Ala

Asn

Leu

455

Leu

Ser

Lys

Pro

Gly

280

Glu

Ala

His

Gly

Pro

360

Gly

Ala

Lys

Thr

Asn

440

His

Ile

Tyr

His

Thr

265

Tyr

Thr

Asn

Gln

Thr

345

Arg

Gly

Arg

Glu

Thr

425

Leu

Leu

Ile

Glu

Phe
505

Asp

Gly

val

Gln

Ala

330

Phe

Arg

Ser

His

Pro

410

Gly

Thr

His

Arg

Val

490

Phe

Val

Val

Thr

Ser

315

Ala

His

Pro

Ala

Leu

395

val

Arg

Cys

Phe

Asn

475

Glu

val

Gly

Glu

val

300

Phe

Leu

Phe

Ala

Arg

380

Thr

Cys

Ile

His

Glu

460

Gly

Tyr

Glu

Leu

Ile

285

Glu

Leu

Arg

His

Tyr

365

Phe

Cys

Ile

Val

Trp

445

Lys

Asp

Leu

Leu

Asp

270

Lys

Gly

Leu

Phe

Tyr

350

Gly

His

Leu

Ala

Ser

430

Leu

val

Asn

Pro

Ser
510

Cys

Val

Leu

Arg

Gln

335

Gln

Asp

Cys

Asn

Ala

415

Pro

Leu

Ser

Val

Ile

495

Thr

Phe

Gln

Gly

Gly

320

Ser

Ala

Val

Ala

Ala

400

Cys

Gly

Glu

Leu

Glu

480

Glu

Asp



Ser

Gln

Ser

545

Pro

Pro

Cys

Trp

Val

625

Gly

Arg

Thr

Ser

Pro

705

Lys

Gln

Gln

Ser

Gly

530

Thr

Gly

His

Ser

Pro

610

Glu

Pro

vVal

Ser

Val

690

Arg

Ser

Cys

Trp

Gly

515

His

Pro

Tyr

Asp

Gly

595

Glu

Glu

Gly

Leu

Met

675

Leu

Asn

Pro

Tyr

Asp
755

Ala

Cys

Thr

Thr

Pro

580

Glu

Pro

Asp

Asp

Gly

660

Ala

Gly

Asp

Ser

Pro

740

Leu

Ala

Tyr

Tyr

Leu

565

Gln

Ile

Tyr

Lys

Val

645

Gln

Asp

Tyr

Thr

Gln

725

Gly

Thr

Ala

Glu

Pro

550

Glu

Trp

Thr

Gly

Arg

630

Leu

Tyr

Val

Gln

Cys

710

Pro

Tyr

Trp

Gly

Pro

535

val

Gln

Asn

Asp

Arg

615

Ile

Thr

Ser

Thr

Gln

695

Pro

Glu

Gln

Ser

Met

520

Phe

Gly

Gly

Glu

Ser

600

Gly

Met

Phe

Gly

Ile

680

Gly

Glu

Leu

Val

Glu
760

Ala

Val

Thr

Ser

Thr

585

Ala

Gln

Leu

Tyr

Pro

665

Gln

Phe

Leu

Val

Val

745

Asp

Leu

Lys

Thr

Ile

570

Glu

Gly

Asp

Asp

Asp

650

Arg

Phe

Val

Pro

His

730

Gly

Leu

Arg

Tyr

val

555

Ile

Pro

val

Cys

Ile

635

Gly

Ser

Gln

Ile

Glu

715

Gly

Ser

Pro

Tyr

Gly

540

Glu

Ile

Ala

val

Ile

620

Arg

Asp

His

Ser

His

700

Ile

Thr

Ser

Ser

Glu

525

Asn

Phe

Glu

Cys

Leu

605

Trp

Val

Asp

Phe

Asp

685

Phe

Pro

Val

Val

Cys
765

Ala

Phe

Ser

Cys

Arg

590

Ser

Gly

Leu

Leu

Lys

670

Pro

Phe

Asn

Val

Leu

750

Gln

Phe

Ser

Cys

Val

575

Ala

Pro

Val

Arg

Thr

655

Leu

Gly

Glu

Gly

Thr

735

Met

Arg

Gln

Ser

Asp

560

Asp

Val

Asn

His

Ile

640

Ala

Phe

Thr

Val

Trp

720

Tyr

Cys

val



Thr

Ser

785

Gln

Gln

Glu

Arg

Ser

865

Val

Ala

Lys

Ala

Tyr

945

Arg

Asp

Arg

Ser

770

Ser

Gly

Ala

Gln

Ser

850

Cys

Pro

Ala

Ala

Ile

930

Phe

Pro

Asn

Ile

<210> 4
<211> 993

Cys

Pro

Phe

Gly

Leu

835

Pro

Ala

Gly

Ser

Pro

915

Phe

Tyr

Arg

Pro

His

Lys

val

Ser

820

Lys

Glu

Pro

His

Leu

900

Ala

Leu

Phe

Pro

Thr
980

Asp

Phe

Leu

805

Pro

Pro

Lys

Gly

Pro

885

Asp

Ala

Pro

Ser

Arg

965

Tyr

Pro

Pro

790

Met

Lys

Cys

Gln

Tyr

870

Ser

Gly

Ser

Leu

Arg

950

Pro

Glu

Gly

775

Val

Gly

Trp

His

Leu

855

Val

His

Phe

Ser

Val

935

Leu

Tyr

Thr

Asp

Gly

Ser

Ser

Gly

840

His

Leu

Trp

Tyr

Thr

920

Ala

Gln

Asn

Gly

Val

Ala

Ser

Asp

825

Leu

Pro

Lys

Ser

Asn

905

Leu

Met

Gly

Arg

Ser
985

Glu

Thr

Ile

810

Arg

Ser

Ala

Gly

Asp

890

Ser

Asp

Val

Lys

Ile

970

Leu

His

Val

795

Leu

Ala

Ala

Gln

875

Pro

Arg

Ala

Leu

Ser

955

Thr

Ser

Ser

780

Gln

Thr

Pro

Pro

Ala

860

Ala

Pro

Ser

Ala

Leu

940

Ser

Ile

Phe

Arg

Tyr

Cys

Lys

Glu

845

Thr

Ser

Pro

Leu

His

925

Val

Leu

Glu

Ala

Arg

Ile

His

Cys

830

Asn

Ile

Ile

Ile

Asp

910

Ile

Gly

Gln

Ser

Gly
990

Leu

Cys

Asp

815

Leu

Gly

His

Lys

Cys

895

Val

Ala

Gly

Leu

Ala

975

Asp

Ile

Asp

800

Arg

Leu

Ala

Phe

Cys

880

Arg

Ala

Ala

Val

Pro

960

Phe

Glu



<212> PRT
<213> Homo sapiens

<400> 4

Met

1

Ala

Pro

Glu

Lys

65

Leu

Asp

Gln

Val

Glu

145

Met

Pro

Arg

Gln

Thr
225

Arg

His

Gly

Gln

50

Leu

Glu

Pro

Asp

Pro

130

Ser

Ala

Ser

Pro

Gly

210

Thr

Pro

Gly

Ile

35

Pro

Leu

Lys

Pro

Ser

115

Thr

Pro

vVal

Arg

Trp

195

Thr

Thr

vVal

Leu

20

Glu

Glu

Asn

Gly

Ala

100

Arg

Gln

Met

Pro

Ala

180

Val

Ile

Thr

Ala

5

Ser

Glu

Arg

His

Asp

85

Pro

Pro

Pro

Leu

Thr

165

Trp

Ala

Thr

Thr

Leu

Leu

Thr

Gly

His

70

Glu

Phe

val

Gln

Arg

150

Leu

Thr

Glu

Ser

Ile
230

Leu

Glu

Asp

val

55

Pro

Glu

Thr

Phe

Ser

135

Ile

Gly

Pro

Val

Ser

215

Ile

Leu

Ala

Gly

40

His

Leu

Leu

Pro

Thr

120

Lys

Thr

Pro

Thr

Val

200

Thr

Thr

Leu

Pro

25

Glu

Phe

Leu

Arg

Ser

105

Ser

Glu

Ala

Gly

Gln

185

Ser

Ala

Thr

Pro

10

Thr

Leu

val

Glu

Pro

90

Pro

Pro

Gly

Pro

Glu

170

Glu

Gln

Ser

Thr

Ser

Val

Thr

Thr

Glu

75

Ala

Leu

Thr

Pro

Leu

155

Ile

Gly

Gly

Gly

Ile
235

Leu

Gly

Ala

Thr

60

Phe

Leu

Pro

Pro

Trp

140

Pro

Ala

Pro

Ala

Asp

220

Thr

Leu

Lys

Ala

45

Ala

Leu

Pro

Arg

Ala

125

Ser

Pro

Ser

Gly

Gly

205

Asp

Thr

Ala

Gly

30

Pro

Pro

Gln

Phe

Leu

110

Met

Pro

Gly

Thr

Asp

190

Ile

Glu

Val

Leu

15

Gln

Thr

Thr

Glu

Gln

95

Ala

Ala

Glu

Pro

Thr

175

Met

Gly

Glu

Gln

Leu

Ala

Pro

Leu

Gly

Pro

Asn

Ala

Ser

Ser

160

Pro

Gly

Ile

Thr

Thr
240



Pro

Ser

Phe

Asn

Gly

305

Gln

Leu

Tyr

Thr

Thr

385

Thr

Gly

Phe

Ala

Ala

465

Ala

Gly

Pro

Tyr

Ile

290

Pro

val

Pro

Leu

vVal

370

Gly

Gln

Gly

Pro

Pro

450

Glu

Pro

Pro

Thr

Ile

275

Ser

Asp

Ile

Pro

Leu

355

Thr

Tyr

Pro

vVal

Gly

435

Glu

Asp

Pro

Cys

Asp

260

Ser

Leu

Pro

Arg

Pro

340

Ser

Ser

Gln

Phe

Ile

420

Asn

Gly

Asp

Val

Ser

245

Leu

vVal

Arg

Leu

Ser

325

Ala

Cys

Leu

Leu

Trp

405

Arg

Tyr

Gln

Asp

Tyr
485

Trp

Ser

Tyr

Glu

Pro

310

Pro

Gly

His

His

Lys

390

Asp

Asn

Ser

Arg

Arg

470

Asp

Asn

Ser

Pro

Gly

295

Leu

Thr

Pro

Phe

Pro

375

Gly

Ser

Ala

Asn

Leu

455

Leu

Ser

Phe

Pro

Gly

280

Glu

Ala

His

Gly

Pro

360

Gly

Ala

Lys

Thr

Asn

440

His

Ile

Tyr

Ser

Thr

265

Tyr

Thr

Asn

Gln

Thr

345

Arg

Gly

Arg

Glu

Thr

425

Leu

Leu

Ile

Glu

Gly

250

Asp

Gly

Val

Gln

Ala

330

Phe

Arg

Ser

His

Pro

410

Gly

Thr

His

Arg

Val
490

Pro

val

Val

Thr

Ser

315

Ala

His

Pro

Ala

Leu

395

Val

Arg

Cys

Phe

Asn

475

Glu

Glu

Gly

Glu

Val

300

Phe

Leu

Phe

Ala

Arg

380

Thr

Cys

Ile

His

Glu

460

Gly

Tyr

Gly

Leu

Ile

285

Glu

Leu

Arg

His

Tyr

365

Phe

Cys

Ile

val

Trp

445

Lys

Asp

Leu

Ser

Asp

270

Lys

Gly

Leu

Phe

Tyr

350

Gly

His

Leu

Ala

Ser

430

Leu

Val

Asn

Pro

Leu

255

Cys

Val

Leu

Arg

Gln

335

Gln

Asp

Cys

Asn

Ala

415

Pro

Leu

Ser

val

Ile
495

Asp

Phe

Gln

Gly

Gly

320

Ser

Ala

Val

Ala

Ala

400

Cys

Gly

Glu

Leu

Glu

480

Glu



Gly

Ser

Gln

Ser

545

Pro

Pro

Cys

Trp

vVal

625

Gly

Arg

Thr

Ser

Pro

705

Lys

Gln

Leu

Ser

Gly

530

Thr

Gly

His

Ser

Pro

610

Glu

Pro

Val

Ser

Val

690

Arg

Ser

Cys

Leu

Gly

515

His

Pro

Tyr

Asp

Gly

595

Glu

Glu

Gly

Leu

Met

675

Leu

Asn

Pro

Tyr

Ser

500

Ala

Cys

Thr

Thr

Pro

580

Glu

Pro

Asp

Asp

Gly

660

Ala

Gly

Asp

Ser

Pro
740

Ser

Ala

Tyr

Tyr

Leu

565

Gln

Ile

Tyr

Lys

Val

645

Gln

Asp

Tyr

Thr

Gln

725

Gly

Gly

Ala

Glu

Pro

550

Glu

Trp

Thr

Gly

Arg

630

Leu

Tyr

val

Gln

Cys

710

Pro

Tyr

Lys

Gly

Pro

535

Val

Gln

Asn

Asp

Arg

615

Ile

Thr

Ser

Thr

Gln

695

Pro

Glu

Gln

His

Met

520

Phe

Gly

Gly

Glu

Ser

600

Gly

Met

Phe

Gly

Ile

680

Gly

Glu

Leu

Val

Phe

505

Ala

Val

Thr

Ser

Thr

585

Ala

Gln

Leu

Tyr

Pro

665

Gln

Phe

Leu

val

Val
745

Phe

Leu

Lys

Thr

Ile

570

Glu

Gly

Asp

Asp

Asp

650

Arg

Phe

Val

Pro

His

730

Gly

Val

Arg

Tyr

Val

555

Ile

Pro

Val

Cys

Ile

635

Gly

Ser

Gln

Ile

Glu

715

Gly

Ser

Glu

Tyr

Gly

540

Glu

Ile

Ala

Val

Ile

620

Arg

Asp

His

Ser

His

700

Ile

Thr

Ser

Leu

Glu

525

Asn

Phe

Glu

Cys

Leu

605

Trp

val

Asp

Phe

Asp

685

Phe

Pro

val

Val

Ser

510

Ala

Phe

Ser

Cys

Arg

590

Ser

Gly

Leu

Leu

Lys

670

Pro

Phe

Asn

val

Leu
750

Thr

Phe

Ser

Cys

val

575

Ala

Pro

Val

Arg

Thr

655

Leu

Gly

Glu

Gly

Thr

735

Met

Asp

Gln

Ser

Asp

560

Asp

Vval

Asn

His

Ile

640

Ala

Phe

Thr

Val

Trp

720

Tyr

Cys



Gln

Thr

Ser

785

Gln

Gln

Glu

Arg

Ser

865

vVal

Ala

Lys

Ala

Tyr

945

Arg

Asp

Ile

Trp

Ser

770

Ser

Gly

Ala

Gln

Ser

850

Cys

Pro

Ala

Ala

Ile

930

Phe

Pro

Asn

Asp

755

Cys

Pro

Phe

Gly

Leu

835

Pro

Ala

Gly

Ser

Pro

915

Phe

Tyr

Arg

Pro

Leu

His

Lys

Val

Ser

820

Lys

Glu

Pro

His

Leu

900

Ala

Leu

Phe

Pro

Thr
980

Thr

Asp

Phe

Leu

805

Pro

Pro

Lys

Gly

Pro

885

Asp

Ala

Pro

Ser

Arg

965

Tyr

Trp

Pro

Pro

790

Met

Lys

Cys

Gln

Tyr

870

Ser

Gly

Ser

Leu

Arg

950

Pro

Glu

Ser

Gly

775

Val

Gly

Trp

His

Leu

855

Val

His

Phe

Ser

val

935

Leu

Tyr

Thr

Glu

760

Asp

Gly

Ser

Ser

Gly

840

His

Leu

Trp

Tyr

Thr

920

Ala

Gln

Asn

Gly

Asp

val

Ala

Ser

Asp

825

Leu

Pro

Lys

Ser

Asn

905

Leu

Met

Gly

Arg

Glu
985

Leu

Glu

Thr

Ile

810

Arg

Ser

Ala

Gly

Asp

890

Ser

Asp

val

Lys

Ile

970

Thr

Pro

His

Val

795

Leu

Ala

Ala

Gly

Gln

875

Pro

Arg

Ala

Leu

Ser

955

Thr

Arg

Ser

Ser

780

Gln

Thr

Pro

Pro

Ala

860

Ala

Pro

Ser

Ala

Leu

940

Ser

Ile

Glu

Cys

765

Arg

Tyr

Cys

Lys

Glu

845

Thr

Ser

Pro

Leu

His

925

val

Leu

Glu

Tyr

Gln

Arg

Ile

His

Cys

830

Asn

Ile

Ile

Ile

Asp

910

Ile

Gly

Gln

Ser

Glu
990

Arg

Leu

Cys

Asp

815

Leu

Gly

His

Lys

Cys

895

Val

Ala

Gly

Leu

Ala

975

val

Val

Ile

Asp

800

Arg

Leu

Ala

Phe

Cys

880

Arg

Ala

Ala

val

Pro

960

Phe

Ser



<210> 5

<211> 2925
<212> DNA
<213> Homo

<400> 5
ctgagcctgg

ggcgagctga
acagccccca
gggctggaaa
gcacccttca
accagcccca
tggagtccgg
agcatggcag
gcctggacac
gtgtcccagg
gatgatgagg
acaccaggcc
gacctcagct
ggctatggcg
gtggaaggcc
ggccaagtca
ccggctggcec
cccegtegte
cgcttccatt
gccacccagce
atccgcaatg
aacctcacct
gagaaggttt
gaggccccac
agctctggca
atggccctgce
ggtaacttca
gaccctggct

ccccagtgga

sapiens

aggccccaac
cagcagcccc
ccttgaagct
agggagatga
ccccaagtcc
ctccagccat
agtcagagtc
tgcccaccct
caacccaaga
gcgcggggat
agaccaccac
cttgtagctg
cccccactga
tggaaatcaa
tgggggggcece
tccgecagceccc
ctggcacctt
cagcttatgg
gtgccactgg
ccttctggga
ccaccaccgg
gtcactggct
ccctggcaga
cagtgtatga
aacacttctt
gctatgaggc
gcagcagcac
acaccctgga

atgagacaga

cgtggggaaa

cacacctgag
gctcaaccac
ggagttgagg
cctteccecge
ggctgcggta
ccctatgcett
aggcccaggg

gggtcctgga

cgggatccag
taccaccacc
gaatttctca
tgttggcctg
ggtccagaat
cgacccactg
cacccaccaa
ccatttccat
agatgtgact
ctaccagctg
ttcaaaggag
ccgcatcgte
gcttgaggct
ggatgatgac
ttcctatgag
tgttgagctc
cttccagcag
acccacctac
gcagggctcc

gccagcctgce

ggacaagccc
cagccagaac
cacccgctgce
ccagcactgc
ctggccaacc
cccactcagce
cgaatcacag
gagatagcca
gacatgggaa
gggaccatca
atcatcacca
ggcccagagg
gactgcttct
atcagcctcc
cccctggeca
gcggccctga
taccaagcct
gtcaccagcc
aagggcgcca
cccgtctgca
tctccaggcet
cctgagggcc
aggctcatca
gtggaatacc
agtactgaca
ggccattgct
cctgtgggta
atcatcatcg

cgagccgtgt

caggcatcga
gaggcgtcca
ttgaggaatt
cctteccagece
aggacagccg
cccagtccaa
ctcccctacc
gcactacacc
ggcecgtgggt
cctcctecac
ccaccatcac
gctctctgga
tctacatctc
gggaagggga
accagtcttt
ggttccagag
atctcctgag
tccacccagg
ggcatctcac
tcgctgettg
tcccgggcecaa
agcggctaca
ttcgcaatgg
tgcccattga
gcagcggggc
atgagccctt
ccactgtgga
agtgtgttga

gcagcgggga

ggagacagat
ctttgtcaca
cctacaagag
tgacccacct
ccctgtettt
ggagggaccc
tccagggccce
ccccagcaga
tgcagaggtt
agcttcagga
cacagtccag
ctcccctaca
tgtctaccct
gacagtgact
cctgctgcgg
cctccecgceca
ctgccacttt
gggtagtgcc
ctgtctcaat
cggcggagtg
ctacagcaac
cctgcacttt
ggacaacgtg
gggcctgctce
agctgcaggc
tgtcaaatac
gttcagctgce
cccccacgac

gatcacagac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740



tcggetggeg
atctggggtg
ataggccctg
ggccagtact
attcagttcc
cacttctttg
tggaagagcc
cctggctacc
gaggacctgc
agccgacgcc
gaccagggtt
agccccaagt
ggtctcagtg
gccaccatcc
tgtgtgcctg
ctggatgggt
accctggatg
ttggtaggag
cccecgecccce
acttacgaga
<210> 6
<211> 975
<212> PRT
<213> Homo

<400> 6

tggtactctc
tgcatgtgga
gtgatgtgct
cagggccccg
agtcggaccc
aggtgccccg
catcgcagcc
aggtagtggg
cctcatgcca
tcatatccag
ttgtgctgat
ggagtgaccg
cccctgagaa
acttctcgtg
ggcacccctce
tctacaacag
ctgcccacat
gtgtatactt
gccceccgecce

ctggatctct

sapiens

tcccaactgg
agaggacaag
taccttctat
tagccacttc
cgggacctca
caatgacaca
tgagctagtg
atccagtgtc
gagggtgact
ccccaagttt
gggcagctcc
ggcccctaaa
tggtgcccga
tgccecctgge
gcattggagt
tcgcagcectg
tgcagctgcce
ctacttctcc
ctacaaccgc

ttcctttgca

ccagagccct
cgcatcatgc
gatggggatg
aagctcttta
gtgctgggct
tgtccggagce
cacggcaccg
ctcatgtgcc
tcctgeccacg
cccgtggggg
atcctcacct
tgtctcctgg
agtcctgaga
tatgtgctga
gaccccccac
gatgttgcca
atcttcttgce
aggctccagg

attaccatag

ggagacgaga

acggtcgtgg
tggacatccg
acctgacggc
cctccatggce
accagcaggg
tgcctgagat
tggtcactta
agtgggacct
atcctggaga
ccaccgtgca
gccatgatcg
aacagctcaa
agcagctaca
agggccaggce
ccatctgtag
aggcacctgc
cactggtggc
gaaaaagctc
agtcagcgtt

gaata

gcaggattgt
agtgctgcgce
ccgggttetg
tgatgtcacc
cttcgtcatc
ccccaatggce
ccagtgctac
aacttggagt
tgtggagcac
atatatctgt
ccaggctggc
gccatgccat
cccagcaggg
cagcatcaag
ggctgcctct
tgcctccagce
gatggtgttg
cctgcagctg

tgacaatcca

Leu Ser
1

Glu Glu

Glu

Arg

His
50

Asn

Gly Asp

Leu

Thr

Gly

35

His

Glu

Glu Ala

5

Pro

Asp Glu

20

Gly

Val His Phe

Pro Leu Leu

Glu Leu Arg

Thr

Leu

Val

Glu

55

Pro

val

Thr

Thr

40

Glu

Ala

Gly

Ala

25

Thr

Phe

Leu

Lys

10

Ala

Ala

Leu

Pro

Gly

Pro

Pro

Gln

Phe

Gln

Thr

Thr

Glu

60

Gln

Ala

Pro

Leu

45

Gly

Pro

Pro

Glu

30

Lys

Leu

Asp

Gly

Gln

Leu

Glu

Pro

Ile

Pro

Leu

Lys

Pro

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2925



65

Ala

Arg

Gln

Met

Pro

145

Ala

Val

Ile

Thr

Cys

225

Asp

Ser

Leu

Pro

Arg

305

Pro

Pro

Pro

Pro

Leu

130

Thr

Trp

Ala

Thr

Thr

210

Ser

Leu

vVal

Arg

Leu

290

Ser

Ala

Phe

vVal

Gln

115

Arg

Leu

Thr

Glu

Ser

195

Ile

Trp

Ser

Tyr

Glu

275

Pro

Pro

Gly

Thr

Phe

100

Ser

Ile

Gly

Pro

Val

180

Ser

Ile

Asn

Ser

Pro

260

Gly

Leu

Thr

Pro

Pro

85

Thr

Lys

Thr

Pro

Thr

165

Val

Thr

Thr

Phe

Pro

245

Gly

Glu

Ala

His

Gly

70

Ser

Ser

Glu

Ala

Gly

150

Gln

Ser

Ala

Thr

Ser

230

Thr

Tyr

Thr

Asn

Gln

310

Thr

Pro

Pro

Gly

Pro

135

Glu

Glu

Gln

Ser

Thr

215

Gly

Asp

Gly

Val

Gln

295

Ala

Phe

Leu

Thr

Pro

120

Leu

Ile

Gly

Gly

Gly

200

Ile

Pro

Val

val

Thr

280

Ser

Ala

His

Pro

Pro

105

Trp

Pro

Ala

Pro

Ala

185

Asp

Thr

Glu

Gly

Glu

265

Val

Phe

Leu

Phe

Arg

90

Ala

Ser

Pro

Ser

Gly

170

Gly

Asp

Thr

Gly

Leu

250

Ile

Glu

Leu

Arg

His

75

Leu

Met

Pro

Gly

Thr

155

Asp

Ile

Glu

val

Ser

235

Asp

Lys

Gly

Leu

Phe

315

Tyr

Ala

Ala

Glu

Pro

140

Thr

Met

Gly

Glu

Gln

220

Leu

Cys

val

Leu

Arg

300

Gln

Gln

Asn

Ala

Ser

125

Ser

Pro

Gly

Ile

Thr

205

Thr

Asp

Phe

Gln

Gly

285

Gly

Ser

Ala

Gln

val

110

Glu

Met

Pro

Arg

Gln

190

Thr

Pro

Ser

Phe

Asn

270

Gly

Gln

Leu

Tyr

Asp

95

Pro

Ser

Ala

Ser

Pro

175

Gly

Thr

Gly

Pro

Tyr

255

Ile

Pro

Val

Pro

Leu

80

Ser

Thr

Pro

Val

Arg

160

Trp

Thr

Thr

Pro

Thr

240

Ile

Ser

Asp

Ile

Pro

320

Leu



Ser

Ser

Gln

Phe

385

Ile

Asn

Gly

Asp

vVal

465

Ser

Ala

Cys

Thr

Thr

545

Pro

Glu

Cys

Leu

Leu

370

Trp

Arg

Tyr

Gln

Asp

450

Tyr

Ser

Ala

Tyr

Tyr

530

Leu

Gln

Ile

His

His

355

Lys

Asp

Asn

Ser

Arg

435

Arg

Asp

Gly

Ala

Glu

515

Pro

Glu

Trp

Thr

Phe

340

Pro

Gly

Ser

Ala

Asn

420

Leu

Leu

Ser

Lys

Gly

500

Pro

Val

Gln

Asn

Asp

325

Pro

Gly

Ala

Lys

Thr

405

Asn

His

Ile

Tyr

His

485

Met

Phe

Gly

Gly

Glu

565

Ser

Arg

Gly

Arg

Glu

390

Thr

Leu

Leu

Ile

Glu

470

Phe

Ala

vVal

Thr

Ser

550

Thr

Ala

Arg

Ser

His

375

Pro

Gly

Thr

His

Arg

455

val

Phe

Leu

Lys

Thr

535

Ile

Glu

Gly

Pro

Ala

360

Leu

Val

Arg

Cys

Phe

440

Asn

Glu

Val

Arg

Tyr

520

Val

Ile

Pro

Val

Ala

345

Arg

Thr

Cys

Ile

His

425

Glu

Gly

Tyr

Glu

Tyr

505

Gly

Glu

Ile

Ala

Val

330

Tyr

Phe

Cys

Ile

val

410

Trp

Lys

Asp

Leu

Leu

490

Glu

Asn

Phe

Glu

Cys

570

Leu

Gly

His

Leu

Ala

395

Ser

Leu

Val

Asn

Pro

475

Ser

Ala

Phe

Ser

Cys

555

Arg

Ser

Asp

Cys

Asn

380

Ala

Pro

Leu

Ser

Val

460

Ile

Thr

Phe

Ser

Cys

540

Val

Ala

Pro

Val

Ala

365

Ala

Cys

Gly

Glu

Leu

445

Glu

Glu

Asp

Gln

Ser

525

Asp

Asp

val

Asn

Thr

350

Thr

Thr

Gly

Phe

Ala

430

Ala

Ala

Gly

Ser

Gln

510

Ser

Pro

Pro

Cys

Trp

335

Val

Gly

Gln

Gly

Pro

415

Pro

Glu

Pro

Leu

Ser

495

Gly

Thr

Gly

His

Ser

575

Pro

Thr

Tyr

Pro

Val

400

Gly

Glu

Asp

Pro

Leu

480

Gly

His

Pro

Tyr

Asp

560

Gly

Glu



Pro

Asp

Asp

625

Gly

Ala

Gly

Asp

Ser

705

Pro

Leu

His

Lys

vVal

785

Ser

Lys

Glu

Tyr

Lys

610

Val

Gln

Asp

Tyr

Thr

690

Gln

Gly

Thr

Asp

Phe

770

Leu

Pro

Pro

Lys

Gly

595

Arg

Leu

Tyr

val

Gln

675

Cys

Pro

Tyr

Trp

Pro

755

Pro

Met

Lys

Cys

Gln

580

Arg

Ile

Thr

Ser

Thr

660

Gln

Pro

Glu

Gln

Ser

740

Gly

vVal

Gly

Trp

His

820

Leu

Gly

Met

Phe

Gly

645

Ile

Gly

Glu

Leu

val

725

Glu

Asp

Gly

Ser

Ser

805

Gly

His

Gln

Leu

Tyr

630

Pro

Gln

Phe

Leu

Val

710

val

Asp

Val

Ala

Ser

790

Asp

Leu

Pro

Asp

Asp

615

Asp

Arg

Phe

Val

Pro

695

His

Gly

Leu

Glu

Thr

775

Ile

Arg

Ser

Ala

Cys

600

Ile

Gly

Ser

Gln

Ile

680

Glu

Gly

Ser

Pro

His

760

val

Leu

Ala

Ala

Gly

585

Ile

Arg

Asp

His

Ser

665

His

Ile

Thr

Ser

Ser

745

Ser

Gln

Thr

Pro

Pro

825

Ala

Trp

val

Asp

Phe

650

Asp

Phe

Pro

Val

val

730

Cys

Arg

Tyr

Cys

Lys

810

Glu

Thr

Gly

Leu

Leu

635

Lys

Pro

Phe

Asn

Val

715

Leu

Gln

Arg

Ile

His

795

Cys

Asn

Ile

Val

Arg

620

Thr

Leu

Gly

Glu

Gly

700

Thr

Met

Arg

Leu

Cys

780

Asp

Leu

Gly

His

His

605

Ile

Ala

Phe

Thr

Val

685

Trp

Tyr

Cys

Val

Ile

765

Asp

Arg

Leu

Ala

Phe

590

Val

Gly

Arg

Thr

Ser

670

Pro

Lys

Gln

Gln

Thr

750

Ser

Gln

Gln

Glu

Arg

830

Ser

Glu

Pro

Val

Ser

655

val

Arg

Ser

Cys

Trp

735

Ser

Ser

Gly

Ala

Gln

815

Ser

Cys

Glu

Gly

Leu

640

Met

Leu

Asn

Pro

Tyr

720

Asp

Cys

Pro

Phe

Gly

800

Leu

Pro

Ala



Pro

His

865

Leu

Ala

Leu

Phe

Pro

945

Thr

Gly

850

Pro

Asp

Ala

Pro

Ser

930

Arg

Tyr

<210> 7

<211>
<212>
<213>

<220>

<221>
<223>

835

Tyr

Ser

Gly

Ser

Leu

915

Arg

Pro

Glu

994
PRT
Artificial Sequence

source
/note="Description of

Val

His

Phe

Ser

900

val

Leu

Tyr

Thr

Leu

Trp

Tyr

885

Thr

Ala

Gln

Asn

Gly
965

polypeptide”

<400> 7

Met

1

Ala

Pro

Glu

Lys
65

Arg

His

Gly

Gln

50

Leu

Pro

Gly

Ile

35

Pro

Leu

Val

Leu

20

Glu

Glu

Asn

Ala

5

Ser

Glu

Arg

His

Lys

Ser

870

Asn

Leu

Met

Gly

Arg

950

Ser

Leu

Leu

Thr

Gly

His
70

Gly

855

Asp

Ser

Asp

val

Lys

935

Ile

Leu

Leu

Glu

Asp

Val

55

Pro

840

Gln

Pro

Arg

Ala

Leu

920

Ser

Thr

Ser

Artificial Sequence:

Leu

Ala

Gly

His

Leu

Ala

Pro

Ser

Ala

905

Leu

Ser

Ile

Phe

Leu

Pro

25

Glu

Phe

Leu

Ser

Pro

Leu

890

His

val

Leu

Glu

Ala
970

Pro

10

Thr

Leu

Val

Glu

Ile

Ile

875

Asp

Ile

Gly

Gln

Ser

955

Gly

Ser

val

Thr

Thr

Glu
75

Lys

860

Cys

Val

Ala

Gly

Leu

940

Ala

Asp

Leu

Gly

Ala

Thr

60

Phe

845

Cys

Arg

Ala

Ala

val

925

Pro

Phe

Glu

Val

Ala

Lys

Ala

910

Tyr

Arg

Asp

Arg

Pro

Ala

Ala

895

Ile

Phe

Pro

Asn

Ile
975

Synthetic

Leu

Lys

Ala

45

Ala

Leu

Ala

Gly

30

Pro

Pro

Gln

Leu

15

Gln

Thr

Thr

Glu

Gly

Ser

880

Pro

Phe

Tyr

Arg

Pro
960

Leu

Ala

Pro

Leu

Gly
80



Leu

Asp

Gln

val

Glu

145

Met

Pro

Arg

Gln

Thr

225

Pro

Ser

Phe

Asn

Gly

305

Gln

Glu

Pro

Asp

Pro

130

Ser

Ala

Ser

Pro

Gly

210

Thr

Gly

Pro

Tyr

Ile

290

Pro

vVal

Lys

Pro

Ser

115

Thr

Pro

val

Arg

Trp

195

Thr

Thr

Pro

Thr

Ile

275

Ser

Asp

Ile

Gly

Ala

100

Arg

Gln

Met

Pro

Ala

180

Val

Ile

Thr

Cys

Asp

260

Ser

Leu

Pro

Arg

Asp

Pro

Pro

Pro

Leu

Thr

165

Trp

Ala

Thr

Thr

Ser

245

Leu

vVal

Arg

Leu

Ser
325

Glu

Phe

val

Gln

Arg

150

Leu

Thr

Glu

Ser

Ile

230

Trp

Ser

Tyr

Glu

Pro

310

Pro

Glu

Thr

Phe

Ser

135

Ile

Gly

Pro

Val

Ser

215

Ile

Asn

Ser

Pro

Gly

295

Leu

Thr

Leu

Pro

Thr

120

Lys

Thr

Pro

Thr

Val

200

Thr

Thr

Phe

Pro

Gly

280

Glu

Ala

His

Arg

Ser

105

Ser

Glu

Ala

Gly

Gln

185

Ser

Ala

Thr

Ser

Thr

265

Tyr

Thr

Asn

Gln

Pro

90

Pro

Pro

Gly

Pro

Glu

170

Glu

Gln

Ser

Thr

Gly

250

Asp

Gly

Val

Gln

Ala
330

Ala

Leu

Thr

Pro

Leu

155

Ile

Gly

Gly

Gly

Ile

235

Pro

Val

val

Thr

Ser

315

Ala

Leu

Pro

Pro

Trp

140

Pro

Ala

Pro

Ala

Asp

220

Thr

Glu

Gly

Glu

Val

300

Phe

Leu

Pro

Arg

Ala

125

Ser

Pro

Ser

Gly

Gly

205

Asp

Thr

Gly

Leu

Ile

285

Glu

Leu

Arg

Phe

Leu

110

Met

Pro

Gly

Thr

Asp

190

Ile

Glu

val

Ser

Asp

270

Lys

Gly

Leu

Phe

Gln

95

Ala

Ala

Glu

Pro

Thr

175

Met

Gly

Glu

Gln

Leu

255

Cys

val

Leu

Arg

Gln
335

Pro

Asn

Ala

Ser

Ser

160

Pro

Gly

Ile

Thr

Thr

240

Asp

Phe

Gln

Gly

Gly

320

Ser



Leu

Tyr

Thr

Thr

385

Thr

Pro

Phe

Ala

Ala

465

Ala

Gly

Ser

Gln

Ser

545

Pro

Pro

Pro

Leu

vVal

370

Gly

Gln

Gly

Pro

Pro

450

Glu

Pro

Leu

Ser

Gly

530

Thr

Gly

His

Pro

Leu

355

Thr

Tyr

Pro

vVal

Gly

435

Glu

Asp

Pro

Leu

Gly

515

His

Pro

Tyr

Asp

Pro

340

Ser

Ser

Gln

Phe

Ile

420

Asn

Gly

Asp

vVal

Ser

500

Ala

Cys

Thr

Thr

Pro
580

Ala

Cys

Leu

Leu

Trp

405

Arg

Tyr

Gln

Asp

Tyr

485

Ser

Ala

Tyr

Tyr

Leu

565

Gln

Gly

His

His

Lys

390

Asp

Asn

Ser

Arg

Arg

470

Asp

Gly

Ala

Glu

Pro

550

Glu

Trp

Pro

Phe

Pro

375

Gly

Ser

Ala

Asn

Leu

455

Leu

Ser

Lys

Gly

Pro

535

Val

Gln

Asn

Gly

Pro

360

Gly

Ala

Lys

Thr

Asn

440

His

Ile

Tyr

His

Met

520

Phe

Gly

Gly

Glu

Thr

345

Arg

Gly

Arg

Glu

Thr

425

Leu

Leu

Ile

Glu

Phe

505

Ala

val

Thr

Ser

Thr
585

Phe

Arg

Ser

His

Pro

410

Gly

Thr

His

Arg

val

490

Phe

Leu

Lys

Thr

Ile

570

Glu

His

Pro

Ala

Leu

395

Val

Arg

Cys

Phe

Asn

475

Glu

Val

Arg

Tyr

Val

555

Ile

Pro

Phe

Ala

Arg

380

Thr

Cys

Ile

His

Glu

460

Gly

Tyr

Glu

Tyr

Gly

540

Glu

Ile

Ala

His

Tyr

365

Phe

Cys

Ile

val

Trp

445

Lys

Asp

Leu

Leu

Glu

525

Asn

Phe

Glu

Cys

Tyr

350

Gly

His

Leu

Gly

Ser

430

Leu

Val

Asn

Pro

Ser

510

Ala

Phe

Ser

Cys

Arg
590

Gln

Asp

Cys

Asn

Glu

415

Pro

Leu

Ser

Val

Ile

495

Thr

Phe

Ser

Cys

Val

575

Ala

Ala

Val

Ala

Ala

400

Cys

Gly

Glu

Leu

Glu

480

Glu

Asp

Gln

Ser

Asp

560

Asp

val



Cys

Trp

vVal

625

Gly

Arg

Thr

Ser

Pro

705

Lys

Gln

Gln

Thr

Ser

785

Gln

Gln

Glu

Ser

Pro

610

Glu

Pro

Val

Ser

vVal

690

Arg

Ser

Cys

Trp

Ser

770

Ser

Gly

Ala

Gln

Gly

595

Glu

Glu

Gly

Leu

Met

675

Leu

Asn

Pro

Tyr

Asp

755

Cys

Pro

Phe

Gly

Leu
835

Glu

Pro

Asp

Asp

Gly

660

Ala

Gly

Asp

Ser

Pro

740

Leu

His

Lys

Val

Ser

820

Lys

Ile

Tyr

Lys

Val

645

Gln

Asp

Tyr

Thr

Gln

725

Gly

Thr

Asp

Phe

Leu

805

Pro

Pro

Thr

Gly

Arg

630

Leu

Tyr

val

Gln

Cys

710

Pro

Tyr

Trp

Pro

Pro

790

Met

Lys

Cys

Asp

Arg

615

Ile

Thr

Ser

Thr

Gln

695

Pro

Glu

Gln

Ser

Gly

775

val

Gly

Trp

His

Ser

600

Gly

Met

Phe

Gly

Ile

680

Gly

Glu

Leu

val

Glu

760

Asp

Gly

Ser

Ser

Gly
840

Ala

Gln

Leu

Tyr

Pro

665

Gln

Phe

Leu

Val

val

745

Asp

Val

Ala

Ser

Asp

825

Leu

Gly

Asp

Asp

Asp

650

Arg

Phe

val

Pro

His

730

Gly

Leu

Glu

Thr

Ile

810

Arg

Ser

Val

Cys

Ile

635

Gly

Ser

Gln

Ile

Glu

715

Gly

Ser

Pro

His

val

795

Leu

Ala

Ala

Val

Ile

620

Arg

Asp

His

Ser

His

700

Ile

Thr

Ser

Ser

Ser

780

Gln

Thr

Pro

Pro

Leu

605

Trp

val

Asp

Phe

Asp

685

Phe

Pro

Val

val

Cys

765

Arg

Tyr

Cys

Lys

Glu
845

Ser

Gly

Leu

Leu

Lys

670

Pro

Phe

Asn

Val

Leu

750

Gln

Arg

Ile

His

Cys

830

Asn

Pro

Val

Arg

Thr

655

Leu

Gly

Glu

Gly

Thr

735

Met

Arg

Leu

Cys

Asp

815

Leu

Gly

Asn

His

Ile

640

Ala

Phe

Thr

Val

Trp

720

Tyr

Cys

Val

Ile

Asp

800

Arg

Leu

Ala



Ser
850

Arg

Ser
865

Cys

Val Pro

Ala Ala

Lys Ala

Ala Ile

930

Tyr Phe

945

Arg Pro

Asp Asn

Arg Ile

<210> 8
<211>
<212>
<213>

<220>
<221>
<223>

Pro

Ala

Gly

Ser

Pro

915

Phe

Tyr

Arg

Pro

3483
DNA
Artificial Sequence

Glu Lys

Pro

Gly

Pro
885

His

Leu
900

Asp

Ala Ala

Leu Pro

Phe Ser

Pro Arg

965

Thr
980

Tyr

source
/note="Description of Artificial Sequence: Synthetic

Gln

Tyr

870

Ser

Gly

Ser

Leu

Arg

950

Pro

Glu

polynucleotide"

<400> 8

Leu

855

Val

His

Phe

Ser

val

935

Leu

Tyr

Thr

His

Leu

Trp

Tyr

Thr

920

Ala

Gln

Asn

Gly

Pro

Lys

Ser

Asn

905

Leu

Met

Gly

Arg

Ser
985

Ala

Gly

Asp

890

Ser

Asp

val

Lys

Ile

970

Leu

Gly

Gln

875

Pro

Arg

Ala

Leu

Ser

955

Thr

Ser

Ala

860

Ala

Pro

Ser

Ala

Leu

940

Ser

Ile

Phe

Thr

Ser

Pro

Leu

His

925

val

Leu

Glu

Ala

Ile

Ile

Ile

Asp

910

Ile

Gly

Gln

Ser

Gly
990

atggagacag
gacggcgcgce
ggcatcgagg
ggcgtccact
gaggaattcc

ttccagectg

acacactcct
ctggatccct
agacagatgg
ttgtcacaac
tacaagaggg

acccacctgce

gctatgggta
gagcctggag
cgagctgaca
agcccccacce
gctggaaaag

acccttcacc

ctgctgctct
gccccaaccg
gcagccccca
ttgaagctgc
ggagatgagg

ccaagtcccce

gggttcccgg

tggggaaagg

cacctgagca
tcaaccacca
agttgaggcc

ttccecgect

His Phe

Lys Cys

880

Cys
895

Arg
vVal Ala
Ala Ala
Val

Gly

Pro
960

Leu

Ala
975

Phe

Asp Glu

gtccactggt
acaagcccca
gccagaacga
cccgectgett
agcactgccc

ggccaaccag

60

120

180

240

300

360



gacagccgcce
cagtccaagg
cccctacctc
actacacccc
ccgtgggttg
tcctccacag
accatcacca
tctctggact
tacatctctg
gaaggggaga
cagtctttcc
ttccagagcc
ctcctgagcet
cacccagggg
catctcacct
gctgcttgcg
ccgggcaact
cggctacacc
cgcaatgggg
cccattgagg
agcggggcag
gagccctttg
actgtggagt
tgtgttgacc
agcggggaga
ggtcgtgggce
gacatccgag
ctgacggccc
tccatggctg
cagcagggct
cctgagatcc

gtcacttacc

ctgtctttac
agggaccctg
cagggcccag
ccagcagagc
cagaggttgt
cttcaggaga
cagtccagac
cccctacaga
tctaccctgg
cagtgactgt
tgctgcgggg
tccecgceccacc
gccactttecc
gtagtgcccg
gtctcaatgc
gcggagtgat
acagcaacaa
tgcactttga
acaacgtgga
gcctgctcag
ctgcaggcat
tcaaatacgg
tcagctgcga
cccacgaccce
tcacagactc
aggattgtat
tgctgcgcat
gggttctggg
atgtcaccat
tcgtcatcca
ccaatggctg

agtgctaccc

cagccccact
gagtccggag
catggcagtg
ctggacacca
gtcccaggge
tgatgaggag
accaggccct
cctcagctcce
ctatggcgtg
ggaaggcctg
ccaagtcatc
ggctggccct
ccgtcgtcca
cttccattgt
cacccagccc
ccgcaatgece
cctcacctgt
gaaggtttcc
ggccccacca
ctctggcaaa
ggccctgcge
taacttcagc
ccctggctac
ccagtggaat
ggctggcgtg
ctggggtgtg
aggccctggt
ccagtactca
tcagttccag
cttctttgag
gaagagccca

tggctaccag

ccagccatgg
tcagagtccc
cccaccctag
acccaagagg
gcggggatcg
accaccacta
tgtagctgga
cccactgatg
gaaatcaagg
ggggggcccg
cgcagcccca
ggcaccttcc
gcttatggag
gccactggct
ttctgggatt
accaccggcc
cactggctgce
ctggcagagg
gtgtatgatt
cacttctttg
tatgaggcct
agcagcacac
accctggagce
gagacagagc
gtactctctc
catgtggaag
gatgtgctta
gggccccgta
tcggaccccg
gtgccccgca
tcgcagectg

gtagtgggat

ctgcggtacc
ctatgcttcg
gcccagggga
gtcctggaga
ggatccaggg
ccaccaccat
atttctcagg
ttggcctgga
tccagaatat
acccactgcc
cccaccaagc
atttccatta
atgtgactgt
accagctgaa
caaaggagcc
gcatcgtctc
ttgaggctcc
atgatgacag
cctatgaggt
ttgagctcag
tccagcaggg
ccacctaccc
agggctccat
cagcctgeccg
ccaactggcc
aggacaagcg
ccttctatga
gccacttcaa
ggacctcagt
atgacacatg
agctagtgca

ccagtgtcct

cactcagccc
aatcacagct
gatagccagc
catgggaagg
gaccatcacc
catcaccacc
cccagagggce
ctgcttctte
cagcctccgg
cctggccaac
ggccctgagg
ccaagcctat
caccagcctc
gggcgccagg
cgtctgcatc
tccaggcttce
tgagggccag
gctcatcatt
ggaatacctg
tactgacagc
ccattgctat
tgtgggtacc
catcatcgag
agccgtgtge
agagccctac
catcatgctg
tggggatgac
gctctttacc
gctgggctac
tccggagcectg
cggcaccgtg

catgtgccag

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280



tgggacctaa
cctggagatg
accgtgcaat
catgatcgcc
cagctcaagc
cagctacacc
ggccaggcca
atctgtaggg
gcacctgctg
tgcccaccgt
cccaaggaca
agccacgaag
gccaagacaa
accgttgtgce
ggcctcccag
caggtgtaca
tgcctggtca
ccggagaaca
tacagcaagc
gtgatgcatg
tga

<210> 9
<211> 1160
<212> PRT
<213>
<220>

<221>
<223>

cttggagtga
tggagcacag
atatctgtga
aggctggcag
catgccatgg
cagcaggggc
gcatcaagtg
ctgcctctcet
cctccagcac
gcccagcacce
ccctcatgat
accccgaggt
agccacggga
accaggactg
cccccatcga
ccctgecccce
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

source
/note="Description of

polypeptide”

<400> 9

Met Glu Thr Asp Thr Leu Leu

1

Gly Ser Thr Gly Asp Gly Ala

Thr vVal Gly Lys Gly Gln Ala

5

20

ggacctgccc
ccgacgcectce
ccagggtttt
ccccaagtgg
tctcagtgcce
caccatccac
tgtgcctggg
ggatgggttc
cctggatgct
acctgtggca
ctcccggacce
ccagttcaac
ggagcagttc
gctgaacggc
gaaaaccatc
atccagggag
ccccagcgac
cacgcctccce
caagagcagg

caaccactac

Artificial Sequence

tcatgccaga
atatccagcc
gtgctgatgg
agtgaccggg
cctgagaatg
ttctecgtgtg
cacccctcgce
tacaacagtc
gcccacctgg
ggaccgtcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaaacca
gagatgacca
atcgcecgtgg
atgctggact
tggcagcagg

acgcagaaga

Artificial Sequence:

Leu Trp Val Leu Leu

10

Pro Gly Ser Leu Ser
25

Pro Gly Ile Glu Glu

gggtgacttc
ccaagtttcc
gcagctccat
cccctaaatg
gtgcccgaag
cccctggcta
attggagtga
gcagcctgga
ccggccacag
tcttecctett
cgtgcgtggt
acggcgtgga
tccgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctce
ggaacgtctt

gcctctcect

30

ctgccacgat
cgtgggggcc
cctcacctgce
tctcctggaa
tcctgagaag
tgtgctgaag
ccccecaccce
tgttgccaag
atctgtcgag
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctce
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttecctce
ctcatgctcc

gtctccgggt

Synthetic

Leu Trp Val Pro

15

Leu Glu Ala Pro

Thr Asp Gly Glu

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3483



Leu

vVal

65

Glu

Pro

Pro

Pro

Gly

145

Pro

Glu

Glu

Gln

Ser

225

Thr

Gly

Asp

Gly

Thr

50

Thr

Glu

Ala

Leu

Thr

130

Pro

Leu

Ile

Gly

Gly

210

Gly

Ile

Pro

vVal

Val

35

Ala

Thr

Phe

Leu

Pro

115

Pro

Trp

Pro

Ala

Pro

195

Ala

Asp

Thr

Glu

Gly

275

Glu

Ala

Ala

Leu

Pro

100

Arg

Ala

Ser

Pro

Ser

180

Gly

Gly

Asp

Thr

Gly

260

Leu

Ile

Pro

Pro

Gln

85

Phe

Leu

Met

Pro

Gly

165

Thr

Asp

Ile

Glu

Val

245

Ser

Asp

Lys

Thr

Thr

70

Glu

Gln

Ala

Ala

Glu

150

Pro

Thr

Met

Gly

Glu

230

Gln

Leu

Cys

Val

Pro

55

Leu

Gly

Pro

Asn

Ala

135

Ser

Ser

Pro

Gly

Ile

215

Thr

Thr

Asp

Phe

Gln

40

Glu

Lys

Leu

Asp

Gln

120

val

Glu

Met

Pro

Arg

200

Gln

Thr

Pro

Ser

Phe

280

Asn

Gln

Leu

Glu

Pro

105

Asp

Pro

Ser

Ala

Ser

185

Pro

Gly

Thr

Gly

Pro

265

Tyr

Ile

Pro

Leu

Lys

90

Pro

Ser

Thr

Pro

Val

170

Arg

Trp

Thr

Thr

Pro

250

Thr

Ile

Ser

Glu

Asn

75

Gly

Ala

Arg

Gln

Met

155

Pro

Ala

Val

Ile

Thr

235

Cys

Asp

Ser

Leu

Arg

60

His

Asp

Pro

Pro

Pro

140

Leu

Thr

Trp

Ala

Thr

220

Thr

Ser

Leu

val

Arg

45

Gly

His

Glu

Phe

val

125

Gln

Arg

Leu

Thr

Glu

205

Ser

Ile

Trp

Ser

Tyr

285

Glu

Val

Pro

Glu

Thr

110

Phe

Ser

Ile

Gly

Pro

190

Val

Ser

Ile

Asn

Ser

270

Pro

Gly

His

Leu

Leu

95

Pro

Thr

Lys

Thr

Pro

175

Thr

Val

Thr

Thr

Phe

255

Pro

Gly

Glu

Phe

Leu

80

Arg

Ser

Ser

Glu

Ala

160

Gly

Gln

Ser

Ala

Thr

240

Ser

Thr

Tyr

Thr



Val

305

Gln

Ala

Phe

Arg

Ser

385

His

Pro

Gly

Thr

His

465

Arg

vVal

Phe

Leu

Lys

290

Thr

Ser

Ala

His

Pro

370

Ala

Leu

Val

Arg

Cys

450

Phe

Asn

Glu

Val

Arg

530

Tyr

Val

Phe

Leu

Phe

355

Ala

Arg

Thr

Cys

Ile

435

His

Glu

Gly

Tyr

Glu

515

Tyr

Gly

Glu

Leu

Arg

340

His

Tyr

Phe

Cys

Ile

420

vVal

Trp

Lys

Asp

Leu

500

Leu

Glu

Asn

Gly

Leu

325

Phe

Tyr

Gly

His

Leu

405

Ala

Ser

Leu

Val

Asn

485

Pro

Ser

Ala

Phe

Leu

310

Arg

Gln

Gln

Asp

Cys

390

Asn

Ala

Pro

Leu

Ser

470

val

Ile

Thr

Phe

Ser

295

Gly

Gly

Ser

Ala

val

375

Ala

Ala

Cys

Gly

Glu

455

Leu

Glu

Glu

Asp

Gln

535

Ser

Gly

Gln

Leu

Tyr

360

Thr

Thr

Thr

Gly

Phe

440

Ala

Ala

Ala

Gly

Ser

520

Gln

Ser

Pro

val

Pro

345

Leu

val

Gly

Gln

Gly

425

Pro

Pro

Glu

Pro

Leu

505

Ser

Gly

Thr

Asp

Ile

330

Pro

Leu

Thr

Tyr

Pro

410

Val

Gly

Glu

Asp

Pro

490

Leu

Gly

His

Pro

Pro

315

Arg

Pro

Ser

Ser

Gln

395

Phe

Ile

Asn

Gly

Asp

475

val

Ser

Ala

Cys

Thr

300

Leu

Ser

Ala

Cys

Leu

380

Leu

Trp

Arg

Tyr

Gln

460

Asp

Tyr

Ser

Ala

Tyr

540

Tyr

Pro

Pro

Gly

His

365

His

Lys

Asp

Asn

Ser

445

Arg

Arg

Asp

Gly

Ala

525

Glu

Pro

Leu

Thr

Pro

350

Phe

Pro

Gly

Ser

Ala

430

Asn

Leu

Leu

Ser

Lys

510

Gly

Pro

Val

Ala

His

335

Gly

Pro

Gly

Ala

Lys

415

Thr

Asn

His

Ile

Tyr

495

His

Met

Phe

Gly

Asn

320

Gln

Thr

Arg

Gly

Arg

400

Glu

Thr

Leu

Leu

Ile

480

Glu

Phe

Ala

val

Thr



545

Thr

Ile

Glu

Gly

Asp

625

Asp

Asp

Arg

Phe

Val

705

Pro

His

Gly

Leu

Glu

785

Thr

Val

Ile

Pro

Val

610

Cys

Ile

Gly

Ser

Gln

690

Ile

Glu

Gly

Ser

Pro

770

His

Val

Glu

Ile

Ala

595

Val

Ile

Arg

Asp

His

675

Ser

His

Ile

Thr

Ser

755

Ser

Ser

Gln

Phe

Glu

580

Cys

Leu

Trp

vVal

Asp

660

Phe

Asp

Phe

Pro

vVal

740

Val

Cys

Arg

Tyr

Ser

565

Cys

Arg

Ser

Gly

Leu

645

Leu

Lys

Pro

Phe

Asn

725

vVal

Leu

Gln

Arg

Ile

550

Cys

val

Ala

Pro

val

630

Arg

Thr

Leu

Gly

Glu

710

Gly

Thr

Met

Arg

Leu

790

Cys

Asp

Asp

Val

Asn

615

His

Ile

Ala

Phe

Thr

695

Val

Trp

Tyr

Cys

Val

775

Ile

Asp

Pro

Pro

Cys

600

Trp

val

Gly

Arg

Thr

680

Ser

Pro

Lys

Gln

Gln

760

Thr

Ser

Gln

Gly

His

585

Ser

Pro

Glu

Pro

Val

665

Ser

val

Arg

Ser

Cys

745

Trp

Ser

Ser

Gly

Tyr

570

Asp

Gly

Glu

Glu

Gly

650

Leu

Met

Leu

Asn

Pro

730

Tyr

Asp

Cys

Pro

Phe

555

Thr

Pro

Glu

Pro

Asp

635

Asp

Gly

Ala

Gly

Asp

715

Ser

Pro

Leu

His

Lys

795

Val

Leu

Gln

Ile

Tyr

620

Lys

Val

Gln

Asp

Tyr

700

Thr

Gln

Gly

Thr

Asp

780

Phe

Leu

Glu

Trp

Thr

605

Gly

Arg

Leu

Tyr

Val

685

Gln

Cys

Pro

Tyr

Trp

765

Pro

Pro

Met

Gln

Asn

590

Asp

Arg

Ile

Thr

Ser

670

Thr

Gln

Pro

Glu

Gln

750

Ser

Gly

val

Gly

Gly

575

Glu

Ser

Gly

Met

Phe

655

Gly

Ile

Gly

Glu

Leu

735

val

Glu

Asp

Gly

Ser

560

Ser

Thr

Ala

Gln

Leu

640

Tyr

Pro

Gln

Phe

Leu

720

Val

val

Asp

Val

Ala

800

Ser



Ile

Arg

Ser

Ala

865

Gly

Asp

Ser

Asp

Pro

945

Pro

Val

vVal

Gln

His

Asn

Lys

Leu

Ala

Ala

850

Gly

Gln

Pro

Arg

Ala

930

Ala

Lys

Val

Asp

Thr

Pro

835

Pro

Ala

Ala

Pro

Ser

915

Ala

Pro

Asp

Asp

Gly

Cys

820

Lys

Glu

Thr

Ser

Pro

900

Leu

His

Pro

Thr

Val

980

vVal

995

Phe
1010

Asn Ser

Gln
1025

Asp Trp

Lys
1040

Gly Leu

Gly Gln Pro

805

His

Cys

Asn

Ile

Ile

885

Ile

Asp

Leu

vVal

Leu

965

Ser

Glu

Thr

Leu

Pro

Arg

Asp

Leu

Gly

His

870

Lys

Cys

Val

Ala

Ala

950

Met

His

val

Phe

Asn

Ala

Glu

Arg

Leu

Ala

855

Phe

Cys

Arg

Ala

Gly

935

Gly

Ile

Glu

His

Gln

Glu

840

Arg

Ser

val

Ala

Lys

920

His

Pro

Ser

Asp

Asn

Ala

825

Gln

Ser

Cys

Pro

Ala

905

Ala

Arg

Ser

Arg

Pro
985

Ala Lys Thr Lys Pro

810

Gly

Leu

Pro

Ala

Gly

890

Ser

Pro

Ser

val

Thr

970

Glu

Ser

Lys

Glu

Pro

875

His

Leu

Ala

Val

Phe

955

Pro

Val

Pro

Pro

Lys

860

Gly

Pro

Asp

Ala

Glu

940

Leu

Glu

Gln

Lys

Cys

845

Gln

Tyr

Ser

Gly

Ser

925

Cys

Phe

Val

Phe

Trp

830

His

Leu

Val

His

Phe

910

Ser

Pro

Pro

Thr

Asn
990

Arg Glu Glu

1000

Arg Val Val Ser Val

1015

Gly Lys Glu Tyr
1030

Lys

Pro Thr

1045

Ile Glu Lys

Pro Gln Val Tyr Thr

1005

Leu Thr

1020

Cys
1035

Lys

Ile
1050

Ser

Leu Pro

815

Ser

Gly

His

Leu

Trp

895

Tyr

Thr

Pro

Pro

Cys

975

Trp

Val

Val

Lys

Pro

Asp

Leu

Pro

Lys

880

Ser

Asn

Leu

Cys

Lys

960

Val

Tyr

Val

Ser

Thr

Ser



Arg

Lys

Gly

Ser

Ser

Glu

1055

Glu
1070

Gly
1085

Gln
1100

Asp
1115

Arg
1130

Ala

Glu

Phe

Pro

Gly

Trp

Leu

Met

Tyr

Glu

Ser

Gln

His

Thr

Pro

Asn

Phe

Gln

Asn

Lys

Ser

Asn

Phe

Gly

His

1060

Asn
1075

Asp
1090

Tyr
1105

Leu
1120

Asn
1135

Tyr

Gln

Ile

Lys

Tyr

val

Thr

Val Ser

Ala Vval
Thr Thr
Ser Lys
Phe

Ser

Gln Lys

Leu

Glu

Pro

Leu

Cys

Ser

1065

Thr
1080

Trp
1095

Pro
1110

Thr
1125

Ser
1140

Leu

Cys

Glu

Met

Val

val

Ser

Leu

Ser

Leu

Asp

Met

Leu

Val

Asn

Asp

Lys

His

Ser

1145

Pro Gly

1160

<210> 10
<211> 2919
<212> DNA

<213> Mus sp.

<400> 10
ctctecteag

ggggagctga
acagccccta
gggctagaaa
cactttactc
agtccgactc
aacctagaat
atggcagtgc
tggactccaa
tctaagacca
gacgaagaga
ccctgtagct
tcaccctctg

gtagagatca

aggctccgat
ccgcagceccce
ccctcaagct
gagaggaagc
caagccccct
cagccgtgge
ccaaaccccc

ccacactgct

ctcaggaggg

cagggcttgg

ccactaccac
ggaatttctc

atgttggcct

aggtggagaa

1150

cacgggggaa

tacacctgag
gctcaaccac
gccgcagcect
cccecgecte
tgcagcaccc
tgagctttct
cccagaggac
tcctggagac
tgtcgaggga
catcattacc
aggcccagag
ggactgtttc

catcagcctt

ggtcatgcca
cagtcagacc
cacccacttc
gcactgccct
accaaccagg
acccagcccce
atcacatcgt
agacccagta
atggacagac
accattgcca
actactgtca
ggctctctgg

tactatatct

caggaagggg

1155

cgggcatcag
gaggcgtcca
tggaagaatt
tccagccgga
acaaccgccc
actccaggga
cccttectece
ctacaccccc
cttgggttcc
cctccacagce
ccacagttca
attcccccac
ctgtctaccc

agaccatcac

ggagacggat
cttcgtcacc
tcttcaagag
ctcacctaca
cgtctttacc
gaaaccttgg
agggccgagt
tagccaagca
agaggtcatg
ttcaggggat
gccaccaggc
ggcccccagce

tggatatgga

cgtggagggc

60

120

180

240

300

360

420

480

540

600

660

720

780

840



ctggggggcce

atccgcagcce
cctggcactt
ccagcgtatg
tgtgccactg
cccttttggg
gccaccactg
tgccactggt
tccctggcecag
ccggtgtacg
agacacttct
cgctatgagg
agcagcagtg
tacaccctgg
aatgagacag
gtggtgctct
gtgcatgtgg
ggggatgtac
tcagggcccc
cagtcagacc
gaggttcccc
ccatcacagc
caggtggtgg
ccttcatgcec
ctcatatcca
tttgtgctga
tggagtgaca
gccccggaga
cacttctcct
ggacacccct
ttctacaacg

gctgctcacc

ccgatccact
ccacccacca
tccatttccg
gagatgtgac
gctaccagct
attcccaaga
gccgcattgt
tgctagaggc
aagacgacga
actcctatga
tcgtggagtt
ccttccagca
caccgtccta
agcagggctc
agccagcctg
ctccaaactg
aggaggacaa
tgaccttcta
gtggccactt
ctgggacctc
gcaacgacac
ctgagctggt
gatccagtat
agagagtgac
gccccaagtt
cggggagtgce
gggcccccaa
atggtgcccg
gtgccecctgg
cgcattggag
gccgtagect

tggctgctgce

gcccttgget
agcagccctg
ctaccaagcc
tgtcaccagt
caagggtgcc
gcctgtttgce
ctctcctgge
tccagagagc
caggctcatc
ggtggaatac
cagtactgac
aggacattgc
ccctgtgggt
catcatcatc
ccgagccgtg
gccggagcect
gcgcatcatg
cgatggggat
caagctcttt
ggcgctgggt
atgtccagag
gcacggcacg
tctcatgtgce
atcttgccat
tcccgtggga
cattctcacc
gtgtctcttg
cagccctgag
ttatgtgctg
tgacccacca
ggatgttgcc

catcttccta

aaccagtcgt
aggttccaga
tatctcctga
ctccacccag
aggttcctca
attgctgett
ttccecgggga
cagcggctgce
atccgcaatg
ctgcccattg
agcagtgggg
tatgagccct
acaactgtgg
gaatgcgtcg
tgcagcgggg
tatggccgag
ctggacatcc
gacctcacag
acctccatgg
taccagcaag
ctacccgaga
gtggtcacct
cagtgggacc
gacccagggg
gcaactgtgc
tgccatgatc
gaacaattca
aagcggcttce
aagggccagg
cccatctgta
aaggcacctg

ccattggtgg

tcctgctgag
gcctecccget
gctgccactt
gaggcagcgce
cctgtctcaa
gtggtggagt
actacagcaa
acctgcactt
gaaataacgt
agggcctgct
cagctgcagg
ttgtcaaata
agttcagctg
acctccacga
agatcacaga
ggcaggactg
gagtgctgcg
cccgggtect
ccgatgtcac
gatttgtcat
tcceccaacgg
atcagtgcta
taagctggag
atgtggagca
aatatgtctg
ggcaagcagg
agccgtgcca
acccagcagg
ccagcatcaa
gggctgcctce
ccgcctcecag

ccatggtgtt

gggccaggtc

acccgctggg
tccececgacgt
ccacttccat
tgccacccag
gattcggaat
caacctcacc
tgaaaaggtc
ggaggccccg
cagctctggc
catggccctg
cggcaacttc
tgaccctggce
cccccagtgg
ctctgcaggce
catctggggt
cataggctct
gggccaatac
catccagttc
ccacttcttt
ctggaagaac
ccctggttac
tgaggacctg
cagccgacgc
tgaccagggt
cagtcccaag
tggcctcagce
ggccaccatc
atgcgtgcct
tctggatggg

tgccctggac

gctggtggga

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760



ggagtgtacc tctatttttc cagattccag gggaaaagtc ccctgcaact tccccgaact 2820

catcctcgece cctataaccg catcacggta gagtcagcat ttgacaatcc aacttatgag 2880
actggatctc tttcctttgec aggagacgag agaatatga 2919
<210> 11

<211> 972

<212> PRT

<213> Mus sp.

<400> 11
Leu Ser Ser Glu Ala Pro Ile Thr Gly Glu Gly His Ala Thr Gly Ile
1 5 10 15

Arg Glu Thr Asp Gly Glu Leu Thr Ala Ala Pro Thr Pro Glu Gln Ser
20 25 30

Asp Arg Gly Val His Phe Val Thr Thr Ala Pro Thr Leu Lys Leu Leu
35 40 45

Asn His His Pro Leu Leu Glu Glu Phe Leu Gln Glu Gly Leu Glu Arg
50 55 60

Glu Glu Ala Pro Gln Pro Ala Leu Pro Phe Gln Pro Asp Ser Pro Thr
65 70 75 80

His Phe Thr Pro Ser Pro Leu Pro Arg Leu Thr Asn Gln Asp Asn Arg
85 90 95

Pro Val Phe Thr Ser Pro Thr Pro Ala Val Ala Ala Ala Pro Thr Gln
100 105 110

Pro His Ser Arg Glu Lys Pro Trp Asn Leu Glu Ser Lys Pro Pro Glu
115 120 125

Leu Ser Ile Thr Ser Ser Leu Pro Pro Gly Pro Ser Met Ala Val Pro
130 135 140

Thr Leu Leu Pro Glu Asp Arg Pro Ser Thr Thr Pro Pro Ser Gln Ala
145 150 155 160

Trp Thr Pro Thr Gln Glu Gly Pro Gly Asp Met Asp Arg Pro Trp Val
165 170 175

Pro Glu Val Met Ser Lys Thr Thr Gly Leu Gly Val Glu Gly Thr Ile
180 185 190

Ala Thr Ser Thr Ala Ser Gly Asp Asp Glu Glu Thr Thr Thr Thr Ile
195 200 205



Ile

Asn

225

Ser

Pro

Gly

Leu

Thr

305

Pro

Phe

Pro

Gly

Ser

385

Ala

Asn

Leu

Leu

Thr

210

Phe

Pro

Gly

Glu

Ala

290

His

Gly

Pro

Gly

Ala

370

Gln

Thr

Asn

His

Ile
450

Thr

Ser

Ser

Tyr

Thr

275

Asn

Gln

Thr

Arg

Gly

355

Arg

Glu

Thr

Leu

Leu

435

Ile

Thr

Gly

Asp

Gly

260

Ile

Gln

Ala

Phe

Arg

340

Ser

Phe

Pro

Gly

Thr

420

His

Arg

Val

Pro

val

245

Val

Thr

Ser

Ala

His

325

Pro

Ala

Leu

Val

Arg

405

Cys

Phe

Asn

Thr

Glu

230

Gly

Glu

Val

Phe

Leu

310

Phe

Ala

His

Thr

Cys

390

Ile

His

Glu

Gly

Thr

215

Gly

Leu

Ile

Glu

Leu

295

Arg

Arg

Tyr

Phe

Cys

375

Ile

vVal

Trp

Lys

Asn
455

Val

Ser

Asp

Lys

Gly

280

Leu

Phe

Tyr

Gly

His

360

Leu

Ala

Ser

Leu

Val

440

Asn

Gln

Leu

Cys

Val

265

Leu

Arg

Gln

Gln

Asp

345

Cys

Asn

Ala

Pro

Leu

425

Ser

val

Pro

Asp

Phe

250

Glu

Gly

Ser

Ala

330

Val

Ala

Ala

Cys

Gly

410

Glu

Leu

Glu

Pro

Ser

235

Tyr

Asn

Gly

Gln

Leu

315

Tyr

Thr

Thr

Thr

Gly

395

Phe

Ala

Ala

Ala

Gly

220

Pro

Tyr

Ile

Pro

val

300

Pro

Leu

Val

Gly

Gln

380

Gly

Pro

Pro

Glu

Pro
460

Pro

Thr

Ile

Ser

Asp

285

Ile

Leu

Leu

Thr

Tyr

365

Pro

Val

Gly

Glu

Asp

445

Pro

Cys

Ala

Ser

Leu

270

Pro

Arg

Pro

Ser

Ser

350

Gln

Phe

Ile

Asn

Ser

430

Asp

val

Ser

Pro

val

255

Gln

Leu

Ser

Ala

Cys

335

Leu

Leu

Trp

Arg

Tyr

415

Gln

Asp

Tyr

Trp

Ser

240

Tyr

Glu

Pro

Pro

Gly

320

His

His

Lys

Asp

Asn

400

Ser

Arg

Arg

Asp



Ser

465

Arg

Gly

Pro

Val

Gln

545

Asn

Asp

Arg

Ile

Thr

625

Ser

Thr

Gln

Pro

Glu
705

Tyr

His

Met

Phe

Gly

530

Gly

Glu

Ser

Gly

Met

610

Phe

Gly

Ile

Gly

Glu

690

Leu

Glu

Phe

Ala

Val

515

Thr

Ser

Thr

Ala

Gln

595

Leu

Tyr

Pro

Gln

Phe

675

Leu

val

Val

Phe

Leu

500

Lys

Thr

Ile

Glu

Gly

580

Asp

Asp

Asp

Arg

Phe

660

Val

Pro

His

Glu

Val

485

Arg

Tyr

Val

Ile

Pro

565

Val

Cys

Ile

Gly

Gly

645

Gln

Ile

Glu

Gly

Tyr

470

Glu

Tyr

Gly

Glu

Ile

550

Ala

Val

Ile

Arg

Asp

630

His

Ser

His

Ile

Thr
710

Leu

Phe

Glu

Asn

Phe

535

Glu

Cys

Leu

Trp

val

615

Asp

Phe

Asp

Phe

Pro

695

val

Pro

Ser

Ala

Phe

520

Ser

Cys

Arg

Ser

Gly

600

Leu

Leu

Lys

Pro

Phe

680

Asn

val

Ile

Thr

Phe

505

Ser

Cys

val

Ala

Pro

585

Val

Arg

Thr

Leu

Gly

665

Glu

Gly

Thr

Glu

Asp

490

Gln

Ser

Asp

Asp

Val

570

Asn

His

Ile

Ala

Phe

650

Thr

Val

Trp

Tyr

Gly

475

Ser

Gln

Ser

Pro

Leu

555

Cys

Trp

Val

Gly

Arg

635

Thr

Ser

Pro

Lys

Gln
715

Leu

Ser

Gly

Ala

Gly

540

His

Ser

Pro

Glu

Ser

620

Val

Ser

Ala

Arg

Asn

700

Cys

Leu

Gly

His

Pro

525

Tyr

Asp

Gly

Glu

Glu

605

Gly

Leu

Met

Leu

Asn

685

Pro

Tyr

Ser

Ala

Cys

510

Ser

Thr

Pro

Glu

Pro

590

Asp

Asp

Gly

Ala

Gly

670

Asp

Ser

Pro

Ser

Ala

495

Tyr

Tyr

Leu

Gln

Ile

575

Tyr

Lys

val

Gln

Asp

655

Tyr

Thr

Gln

Gly

Gly

480

Ala

Glu

Pro

Glu

Trp

560

Thr

Gly

Arg

Leu

Tyr

640

Val

Gln

Cys

Pro

Tyr
720



Gln

Ser

Gly

vVal

Gly

785

Trp

His

Leu

Val

His

865

Phe

Ser

vVal

Phe

Tyr

945

Thr

Val

Glu

Asp

Gly

770

Ser

Ser

Gly

His

Leu

850

Trp

Tyr

Ala

Ala

Gln

930

Asn

Gly

vVal

Asp

vVal

755

Ala

Ala

Asp

Leu

Pro

835

Lys

Ser

Asn

Leu

Met

915

Gly

Arg

Ser

Gly

Leu

740

Glu

Thr

Ile

Arg

Ser

820

Ala

Gly

Asp

Gly

Asp

900

vVal

Lys

Ile

Leu

Ser

725

Pro

His

Val

Leu

Ala

805

Ala

Gly

Gln

Pro

Arg

885

Ala

Leu

Ser

Thr

Ser
965

Ser

Ser

Ser

Gln

Thr

790

Pro

Pro

Ala

Ala

Pro

870

Ser

Ala

Leu

Pro

Val

950

Phe

Ile

Cys

Arg

Tyr

775

Cys

Lys

Glu

Thr

Ser

855

Pro

Leu

His

vVal

Leu

935

Glu

Ala

Leu

Gln

Arg

760

Val

His

Cys

Asn

Ile

840

Ile

Ile

Asp

Leu

Gly

920

Gln

Ser

Gly

Met

Arg

745

Leu

Cys

Asp

Leu

Gly

825

His

Lys

Cys

Val

Ala

905

Gly

Leu

Ala

Asp

Cys

730

Val

Ile

Asp

Arg

Leu

810

Ala

Phe

Cys

Arg

Ala

890

Ala

val

Pro

Phe

Glu
970

Gln

Thr

Ser

Gln

Gln

795

Glu

Arg

Ser

Val

Ala

875

Lys

Ala

Tyr

Arg

Asp

955

Arg

Trp

Ser

Ser

Gly

780

Ala

Gln

Ser

Cys

Pro

860

Ala

Ala

Ile

Leu

Thr

940

Asn

Ile

Asp

Cys

Pro

765

Phe

Gly

Phe

Pro

Ala

845

Gly

Ser

Pro

Phe

Tyr

925

His

Pro

Leu

His

750

Lys

Val

Ser

Lys

Glu

830

Pro

His

Leu

Ala

Leu

910

Phe

Pro

Thr

Ser

735

Asp

Phe

Leu

Pro

Pro

815

Lys

Gly

Pro

Asp

Ala

895

Pro

Ser

Arg

Tyr

Trp

Pro

Pro

Thr

Lys

800

Cys

Arg

Tyr

Ser

Gly

880

Ser

Leu

Arg

Pro

Glu
960



<210> 12
<211> 2919
<212> DNA

<213> Rattus sp.

<400> 12
ctctcctcag

ggggagctga
acagccccta
gggctagaag
acacccttta
accagtccga
tggaacccag
agtatggcag
gcatggactc
atgtctaaga
gatgacgaag
ggcccctgta
agcgtcccecct
ggagtcgaga
ggcctggggg
gtcatccgca
ggacctggta
cgtccagctt
cactgtgcca
cagccctttt
aatgccacca
acctgccact
gtctccectgg
ccgccagtgt
ggcagacact
ctgcgctatg
ttcagcagca

ggctacaccc

aggctccaat
ccgcagcccce
ccctcaagcet
ggagagagga
ctccaagccce
cgccagctgt
agtcagagcc
tgcccacact
caacccagga
ccacagggct
agaccaccac
gctggaattt
ctgatgttgg
tcaaggtgaa
ggcctgaccc
gccccaccca
ctttccattt
atggagatgt
ctggctacca
gggattccca
ctggccgcat
ggctgctaga
cagaagatga
atgactccta
tcttcgtgga
aggccttcca
gcgcaccgtce

tggagcaggg

cacgggggaa
tacacctgag
actcaaccac
agctccgagg
cctteceecge
agctgcggca
cccggagctt
gcacccagag
gggtcctgga
tggtatcgag
caccaccatc
ctcaggcccg
cctggactgt
gaacatcagc
actgcccttg
ccaggcagcc
ccactaccaa
gactgtcacc
gctaaagggt
agagcctgtce
tgtctctccect
agcccccgag
cgacaggctc
tgaggtggag
gttcagtact
gcaaggacat
ctaccctgtg

ttccatcatc

ggtcaagcca
cagtcagacc
cacccacttc
ccggcactgce
ctcaccaacc
cccacgcagc
tacatcacat
gacagaccca
gacatgggca
gggaccattg
attaccaccg
gagggctctc
ctctactaca
cttcaggaag
gctaaccagt
gtgaggttcc
gcctatctcce
agcctccacc
gccaggttcce
tgcattgctg
ggctttcccg
agccagcggce
atcatccgta
tacctgccca
gacagcagcg
tgctatgagce
ggtacgactg

atcgaatgcg

cgggcatcag
gaggcgtcca
tggaggaatt
ccttccagcece
aggacaaccg
cccactccag
ctcccctcecce
gcactacacc
gaccttgggt
ccacctccac
tcaccacaat
tggattcccce
tctctgtcta
gagagaccat
ctttcctget
aaagccttcc
tgagctgcca
caggaggcag
tcacctgtct
cttgtggagg
ggaactacag
tgcacctgca
acgggaataa
ttgagggcct
gggcagccgce
cctttgtcaa
tggagttcag

tcgaccteceg

ggagatggat
cttcgtcacc
tcttcaagag
agactcacct
ccctgtettt
aaagaaaccc
tccagggccg
ccccagccaa
tccagagatc
agcttcaggg
tcagccacca
tgcggtcccce
ccctggatat
aaccgtggag
gaggggccag
acttcccgcet
ctttcctcgg
cgcccgcette
caatgccacc
agtgattcgg
caacaacctc
ctttgaaaag
cgtggaggcc
gctcagttct
aggcatggca
atacggtaac
ctgtgaccct

tgacccccag

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



tggaatgaga
ggcgtggtgce
ggtgtgcatg
tctggggatg
tactcagggc
ttccagtcag
tttgaggtgc
aacccatcac
taccaggtgg
ctgccctcat
cgcctcatat
ggttttgtgc
aagtggagtg
agtgcccctg
attcacttct
cctggacacc
gggttctaca
gatgctgccc
ggaggagtgt
actcatcctc
gagaccggat
<210> 13

<211> 973
<212> PRT

cagaaccagc
tctctccaaa
tggaggagga
tactgacctt
cccgtggceca
accctgggac
cccgcaatga
agcctgagct
tgggatccag
gccagagagt
ccagcctcaa
tcacgggtag
acagggcccc
agaatggtgc
cctgtgecccce
cctcacattg
acggccgtag
acatggcagc
acctctattt
gcccctataa

ctctttecctt

<213> Rattus sp.

<400> 13

Leu Ser Ser Glu

1

Arg Glu Met Asp

Asp Arg Gly Vval

35

Asn His His Pro

50

Ala

Gly

20

His

Leu

Pro

Glu

Phe

Leu

ctgccgagcce
ctggccggag
caagcgcatc
ctacgatggg
cttcaagctc
gtcggcgctg
cacatgtcca
ggtgcatggc
tattctcatg
gacatcctgc
gtttcctgtg
cgccatcctt
caagtgtctc
ccgcagccct
tggttatgtg
gagtgatcct
cctggatgtt
tgccatcttt
ctccagactc
ccgtatcacg

tgcaggagac

Ile Thr

Thr

Leu

Thr
40

Val

Glu
55

Glu

Gly Glu

Ala

25

Thr

Phe

gtgtgcagcg
ccttatggcce
atgctggaca
gatgacctga
tttacctcca
ggttaccagc
gagcttcccg
acggtggtca
tgccagtggg
catgacccag
ggagcaactg
acttgccatg
ttggaacagt
gagaagaggc
ctgaagggcc
ccacccatct
gccaaggcac
ctaccattgg
cagggaaaaa
gtagagtcag

gagagaata

Gly
10

Ala Pro
Ala

Pro

Leu Gln

gggagatcac
gagggcagga
tccgagtget
cagcccgggt
tggctgatgt
aaggatttgt
agatccccaa
cctatcagtg
acctgagctg
gggatgtgga
tgcagtatat
atcgtcaagc
tcaaaccatg
tccacccagce
aggccagcat
gtagggctgce
ctgccacctc
tggccatggt
gtcctctgca

catttgacaa

Gln Ala

Thr Pro

30

Thr Leu

45

Glu
60

Gly

Thr

Glu

Lys

Leu

agactctgca
ctgcatctgg
gcgcataggce
cctgggccaa
caccattcag
catccacttc
cggctggaag
ctaccccggt
gagtgaggac
gcacagccga
ctgtgaccag
gggcagtccc
tcatggcctce
aggggccacc
caaatgcgtg
ttctctggat
cagtgccctg
gttgctggtg
gcttcccgga

tccaacttat

Gly Ile
15

Gln Ser

Leu

Leu

Glu Gly

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2919



Arg

65

Thr

Arg

Gln

Glu

Pro

145

Ala

Val

Ile

Thr

Trp

225

Ser

Tyr

Glu

Pro

Pro
305

Glu

Pro

Pro

Pro

Leu

130

Thr

Trp

Pro

Ala

Ile

210

Asn

Val

Pro

Gly

Leu

290

Thr

Glu

Phe

Val

His

115

Tyr

Leu

Thr

Glu

Thr

195

Ile

Phe

Pro

Gly

Glu

275

Ala

His

Ala

Thr

Phe

100

Ser

Ile

His

Pro

Ile

180

Ser

Thr

Ser

Ser

Tyr

260

Thr

Asn

Gln

Pro

Pro

85

Thr

Arg

Thr

Pro

Thr

165

Met

Thr

Thr

Gly

Asp

245

Gly

Ile

Gln

Ala

Arg

70

Ser

Ser

Lys

Ser

Glu

150

Gln

Ser

Ala

Val

Pro

230

Val

Val

Thr

Ser

Ala
310

Pro

Pro

Pro

Lys

Pro

135

Asp

Glu

Lys

Ser

Thr

215

Glu

Gly

Glu

val

Phe

295

Val

Ala

Leu

Thr

Pro

120

Leu

Arg

Gly

Thr

Gly

200

Thr

Gly

Leu

Ile

Glu

280

Leu

Arg

Leu

Pro

Pro

105

Trp

Pro

Pro

Pro

Thr

185

Asp

Ile

Ser

Asp

Lys

265

Gly

Leu

Phe

Pro

Arg

90

Ala

Asn

Pro

Ser

Gly

170

Gly

Asp

Gln

Leu

Cys

250

Val

Leu

Arg

Gln

Phe

75

Leu

Val

Pro

Gly

Thr

155

Asp

Leu

Glu

Pro

Asp

235

Leu

Lys

Gly

Gly

Ser
315

Gln

Thr

Ala

Glu

Pro

140

Thr

Met

Gly

Glu

Pro

220

Ser

Tyr

Asn

Gly

Gln

300

Leu

Pro

Asn

Ala

Ser

125

Ser

Pro

Gly

Ile

Thr

205

Gly

Pro

Tyr

Ile

Pro

285

Val

Pro

Asp

Gln

Ala

110

Glu

Met

Pro

Arg

Glu

190

Thr

Pro

Ala

Ile

Ser

270

Asp

Ile

Leu

Ser

Asp

95

Pro

Pro

Ala

Ser

Pro

175

Gly

Thr

Cys

val

Ser

255

Leu

Pro

Arg

Pro

Pro

80

Asn

Thr

Pro

Val

Gln

160

Trp

Thr

Thr

Ser

Pro

240

Val

Gln

Leu

Ser

Ala
320



Gly

His

His

Lys

Asp

385

Asn

Ser

Arg

Arg

Asp

465

Gly

Ala

Glu

Pro

Glu

545

Trp

Pro

Phe

Pro

Gly

370

Ser

Ala

Asn

Leu

Leu

450

Ser

Arg

Gly

Pro

vVal

530

Gln

Asn

Gly

Pro

Gly

355

Ala

Gln

Thr

Asn

His

435

Ile

Tyr

His

Met

Phe

515

Gly

Gly

Glu

Thr

Arg

340

Gly

Arg

Glu

Thr

Leu

420

Leu

Ile

Glu

Phe

Ala

500

Val

Thr

Ser

Thr

Phe

325

Arg

Ser

Phe

Pro

Gly

405

Thr

His

Arg

Val

Phe

485

Leu

Lys

Thr

Ile

Glu
565

His

Pro

Ala

Leu

vVal

390

Arg

Cys

Phe

Asn

Glu

470

val

Arg

Tyr

vVal

Ile

550

Pro

Phe

Ala

Arg

Thr

375

Cys

Ile

His

Glu

Gly

455

Tyr

Glu

Tyr

Gly

Glu

535

Ile

Ala

His

Tyr

Phe

360

Cys

Ile

Val

Trp

Lys

440

Asn

Leu

Phe

Glu

Asn

520

Phe

Glu

Cys

Tyr

Gly

345

His

Leu

Ala

Ser

Leu

425

val

Asn

Pro

Ser

Ala

505

Phe

Ser

Cys

Arg

Gln

330

Asp

Cys

Asn

Ala

Pro

410

Leu

Ser

Val

Ile

Thr

490

Phe

Ser

Cys

Val

Ala
570

Ala

Val

Ala

Ala

Cys

395

Gly

Glu

Leu

Glu

Glu

475

Asp

Gln

Ser

Asp

Asp

555

Val

Tyr

Thr

Thr

Thr

380

Gly

Phe

Ala

Ala

Ala

460

Gly

Ser

Gln

Ser

Pro

540

Leu

Cys

Leu

Val

Gly

365

Gln

Gly

Pro

Pro

Glu

445

Pro

Leu

Ser

Gly

Ala

525

Gly

Arg

Ser

Leu

Thr

350

Tyr

Pro

Val

Gly

Glu

430

Asp

Pro

Leu

Gly

His

510

Pro

Tyr

Asp

Gly

Ser

335

Ser

Gln

Phe

Ile

Asn

415

Ser

Asp

Val

Ser

Ala

495

Cys

Ser

Thr

Pro

Glu
575

Cys

Leu

Leu

Trp

Arg

400

Tyr

Gln

Asp

Tyr

Ser

480

Ala

Tyr

Tyr

Leu

Gln

560

Ile



Thr

Gly

Arg

Leu

625

Tyr

Val

Gln

Cys

Pro

705

Tyr

Trp

Pro

Pro

Thr

785

Lys

Cys

Asp

Arg

Ile

610

Thr

Ser

Thr

Gln

Pro

690

Glu

Gln

Ser

Gly

Val

770

Gly

Trp

His

Ser

Gly

595

Met

Phe

Gly

Ile

Gly

675

Glu

Leu

Val

Glu

Asp

755

Gly

Ser

Ser

Gly

Ala

580

Gln

Leu

Tyr

Pro

Gln

660

Phe

Leu

Val

Val

Asp

740

Val

Ala

Ala

Asp

Leu
820

Gly

Asp

Asp

Asp

Arg

645

Phe

vVal

Pro

His

Gly

725

Leu

Glu

Thr

Ile

Arg

805

Ser

vVal

Cys

Ile

Gly

630

Gly

Gln

Ile

Glu

Gly

710

Ser

Pro

His

Val

Leu

790

Ala

Ala

val

Ile

Arg

615

Asp

His

Ser

His

Ile

695

Thr

Ser

Ser

Ser

Gln

775

Thr

Pro

Pro

Leu

Trp

600

Val

Asp

Phe

Asp

Phe

680

Pro

Val

Ile

Cys

Arg

760

Tyr

Cys

Lys

Glu

Ser

585

Gly

Leu

Leu

Lys

Pro

665

Phe

Asn

Val

Leu

Gln

745

Arg

Ile

His

Cys

Asn
825

Pro

Val

Arg

Thr

Leu

650

Gly

Glu

Gly

Thr

Met

730

Arg

Leu

Cys

Asp

Leu

810

Gly

Asn

His

Ile

Ala

635

Phe

Thr

val

Trp

Tyr

715

Cys

val

Ile

Asp

Arg

795

Leu

Ala

Trp

Val

Gly

620

Arg

Thr

Ser

Pro

Lys

700

Gln

Gln

Thr

Ser

Gln

780

Gln

Glu

Arg

Pro

Glu

605

Ser

val

Ser

Ala

Arg

685

Asn

Cys

Trp

Ser

Ser

765

Gly

Ala

Gln

Ser

Glu

590

Glu

Gly

Leu

Met

Leu

670

Asn

Pro

Tyr

Asp

Cys

750

Leu

Phe

Gly

Phe

Pro
830

Pro

Asp

Asp

Gly

Ala

655

Gly

Asp

Ser

Pro

Leu

735

His

Lys

Val

Ser

Lys

815

Glu

Tyr

Lys

Val

Gln

640

Asp

Tyr

Thr

Gln

Gly

720

Ser

Asp

Phe

Leu

Pro

800

Pro

Lys



Arg

Tyr

Ser

865

Gly

Ser

Leu

Arg

Pro

945

Glu

Leu

Val

850

His

Phe

Ser

Val

Leu

930

Tyr

Thr

His

835

Leu

Trp

Tyr

Ala

Ala

915

Gln

Asn

Gly

Pro

Lys

Ser

Asn

Leu

900

Met

Gly

Arg

Ser

Ala

Gly

Asp

Gly

885

Asp

Val

Lys

Ile

Leu

Gly

Gln

Pro

870

Arg

Ala

Leu

Ser

Thr

950

Ser

Ala

Ala

855

Pro

Ser

Ala

Leu

Pro

935

val

Phe

Thr

840

Ser

Pro

Leu

His

Val

920

Leu

Glu

Ala

Ile

Ile

Ile

Asp

Met

905

Gly

Gln

Ser

Gly

His

Lys

Cys

val

890

Ala

Gly

Leu

Ala

Asp

Phe

Cys

Arg

875

Ala

Ala

Val

Pro

Phe

955

Glu

Ser

Val

860

Ala

Lys

Ala

Tyr

Gly

940

Asp

Arg

Cys

845

Pro

Ala

Ala

Ile

Leu

925

Thr

Asn

Ile

Ala

Gly

Ser

Pro

Phe

910

Tyr

His

Pro

<210> 14
<211> 2997
<212> DNA

965

<213> Macaca fascicularis

<400> 14
atggagacag

gacggcgcege
gaagaaaccg
cactttgtga
tttctgcagg
cccgaccctce
agacctgtgt
aaggagggac
cctecectggece
ccccectceca

gtccctgaag

acacactcct
cactcagcag
atggcgaact
ccaccgctcc
aaggcctgga
ctaccccctt
tcaccagccc
cttggagcct
cttccatggc
gagcctggac

tcgtgagcca

gctatgggta
cgaagctccc
caccgctgcc
caccctgaag
aaaaggcgac
tacacctagc
tacacctgct
cgagagcgag
tgtccccaca

ccctacacaa

aggcgccggce

970

ctgctgctct
acaatgggca
cctacccctg
ctgctcaatc
gaggaactca
cctctcceccta
acagctgccg
cctcececgtge
ctcggacctg
gaaggccctg

atcggaatcc

gggttccagg
agggacaggc
agcaacccga
accaccccct
gacctgccct
gactggccaa
tccctaccca
tgagaatcac
gcgaaaggcc
gcgacatggg

agggaaccat

Pro Gly

His Pro

Leu Asp

880

Ala Thr

895

Leu Pro

Phe Ser

Pro Arg

Thr Tyr

960

ttccactggt
ccccggaatt
aaggggagtg
cctggaggag
gcccttccaa
ccaagactcc
acctcaatcc
agctcctctce
cagcacaaca
aaggccttgg

cgccagctcc

60

120

180

240

300

360

420

480

540

600

660



acagccagcg
acaacagtcc
gattccccca
tccgtgtatc
gaaacagtca
ttcctcctca
agcctccctce
agctgccatt
ggcggctccg
acatgtctca
tgcggaggceg
aactactcca
catctgcact
ggcgacaacg
gagggactgc
gctgccgeccg
tttgtgaagt
gaatttagct
gacccccacg
gagattaccg
ggacaagatt
agggtgctga
gccagagtcc
gctgacgtga
ggcttcgtca
attcccaacg
taccaatgct
ctcacctgga
gatgtggaac
caatacatct
aggcaagctg

aagccttgtc

gagacgatga
agacccccgg
cagatctgtc
ctggctacgg
ccgtggaagg
ggggccaagt
cccccecgetgg
tcccceccacag
ctagattcca
atgctaccca
tcatcagaaa
acaacctgac
tcgagaaggt
tggaggctcc
tgtccteccgg
gaatggctct
acggcaactt
gcgaccctgg
acccccaatg
actccgccgg
gtatttgggg
ggattggacc
tgggacaata
ccatccagtt
tccacttctt
gctggaaatc
accctggata
gcgaggatct
actccaggag
gcgaccaggg
gatcccccaa

atggcctcag

ggaaacaacc
cccttgecagce
ctccecctect
cgtcgaaatc
actgggcgga
gattagatcc
acccggaacc
gcccgecttat
ctgcgctacc
gcccttctgg
tgccaccacc
atgccactgg
cagcctggcc
ccccgtetat
caagcatttt
caggtacgag
ctccagctcc
atacacactc
gaacgagaca
agtggtgctc
cgtccatgtc
tggcgacgtg
ctccggcecct
ccagtccgat
cgaggtcccc
cccctcccaa
ccaagtcgtc
gccctectge
gctgattagce
ctttgtgctg
gtggtccgat

cgctcctgaa

accacaacca
tggaattttt
gacgtgggcce
aaagtccaga
cccgctecte
cccacacatc
tttcacttcc
ggagatgtca
ggataccaac
gacagcaagg
ggcagaatcg
ctgctggaag
gaagatgacg
gattcctacg
ttcgtggagce
gctttccaac
gctcctacct
gagcaaggct
gagcccgcect
tccecctaatt
gaggaggaca
ctcacattct
cacagccact
cctggaacat
aggaacgaca
cctgatctcg
ggcagcagcg
cagagagtca
tcccceccaagt
accggaacca
agggccccca

aacggcgcta

ccatcatcac
ccggccctga
tcgactgttt
acatctccct
tgcctctcge
aagctgctct
actaccaagc
cagtcacctc
tcaagggcgce
agcccgtctg
tgagccccgg
ctcctgaggg
acagactcat
aggtcgagta
tgtccacaga
agggccactg
accccgtegg
ccatcatcat
gtagggccgt
ggcctgaacc
agaggattat
atgacggcga
tcaagctgtt
ccgtgctggg
cctgcceccga
tgcacggcac
tgctgatgtg
cctcctgeca
tccectgtcegg
gcatcctcac
aatgcctcct

ggagccccga

caccacaatc
gggatccctg
cttctatatc
gagggagggc
caaccaatcc
caggttccaa
ctatctectce
cctgcatcct
caggcatctg
cattgccgcet
cttccectgge
ccagagactg
catcaggaac
cctcecccatce
ttccagcgga
ttacgagccc
cacaaccgtc
cgagtgtgtc
gtgtagcgga
ctacggcaga
gctcgacgtg
cgatctcacc
caccagcatg
ataccagcag
actgcccgag
cgtcgtcacc
ccaatgggac
cgatcccgge
agccaccgtg
atgccacgac
ggaacagctg

aaagaggctc

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580



caccctgecg
gcctccatta
aaagccgcect
gctgcttect
gccatggtgc
tccctgcaac
ttcgacaacc
<210> 15

<211> 999
<212> PRT

gagccaccat
agtgcgtgcc
ccctggacgg
ccaccctgga
tgctggtggg
tgcctaggac

ccacatacga

ccacttttcc
cggacatcct
attctataac
tgctgctcac
aggcgtctac
aagacccagg

gacaggatcc

<213> Macaca fascicularis

<400> 15

tgtgccccecg
tcccactggt
agcagaagcc
atcgctgctg
ttctacttcect
ccctacaata

ctgagctttg

gatacgtgct
ccgacccecccce
tggacgtcgce
ccatctttct
ccaggctgca
ggatcacagt

ccggagacga

gaagggccag

tcccatctgt
taaggcccct
gccecctegte
gggaaagagc
cgagagcgcc

gagaatt

Met Glu Thr

1

Gly

Gly

Ala

Thr

65

Phe

Leu

Pro

Pro

Trp

145

Pro

Ser

Lys

Ala

50

Ala

Leu

Pro

Arg

Ala

130

Ser

Pro

Thr

Gly

35

Pro

Pro

Gln

Phe

Leu

115

Thr

Leu

Gly

Asp

Gly

20

Gln

Thr

Thr

Glu

Gln

100

Ala

Ala

Glu

Pro

Thr

5

Asp

Ala

Pro

Leu

Gly

85

Pro

Asn

Ala

Ser

Ser
165

Leu

Gly

Pro

Glu

Lys

70

Leu

Asp

Gln

Val

Glu

150

Met

Leu

Ala

Gly

Gln

55

Leu

Glu

Pro

Asp

Pro

135

Pro

Ala

Leu

Pro

Ile

40

Pro

Leu

Lys

Pro

Ser

120

Thr

Pro

val

Trp

Leu

25

Glu

Glu

Asn

Gly

Thr

105

Arg

Gln

Val

Pro

val

10

Ser

Glu

Arg

His

Asp

90

Pro

Pro

Pro

Leu

Thr
170

Leu

Ser

Thr

Gly

His

75

Glu

Phe

val

Gln

Arg

155

Leu

Leu

Glu

Asp

Val

60

Pro

Glu

Thr

Phe

Ser

140

Ile

Gly

Leu

Ala

Gly

45

His

Leu

Leu

Pro

Thr

125

Lys

Thr

Pro

Trp

Pro

30

Glu

Phe

Leu

Arg

Ser

110

Ser

Glu

Ala

Gly

val

15

Thr

Leu

Val

Glu

Pro

95

Pro

Pro

Gly

Pro

Glu
175

Pro

Met

Thr

Thr

Glu

80

Ala

Leu

Thr

Pro

Leu

160

Arg

2640

2700

2760

2820

2880

2940

2997



Pro

Pro

Ala

Asp

225

Thr

Glu

Gly

Glu

Val

305

Phe

Leu

Phe

Ala

Arg

385

Thr

Cys

Ser

Gly

Gly

210

Asp

Thr

Leu

Ile

290

Glu

Leu

Arg

His

Tyr

370

Phe

Cys

Ile

Thr

Asp

195

Ile

Glu

Val

Ser

Asp

275

Lys

Gly

Leu

Phe

Tyr

355

Gly

His

Leu

Ala

Thr

180

Met

Gly

Glu

Gln

Leu

260

Cys

Val

Leu

Arg

Gln

340

Gln

Asp

Cys

Asn

Ala
420

Pro

Gly

Ile

Thr

Thr

245

Asp

Phe

Gln

Gly

Gly

325

Ser

Ala

val

Ala

Ala

405

Cys

Pro

Arg

Gln

Thr

230

Pro

Ser

Phe

Asn

Gly

310

Gln

Leu

Tyr

Thr

Thr

390

Thr

Gly

Ser

Pro

Gly

215

Thr

Gly

Pro

Tyr

Ile

295

Pro

val

Pro

Leu

vVal

375

Gly

Gln

Gly

Arg

Trp

200

Thr

Thr

Pro

Thr

Ile

280

Ser

Ala

Ile

Pro

Leu

360

Thr

Tyr

Pro

val

Ala

185

Val

Ile

Thr

Cys

Asp

265

Ser

Leu

Pro

Arg

Pro

345

Ser

Ser

Gln

Phe

Ile
425

Trp

Pro

Ala

Thr

Ser

250

Leu

Val

Arg

Leu

Ser

330

Ala

Cys

Leu

Leu

Trp

410

Arg

Thr

Glu

Ser

Ile

235

Trp

Ser

Tyr

Glu

Pro

315

Pro

Gly

His

His

Lys

395

Asp

Asn

Pro

Val

Ser

220

Ile

Asn

Ser

Pro

Gly

300

Leu

Thr

Pro

Phe

Pro

380

Gly

Ser

Ala

Thr

Val

205

Thr

Thr

Phe

Pro

Gly

285

Glu

Ala

His

Gly

Pro

365

Gly

Ala

Lys

Thr

Gln

190

Ser

Ala

Thr

Ser

Pro

270

Tyr

Thr

Asn

Gln

Thr

350

His

Gly

Arg

Glu

Thr
430

Glu

Gln

Ser

Thr

Gly

255

Asp

Gly

Val

Gln

Ala

335

Phe

Arg

Ser

His

Pro

415

Gly

Gly

Gly

Gly

Ile

240

Pro

val

Val

Thr

Ser

320

Ala

His

Pro

Ala

Leu

400

Val

Arg



Ile

His

Glu

465

Gly

Tyr

Glu

Tyr

Gly

545

Glu

Ile

Ala

Val

Ile

625

Arg

Asp

His

Val

Trp

450

Lys

Asp

Leu

Leu

Glu

530

Asn

Phe

Glu

Cys

Leu

610

Trp

Val

Asp

Phe

Ser

435

Leu

vVal

Asn

Pro

Ser

515

Ala

Phe

Ser

Cys

Arg

595

Ser

Gly

Leu

Leu

Lys
675

Pro

Leu

Ser

Val

Ile

500

Thr

Phe

Ser

Cys

vVal

580

Ala

Pro

vVal

Arg

Thr

660

Leu

Gly

Glu

Leu

Glu

485

Glu

Asp

Gln

Ser

Asp

565

Asp

Val

Asn

His

Ile

645

Ala

Phe

Phe

Ala

Ala

470

Ala

Gly

Ser

Gln

Ser

550

Pro

Pro

Cys

Trp

val

630

Gly

Arg

Thr

Pro

Pro

455

Glu

Pro

Leu

Ser

Gly

535

Ala

Gly

His

Ser

Pro

615

Glu

Pro

Val

Ser

Gly

440

Glu

Asp

Pro

Leu

Gly

520

His

Pro

Tyr

Asp

Gly

600

Glu

Glu

Gly

Leu

Met
680

Asn

Gly

Asp

Val

Ser

505

Ala

Cys

Thr

Thr

Pro

585

Glu

Pro

Asp

Asp

Gly

665

Ala

Tyr

Gln

Asp

Tyr

490

Ser

Ala

Tyr

Tyr

Leu

570

Gln

Ile

Tyr

Lys

Val

650

Gln

Asp

Ser

Arg

Arg

475

Asp

Gly

Ala

Glu

Pro

555

Glu

Trp

Thr

Gly

Arg

635

Leu

Tyr

val

Asn

Leu

460

Leu

Ser

Lys

Gly

Pro

540

Val

Gln

Asn

Asp

Arg

620

Ile

Thr

Ser

Thr

Asn

445

His

Ile

Tyr

His

Met

525

Phe

Gly

Gly

Glu

Ser

605

Gly

Met

Phe

Gly

Ile
685

Leu

Leu

Ile

Glu

Phe

510

Ala

Val

Thr

Ser

Thr

590

Ala

Gln

Leu

Tyr

Pro

670

Gln

Thr

His

Arg

Val

495

Phe

Leu

Lys

Thr

Ile

575

Glu

Gly

Asp

Asp

Asp

655

His

Phe

Cys

Phe

Asn

480

Glu

Val

Arg

Tyr

Val

560

Ile

Pro

Val

Cys

val

640

Gly

Ser

Gln



Ser

His

705

Ile

Thr

Ser

Ser

Ser

785

Gln

Thr

Pro

Pro

Ala

865

Ala

Pro

Ser

Ala

Asp

690

Phe

Pro

Val

Val

Cys

770

Arg

Tyr

Cys

Lys

Glu

850

Thr

Ser

Pro

Leu

His
930

Pro

Phe

Asn

Val

Leu

755

Gln

Arg

Ile

His

Cys

835

Asn

Ile

Ile

Ile

Asp

915

Ile

Gly

Glu

Gly

Thr

740

Met

Arg

Leu

Cys

Asp

820

Leu

Gly

His

Lys

Cys

900

Val

Ala

Thr

Val

Trp

725

Tyr

Cys

vVal

Ile

Asp

805

Arg

Leu

Ala

Phe

Cys

885

Lys

Ala

Ala

Ser

Pro

710

Lys

Gln

Gln

Thr

Ser

790

Gln

Gln

Glu

Arg

Ser

870

val

Ala

Lys

Ala

Val

695

Arg

Ser

Cys

Trp

Ser

775

Ser

Gly

Ala

Gln

Ser

855

Cys

Pro

Ala

Ala

Ile
935

Leu

Asn

Pro

Tyr

Asp

760

Cys

Pro

Phe

Gly

Leu

840

Pro

Ala

Gly

Ser

Pro

920

Phe

Gly

Asp

Ser

Pro

745

Leu

His

Lys

Val

Ser

825

Lys

Glu

Pro

His

Leu

905

Ala

Leu

Tyr

Thr

Gln

730

Gly

Thr

Asp

Phe

Leu

810

Pro

Pro

Lys

Gly

Pro

890

Asp

Ala

Pro

Gln

Cys

715

Pro

Tyr

Trp

Pro

Pro

795

Thr

Lys

Cys

Arg

Tyr

875

Ser

Gly

Ser

Leu

Gln

700

Pro

Asp

Gln

Ser

Gly

780

Val

Gly

Trp

His

Leu

860

Val

His

Phe

Ser

val
940

Gly

Glu

Leu

Val

Glu

765

Asp

Gly

Thr

Ser

Gly

845

His

Leu

Trp

Tyr

Thr

925

Ala

Phe

Leu

val

Val

750

Asp

val

Ala

Ser

Asp

830

Leu

Pro

Lys

Ser

Asn

910

Leu

Met

Val

Pro

His

735

Gly

Leu

Glu

Thr

Ile

815

Arg

Ser

Ala

Gly

Asp

895

Ser

Asp

val

Ile

Glu

720

Gly

Ser

Pro

His

Val

800

Leu

Ala

Ala

Gly

Gln

880

Pro

Arg

Ala

Leu



Leu Val

945

Gly

Ser Leu Gln

Val Glu Ser

Phe Ala Gly

995

<210> 16

<211> 2781
<212> DNA
<213> Homo

<400> 16
ctcgagaggg

agcggagctc
gctcccecta
gcccctteceg
cctaaacacg
aggaagcagc
cctgccagcec
gatcctgacc
aaggagtccg
ccttatgtcg
gctcaggagg
gaactgaccg
accaccgtca
gagggctaca
acctacaatg
ctctccgatg
gctaaccaaa
gtctacttca
ttcatgctgt

ctgcactccg

Gly Vval

Tyr

Phe

950

Pro
965

Leu

Ala
980

Phe

Asp Glu

sapiens

atgctctgcc
ctgagagggg
gctccagcca
cccatcacga
ccctcecccecece
tcagacccaa
agggactcga
ctattgtggc
ctgtccccac
ctcatacact
ctcctcagga
gaagcgccag
tcaccaccga
ttgacagcag
tgaccgtgta
gcgaactgct
ccctgctegt
ggacctttca

cctgtaattt

gaggcgtggce

Arg

Asp

Arg

Thr

Asn

Ile

tgagggagat
atccceccgga
gagcgctgag
tattcctgcec
taaaaagaag
ggccacctcce
tctgctcagce
cagcgaagaa
cacacccgct
gcctcagagg
ggacaccagc
cgaggaaagc
acaggccccce
cgattacccc
caccggctac
ctccattagg
cgaaggccag
agacgacgga
ccccaggaga

ccactttcat

Tyr Phe

Arg Pro

Pro Thr
985

Ser Arg
955

Arg Pro
970

Tyr Glu

gcttccccte
aaggagcatc
gtgctgggag
ctcagcccte
ctgccttecce
gctgctacag
agctccacag
gctagcgaag
cctctccaga
cctgagcctg
cctatggccc
caggagacca
gctctgtgtt
ctgctcccte
ggagtcgaac
ggcgtcgatg
gtgattaggt
ctgggaacct
cccgactcceg

tgtcacctcg

Leu Gln Gly Lys

Tyr Asn Arg Ile

Thr Gly Ser Leu
990

tcggacctta
ccgaagaaag
aactggtcct
tccteccececga
tcaagcaggt
tccaaagagc
aaaaacctgg
tccectetgtg
tcagcccectt
gcgaacctgg
tgatggataa
ccaccagcac
ccgtgtcctt
tcaacaactt
tccaggtgaa
gccctacact
cccccaccaa
tccaactgca
gagacgtcac

gctacgagct

Ser
960

Thr
975

Ser

tctgctgeccce
agtggtcaca
cgacggaaca
ggaagctagg
caattccgcecce
tggatcccag
acctcctgge
gctggacagg
cacctcccag
acctgacatg
gggcgagaat
aatcatcacc
ttccaacccc
cctcgagtge
gtccgtgaac
caccgtcctg
caccatctcc
ttaccaggcc
cgtcatggat

ccagggcgcec

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200



aagatgctga
agcgctccett
taccctgaaa
caaaagctgc
cactccggcec
ccttttgaag
gccagggctg
gagccctata
attgtggagt
tgcatcaacg
ggaggcgaac
gtggagggcg
gacatccagt
gtcatgcccc
tccacccceg
ggacaaggct
cctgagatcc
atcacatacc
tgggatctga
cccggcgaag
accatccaat
tacagcaggg
gagagcctgg
aggctgtacc
ggcgaagtca
gtctgtaagg
gagacaagcc
<210> 17

<211> 964

<212> PRT
<213> Homo

<400> 17

catgcatcaa
gcggcggagce
acaccaacgg
acctgcactt
agaccaataa
gcctgctgtce
ctagcacctt
ttcagaatgg
ttacctgcga
tcagggaccc
tgagcgctgt
aagattgcat
tcctgaatct
acattctggg
acctcacaat
ttatcatgaa
agaacggatg
agtgcgaccc
gctggagctc
tcgatcatag
acacctgtaa
aaaccggcac
cttgcgataa
tccececggega
ccatcaggtg

tcaatcagga

tggaaggcgg

sapiens

cgccagcaaa
cgtgcacaat
ctcccagttce
tgagaggctc
gtccgccecte
cgagggcaat
caacattagg
caatttcaca
ccctggacac
ctactggaac
ggctggagte
ctggaagatc
ctccaacagc
ccagtatctc
ccaattccac
ttacatcgag
gaagaccacc
cggatacgac
cgaccccccce
caccaggctc
ccccggatte
ccccatttgg
tccecggectg
gtccctgacce
catcctcggce
ttccttecgag

C

cctcactggt
gctacaattg
tgcatctgga
ctgctccacg
ctgtatgaca
accatcagga
tttgaggctt
acctccgacc
agcctggagce
gacacagaac
gtgctctccce
cacgtcggcg
gacatcctga
ggaaactccg
agcgatcctg
gtcagcagaa
tcccacaccg
atcgtcggcet
ttttgtgaga
atcagcgatc
gtgctcgaag
acatccaggc
cctgagaacg
ttcatgtgcect
cagccctccce

cacgctctgg

ccagccagga
gcagagtgct
caatcgaggc
acaaagacag
gcctgcagac
ttgagttcac
tcgaaaaggg
ccacctacaa
agggacctgc
ctctgtgtag
ctaactggcc
aggaaaaaag
ccatctacga
gcccccaaaa
ctggcctcat
acgacagctg
agctcgtcag
ccgataccct
agatcatgta
ctgtgctgcet
gatcctcecct
tgcctcactg
gataccagat
acgaaggatt
actggaacgg

aagtcgctga

gcctatctgt
cagcccttecce
ccccgaaggce
gatgaccgtg
agagtccgtce
atccgaccaa
acactgctac
tatcggcaca
catcatcgaa
ggctatgtgc
cgaaccctat
gatctttctg
cggagatgag
gctctactcc
ctttggaaag
ctccgacctg
gggagctagg
gacatgccag
ctgcaccgac
cgtcggcaca
gctcacctgt
cgtgtccgaa
tctgtacaaa
cgagctcatg
acctctcccc

ggctgccgece

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1

5

10

15

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2781



Gly

Glu

Pro

Thr

65

vVal

Ser

Lys

Leu

Gln

145

Pro

Ser

Thr

Ala

Met

225

Asp

Glu

Ser

Gly

Glu

50

Ala

Leu

Pro

Lys

Arg

130

Pro

Gly

Glu

Pro

His

210

Ala

Lys

Thr

Thr

Asp

35

Arg

Pro

Asp

Leu

Lys

115

Pro

Ala

Pro

vVal

Ala

195

Thr

Gln

Gly

Thr

Gly

20

Ala

Gly

Pro

Gly

Leu

100

Leu

Lys

Ser

Pro

Pro

180

Pro

Leu

Glu

Glu

Thr
260

Asp

Ser

Ser

Ser

Thr

85

Pro

Pro

Ala

Gln

Gly

165

Leu

Leu

Pro

Ala

Asn

245

Ser

His

Pro

Pro

Ser

70

Ala

Glu

Ser

Thr

Gly

150

Asp

Trp

Gln

Gln

Pro

230

Glu

Thr

Gly

Leu

Gly

Ser

Pro

Glu

Leu

Ser

135

Leu

Pro

Leu

Ile

Arg

215

Gln

Leu

Ile

Ala

Gly

40

Lys

Gln

Ser

Ala

Lys

120

Ala

Asp

Asp

Asp

Ser

200

Pro

Glu

Thr

Ile

Pro

25

Pro

Glu

Ser

Ala

Arg

105

Gln

Ala

Leu

Pro

Arg

185

Pro

Glu

Asp

Gly

Thr
265

Leu

Tyr

His

Ala

His

90

Pro

val

Thr

Leu

Ile

170

Lys

Phe

Pro

Thr

Ser

250

Thr

Glu

Leu

Pro

Glu

75

His

Lys

Asn

val

Ser

155

Val

Glu

Thr

Gly

Ser

235

Ala

Thr

Arg

Leu

Glu

60

val

Asp

His

Ser

Gln

140

Ser

Ala

Ser

Ser

Glu

220

Pro

Ser

Val

Asp

Pro

45

Glu

Leu

Ile

Ala

Ala

125

Arg

Ser

Ser

Ala

Gln

205

Pro

Met

Glu

Ile

Ala

30

Ser

Arg

Gly

Pro

Leu

110

Arg

Ala

Thr

Glu

val

190

Pro

Gly

Ala

Glu

Thr
270

Leu

Gly

Val

Glu

Ala

95

Pro

Lys

Gly

Glu

Glu

175

Pro

Tyr

Pro

Leu

Ser

255

Thr

Pro

Ala

Val

Leu

80

Leu

Pro

Gln

Ser

Lys

160

Ala

Thr

Val

Asp

Met

240

Gln

Glu



Gln

Ile

Cys

305

vVal

vVal

Glu

Arg

Ala

385

Val

His

Ala

Cys

Ser

465

Glu

Leu

Ser

Ala

Asp

290

Thr

Lys

Asp

Gly

Thr

370

Phe

Thr

Leu

Ser

Gly

450

Tyr

Ala

His

Ala

Pro

275

Ser

Tyr

Ser

Gly

Gln

355

Phe

Met

Val

Gly

Lys

435

Gly

Pro

Pro

Asp

Leu
515

Ala

Ser

Asn

vVal

Pro

340

Val

Gln

Leu

Met

Tyr

420

Pro

Ala

Glu

Glu

Lys

500

Leu

Leu

Asp

Val

Asn

325

Thr

Ile

Asp

Ser

Asp

405

Glu

His

Val

Asn

Gly

485

Asp

Tyr

Cys

Tyr

Thr

310

Leu

Leu

Arg

Asp

Cys

390

Leu

Leu

Trp

His

Thr

470

Gln

Arg

Asp

Ser

Pro

295

Val

Ser

Thr

Ser

Gly

375

Asn

His

Gln

Ser

Asn

455

Asn

Lys

Met

Ser

val

280

Leu

Tyr

Asp

Val

Pro

360

Leu

Phe

Ser

Gly

Ser

440

Ala

Gly

Leu

Thr

Leu
520

Ser

Leu

Thr

Gly

Leu

345

Thr

Gly

Pro

Gly

Ala

425

Gln

Thr

Ser

His

Val

505

Gln

Phe

Pro

Gly

Glu

330

Ala

Asn

Thr

Arg

Gly

410

Lys

Glu

Ile

Gln

Leu

490

His

Thr

Ser

Leu

Tyr

315

Leu

Asn

Thr

Phe

Arg

395

Val

Met

Pro

Gly

Phe

475

His

Ser

Glu

Asn

Asn

300

Gly

Leu

Gln

Ile

Gln

380

Pro

Ala

Leu

Ile

Arg

460

Cys

Phe

Gly

Ser

Pro

285

Asn

Val

Ser

Thr

Ser

365

Leu

Asp

His

Thr

Cys

445

Val

Ile

Glu

Gln

Val
525

Glu

Phe

Glu

Ile

Leu

350

Val

His

Ser

Phe

Cys

430

Ser

Leu

Trp

Arg

Thr

510

Pro

Gly

Leu

Leu

Arg

335

Leu

Tyr

Tyr

Gly

His

415

Ile

Ala

Ser

Thr

Leu

495

Asn

Phe

Tyr

Glu

Gln

320

Val

Phe

Gln

Asp

400

Cys

Asn

Pro

Pro

Ile

480

Leu

Lys

Glu



Gly

Gln

545

Lys

Ser

Pro

Val

Cys

625

Trp

Val

Ser

His

Ser

705

Leu

Ser

Lys

Gln

Leu

530

Ala

Gly

Asp

Gly

Arg

610

Gly

Pro

Gly

Asn

Ile

690

Ser

Ile

Arg

Thr

Cys
770

Leu

Arg

His

Pro

His

595

Asp

Gly

Glu

Glu

Ser

675

Leu

Thr

Phe

Asn

Thr

755

Asp

Ser

Ala

Cys

Thr

580

Ser

Pro

Glu

Pro

Glu

660

Asp

Gly

Pro

Gly

Asp

740

Ser

Pro

Glu

Ala

Tyr

565

Tyr

Leu

Tyr

Leu

Tyr

645

Lys

Ile

Gln

Asp

Lys

725

Ser

His

Gly

Gly

Ser

550

Glu

Asn

Glu

Trp

Ser

630

val

Arg

Leu

Tyr

Leu

710

Gly

Cys

Thr

Tyr

Asn

535

Thr

Pro

Ile

Gln

Asn

615

Ala

Glu

Ile

Thr

Leu

695

Thr

Gln

Ser

Glu

Asp
775

Thr

Phe

Tyr

Gly

Gly

600

Asp

val

Gly

Phe

Ile

680

Gly

Ile

Gly

Asp

Leu

760

Ile

Ile

Asn

Ile

Thr

585

Pro

Thr

Ala

Glu

Leu

665

Tyr

Asn

Gln

Phe

Leu

745

Val

Val

Arg

Ile

Gln

570

Ile

Ala

Glu

Gly

Asp

650

Asp

Asp

Ser

Phe

Ile

730

Pro

Arg

Gly

Ile

Arg

555

Asn

val

Ile

Pro

val

635

Cys

Ile

Gly

Gly

His

715

Met

Glu

Gly

Ser

Glu

540

Phe

Gly

Glu

Ile

Leu

620

val

Ile

Gln

Asp

Pro

700

Ser

Asn

Ile

Ala

Asp
780

Phe

Glu

Asn

Phe

Glu

605

Cys

Leu

Trp

Phe

Glu

685

Gln

Asp

Tyr

Gln

Arg

765

Thr

Thr

Ala

Phe

Thr

590

Cys

Arg

Ser

Lys

Leu

670

Val

Lys

Pro

Ile

Asn

750

Ile

Leu

Ser

Phe

Thr

575

Cys

Ile

Ala

Pro

Ile

655

Asn

Met

Leu

Ala

Glu

735

Gly

Thr

Thr

Asp

Glu

560

Thr

Asp

Asn

Met

Asn

640

His

Leu

Pro

Tyr

Gly

720

Val

Trp

Tyr

Cys



Gln

785

Met

Ser

Pro

Glu

Glu

865

Gln

Met

Ile

Val

Ala

945

His

Trp

Tyr

Asp

Gly

Thr

850

Glu

Ile

Cys

Leu

Asn

930

Glu

His

Asp

Cys

Pro

Phe

835

Gly

Ser

Leu

Tyr

Gly

915

Gln

Thr

His

Leu

Thr

Val

820

vVal

Thr

Leu

Tyr

Glu

900

Gln

Asp

Ser

His

Ser

Asp

805

Leu

Leu

Pro

Ala

Lys

885

Gly

Pro

Ser

Leu

Trp

790

Pro

Leu

Glu

Ile

Cys

870

Arg

Phe

Ser

Phe

Glu
950

Ser

Gly

Val

Trp

855

Asp

Leu

Glu

His

Glu
935

Gly

Ser

Glu

Gly

Ser

840

Thr

Asn

Tyr

Leu

Trp

920

His

Gly

Asp

Val

Thr

825

Ser

Ser

Pro

Leu

Met

905

Asn

Ala

Leu

Pro

Asp

810

Thr

Leu

Arg

Gly

Pro

890

Gly

Gly

Leu

Ala

Pro

795

His

Ile

Leu

Leu

Leu

875

Gly

Glu

Pro

Glu

Gly
955

Phe

Ser

Gln

Thr

Pro

860

Pro

Glu

val

Leu

Val

940

His

Cys

Thr

Tyr

Cys

845

His

Glu

Ser

Thr

Pro

925

Ala

His

Glu

Arg

Thr

830

Tyr

Cys

Asn

Leu

Ile

910

Val

Glu

His

Lys

Leu

815

Cys

Ser

Val

Gly

Thr

895

Arg

Cys

Ala

His

Ile

800

Ile

Asn

Arg

Ser

Tyr

880

Phe

Cys

Lys

Ala

His
960

<210> 18

<211> 2487
<212> DNA
<213> Homo

<400> 18
ctgcctctcea

tccgaagccc
tatctccctg
gctgtgccectt

acccctaacg

sapiens

aagaggaaga
tcgctgaact
gctccgacag

ccctgeccag

gcgtcagagg

gattctcccce
gctgcacgga
agatcccaca
agccacagaa

agctggacct

gagcccggat
gccctecctga
ctcgccacac
cccggaacag

acagcccctg

ccgagacacc
gaaggggacc
ctcctgectgg
gccctctcac

agctgctgac

cacagtggct
tgaaatgggc
acagaccctc
aacagctgtg

acctcctect

60

120

180

240

300



ggcacaaccg
ggaggcgagg
accagccctg
gacctgggct
gtgtaccccg
gaactgctgg
tcctecatge
ttccagagcc
ctgagctgtg
cccggaggaa
ctgatttgcc
agctgcggcg
ggagctgtgg
ctccacctcce
agcggcggaa
aggggcctca
aaccccctcecc
tttctggcece
accttcagct
tgtgtggatc
ggcggagaac
tccececggac
caggtggaga
cctteccgeca
tccggcecccg
ggacagggct
ccteccteecg
ctgacatatc
tgggatctct
cctggagaga
cacgtgcaat

tacagcaggg

ctcctectece
aggagacaac
tcctgtgcaa
cccectgtgtce
gctacggaat
tgctggctgg
tcggcgaagg
ccagagtgcc
gattccctcc
cagccacctt
tcaatggcac
gaaccatcca
gacctaacct
acttcgagag
gccctectcag
tctccgatge
tcctgagect
atggcaacgt
gtctgcctgg
ccaccgaacc
tcagcgaacc
aagactgtgt
ttctgaacgt
gagtcctcgce
atctgacact
tcgtgctcca
agtggggatg
agtgtgaacc
cctggagcgc
tcgctaacgg
acaggtgcct

acaccggcac

tccttececect
caccaccatt
caacaacatc
cagaacactc
cgagattcag
c¢ggaggaagc
ccaggtcctce
tagaggaggc
cagacccgct
ccactgtgat
caggcccagc
taatgccacc
cacatgcaga
ggtgtccctg
ccctgtgatt
ccaaagcctg
cagattcgag
gaccacaacc
ctacgccctce
ccattggaac
tgccggagtg
ctggggcgtg
cagagaggga
tcagctgaga
ccagtttcag
cttcaaggag
gaggacagct
cggctacgag
tgctcccecet
ccacaggacc
ccccggatac

acccaagtgg

gctagccctg
attaccacca
agcgaaggcg
ggcctcctgg
gtgcagaccc
cctggcctcg
agatccccta
ggcttcagga
catggcgatg
tccggatacc
tggaacggag
ctcggcagga
tgggtgatcg
gacgaggaca
tacgacagcg
tacgtggaac
gccttcgagg
gaccccgagt
gaacctcccg
gacaccgagc
gtcctctccece
cacgtccagg
gacatgctga
ggccctcagce
gcccececcectg
gtccccagga
tcccatggceg
ctgctgggaa
gcctgtcaga
gcttccgacg
tccctcgaag

tccgacaggg

gaccccctet
ccaccgtgac
aaggctatgt
attgcacata
tgaatctgtc
ctcctagact
ccaacaggct
ttcactacca
tctcecgtcac
agctgcaagg
agacacctag
tcgtcagccce
aagctgctga
acgacaggct
acatggacga
tcctctecga
aggacagatg
acagacccgg
gacctcctaa
ccgcttgtaa
ctgattggcc
aggaaaagag
ccctgttcga
ccagaaggag
gcccccectaa
atgatacatg
acctgatcag
gcgatatcct
aaatcatgac
ctggatttcc
gcgctgccat

tgcccaaatg

cggacctgaa
aaccacagtg
ggaatcccct
ctccattcac
ccaggaggag
cctcgctaac
gctcctgecac
ggcctatcte
cgacctccac
cgaggagacc
ctgcatggct
tgaacctggc
aggcaggaga
catggtcaga
tgtgcctgag
gacccccgcet
tttcgctccect
agctctggct
tgccatcgaa
ggctatgtgc
ccagagctat
gatcctccte
c¢ggagacgga
actgctcagc
tcctggectg
ccccgaactg
gggaaccgtg
gacctgtcag
ctgcgctgac
cgtgggctcc
gctgacatgc

tgctctgaag

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220



tacgagccct
cactatcagg
gaggtgacaa
tgtaaggtcg
gacccttcca
<210>
<211>

<212>
<213>

19
865
PRT
Homo

<400> 19

gtctcaatcc
ccggcgaatc
ttacctgtgt
cctacgaaga

gacaactgga

sapiens

cggagtgccc
cctgagattc
gcccggceccat
gctgctcgac

aggcggce

gagaacggat
ttctgctacg
ccttcccagt

aataggaagc

accagaccct
agggcttcga
ggaccagcca

tggaggtcac

gtacaagcac
gctcatcggce
gccccectete

ccagaccacc

Met Glu Thr

1

Gly

Leu

Ala

Tyr

65

Gly

Thr

Gly

Pro

Gly

145

Thr

Gly

Ser

Pro

Glu

50

Leu

Gln

Gly

Pro

Pro

130

Gly

Thr

Glu

Thr

Glu

35

Leu

Pro

Thr

Pro

Thr

115

Pro

Glu

Thr

Gly

Asp

Gly

20

Pro

Leu

Gly

Leu

Leu

100

Ala

Pro

Glu

Val

Tyr
180

Thr

5

Asp

Gly

His

Ser

Ala

85

Thr

Pro

Ser

Glu

Thr

165

vVal

Leu

Gly

Ser

Gly

Asp

70

val

Thr

Glu

Pro

Thr

150

Ser

Glu

Leu

Ala

Glu

Ala

55

Arg

Pro

Ala

Leu

Ala

135

Thr

Pro

Ser

Leu

Pro

Thr

40

Leu

Asp

Ser

Val

Leu

120

Ser

Thr

Val

Pro

Trp

Leu

25

Pro

Leu

Pro

Leu

Thr

105

Thr

Pro

Thr

Leu

Asp
185

Val

10

Pro

Thr

Arg

Thr

Pro

90

Pro

Pro

Gly

Ile

Cys

170

Leu

Leu

Leu

Val

Arg

Leu

75

Arg

Asn

Pro

Pro

Ile

155

Asn

Gly

Leu

Lys

Ala

Gly

60

Ala

Ala

Gly

Pro

Pro

140

Thr

Asn

Ser

Leu

Glu

Ser

45

Pro

Thr

Thr

Val

Gly

125

Leu

Thr

Asn

Pro

Trp

Glu

30

Glu

Glu

Pro

Glu

Arg

110

Thr

Gly

Thr

Ile

val
190

Val

15

Glu

Ala

Met

Pro

Pro

95

Gly

Thr

Pro

Thr

Ser

175

Ser

Pro

Ile

Leu

Gly

Ala

80

Gly

Ala

Ala

Glu

Val

160

Glu

Arg

2280

2340

2400

2460

2487



Thr

Tyr

Glu

225

Leu

Pro

Gly

Phe

Pro

305

Gly

Gly

Ala

Pro

Leu

385

Leu

Ser

Ser

Leu

Gly

210

Leu

Leu

Thr

Gly

Pro

290

Gly

Glu

Glu

Thr

Asn

370

His

Met

Asp

Leu

Gly

195

Ile

Leu

Ala

Asn

Gly

275

Pro

Gly

Glu

Thr

Leu

355

Leu

Leu

vVal

Met

Tyr
435

Leu

Glu

vVal

Asn

Arg

260

Phe

Arg

Thr

Thr

Pro

340

Gly

Thr

His

Arg

Asp

420

vVal

Leu

Ile

Leu

Ser

245

Leu

Arg

Pro

Ala

Leu

325

Ser

Arg

Cys

Phe

Ser

405

Asp

Glu

Asp

Gln

Ala

230

Ser

Leu

Ile

Ala

Thr

310

Ile

Cys

Ile

Arg

Glu

390

Gly

Val

Leu

Cys

Val

215

Gly

Met

Leu

His

His

295

Phe

Cys

Met

Val

Trp

375

Arg

Gly

Pro

Leu

Thr

200

Gln

Gly

Leu

His

Tyr

280

Gly

His

Leu

Ala

Ser

360

Val

val

Ser

Glu

Ser
440

Tyr

Thr

Gly

Gly

Phe

265

Gln

Asp

Cys

Asn

Ser

345

Pro

Ile

Ser

Pro

Arg

425

Glu

Ser

Leu

Ser

Glu

250

Gln

Ala

Val

Asp

Gly

330

Cys

Glu

Glu

Leu

Leu

410

Gly

Thr

Ile

Asn

Pro

235

Gly

Ser

Tyr

Ser

Ser

315

Thr

Gly

Pro

Ala

Asp

395

Ser

Leu

Pro

His

Leu

220

Gly

Gln

Pro

Leu

Val

300

Gly

Arg

Gly

Gly

Ala

380

Glu

Pro

Ile

Ala

Val

205

Ser

Leu

Val

Arg

Leu

285

Thr

Tyr

Pro

Thr

Gly

365

Glu

Asp

Val

Ser

Asn
445

Tyr

Gln

Ala

Leu

Val

270

Ser

Asp

Gln

Ser

Ile

350

Ala

Gly

Asn

Ile

Asp

430

Pro

Pro

Glu

Pro

Arg

255

Pro

Cys

Leu

Leu

Trp

335

His

Val

Arg

Asp

Tyr

415

Ala

Leu

Gly

Glu

Arg

240

Ser

Arg

Gly

His

Gln

320

Asn

Asn

Gly

Arg

Arg

400

Asp

Gln

Leu



Leu

Phe

465

Gly

Pro

Trp

Ser

Ser

545

Arg

Leu

Leu

Leu

Gly

625

Cys

Gly

Tyr

Trp

Ser

450

Leu

Ala

Gly

Asn

Glu

530

Pro

Ile

Thr

Arg

Thr

610

Gln

Pro

Asp

Glu

Ser
690

Leu

Ala

Leu

Pro

Asp

515

Pro

Gly

Leu

Leu

Gly

595

Leu

Gly

Glu

Leu

Leu

675

Ala

Arg

His

Ala

Pro

500

Thr

Ala

Gln

Leu

Phe

580

Pro

Gln

Phe

Leu

Ile

660

Leu

Ala

Phe

Gly

Thr

485

Asn

Glu

Gly

Asp

Gln

565

Asp

Gln

Phe

Val

Pro

645

Arg

Gly

Pro

Glu

Asn

470

Phe

Ala

Pro

val

Cys

550

Val

Gly

Pro

Gln

Leu

630

Pro

Gly

Ser

Pro

Ala

455

Val

Ser

Ile

Ala

val

535

vVal

Glu

Asp

Arg

Ala

615

His

Pro

Thr

Asp

Ala
695

Phe

Thr

Cys

Glu

Cys

520

Leu

Trp

Ile

Gly

Arg

600

Pro

Phe

Glu

Val

Ile

680

Cys

Glu

Thr

Leu

Cys

505

Lys

Ser

Gly

Leu

Pro

585

Arg

Pro

Lys

Trp

Leu

665

Leu

Gln

Glu

Thr

Pro

490

Val

Ala

Pro

Val

Asn

570

Ser

Leu

Gly

Glu

Gly

650

Thr

Thr

Lys

Asp

Asp

475

Gly

Asp

Met

Asp

His

555

Val

Ala

Leu

Pro

Val

635

Trp

Tyr

Cys

Ile

Arg

460

Pro

Tyr

Pro

Cys

Trp

540

Val

Arg

Arg

Ser

Pro

620

Pro

Arg

Gln

Gln

Met
700

Cys

Glu

Ala

Thr

Gly

525

Pro

Gln

Glu

Val

Ser

605

Asn

Arg

Thr

Cys

Trp

685

Thr

Phe

Tyr

Leu

Glu

510

Gly

Gln

Glu

Gly

Leu

590

Gly

Pro

Asn

Ala

Glu

670

Asp

Cys

Ala

Arg

Glu

495

Pro

Glu

Ser

Glu

Asp

575

Ala

Pro

Gly

Asp

Ser

655

Pro

Leu

Ala

Pro

Pro

480

Pro

His

Leu

Tyr

Lys

560

Met

Gln

Asp

Leu

Thr

640

His

Gly

Ser

Asp



Pro

705

Pro

Glu

Lys

Leu

His

785

Glu

Gln

Leu

Gln

His
865

<210>
<211>
<212>
<213>

Gly

Val

Gly

Trp

Asn

770

Tyr

Leu

Trp

Asp

Leu
850

<220>

<221>
<223>

<400> 20

20

107
PRT
Artificial Sequence

Glu

Gly

Ala

Ser

755

Pro

Gln

Ile

Thr

Asn

835

Glu

source
/note="Description of Artificial Sequence: Synthetic

Ile

Ser

Ala

740

Asp

Gly

Ala

Gly

Ser

820

Arg

Gly

Ala

His

725

Met

Arg

Val

Gly

Glu

805

Gln

Lys

Gly

polypeptide"

Asn

710

Val

Leu

Val

Pro

Glu

790

Val

Pro

Leu

Leu

Gly

Gln

Thr

Pro

Glu

775

Ser

Thr

Pro

Glu

Ala
855

His

Tyr

Cys

Lys

760

Asn

Leu

Ile

Leu

Val

840

Gly

Arg

Arg

Tyr

745

Cys

Gly

Arg

Thr

Cys

825

Thr

His

Thr

Cys

730

Ser

Ala

Tyr

Phe

Cys

810

Lys

Gln

His

Ala

715

Leu

Arg

Leu

Gln

Phe

795

Val

Val

Thr

His

Ser

Pro

Asp

Lys

Thr

780

Cys

Pro

Ala

Thr

His
860

Asp

Gly

Thr

Tyr

765

Leu

Tyr

Gly

Tyr

Asp

845

His

Ala

Tyr

Gly

750

Glu

Tyr

Glu

His

Glu

830

Pro

His

Gly

Ser

735

Thr

Pro

Lys

Gly

Pro

815

Glu

Ser

His

Phe

720

Leu

Pro

Cys

His

Phe

800

Ser

Leu

Arg

His

Gln Ile Val Leu Thr Gln Ser Pro Ala Leu Met Ser Ala Ser Pro Gly

1

5

10

15

Glu Lys Val Ser Leu Thr Cys Ser Ala Asn Ser Thr Val Ser Phe Met

20

25

30



Tyr Trp Tyr Gln Gln Lys Pro
35

Leu Thr Ser Asn Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser

65 70

Asp Ala Ala Thr Tyr Tyr Cys

85

Thr Phe Gly Ala Gly Thr Lys
100

<210> 21

<211> 118

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 21
Ser Asp Val Gln Leu Gln Asp
1 5

Gln Ser Leu Ser Val Thr Cys
20

Gly Tyr Tyr Trp Asn Trp Ile
35

Trp Met Gly Asn Ile His Asn
50 55

Leu Lys Ser Arg Ile Ser Ile
65 70

Phe Leu Gln Leu Asn Ser Val
85

Cys Ala Thr Thr Asn Trp Asp
100

Thr Leu Thr Val Ser Ser
115

Arg

40

Gly

Leu

Gln

Leu

Artificial Sequence:

Ser

Thr

Arg

40

Ser

Thr

Thr

Tyr

Ser

Val

Thr

Gln

Glu
105

Gly

Val

25

Gln

Gly

Arg

Thr

Phe
105

Ser

Pro

Ile

Trp

90

Leu

Pro

10

Thr

Phe

Gly

Asp

Glu

90

Asp

Pro

Ala

Ser

75

Ser

Lys

Gly

Gly

Pro

Thr

Thr

75

Asp

Tyr

Thr

Arg

60

Ser

Ser

Leu

Tyr

Gly

Asn

60

Ser

Thr

Trp

Pro

45

Phe

Met

Asn

Trp

Ser

Glu

Ser

Ile

Gly

Ala

Pro
95

Synthetic

val

Ser

Asn

45

Tyr

Lys

Ala

Gly

Lys

Ile

30

Lys

Asn

Asn

Thr

Gln
110

Pro

15

Thr

Leu

Pro

Gln

Tyr

95

Gly

Tyr

Ser

Glu

80

Ile

Ser

Trp

Glu

Ser

Phe

80

Tyr

Thr



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 22

22

112
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

Asp Ile Val Met Ser

1

Glu

Ser

Ser

Pro

65

Ile

Ser

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

<220>

<221>
<223>

<400> 23

23

117
PRT
Artificial Sequence

Val

Gln

35

Lys

Arg

Ser

Asn

source
/note="Description of

Thr

20

Lys

Leu

Phe

Val

Leu
100

5

Met

Ser

Leu

Thr

Gln

85

Arg

polypeptide”

Gln Val Gln

1

Ser Val Lys

Thr Ile His

35

Gly Tyr Ile

50

Leu

Ile

20

Trp

Tyr

Gln

5

Ser

Met

Pro

Gln

Ser

Tyr

Ile

Gly

Ala

Thr

Gln

Cys

Lys

Arg

Ser

Cys

Leu

Tyr

55

Ser

Glu

Phe

Ser

Lys

Gln

Asp
55

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Gly

Artificial Sequence:

Asp

Val

Arg

40

Gly

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ala

Ser

25

Pro

Ser

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Glu

10

Gly

Glu

Thr

Leu

Gln

Gln

Thr

Thr

75

Val

Thr

Leu

Tyr

Gln

Lys

Ala

Ser

Gln

Arg

60

Asp

Tyr

Lys

val

Thr

Gly

Tyr
60

Synthetic

Val

Leu

Lys

45

Glu

Phe

Tyr

Leu

Ser

Leu

30

Pro

Ser

Thr

Cys

Glu
110

Val

15

Tyr

Gly

Gly

Leu

Lys

95

Ile

Synthetic

Lys

Phe

Leu

45

Asn

Pro

Thr

30

Glu

Glu

Gly

15

Asp

Trp

Glu

Gly

Ser

Gln

Vval

Thr

80

Gln

Lys

Ala

His

Ile

Phe



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr

65 70

75

80

Met Gln Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys

85

90

95

Ala Arg Ser Tyr Ser Asn Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Thr

100

Leu Thr Val Ser Ser
115

<210> 24

<211> 111

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 24
Asp Ile Val Met Ser Gln Ser
1 5

Glu Lys Val Thr Met Ser Cys
20

Ser Asn Gln Lys Asn Tyr Leu
35

Ser Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Thr Gly Ser
65 70

Ile Ser Ser Val Lys Ala Glu
85

Tyr Tyr Asn Tyr Pro Tyr Thr
100

<210> 25

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<221> source

105

110

Artificial Sequence: Synthetic

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Val

Leu

Lys

45

Glu

Phe

Phe

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Val
15

Tyr

Gly

Gly

Leu

Gln

95

Lys

Gly

Ser

Gln

val

Thr

80

Gln



<223> /note="Description of
polypeptide”

<400> 25
Gln Val Gln Leu Gln Gln Pro
1 5

Ser Val Lys Leu Ser Cys Lys
20

Tyr Trp Met Asn Trp Val Lys
35

Ile Gly Ala Ile Asp Pro Ser

Phe Lys Gly Lys Ala Thr Leu
65 70

Tyr Met Gln Leu Ser Ser Leu
85

Cys Ala Arg Arg Gly Thr Pro
100

Gly Thr Leu Val Thr Val Ser
115

<210> 26

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 26

Asp Ile Gln Met Thr Gln Ser
1 5

Glu Thr Val Thr Ile Thr Cys
20

Leu Val Trp Tyr Gln Gln Lys
35

Tyr Ala Ala Thr Asn Leu Ala
50 55

Ser Gly Ser Gly Thr Gln Tyr

Artificial Sequence:

Gly

Ala

Gln

40

Asp

Thr

Thr

Gly

Ala
120

Artificial Sequence:

Pro

Arg

Gln

40

Asp

Ser

Ala

Ser

25

Arg

Ser

Val

Ser

Lys
105

Ala

Ala

25

Gly

Gly

Leu

Glu

10

Ser

Pro

Tyr

Asp

Glu

90

Pro

Ser

10

Ser

Lys

val

Lys

Ile

Gly

Gly

Thr

Thr

75

Asp

Leu

Leu

Ala

Ser

Pro

Ile

val

Tyr

Gln

Ser

60

Ser

Ser

Val

Ser

Asn

Pro

Ser

60

Asn

Synthetic

Arg

Thr

Gly

45

Tyr

Ser

Ala

Tyr

Pro

Phe

30

Leu

Asn

Ser

Val

Trp
110

Gly

15

Thr

Glu

Pro

Ser

Tyr

95

Gly

Synthetic

val

Ile

Gln

45

Arg

Ser

Ser

Asn

30

Leu

Phe

Leu

val

15

Ser

Leu

Ser

Gln

Ala

Asp

Trp

Lys

Ala

80

Phe

Gln

Gly

Asn

Val

Gly

Ser



65

70

75

80

Glu Asp Phe Gly Asn Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Arg

85

90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 27

27

116
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

Glu Val Gln

1

Ser

Asn

Gly

Arg

Met

Ala

Thr

<210>
<211>
<212>
<213>

val

Met

Glu

50

Gly

Glu

Arg

val

<220>

<221>
<223>

28

111
PRT
Artificial Sequence

Lys

Tyr

35

Ile

Lys

Leu

Tyr

Ser
115

source
/note="Description of Artificial Sequence: Synthetic

Leu

Met

20

Trp

Asn

Ala

Arg

Asp

100

Ser

Gln

5

Ser

Val

Pro

Thr

Ser
85

Lys

polypeptide”

Gln

Cys

Lys

Asn

Leu

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Thr

Phe

Artificial Sequence:

Gly

Ala

Asn

40

Gly

val

Ser

Asp

105

Pro

Ser

25

Gln

Gly

Asp

Glu

Tyr
105

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Trp

Leu

Tyr

Lys

Ala

Ser

75

Ser

Gly

Met

Thr

Ser

Tyr

60

Ser

Ala

Gln

95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Leu



<400> 28
Asp Ile Val val Thr Gln Ser
1 5

Gln Arg Ala Thr Ile Ser Cys
20

Gly Thr Ser Leu Met Gln Trp
35

Lys Leu Leu Ile Tyr Ala Ala
50 55

Arg Phe Ser Gly Ser Gly Ser
65 70

Pro Val Glu Glu Asp Asp Ile
85

Lys Val Pro Trp Thr Phe Gly
100

<210> 29

<211> 120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 29
Gln Val Thr Leu Lys Glu Ser
1 5

Thr Leu Ser Leu Thr Cys Ser
20

Gly Met Ser Val Gly Trp Val
35

Trp Leu Ala His Ile Trp Trp
50 55

Leu Lys Ser Arg Leu Thr Ile
65 70

Phe Leu Lys Ile Ala Ser Val
85

Pro

Arg

Phe

40

Ser

Gly

Ala

Gly

Artificial Sequence:

Gly

Phe

Arg

40

Asn

Ser

Val

Ala

Ala

25

Gln

Asn

Thr

Met

Gly
105

Pro

Ser

25

Gln

Gly

Lys

Thr

Ser

10

Ser

Gln

val

Asp

Tyr

90

Thr

Gly

10

Gly

Pro

Asp

Asp

Ala
90

Leu

Glu

Lys

Glu

Phe

75

Phe

Lys

Ile

Phe

Ser

Lys

Thr

75

Asp

Ala

Ser

Pro

Ser

60

Ser

Cys

Leu

Leu

Ser

Gly

Tyr

60

Ser

Thr

val

Val

Gly

45

Gly

Leu

Gln

Glu

Ser

Glu

30

Gln

val

Asn

Gln

Ile
110

Leu

15

Tyr

Pro

Pro

Ile

Asp

95

Lys

Synthetic

Gln

Leu

Arg

45

Tyr

Asn

Ala

Pro

Asn

30

Gly

Asn

Asn

Thr

Ser

15

Thr

Leu

Pro

Gln

Tyr
95

Gly

Tyr

Pro

Ala

His

80

Arg

Gln

Ser

Glu

Ala

val

80

Phe



Cys Ala Arg Ile Arg Gln Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly Gln

100

Gly Thr Ser Vval Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 30

30

112
PRT
Artificial Sequence

115

source
/note="Description of

polypeptide”

Asp Ile Val

1

Glu

Ser

Ser

Pro

65

Ile

Tyr

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

<220>

<221>
<223>

<400> 31

31

119
PRT
Artificial Sequence

Val

Gln

35

Lys

Arg

Ser

Ser

source
/note="Description of Artificial Sequence: Synthetic

Met

Thr

20

Lys

Leu

Phe

Val

Tyr
100

Ser

5

Met

Asn

Leu

Thr

Lys

85

Pro

polypeptide”

Gln

Ser

Tyr

Ile

Gly

70

Ala

Thr

Ser

Cys

Leu

Tyr

55

Ser

Glu

Phe

120

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Gly

105

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Thr

Ala

Ser

Gln

Arg

60

Asp

Tyr

Lys

110

Synthetic

val

Leu

Lys

45

Glu

Phe

Tyr

Leu

Ser

Leu

30

Pro

Ser

Thr

Cys

Glu
110

val

15

Tyr

Gly

Gly

Leu

Gln

95

Ile

Gly

Ser

Gln

Val

Thr

80

Gln

Lys

Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Leu Ser Cys Lys Ala Ser Ser Gly Tyr Thr Phe Pro Ser

20

25

30



Tyr Trp Ile His Cys Val Lys
35

Ile Gly Val Ile Asn Pro Ser
50 55

Phe Lys Asn Lys Ala Thr Leu
65 70

Tyr Met Gln Leu Ser Ser Leu
85

Cys Val Arg Gly Gly Thr Gly
100

Thr Ser Val Thr Val Ser Ser
115

<210> 32

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 32

Asp Ile Lys Met Thr Gln Ser
1 5

Glu Arg Val Thr Ile Thr Cys
20

Leu Thr Trp Phe Gln Gln Lys

Tyr Arg Ala Asn Arg Leu Ile
50 55

Ser Gly Ser Gly Gln Asp Tyr
65 70

Glu Asp Met Gly Ile Tyr Tyr
85

Thr Phe Gly Gly Gly Thr Lys
100

Gln

40

Asn

Thr

Thr

Tyr

Artificial Sequence:

Pro

Lys

Pro

40

Asp

Ser

Cys

Leu

Arg

Gly

val

Ser

Thr
105

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

Pro

Arg

Asp

Glu

90

Met

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Gly

Thr

Lys

75

Asp

Asp

Met

Gln

Ser

Pro

Ile

75

Tyr

Lys

Gln

Asn

60

Ser

Ser

Tyr

Tyr

Asp

Pro

Ser

60

Ser

Asp

Gly

45

Tyr

Ser

Ala

Trp

Leu

Asn

Ser

Val

Gly
110

Glu

Glu

Thr

Tyr

95

Gln

Synthetic

Ala

Ile

Lys

45

Arg

Ser

Asp

Ser

Asn

30

Thr

Phe

Leu

Phe

Leu

15

Ser

Leu

Ser

Asp

Pro
95

Trp

Lys

Ala

80

Tyr

Gly

Gly

Tyr

Ile

Gly

Tyr

80

Trp



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 33

33

116
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Gln Ile Gln

1

Thr

Ser

Gly

Lys

65

Leu

Val

Thr

<210>
<211>
<212>
<213>

vVal

Met

Trp

50

Gly

Gln

Lys

Val

<220>

<221>
<223>

<400> 34

34

113
PRT
Artificial Sequence

Lys

His

35

Ile

Arg

Ile

Asn

Ser
115

source
/note="Description of

Leu

Ile

20

Trp

Asn

Phe

Asn

Lys

100

Ala

Val

5

Ser

vVal

Thr

Ala

Asn

85

Gly

polypeptide”

Gln

Cys

Lys

Glu

Phe

70

Leu

Trp

Ser

Lys

Gln

Thr

55

Ser

Lys

Phe

Asp Val val Met Thr Gln Thr

1

5

Asp Gln Ala Ser Ile Ser Cys

20

Asn Gly Asp Thr Tyr Leu His

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Leu

Asn

Ala

Artificial Sequence:

Pro

Ser

25

Pro

Glu

Glu

Glu

Tyr
105

Glu

10

Gly

Gly

Pro

Thr

Asp

90

Trp

Leu

Tyr

Lys

Thr

Ser

75

Thr

Gly

Lys

Thr

Gly

Tyr

60

Ala

Ala

Gln

Pro Leu Ser Leu Pro

10

Arg Ser Ser Gln Ser

25

Trp Tyr Leu Gln Lys

Synthetic

Lys

Phe

Leu

45

Ser

Ser

Thr

Gly

Pro

Thr

30

Lys

Glu

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Asp

Ala

Phe

95

Leu

Synthetic

Glu

Tyr

Leu

Phe

Tyr

80

Cys

Val

Val Ser Leu Gly

15

Leu Val His Ser

30

Pro Gly Gln Ser



35

Pro Lys Leu Leu Ile Tyr Lys
50 55

Asp Arg Phe Ser Gly Ser Gly

Ser Arg Val Glu Ala Glu Asp
85

Thr Leu Ile Pro Tyr Thr Phe
100

Arg

<210> 35

<211> 114

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 35

Gln Val His Leu Gln Gln Ser
1 5

Ser Val Lys Ile Ser Cys Lys
20

Trp Ile Glu Trp Ile Lys Gln
35

Gly Glu Ile Leu Pro Gly Ser
50 55

Lys Gly Lys Ala Thr Ile Thr
65 70

Ile Gln Leu Ser Ser Leu Thr
85

Ala Gly Gly Pro Ala Ala Tyr
100

Ser Ala

40

Val

Ser

Leu

Gly

Artificial Sequence:

Gly

Ala

Arg

40

Gly

Ala

Ser

Trp

Ser

Gly

Gly

Gly
105

Thr

Thr

25

Pro

Asn

Asp

Glu

Gly
105

Asn

Thr

Leu

90

Gly

Glu

10

Gly

Gly

Thr

Thr

Asp

Gln

Arg

Asp

75

Tyr

Thr

Val

Tyr

His

Asn

Ser

75

Ser

Gly

Phe

60

Phe

Phe

Lys

Met

Thr

Gly

Asn

60

Ser

Ala

Thr

45

Ser

Thr

Cys

Leu

Gly

Leu

Ser

Asp
110

Val

Lys

Gln

95

Ile

Synthetic

Lys

Phe

Leu

45

Asn

Asn

Val

Leu

Pro

Ser

30

Glu

Glu

Ile

Tyr

Val
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Thr

Pro

Ile

80

Ser

Lys

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Val



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 36

36

113
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Asp Ile Val

1

Glu

Ser

Ser

Pro

65

Ile

Tyr

Lys

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

<220>

<221>
<223>

<400> 37

37

113
PRT
Artificial Sequence

vVal

Gln

35

Lys

Arg

Ser

Trp

source
/note="Description of Artificial Sequence: Synthetic

Met

Thr

20

Lys

Leu

Phe

Val

Phe
100

Ser

5

Met

Asn

Leu

Thr

Lys

85

Pro

polypeptide”

Gln

Ser

Tyr

Ile

Gly

Thr

Tyr

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Leu

Gly

Ala

Ser

Gln

Arg

Asp

Tyr

Thr

Synthetic

val

Leu

Lys

45

Glu

Phe

Tyr

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

val

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

val

Thr

80

Gln

Ile

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr

20

25

30



Tyr Met His Trp Val Lys Gln
35

Gly Arg Ile Asp Pro Ala Asn
50 55

Gln Gly Lys Ala Thr Ile Thr
65 70

Leu Gln Leu Ser Ser Leu Thr
85

Val Arg Gly Asn Val Tyr Trp
100

Ala

<210> 38

<211> 108

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 38

Glu Asn Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

Tyr Leu His Trp Tyr Gln Gln
35

Ile Tyr Ser Thr Ser Asn Leu
50 55

Gly Ser Gly Ser Gly Thr Ser
65 70

Ala Glu Asp Ala Ala Thr Tyr
85

Phe Thr Phe Gly Ser Gly Thr
100

<210> 39

Arg

40

val

Ala

Ser

Gly

Artificial Sequence:

Pro

Arg

Lys

40

Ala

Tyr

Tyr

Lys

Pro

Asn

Asp

Glu

Gln
105

Ala

Ala

25

Ser

Ser

Ser

Cys

Leu
105

Glu

Thr

Thr

Asp

90

Gly

Ile

10

Ser

Gly

Gly

Leu

Gln

90

val

Gln

Lys

Ser

75

Thr

Thr

Met

Ser

Ala

val

Thr

75

Gln

Ile

Gly

Tyr

60

Ser

Ala

Leu

Ser

Ser

Ser

Pro

60

Ile

Tyr

Lys

Leu

45

Asp

Asn

Val

val

Glu

Pro

Thr

Tyr

Thr
110

Trp

Lys

Ala

Tyr

95

val

Synthetic

Ala

Val

Pro

45

Ala

Ser

Ser

Ser

Ser

30

Lys

Arg

Ser

Asp

Pro

15

Ser

Leu

Phe

Val

Tyr
95

Ile

Phe

Tyr

80

Cys

Ser

Gly

Ser

Trp

Ser

Glu

80

Pro



<211>
<212>
<213>

<220>

<221>
<223>

<400> 39

122
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

Glu Val Gln

1

Leu

Tyr

Gly

Lys

65

Met

Ala

Gly

<210>
<211>
<212>
<213>

Val

Met

Glu

50

Asp

Glu

Arg

Gln

<220>

<221>
<223>

<400> 40

40

113
PRT
Artificial Sequence

Met

His

35

val

Lys

Leu

Arg

Gly
115

source
/note="Description of

Leu

Met

20

Trp

Ile

Ala

Arg

His

100

Thr

Gln

5

Ser

Val

Pro

Thr

Ser

85

Arg

Ser

polypeptide”

Gln

Cys

Lys

Tyr

Leu

70

Leu

Tyr

val

Ser

Lys

Gln

Asn

55

Thr

Thr

Asp

Thr

Asp Val Leu Met Thr Gln Thr

1

5

Asp Gln Ala Ser Ile Ser Cys

20

Asn Gly Asn Thr Tyr Leu Glu

35

Artificial Sequence:

Gly

Ala

Ser

40

Asp

Val

Ser

Gly

val
120

Artificial Sequence:

Pro

Ser

25

His

Glu

Asp

Glu

Phe

105

Ser

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Arg

Ser

Leu

Tyr

Gln

Phe

Ser

75

Ser

Tyr

val

Thr

Ser

Tyr

60

Ser

Ala

Ala

Pro Leu Ser Leu Pro

10

Arg Ser Ser Gln Ser

25

Trp Phe Leu Gln Lys

40

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Ile

Ile

Pro

Thr

30

Glu

Arg

Thr

Tyr

Asp
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Tyr

Synthetic

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Trp

Val Ser Leu Gly

15

Ile Val His Ser

30

Pro Gly Gln Ser

45



Pro Lys Leu Leu Ile Tyr Lys
50 55

Asp Arg Phe Ser Gly Ser Gly
65 70

Ser Arg Val Glu Ala Glu Asp
85

Ser His Val Pro Tyr Thr Phe
100

Arg

<210> 41

<211> 118

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 41
Glu Val Gln Leu Gln Gln Ser
1 5

Ser Val Lys Met Ser Cys Lys
20

Asn Met Asn Trp Val Lys Gln
35

Gly Val Ile Asn Pro Tyr Asn
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Asn Ser Leu Thr
85

Thr Arg Trp Gly Thr Thr Val
100

Thr Leu Thr Val Ser Ser
115

val

Ser

Leu

Gly

Artificial Sequence:

Gly

Ala

Ser

40

Gly

Val

Ser

val

Ser

Gly

Gly

Gly
105

Pro

Ser

25

His

Asn

Asp

Glu

Gly
105

Asn

Thr

Val

Gly

val

10

Gly

Gly

Thr

Lys

Asp

Ala

Arg

Asp

75

Tyr

Thr

Leu

Tyr

Lys

Arg

Ser

75

Ser

Asn

Phe

60

Phe

Tyr

Lys

val

Thr

Ser

Tyr

60

Ser

Ala

Trp

Ser

Thr

Cys

Leu

Gly

Leu

Phe

Glu
110

val

Lys

Gln

95

Ile

Synthetic

Lys

Ile

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Met

Ala

Tyr

95

Gly

Pro

Ile

80

Gly

Lys

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 42

42

106
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

Gln Ile Val Leu

1

Glu

Tyr

Leu

Gly

Asp

Phe

<210>
<211>
<212>
<213>

Lys

Trp

Thr

50

Ser

Ala

Gly

<220>

<221>
<223>

<400> 43

43

122
PRT
Artificial Sequence

Val

Tyr

35

Ser

Gly

Ala

Ser

source
/note="Description of

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Thr

5

Met

Gln

Leu

Ser

Tyr

85

Thr

polypeptide”

Asp Val Lys

1

Ser Leu Lys

Ala Met Ser

35

Ala Thr Ile

50

Leu

Leu

20

Trp

Thr

val

5

Ser

Val

Ser

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Glu

Cys

Arg

Gly

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

Ser

Ala

Gln

Gly
55

Artificial Sequence:

Pro

Ser

Arg

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

Thr

40

Gly

Ala

Ala

25

Ser

Val

Thr

Gln

Leu
105

Gly

Ser

25

Pro

Asn

Leu

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Gly

10

Gly

Glu

Thr

Met

Ser

Pro

Val

Ser

75

Ser

Leu

Phe

Lys

Tyr

Ser

Ser

Lys

Arg

60

Ser

Asn

val

Thr

Arg

Tyr
60

Synthetic

Ala

Val

Pro

45

Phe

Met

Asn

Ser

Asn

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Synthetic

Lys

Phe

Leu

45

Pro

Leu

Ser

30

Glu

Asp

Gly

15

Ser

Trp

Ser

Gly

Met

Tyr

Ser

Glu

80

Thr

Gly

Tyr

Val

val



Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Ser Ser Leu Lys
85

Ala Arg Arg Asp Tyr Tyr Gly
100

Gly Gln Gly Thr Leu Val Thr
115

<210> 44

<211> 106

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 44
Gln Ile Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

His Trp Tyr Gln Gln Lys Ser
35

Asp Thr Ser Lys Leu Pro Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser

65 70

Asp Ala Ala Thr Tyr Tyr Cys

85

Phe Gly Ala Gly Thr Lys Leu
100

<210> 45

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<221> source

Arg

Ser

Ser

Val
120

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Leu

Gln

Glu

Asp

Glu

Ser

105

Ser

Ala

Ala

25

Thr

val

Thr

Gln

Leu
105

Asn Ala Lys Asn Thr

75

Asp Thr Ala Met Tyr

90

Tyr Val Met Phe Ala

Ala

Ile

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Met

Ser

Pro

Ala

Ser

75

Ser

Ser

Ser

Lys

Arg

60

Ser

Ser

110

Leu

Tyr
95

Tyr

Synthetic

Ala

Val

Arg

45

Phe

Met

Thr

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Tyr
80

Cys

Trp

Gly

Met

Tyr

Ser

Glu

80

Thr



<223> /note="Description of
polypeptide”

<400> 45
Glu Val Gln Leu Gln Gln Ser
1 5

Ser Val Lys Met Ser Cys Lys
20

Asn Met His Trp Val Lys Gln
35

Gly Glu Ile Asn Pro Asn Ile
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Arg Ser Leu Thr
85

Ala Arg Thr Tyr Ser Tyr Tyr
100

Gly Thr Leu Val Thr Val Ser
115

<210> 46

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 46
Asp Ile Gln Met Thr Gln Ser
1 5

Gly Arg Val Thr Ile Thr Cys
20

Leu Ala Trp Tyr Gln Gln Lys
35

Ser Gly Ala Thr Ser Leu Glu

Ser Gly Ser Gly Lys Asp Tyr

Artificial Sequence:

Gly

Ala

Asn

40

Gly

Val

Ser

Ser

Ala
120

Artificial Sequence:

Ser

Lys

Pro

40

Thr

Thr

Pro

Ser

25

Gln

Gly

His

Glu

Tyr
105

Ser

Ala

25

Gly

Gly

Leu

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Glu

Tyr

10

Ser

Asn

val

Ser

val

Tyr

Lys

Gly

Ser

75

Ser

Phe

Leu

Asp

Ala

Pro

Ile

Met

Thr

Ser

Tyr

60

Ser

Ala

Ala

Ser

His

Pro

Ser

60

Thr

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Tyr

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

Synthetic

val

Ile

Arg

45

Arg

Ser

Ser

Asn

30

Leu

Phe

Leu

Leu

15

Asn

Leu

Ser

Gln

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gln

Gly

Trp

Ile

Gly

Thr



65

70

75

80

Glu Asp Val Ala Thr Tyr Tyr Cys Gln Gln Tyr Trp Ser Ile Pro Leu

85

90

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 47

47

126
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

Gln Val Thr

1

Thr

Ser

Gly

Asn

65

Asn

Thr

Phe

<210>
<211>
<212>
<213>

Leu

Thr

Leu

50

Pro

Gln

Tyr

Ala

<220>

<221>
<223>

48

109
PRT
Artificial Sequence

Ser

Ser

35

Glu

Ser

Val

Tyr

Tyr
115

source
/note="Description of Artificial Sequence: Synthetic

Leu

Leu

20

Thr

Trp

Leu

Phe

Cys

100

Trp

Lys

5

Thr

Met

Leu

Lys

Leu

85

Ala

Gly

polypeptide”

Glu

Cys

Gly

Ala

Ser

70

Lys

Arg

His

Ser

Ser

Val

Asp

Arg

Ile

Lys

Gly

Artificial Sequence:

Gly

Phe

Gly

40

Ile

Leu

Thr

Gly

Thr
120

105

Pro

Ser

25

Trp

Trp

Thr

Ser

Arg

105

Leu

Gly

10

Gly

Ile

Trp

Ile

Val

90

Thr

val

Ile

Phe

Arg

Asp

Ser

75

Asp

Ala

Thr

Leu

Ser

Gln

Asp

Lys

Thr

Arg

val

95

Synthetic

Gln

Gly

Pro

45

Ser

Asp

Ala

Ala

Ser
125

Pro

Phe
30

Ser

Lys

Thr

Asp

Thr

110

Ala

Ser

15

Ser

Gly

Tyr

Ser

Thr

95

Arg

Gln

Leu

Lys

Tyr

Ser

80

Ala

Gly



<400> 48
Asp Ile Val Leu Thr Gln Ser
1 5

Gln Arg Ala Ala Ile Ser Cys
20

Gly Asp Ser Tyr Met Asn Trp
35

Lys Leu Leu Ile Tyr Ala Ala
50 55

Arg Phe Ser Gly Ser Gly Ser
65 70

Pro Val Glu Glu Glu Asp Ala
85

Asp Asp Pro Trp Thr Phe Gly
100

<210> 49

<211> 122

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 49
Ser Asp Val Gln Leu Gln Glu
1 5

Gln Ser Leu Ser Val Thr Cys
20

Ser Tyr Thr Trp Asn Trp Ile
35

Trp Met Gly Tyr Ile His Tyr
50 55

Leu Arg Ser Arg Ile Ser Ile
65 70

Phe Leu Gln Leu Asn Ser Val
85

Pro

Lys

Tyr

40

Ser

Gly

Ala

Gly

Artificial Sequence:

Ser

Thr

Arg

40

Ser

Thr

Thr

Ala

Pro

25

Gln

Asn

Thr

Thr

Gly
105

Gly

val

25

Gln

Gly

Arg

Thr

Ser

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

Pro

10

Thr

Phe

Ser

Asp

Glu
90

Leu

Gln

Lys

Glu

Phe

75

Tyr

Lys

Gly

Gly

Pro

Thr

Thr

75

Asp

Ala

Ser

Pro

Ser

60

Thr

Cys

Leu

Leu

Tyr

Gly

Asn

60

Ser

Thr

val

Val

Gly

45

Gly

Leu

His

Lys

Ser

Asp

30

Gln

Ile

Asn

Gln

Leu

15

Tyr

Pro

Pro

Ile

Ile
95

Synthetic

Val

Ser

Asn

45

Tyr

Lys

Ala

Lys

Ile

30

Lys

Asn

Asn

Thr

Pro

15

Thr

Leu

Pro

Gln

Tyr
95

Gly

Asp

Pro

Ala

His

80

Asn

Ser

Ser

Glu

Ser

Phe

80

Tyr



Cys Ala Arg Ser Arg Tyr Tyr Tyr Asp Ala Tyr Gly Phe Ala Tyr Trp
100 105 110

Gly Gln Gly Thr Leu Val Thr Val Ser Ala
115 120

<210> 50

<211> 112

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 50
Asp Val Val Leu Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly
1 5 10 15

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile Val His Ile
20 25 30

Asn Arg His Thr Tyr Leu Gly Trp Tyr Leu Gln Lys Pro Gly Gln Ser
35 40 45

Leu Lys Leu Leu Ile Tyr Gly Val Ser Asn Arg Phe Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Met Gly Val Tyr Tyr Cys Phe Gln Gly
85 90 95

Thr His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys
100 105 110

<210> 51

<211> 121

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 51
Gln Ile Gln Met Met Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
1 5 10 15

Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asn Tyr
20 25 30



Gly Met Asn Trp Val Lys Gln
35

Gly Trp Ile Asn Thr Tyr Thr
50 55

Lys Gly Arg Phe Ala Phe Ser
65 70

Leu Gln Ile Asn Asn Leu Lys
85

Thr Arg Gly Tyr Tyr Gly Ser
100

Gln Gly Thr Ser Val Thr Vval
115

<210> 52

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 52
Asp Ile Val Met Ser Gln Ser
1 5

Glu Lys Val Thr Met Ser Cys
20

Ser Asn Gln Lys Ser Tyr Leu
35

Ser Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Thr Gly Ser
65 70

Ile Ser Ser Val Gln Ala Glu
85

Ser Tyr Asn Leu Arg Thr Phe
100

Ala

40

Gly

Leu

Asn

Ser

Ser
120

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Gly

Pro

Glu

Glu

Glu

Tyr

105

Ser

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Gly

Pro

Thr

Asp

90

Asp

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Lys

Thr

Ser

75

Met

Ala

Leu

Gln

Gln

Thr

Thr

75

Val

Thr

Gly

Tyr

60

Ala

Ala

Leu

Ala

Ser

Gln

Arg

60

Asp

Tyr

Lys

Leu

45

Ala

Ser

Thr

Asp

Lys

Asp

Thr

Tyr

Tyr
110

Trp

Asp

Ala

Phe

95

Trp

Synthetic

Val

Leu

Lys

45

Glu

Phe

Tyr

Leu

Ser

Leu

30

Pro

Ser

Thr

Cys

Glu
110

Val

15

Tyr

Gly

Gly

Leu

Lys

95

Ile

Met

Phe

Tyr

80

Cys

Gly

Gly

Ser

Gln

Val

Thr

80

Gln

Lys



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 53

53

118
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Gln Val Gln

1

Ser

Thr

Gly

Lys

65

Met

Cys

Thr

<210>
<211>
<212>
<213>

vVal

Ile

Tyr

50

Gly

Gln

Ala

Leu

<220>

<221>
<223>

<400> 54

54

113
PRT
Artificial Sequence

Lys

His

35

Ile

Lys

Leu

Arg

Thr
115

source
/note="Description of

Leu

Ile

20

Trp

Tyr

Ala

Asn

Ser

100

Val

Gln

5

Ser

Met

Pro

Thr

Ser

85

Tyr

Ser

polypeptide”

Gln

Cys

Lys

Arg

Leu

70

Leu

Ser

Ser

Ser

Lys

Gln

Asp

55

Thr

Thr

Asn

Asp Val val Met Thr Gln Thr

1

5

Gln Pro Ala Ser Ile Ser Cys

20

Ser Asp Gly Lys Thr Tyr Leu

Artificial Sequence:

Asp

val

Arg

Gly

Ala

Ser

Tyr

Artificial Sequence:

Ala

Ser

25

Pro

Ser

Asp

Glu

Phe
105

Glu

10

Gly

Glu

Thr

Lys

Asp

90

Asp

Leu

Tyr

Gln

Lys

Ser

75

Ser

Tyr

Val

Thr

Gly

Tyr

60

Ser

Ala

Trp

Pro Leu Thr Leu Ser

10

Lys Lys Ser Ser Gln

25

Asn Trp Leu Leu Gln

Synthetic

Lys

Phe

Leu

45

Asn

Ser

val

Gly

Pro

Thr

30

Glu

Glu

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Glu

Ala

Phe

95

Gly

Synthetic

Ala

His

Ile

Phe

Tyr

80

Cys

Thr

Val Thr Ile Gly

15

Ser Leu Leu Glu

30

Arg Pro Gly Gln



35

Ser Pro Lys Arg Leu Ile Tyr
50 55

Pro Asp Arg Phe Thr Gly Ser
65 70

Ile Ser Arg Val Glu Ala Glu
85

Gly Ile Gln His Pro Arg Thr
100

Lys

<210> 55

<211> 113

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 55

Gln Val Gln Leu Gln Gln Ser
1 5

Ser Val Thr Leu Ser Cys Lys
20

Glu Met His Trp Val Lys Gln
35

Gly Gly Ile Asp Pro Glu Thr
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Arg Ser Leu Thr
85

Thr Arg Trp Phe Ser Tyr Trp
100

Ala

40

Leu

Gly

Asp

Phe

Artificial Sequence:

Gly

Ala

Thr

40

Gly

Ala

Ser

Gly

Val

Ser

Leu

Gly
105

Ala

Ser

25

Pro

Gly

Asp

Glu

Pro
105

Ser

Gly

Gly

Gly

Glu

10

Gly

Val

Thr

Lys

Asp

Gly

Lys

Thr

75

Val

Gly

Leu

Tyr

His

Ala

Ser

75

Ser

Thr

Leu

60

Asp

Tyr

Thr

Val

Thr

Gly

Tyr

60

Ser

Ala

Leu

45

Asp

Phe

Tyr

Lys

Ser

Thr

Cys

Leu
110

Gly

Leu

Trp

95

Glu

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Val

Val

Pro

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Phe

95

Val

Val

Lys

80

Gln

Ile

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Ser



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 56

56

107
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Asp Ile Leu

1

Glu

Ile

Lys

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Gly

His

Tyr

50

Gly

Asp

Phe

<220>

<221>
<223>

<400> 57

57

117
PRT
Artificial Sequence

vVal

Trp

35

Ala

Ser

Ile

Gly

source
/note="Description of

Leu

Ser

20

Tyr

Ser

Gly

Ala

Ala
100

Thr

5

Phe

Gln

Glu

Thr

Asp

85

Gly

polypeptide”

Gln

Ser

Gln

Ser

Asp

Tyr

Thr

Ser

Cys

Arg

Ile

55

Phe

Tyr

Lys

Gln Val His Leu Pro Gln Ser

1

5

Ser Val Lys Ile Ser Cys Lys

20

Tyr Ile His Trp Val Lys Gln

35

Artificial Sequence:

Pro

Arg

Thr

40

Ser

Thr

Cys

Leu

Artificial Sequence:

Ala

Ala

25

Asn

Gly

Leu

Gln

Glu
105

Ile

10

Ser

Gly

Ile

Arg

Gln

90

Leu

Leu

Gln

Ser

Pro

Ile

75

Ser

Lys

Ser

Ser

Pro

Ser

60

Asn

Asn

Arg Pro Glu Leu Val

10

Ala Ser Gly Tyr Gly

25

Arg Pro Gly Gln Gly

40

Synthetic

val

Ile

Arg

45

Arg

Ser

Ser

Ser

Gly

30

Leu

Phe

Leu

Trp

Pro

15

Thr

Leu

Ser

Glu

Pro
95

Synthetic

Gly

Ser

Ile

Gly

Ser

80

Leu

Lys Pro Gly Ala

15

Phe Thr Arg Ser

30

Leu Glu Trp Ile

45



Gly Tyr Ile Ser Ser Gly Ser
50 55

Lys Gly Lys Ala Ser Leu Thr
65 70

Met His Leu Ser Ser Leu Thr
85

Ala Arg Gly Gly Val Arg Tyr
100

Val Thr Val Ser Ser
115

<210> 58

<211> 110

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 58
Asp Ile Val Met Thr Gln Ser
1 5

Asp Arg Val Ser Ile Thr Cys
20

Thr Asp Val Ala Trp Tyr Gln
35

Leu Ile Tyr Trp Ala Ser Thr
50 55

Thr Gly Ser Gly Ser Gly Thr
65 70

Gln Ser Glu Asp Leu Ala Asp
85

Pro Tyr Thr Phe Gly Gly Gly
100

<210> 59

<211> 116

<212> PRT

<213> Artificial Sequence

Gly Gly

Ala

Ser

Phe

Artificial Sequence:

His

Lys

Gln

40

Arg

Asp

Tyr

Thr

Asp

Glu

Asp
105

Lys

Ala

25

Lys

His

Phe

Phe

Lys
105

Thr

Asn

Asp

90

Val

Phe

10

Ser

Pro

Thr

Thr

Cys

90

Leu

Thr

Pro

75

Ser

Trp

Met

Gln

Gly

Gly

Leu

75

Gln

Glu

Tyr

60

Ser

Ala

Gly

Ser

Asp

Gln

Val

60

Thr

Gln

Ile

Asn

Ser

Ile

Ala

Gln

Thr

Tyr

Gly
110

Lys

Ala

Phe

95

Thr

Synthetic

Thr

Gln

Ser

45

Pro

Ile

Tyr

Lys

Ser

Asp

30

Pro

Asp

Ser

Ser

Arg
110

Val

15

val

Lys

Arg

Asn

Ser
95

Phe

Tyr

80

Cys

Thr

Gly

Gly

Leu

Phe

val

80

Tyr



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 59
Glu Val Gln Leu Gln Gln Ser
1 5

Ser Val Lys Met Ser Cys Lys
20

Asn Met His Trp Val Lys Gln
35

Gly Glu Ile Asn Pro His Asn
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Arg Ser Leu Thr
85

Ala Gly Gly Tyr Pro Ala Phe
100

Thr Val Ser Ser
115

<210> 60

<211> 109

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 60
Glu Asn Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

Ser Tyr Leu His Trp Tyr Gln
35

Trp Ile Tyr Ser Thr Ser Asn
50 55

Artificial Sequence:

Gly

Ala

Asn

40

Gly

val

Ser

Asp

Artificial Sequence:

Pro

Cys

Gln

40

Leu

Pro

Ser

25

Gln

Gly

Asp

Glu

Tyr
105

Ala

Arg

25

Lys

Ala

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Trp

Ile

10

Ala

Ser

Ser

Leu

Tyr

Lys

Gly

Ser

75

Ser

Gly

Val

Ser

Gly

Gly

Met

Thr

Ser

Tyr

60

Ser

Ala

Gln

Ser

Ser

Ala

Val

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ser

Tyr

95

Thr

Synthetic

Ala

Ser

Ser

45

Pro

Ser

val

30

Pro

Ala

Pro

15

Ile

Lys

Arg

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Leu

Gly

Ser

Leu

Phe



Ser Gly Ser Ala Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Val

65

70

75

80

Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Gly Tyr

85

Pro Leu Thr Phe Gly Ala Gly Thr Lys
100 105

<210> 61

<211> 124

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

polypeptide”

<400> 61

Glu

1

Ser

Tyr

Ala

Lys

65

Leu

Ala

Val

Val Lys Leu Val Glu Ser Glu Gly
5

Met Lys Leu Ser Cys Thr Ala Ser
20 25

Met Ala Trp Val Arg Gln Val Pro
35 40

Asn Ile Asn Tyr Asp Gly Ser Ser
50 55

Ser Arg Phe Ile Ile Ser Arg Asp
70

Gln Met Ser Ser Leu Lys Ser Glu
85

Arg Asp Asp Tyr Tyr Gly Ser Ser
100 105

Trp Gly Ala Gly Thr Thr Val Thr
115 120

<210> 62

<211> 106

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223>

90

Leu Glu Leu Lys

Gly

10

Gly

Glu

Thr

Asn

Asp

90

Pro

Val

Leu

Phe

Lys

Tyr

Ala

75

Thr

Ser

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

95

Synthetic

Gln

Phe

Leu

45

Leu

Asn

Thr

Trp

Pro

Ser

30

Glu

Asp

Ile

Tyr

Tyr
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Phe

/note="Description of Artificial Sequence: Synthetic

Ser

Tyr

val

Leu

Tyr

80

Cys

Asp



polypeptide”

<400> 62
Asp Ile Gln Met Thr Gln Ser
1 5

Glu Thr val Thr Met Thr Cys
20

Leu Val Trp Tyr Gln Gln Lys

Tyr Asn Ala Lys Thr Leu Ala
50 55

Ser Gly Ser Gly Thr Gln Tyr
65 70

Glu Asp Phe Gly Ser Tyr Tyr
85

Phe Gly Gly Gly Thr Lys Leu
100

<210> 63

<211> 119

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 63
Glu Val Lys Leu Glu Glu Ser
1 5

Ser Met Lys Leu Ser Cys Val
20

Trp Met Ser Trp Val Arg Gln
35

Ala Glu Ile Arg Leu Lys Ser
50 55

Ser Val Lys Gly Arg Phe Thr
65 70

Val Phe Leu Gln Met Asn Asn
85

Pro

Arg

Gln

40

Asp

Ser

Gln

Glu

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Ala

Ala

25

Gly

Gly

Leu

His

Ile
105

Gly

Ser

25

Pro

Asn

Ser

Arg

Ser

10

Ser

Lys

Val

Lys

Phe

90

Lys

Gly

10

Gly

Glu

Tyr

Arg

Thr
90

Leu

Gly

Ser

Pro

Ile

75

Trp

Leu

Phe

Lys

Ala

Asp

75

Glu

Ser

Asn

Pro

Ser

60

Asn

Ser

Val

Thr

Gly

Thr

60

Asp

Asp

Ala

Ile

Gln

45

Arg

Ser

Thr

Ser

His

30

Leu

Phe

Leu

Pro

Val

15

Asn

Leu

Ser

Gln

Pro
95

Synthetic

Gln

Phe

Leu

45

His

Ser

Thr

Pro

Ser

30

Glu

Tyr

Lys

Gly

Gly

15

Asn

Trp

Ala

Ser

Ile
95

Gly

Tyr

Val

Gly

Pro

80

Thr

Gly

Tyr

val

Glu

Ser

80

Tyr



Tyr Cys Thr Arg His Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly Gln Gly

100

Thr Ser Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 64

64

107
PRT
Artificial Sequence

115

source
/note="Description of

polypeptide”

Asp Ile Lys

1

Glu

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Ser

Arg

50

Gly

Asp

Phe

<220>

<221>
<223>

<400> 65

65

118
PRT
Artificial Sequence

val

Trp

Ala

Ser

Met

Gly

source
/note="Description of Artificial Sequence: Synthetic

Met

Thr

20

Phe

Asn

Gly

Gly

Gly
100

Thr

5

Ile

Gln

Arg

Gln

Ile

85

Gly

polypeptide"

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Val

55

Tyr

Tyr

Lys

Artificial Sequence:

Pro

Lys

Pro

40

Asp

Ser

Cys

Leu

105

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Met

Gln

Ser

Pro

Ile

75

Tyr

Lys

Tyr

Asp

Pro

Ser

60

Ser

Asp

110

Synthetic

Ala

Ile

Lys

45

Arg

Ser

Glu

Ser

Asn

30

Thr

Phe

Leu

Phe

Leu

15

Ser

Leu

Ser

Glu

Pro
95

Gly

Tyr

Ile

Gly

Tyr

80

Pro

Glu Val Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ser

1

5

10

15



Ser Val Lys Ile Ser Cys Lys
20

Asn Met Asp Trp Val Lys Gln
35

Gly Tyr Ile Tyr Pro Asp Asn
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Arg Ser Leu Thr
85

Ser Arg Ser Ile Thr Thr Ala
100

Leu Val Thr Val Ser Ala
115

<210> 66

<211> 108

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 66

Glu Asn Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Leu Thr Cys
20

Tyr Leu His Trp Tyr Gln Gln
35

Ile Tyr Ser Thr Ser Asn Leu
50 55

Gly Ser Gly Ser Gly Thr Ser
65 70

Ala Glu Asp Ala Ala Thr Tyr
85

Phe Thr Phe Gly Ser Gly Thr

Ala

Ser

40

Gly

Val

Ser

Trp

Artificial Sequence:

Pro

Arg

Lys

40

Ala

Tyr

Tyr

Lys

Ser

25

His

Gly

Asp

Glu

Phe
105

Ala

Ala

25

Ser

Ser

Ser

Cys

Leu

Gly

Gly

Ala

Lys

Asp

Ala

Ile
10

Ser

Gly

Gly

Leu

Gln

90

Glu

Tyr

Lys

Gly

Ser

75

Ser

Tyr

Met

Ser

Ala

Val

Thr

75

Gln

Ile

Thr

Arg

Tyr

60

Ser

Ala

Trp

Ser

Ser

Ser

Pro

60

Ile

Tyr

Lys

Phe

Leu

45

Asn

Ser

val

Gly

Thr

30

Glu

Gln

Thr

Tyr

Gln
110

Asp

Trp

Lys

Ala

Tyr

95

Gly

Synthetic

Ala

Met

Pro

45

Ala

Ser

Ser

Ser

Ser

30

Lys

Arg

Ser

Ala

Pro

15

Ser

Leu

Phe

Val

Tyr
95

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Gly

Ser

Trp

Ser

Glu

80

Pro



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 67

67

121
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

Glu Val Gln

1

Leu

Tyr

Gly

Lys

65

Met

Ala

Gln

<210>
<211>
<212>
<213>

Val

Ile

Glu

50

Gly

Glu

Arg

Gly

<220>

<221>
<223>

<400> 68

68

107
PRT
Artificial Sequence

Lys

His

35

Ile

Lys

Leu

Arg

Thr
115

source
/note="Description of Artificial Sequence: Synthetic

Leu

Met

20

Trp

Asn

Ala

Arg

Gly

100

Ser

Gln

5

Ser

vVal

Pro

Thr

Ser

85

Trp

Val

polypeptide"

Gln

Cys

Lys

Tyr

Leu

70

Leu

Tyr

Thr

Ser

Lys

Gln

Asn

55

Thr

Thr

Leu

Val

105

Artificial Sequence: Synthetic

Gly

Ala

Ser

40

Gly

Val

Ser

Thr

Ser
120

Pro

Ser

25

His

Glu

Asp

Glu

Gly

105

Ser

Glu

10

Gly

Gly

Thr

Lys

Asp

Tyr

Leu

Tyr

Lys

Phe

Ser

75

Ser

Ala

Val

Thr

Ser

Tyr

60

Ser

Ala

Met

Lys

Phe

Leu

45

Asn

Ser

Val

Asp

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Trp

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly

Gln Ile Val Leu Thr Gln Ser Pro Ala Leu Met Ser Ala Ser Pro Gly

1

5

10

15

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met

20

25

30



Tyr Trp Tyr Gln Gln Lys Pro
35

Leu Thr Ser Asn Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser

65 70

Asp Ala Ala Thr Tyr Tyr Cys

85

Phe Gly Gly Gly Thr Lys Leu
100

<210> 69

<211> 120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 69
Glu Val Gln Leu Gln Glu Ser
1 5

Ser Gln Ser Leu Thr Cys Ser
20

Tyr Trp Asn Trp Ile Arg Lys
35

Gly Tyr Ile Asn Tyr Ser Gly
50 55

Ser Arg Ile Ser Ile Thr Arg
65 70

Gln Leu Asn Ser Val Thr Ser
85

Arg Thr Ser Tyr Tyr Asn Lys
100

Gly Thr Leu Val Thr Val Ser
115

Arg

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Val

Phe

40

Ser

Asp

Glu

Phe

Ala
120

Ser

Val

Thr

Gln

Ile
105

Pro

Thr

25

Pro

Thr

Thr

Asp

Leu
105

Ser

Pro

Ile

Trp

90

Lys

Ser

10

Gly

Gly

Tyr

Ser

Thr

90

Pro

Pro

Ala

Ser

75

Ser

Arg

Leu

Asp

Lys

Tyr

Lys

75

Ala

Phe

Lys

Arg

60

Ser

Ser

val

Ser

Lys

Asn

60

Asn

Thr

Ala

Pro

45

Phe

Met

Asn

Trp

Ser

Glu

Pro

Ile

Gly

Ala

Pro
95

Synthetic

Lys

Ile

Val

45

Pro

Gln

Tyr

Tyr

Pro

Thr

30

Glu

Ser

Tyr

Tyr

Trp
110

Ser

15

Ser

Tyr

Leu

Tyr

Cys

95

Gly

Tyr

Ser

Glu

80

Thr

Gln

Asp

Met

Lys

Leu

80

Ala

Gln



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 70

70

112
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

Asp Val Leu Met Thr

1

Asp

Asn

Pro

Asp

Ser

Thr

<210>
<211>
<212>
<213>

Gln

Gly

Lys

50

Arg

Arg

Tyr

<220>

<221>
<223>

<400> 71

71

117
PRT
Artificial Sequence

Ala

Asn

35

Leu

Phe

Val

vVal

source
/note="Description of

Ser

20

Thr

Leu

Ser

Glu

Pro
100

5

Ile

Tyr

Ile

Gly

Ala

85

Trp

polypeptide”

Glu Val Gln Leu

1

Ser Arg Lys

Gly Met His

35

Ala Tyr Ile

50

Leu
20

Trp

Ser

val

5

Ser

Val

Ser

Gln

Ser

Phe

Tyr

Ser

70

Glu

Thr

Glu

Cys

Arg

Asn

Thr

Cys

His

Lys

55

Gly

Asp

Phe

Ser

Ala

Gln

Asp
55

Artificial Sequence:

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

Artificial Sequence:

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

Tyr

Thr

Gly Gly Gly Leu

Ala

Ala
40

Gly

Ser
25

Pro

Thr

10

Gly

Glu

Ile

Phe

Lys

Tyr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

val

Thr

Gly

Tyr
60

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu
15

His

Gln

Val

Lys

Gln

95

Ile

Synthetic

Gln

Phe

Leu

45

Ala

Pro

Ser

30

Glu

Asp

Gly

15

Ser

Trp

Thr

Gly

Arg

Ser

Pro

Ile

80

Ser

Lys

Gly

Tyr

Val

val



Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe

65 70

75

80

Leu Gln Met Thr Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys

85

90

95

Ala Arg Pro Ser Asn Trp Val Phe Asp Tyr Trp Gly Gln Gly Thr Thr

100

Leu Thr Val Ser Ser
115

<210> 72

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 72
Asp Val vVal Met Thr Gln Thr
1 5

Asp Gln Ala Ser Ile Ser Cys
20

Asn Gly Asn Thr Tyr Leu His
35

Pro Lys Leu Leu Ile Tyr Lys
50 55

Asp Arg Phe Ser Gly Ser Gly

Ser Arg Val Glu Ala Glu Asp
85

Thr His Val Pro Phe Thr Phe
100

<210> 73

<211> 116

<212> PRT

<213> Artificial Sequence

<220>
<221> source

105

110

Artificial Sequence: Synthetic

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Arg

Gln

Gln

Arg

Asp

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Thr

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

val

Lys

Gln
95

Ile

Gly

Ser

Ser

Pro

Ile

80

Asn

Lys



<223> /note="Description of
polypeptide”

<400> 73
Gln Val Gln Leu Gln Gln Pro
1 5

Ser Val Lys Leu Ser Cys Lys
20

Trp Met Asn Trp Val Lys Gln
35

Gly Thr Ile Asp Pro Ser Asp
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Met Gln Leu Ser Ser Leu Thr
85

Ala Ser Gly Gly Arg Gly Phe
100

Thr Val Ser Val
115

<210> 74

<211> 106

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 74

Gln Ile Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

Tyr Trp Tyr Gln Gln Lys Pro
35

Leu Thr Ser Asn Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser

Artificial Sequence:

Gly

Ala

Arg

40

Ser

Val

Ser

Gly

Artificial Sequence:

Pro

Ser

Arg

40

Gly

Leu

Ala

Ser

25

Pro

Tyr

Asp

Glu

Tyr
105

Ala

Ala

25

Ser

val

Thr

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Trp

Leu

10

Ser

Ser

Pro

Ile

Ile

Tyr

Gln

Arg

Ser

75

Ser

Gly

Met

Ser

Pro

Thr

Ser

val

Thr

Gly

Tyr

60

Phe

Ala

Gln

Ser

Ser

Lys

Arg

Ser

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Ser

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Phe

95

Pro

Synthetic

Ala

Val

Pro

45

Phe

Met

Ser

Ser

30

Trp

Ser

Gly

Pro

15

Tyr

Ile

Gly

Ala

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Val

Gly

Met

Tyr

Ser

Glu



65

70

75

80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Asn Thr Asn Pro Pro Thr

85

90

Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 75

75

122
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

Asp Val Lys

1

Ser

Ala

Ala

Lys

65

Leu

Ala

Gly

<210>
<211>
<212>
<213>

Leu

Met

Thr

50

Gly

Gln

Arg

Gln

<220>

<221>
<223>

76

106
PRT
Artificial Sequence

Lys

Ser

35

Ile

Arg

Met

Arg

Gly
115

source
/note="Description of Artificial Sequence: Synthetic

Leu

Leu

20

Trp

Ser

Phe

Ser

Asp

100

Thr

vVal

5

Ser

Val

Ser

Thr

Ser

85

Tyr

Leu

polypeptide”

Glu

Cys

Arg

Gly

Ile

70

Leu

Tyr

val

Ser

Ala

Gln

Gly

Ser

Lys

Gly

Thr

Artificial Sequence:

Gly

Ala

Thr

40

Gly

Arg

Ser

Thr

val
120

105

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

10

Gly

Glu

Thr

Asn

Asp

90

Tyr

Ala

Leu

Phe

Lys

Tyr

Ala

75

Thr

Val

val

Thr

Arg

Tyr

60

Lys

Ala

Met

95

Synthetic

Lys

Phe

Leu

45

Pro

Asn

Met

Phe

Leu

Ser

30

Glu

Asp

Thr

Tyr

Ala
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Tyr

Val

Val

Tyr

80

Cys

Trp



<400> 76
Glu Asn Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

Tyr Trp Tyr Gln Gln Lys Ser
35

Asp Thr Ser Lys Leu Thr Ser
50 55

Gly Ser Gly Asn Ser Tyr Ser
65 70

Asp Val Ala Thr Tyr Tyr Cys
85

Phe Gly Ser Gly Thr Lys Leu
100

<210> 77

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 77
Asp Val Lys Leu Val Glu Ser
1 5

Ser Leu Lys Leu Ser Cys Ala
20

Thr Met Ser Trp Val Arg Gln
35

Ala Thr Ile Asn Ser Gly Gly
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Ser Ser Leu Lys
85

Pro

Ser

Ser

40

Gly

Leu

Phe

Glu

Artificial Sequence:

Gly

Ala

Thr

40

Ser

Arg

Ser

Ala

Ala

25

Thr

val

Thr

Gln

Ile
105

Gly

Ser

25

Pro

Asn

Asp

Glu

Ile

10

Ser

Ser

Pro

Ile

Gly

90

Lys

Gly

10

Gly

Glu

Thr

Asn

Asp
90

Met

Ser

Pro

Gly

Ser

75

Ser

Leu

Phe

Lys

Tyr

Ala

75

Thr

Ser

Ser

Lys

Arg

60

Asn

Gly

Val

Thr

Arg

Tyr

60

Lys

Ala

Ala

Val

Leu

45

Phe

Met

Tyr

Ser

Asn

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Leu
95

Synthetic

Arg

Phe

Leu

45

Pro

Asn

Met

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly

15

Arg

Trp

Ser

Leu

Tyr
95

Gly

Met

Tyr

Ser

Glu

80

Thr

Gly

Tyr

Ala

Val

Phe

80

Cys



Thr Asn Gly Asn His Trp Gly Gln Gly Thr Thr Leu Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 78

78

105
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

Glu Asn Val

1

Glu

Tyr

Asp

Ser

65

Val

Gly

<210>
<211>
<212>
<213>

Lys

Trp

Thr

50

Gly

Ala

Ser

<220>

<221>
<223>

<400> 79

79

114
PRT
Artificial Sequence

val

Tyr

35

Ser

Asn

Thr

Gly

source
/note="Description of

Leu

Thr

20

Gln

Lys

Ser

Tyr

Thr
100

Thr

5

Met

Gln

Leu

Tyr

Tyr

85

Lys

polypeptide"

Gln

Thr

Lys

Thr

Ser

70

Cys

Leu

Ser

Cys

Ser

Gly

Leu

Phe

Glu

Gln Val Gln Leu Gln Gln Pro

1

5

Ser Glu Lys Leu Ser Cys Lys

20

Trp Met His Trp Val Lys Gln

35

Artificial Sequence:

Pro

Ser

Ser

40

Val

Thr

Gln

Ile

Artificial Sequence:

105

Ala

Ala

25

Thr

Pro

Ile

Gly

Lys
105

Ile

10

Ser

Ser

Gly

Ser

Ser
90

Met

Ser

Pro

Arg

Asn

75

Gly

Ser

Ser

Lys

Phe

60

Met

Tyr

Gly Ser Val Leu Val

10

Ala Ser Gly Tyr Thr

25

Ser Pro Gly Gln Gly

40

110

Synthetic

Ala

val

Leu

45

Ser

Glu

Pro

Ser

Asn

30

Trp

Gly

Ala

Leu

Pro Gly
15

Tyr Met

Ile Tyr

Ser Gly

Glu Asp

80

Thr Phe
95

Synthetic

Arg Pro Gly Asp

15

Phe Thr Ser Tyr

30

Leu Glu Trp Ile

45



Gly Glu Ile His Pro His Ser
50 55
Lys Gly Lys Ala Thr Leu Thr
65 70
Val Asp Leu Ser Ser Leu Thr
85
Val Gly Gly His Tyr Asp Tyr
100
Ser Ser
<210> 80
<211> 107
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 80
Ser Phe Val Met Thr Gln Thr
1 5

Asp Arg Val Thr Ile Thr Cys
20

Val Ala Trp Tyr Gln Gln Lys
35

Tyr Tyr Ala Ser Asn Arg Tyr
50 55

Ser Gly Tyr Gly Thr Asp Phe
65 70

Glu Asp Leu Ala Val Tyr Phe
85

Thr Phe Gly Gly Gly Thr Lys
100

<210> 81
<211> 120
<212> PRT

Gly Ser

Val

Ser

Trp

Artificial Sequence:

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

Asp

Glu

Gly
105

Lys

Ala

25

Gly

Gly

Phe

Gln

Glu
105

Thr

Thr

Asp

90

Gln

Phe

10

Ser

Gln

Val

Thr

Gln

90

Ile

Asn

Ser

75

Ser

Gly

Leu

Gln

Ser

Pro

Ile

75

Asp

Lys

Tyr

60

Ser

Ala

Thr

Leu

Ser

Pro

Asp

Ser

Tyr

Asn

Ser

val

Thr

Glu

Thr

Tyr

Leu
110

Lys

Ala

Tyr

95

Thr

Synthetic

Val

Val

Lys

45

Arg

Thr

Ser

Ser

Asn

30

Leu

Phe

Val

Ser

Ala

15

Asn

Leu

Thr

Gln

Pro
95

Phe

Tyr

80

Cys

Val

Gly

Asp

Ile

Gly

Ala

80

Arg



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 81
Gln Val Gln Leu Gln Gln Pro
1 5

Ser Met Lys Leu Ser Cys Lys
20

Trp Ile Asn Trp Val Lys Gln
35

Gly Asn Ile Phe Pro Asp Thr
50 55

Lys Ser Lys Ala Thr Leu Thr
65 70

Met Gln Leu Ser Ser Leu Thr
85

Ala Arg Glu Tyr Tyr Asp Gly
100

Gln Gly Thr Ser Val Thr Val
115

<210> 82

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 82

Gln Ile Val Leu Thr Gln Ser
1 5

Glu Lys Val Ser Met Thr Cys
20

His Trp Tyr Gln Gln Lys Ser
35

Asp Thr Ser Lys Leu Ala Ser

Artificial Sequence:

Gly

Ala

Arg

40

Thr

Val

Ser

Thr

Ser
120

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Ala

Ser

25

Pro

Thr

Asp

Asp

Tyr
105

Ala

Ala

25

Thr

Val

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ile

10

Ser

Ser

Pro

Leu

Tyr

Gln

Asn

Ser

75

Ser

Ala

Met

Ser

Pro

Ala

Val

Thr

Gly

Tyr

60

Ser

Ala

Met

Ser

Ser

Lys

Arg

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Asp

Pro

Thr

30

Glu

Glu

Thr

Tyr

Tyr
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Trp

Synthetic

Ala

Val

Arg

45

Phe

Ser

Ser

30

Trp

Ser

Pro

15

Tyr

Ile

Gly

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly

Gly

Met

Tyr

Ser



50 55

Gly Ser Gly Ser Ser Tyr Ser Leu Thr

65 70

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln

85

Phe Gly Gly Gly Thr Lys Leu Glu Ile

100

<210> 83

<211> 120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 83
Glu Val Gln Leu Gln Gln Ser
1 5

Ser Val Lys Ile Ser Cys Lys
20

Tyr Met Arg Trp Val Lys Gln

Gly Glu Ile Asn Pro Ser Thr
50 55

Phe Lys Ala Lys Ala Thr Leu
65 70

Tyr Met Gln Leu Lys Ser Leu
85

Cys Ala Arg Gly Gly Tyr Phe
100

Gly Thr Thr Leu Thr Val Ser
115

<210> 84

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

Artificial Sequence:

Gly

Ala

Ser

40

Gly

Thr

Thr

Leu

Ser
120

105

Pro

Ser

25

Pro

Gly

Val

Ser

Tyr
105

60

Ile Ser Ser Met Glu Ala Glu

75

80

Trp Ser Ser Thr Pro Pro Thr

90

Lys

Glu

10

Gly

Glu

Thr

Asp

Glu

90

Tyr

Arg

Leu

Tyr

Lys

Thr

Lys

75

Asp

Phe

Val

Ser

Ser

Thr

60

Ser

Ser

Asp

95

Synthetic

Lys

Phe

Leu

45

Tyr

Ser

Ala

Tyr

Pro

Thr

30

Glu

Asn

Ser

Val

Trp
110

Gly

15

Asp

Trp

Gln

Thr

Tyr

95

Gly

Ala

Tyr

Ile

Asn

Ala

80

Tyr

Gln



<221> source
<223> /note="Description of
polypeptide"

<400> 84
Asp Val vVal Met Thr Gln Thr
1 5

Gln Pro Ala Ser Ile Ser Cys
20

Asp Gly Lys Thr Tyr Leu Asn
35

Pro Lys Arg Leu Ile Tyr Leu
50 55

Asp Arg Phe Thr Gly Ser Gly

65 70

Ser Arg Val Glu Ala Glu Asp

85

Ile Gln His Pro Arg Thr Phe
100

<210> 85

<211> 113

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 85
Gln Val Gln Leu Gln Gln Ser
1 5

Ser Val Thr Leu Ser Cys Lys
20

Glu Met His Trp Val Lys Gln
35

Gly Gly Ile Asp Pro Glu Thr
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Artificial Sequence:

Pro

Lys

Trp

40

Val

Ser

Leu

Gly

Artificial Sequence:

Gly

Ala

Thr

40

Gly

Ala

Leu

Ser

25

Leu

Ser

Gly

Gly

Gly
105

Ala

Ser

25

Pro

Gly

Asp

Thr

10

Ser

Leu

Lys

Thr

val

90

Gly

Glu

10

Gly

Val

Thr

Lys

Leu

Gln

Gln

Leu

Asp

75

Tyr

Thr

Leu

Tyr

His

Ala

Ser
75

Ser

Ser

Arg

Asp

60

Phe

Tyr

Lys

val

Thr

Gly

Tyr

60

Ser

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Thr

Leu

30

Gly

Gly

Leu

Trp

Glu
110

Ile

15

Glu

Gln

Val

Lys

Gln

95

Ile

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Pro

Thr

30

Glu

Gln

Thr

Gly

15

Asp

Trp

Lys

Ala

Gly

Ser

Ser

Pro

Ile

80

Gly

Lys

Ala

Tyr

Ile

Phe

Tyr
80



Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys

85

90

95

Thr Arg Trp Phe Ser Tyr Trp Gly Pro Gly Thr Leu Val Thr Val Ser

Ala

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 86

86

111
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

Asp Ile Val Leu

1

Gln

Ser

Lys

Arg

65

Pro

Glu

<210>
<211>
<212>
<213>

Arg

Tyr

Leu

50

Phe

Val

Ile

<220>

<221>
<223>

<400> 87

87

121
PRT
Artificial Sequence

Ala

Ser

35

Leu

Ser

Glu

Pro

source
/note="Description of Artificial Sequence: Synthetic

Thr

20

Tyr

Ile

Gly

Glu

Trp
100

Thr

5

Ile

Met

Lys

Ser

Glu

85

Thr

polypeptide”

Gln

Ser

His

Tyr

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Thr

Gly

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gly

105

Ala

Ala

25

Gln

Asn

Thr

Thr

Gly
105

Ser

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

Leu

Gln

Lys

Glu

Phe

75

Tyr

Lys

Ala

Ser

Pro

Ser

60

Thr

Cys

Leu

110

Synthetic

Ala

Val

Gly

45

Gly

Leu

Gln

Glu

Ser

Ser

30

Gln

val

Asn

His

Ile
110

Leu

15

Thr

Pro

Pro

Ile

Ser

95

Lys

Gly

Ser

Pro

Ala

His

80

Trp

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1

5

10

15



Ser Leu Lys Leu Ser Cys Ala
20

Gly Met His Trp Val Arg Gln
35

Ala Tyr Ile Ser Ser Gly Ser
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Thr Ser Leu Arg
85

Ala Arg Val Tyr Tyr Gly Ser
100

Thr Gly Thr Thr val Thr Vval
115

<210> 88

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 88
Asp Ile Val Leu Thr Gln Ser
1 5

Gln Arg Ala Thr Ile Ser Cys
20

Ser Tyr Ser Tyr Met His Trp
35

Lys Leu Leu Ile Arg Tyr Ala
50 55

Arg Phe Ser Gly Ser Gly Ser
65 70

Pro Val Glu Glu Glu Asp Thr
85

Ala

Ala

40

Arg

Arg

Ser

Thr

Ser
120

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Tyr

105

Ser

Ala

Ala

25

Gln

Asn

Thr

Thr

Gly

Glu

Ile

Asn

Asp

Gly

Ser

10

Ser

Gln

Leu

Asp

Tyr
90

Phe

Lys

Tyr

Ala

75

Thr

Tyr

Leu

Gln

Lys

Glu

Phe

75

Tyr

Thr

Gly

Tyr

60

Lys

Ala

Phe

Ala

Ser

Pro

Ser

60

Thr

Cys

Phe

Leu

45

Ala

Asn

Met

Asp

Ser

30

Glu

Asp

Thr

Tyr

val
110

Asp

Trp

Thr

Leu

Tyr

95

Trp

Synthetic

Ala

Val

Gly

45

Gly

Leu

Gln

Ser

Ser

30

His

val

Asn

His

Leu

15

Thr

Pro

Pro

Ile

Ser
95

Tyr

Val

val

Phe

80

Cys

Gly

Gly

Ser

Pro

Ala

His

80

Trp



Glu Ile Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

<210> 89

<211> 119

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 89
Glu Val Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Lys Gln Ser His Gly Lys Arg Leu Glu Trp Ile
35 40 45

Gly Tyr Ile His Pro Tyr Asn Gly Gly Ser Gly Tyr Asn Gln Lys Phe
50 55 60

Lys Arg Lys Ala Thr Leu Thr Val Asp Asn Ser Ser Asn Thr Thr Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Tyr Asp Tyr Asp Thr Trp Phe Gly Tyr Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Val Arg Ala
115

<210> 90

<211> 112

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 90
Asp Val vVal Leu Thr Gln Thr Pro Leu Thr Leu Ser Val Thr Ile Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser



20

Asp Gly Lys Thr Tyr Leu Asn
35

Pro Lys Arg Leu Ile Tyr Leu
50 55

Asp Arg Phe Thr Gly Ser Gly

Ser Arg Val Glu Ala Glu Asp
85

Thr His Phe Pro Trp Thr Phe
100

<210> 91

<211> 114

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 91

Glu Val Lys Leu Glu Glu Ser
1 5

Ser Met Lys Leu Ser Cys Val
20

Trp Ile Asn Trp Val Arg Gln
35

Ala Glu Ile Arg Met Lys Ser
50 55

Ser Val Lys Gly Arg Phe Thr
65 70

Val Tyr Leu Gln Met Asn Asn
85

Tyr Cys Thr Arg Gly Gly Tyr
100

Ser Ser

Trp

40

val

Ser

Leu

Gly

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Trp

25

Leu

Ser

Gly

Gly

Gly
105

Gly

Ser

25

Pro

Asn

Ser

Arg

Gly
105

Leu

Lys

Thr

Leu

90

Gly

Gly

10

Gly

Glu

Tyr

Arg

Pro

90

Gln

Gln

Leu

Asp

Tyr

Thr

Leu

Phe

Lys

Ala

Asp

75

Glu

Gly

Arg

Asp

Phe

Tyr

Lys

Val

Thr

Gly

Thr

60

Asp

Asp

Thr

Pro

45

Ser

Thr

Cys

Leu

30

Gly

Gly

Leu

Trp

Glu
110

Gln

val

Lys

Gln

95

Ile

Synthetic

Gln

Phe

Leu

45

His

Ser

Thr

Thr

Pro

Ser

30

Glu

Tyr

Lys

Gly

Leu
110

Gly

15

Asn

Trp

Ala

Ser

Ile

95

Thr

Ser

Pro

Ile

80

Gly

Lys

Gly

Tyr

Val

Glu

Cys

80

Tyr

Val



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 92

92

114
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Asp Ile Val

1

Glu

Ser

Ser

Pro

65

Ile

Tyr

Lys

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

Arg

<220>

<221>
<223>

<400> 93

93

117
PRT
Artificial Sequence

vVal

Gln

35

Lys

Arg

Ser

Asn

source
/note="Description of Artificial Sequence: Synthetic

Met

Thr

20

Lys

Leu

Phe

Val

Tyr
100

Ser

5

Met

Asn

Leu

Thr

Lys

85

Pro

polypeptide”

Gln

Ser

Tyr

Ile

Gly

Ala

Tyr

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

Ala

Ser

Gln

Arg

Asp

Tyr

Thr

Synthetic

val

Leu

Lys

45

Glu

Phe

Phe

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

val

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

val

Thr

80

Gln

Ile

Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu

1

5

10

15

Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr

20

25

30



Gly Met Asn Trp Val Lys Gln
35

Ala Trp Ile Asn Thr Tyr Thr
50 55

Lys Gly Arg Phe Ala Phe Ser
65 70

Leu Gln Ile Ile Asn Leu Lys
85

Ala Arg Ile Gly Asp Ser Ser
100

Thr Leu Thr Val Ser
115

<210> 94

<211> 108

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 94

Gln Ile Val Leu Thr Gln Ser
1 5

Glu Arg Val Thr Met Thr Cys
20

Tyr Leu His Trp Tyr Gln Gln
35

Ile Tyr Ser Thr Ser Asn Leu
50 55

Gly Ser Gly Ser Gly Thr Ser
65 70

Ala Glu Asp Ala Ala Thr Tyr
85

Pro Thr Phe Gly Gly Gly Thr
100

<210> 95

Ala

40

Gly

Leu

Asn

Pro

Artificial Sequence:

Pro

Thr

Lys

40

Ala

Tyr

Tyr

Lys

Pro

Glu

Glu

Glu

Ser
105

Ala

Ala

25

Pro

Ser

Ser

Cys

Leu
105

Gly

Pro

Thr

Asp

90

Asp

Ile

10

Ser

Gly

Gly

Leu

His

90

Glu

Lys

Thr

Ser

75

Thr

Tyr

Met

Ser

Ser

val

Thr

75

Gln

Ile

Gly

Tyr

60

Ala

Ala

Trp

Ser

Ser

Ser

Pro

60

Ile

Tyr

Lys

Leu

45

Ala

Ser

Thr

Gly

Lys

Asp

Thr

Tyr

Gln
110

Trp

Asp

Ala

Phe

95

Gly

Synthetic

Ala

Val

Pro

45

Pro

Ser

His

Ser

Ser

30

Lys

Arg

Ser

Arg

Leu

15

Ser

Leu

Phe

Met

Ser
95

Met

Phe

Ser

80

Cys

Thr

Gly

Ser

Trp

Ser

Glu

80

Pro



<211>
<212>
<213>

<220>

<221>
<223>

<400> 95

121
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

Gln Ile Gln

1

Thr

Ser

Gly

Lys

65

Leu

Ala

Gln

<210>
<211>
<212>
<213>

Val

Ile

Trp

50

Gly

Gln

Arg

Gly

<220>

<221>
<223>

<400> 96

96

108
PRT
Artificial Sequence

Lys

His

35

Ile

Arg

Ile

Gly

Thr
115

source
/note="Description of

Leu

Ile

20

Trp

Asn

Phe

Tyr

Arg

100

Ser

val

5

Ser

Val

Thr

Ala

Asn

85

Tyr

val

polypeptide”

Gln

Cys

Arg

Glu

Phe

70

Leu

Tyr

Thr

Ser

Lys

Gln

Thr

55

Ser

Lys

Gly

val

Asp Ile Gln Met Thr Gln Ser

1

5

Glu Thr Val Thr Ile Thr Cys

20

Leu Ala Trp Tyr Gln Gln Lys

35

Artificial Sequence:

Gly

Ala

Ser

40

Gly

Leu

Asn

His

Ser
120

Artificial Sequence:

Pro

Ser

25

Pro

Glu

Glu

Glu

Asp

105

Ser

Glu

10

Asp

Gly

Pro

Thr

Asp

90

Tyr

Leu

Tyr

Lys

Thr

Ser

75

Ser

Ala

Lys

Thr

Gly

val

60

Ala

Ala

Met

Pro Ala Ser Leu Ser

10

Arg Ala Ser Gly Asn

25

Gln Gly Lys Ser Pro

40

Synthetic

Lys

Phe

Leu

45

Ala

Ser

Thr

Asp

Pro

Thr

30

Lys

Glu

Thr

Tyr

Tyr
110

Gly

15

Asp

Trp

Asp

Ala

Phe

95

Trp

Synthetic

Glu

Phe

Met

Phe

Phe

80

Cys

Gly

Ala Ser Val Gly

15

Leu His Asn Tyr

30

Gln Leu Leu Val

45



Tyr Asn Ala Lys Thr Leu Ala
50 55

Ser Gly Ser Gly Thr Gln Tyr
65 70

Glu Asp Phe Gly Thr Tyr Phe
85

Thr Phe Gly Gly Gly Thr Lys
100

<210> 97

<211> 119

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 97
Glu Val Lys Leu Glu Glu Ser
1 5

Ser Met Lys Leu Ser Cys Val
20

Trp Met Asn Trp Val Arg Gln
35

Ala Glu Ile Arg Leu Lys Ser
50 55

Ser Val Lys Gly Arg Phe Thr
65 70

Val Tyr Leu Gln Met Asn Asn
85

Tyr Cys Thr Arg Leu Trp Asp
100

Thr Ser Val Thr Val Ser Ser
115

<210> 98

<211> 106

<212> PRT

<213> Artificial Sequence

Asp

Ser

Cys

Leu

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Phe

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Asn

Ser

Arg

Ala
105

val

Lys

His

90

Ile

Gly

10

Gly

Glu

Tyr

Arg

Ala

90

Met

Pro

Ile
75

Ser
60

Asn

Arg Phe Ser Gly

Ser Leu Gln Pro

80

Phe Trp Ser Ile Pro Pro

Lys

Leu

Phe

Lys

Ala

Asp

75

Glu

Asp

Arg

Val

Thr

Gly

Thr

60

Asp

Asp

Tyr

95

Synthetic

Gln

Phe

Leu

45

His

Ser

Thr

Trp

Pro

Ser

30

Glu

Tyr

Lys

Gly

Gly
110

Gly
15

Asn

Trp

Ala

Ser

Ile

95

Gln

Gly

Tyr

Val

Glu

Ser

80

Tyr

Gly



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 98
Gln Ile Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Ile Ser Cys
20

Tyr Trp Tyr Gln Gln Lys Pro
35

Arg Thr Ser Asn Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser
65 70

Asp Ala Ala Thr Tyr Tyr Cys
85

Phe Gly Gly Gly Thr Lys Leu
100

<210> 99

<211> 125

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 99

Gln Val Thr Leu Lys Glu Ser
1 5

Thr Leu Ser Leu Thr Cys Ser
20

Gly Met Gly Val Gly Trp Ile

Trp Leu Ala Gln Ile Trp Trp
50 55

Leu Lys Ser Arg Leu Thr Ile
65 70

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Phe

Arg

Asp

Ser

Ala

Ala

25

Ser

val

Thr

Gln

Ile
105

Pro

Ser

25

Gln

Asp

Lys

Ile

10

Ser

Ser

Pro

Ile

Tyr

90

Lys

Gly

10

Gly

Pro

Tyr

Asp

Met

Ser

Pro

Ala

Ser

75

His

Ile

Phe

Ser

Lys

Thr
75

Ser

Ser

Lys

Arg

60

Ser

Ser

Leu

Ser

Gly

Tyr

60

Ser

Synthetic

Ala

Val

Pro

45

Phe

Met

Tyr

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Trp

Synthetic

Gln

Leu

Lys

45

Tyr

Lys

Pro

Ser

30

Gly

Asn

Asn

Ser

15

Thr

Leu

Pro

Gln

Gly

Ile

Tyr

Ser

Glu

80

Thr

Gln

Phe

Glu

Ala

val
80



Phe Leu Lys Ile Ala Asn Val Asp Thr Ala Asp Thr

85

90

Cys Ala Arg Ile Gly Tyr Tyr Ser Gly Ser Ser Arg

100

105

Asp Val Trp Gly Thr Gly Ser Thr Val Thr Val Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

100
108
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 100
Ser Ile Val

1

Asp

Val

Ser

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Ala

Tyr

50

Gly

Asp

Phe

<220>

<221>
<223>

<400>

vVal

Trp

35

Ala

Tyr

Leu

Gly

101
117
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Met

Ala

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

5

Ile

Gln

Asn

Thr

Val

85

Gly

polypeptide”

101

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Thr

Cys

Lys

Tyr

55

Phe

Phe

Lys

120

Artificial Sequence:

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

Lys

Ala

25

Gly

Gly

Phe

Gln

Glu
105

Phe

10

Ser

Gln

Val

Thr

Gln

90

Ile

Leu

Gln

Ser

Pro

Ile

75

Gly

Lys

Leu

Ser

Pro

Asp

60

Ser

Tyr

Arg

Ala Thr Tyr Tyr

95

Cys Trp Tyr Phe

Ser
125

110

Synthetic

val

Val

Thr

45

Arg

Thr

Ser

Ser

Ser

30

Leu

Phe

val

Ser

Ala

15

Asn

Leu

Thr

Gln

Pro
95

Gly

Asp

Ile

Gly

Ala

80

Phe



Gln

Ser

Thr

Gly

Lys

65

Met

Ala

Thr

Val Gln Leu Gln Gln Ser

Val Lys Ile Ser Cys Lys
20

Ile His Trp Val Lys Gln
35

Tyr Ile Tyr Pro Gly Asp
50 55

Gly Lys Ala Thr Leu Thr
70

Gln Leu Asn Ser Leu Thr
85

Arg Met Ile Thr Pro Tyr
100

Leu Thr Val Ser
115

<210> 102
<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 102

Asp
1

Glu

Leu

Tyr

Ser

65

Glu

Ile Gln Met Thr Gln Ser
5

Thr vVal Thr Ile Ala Cys
20

Thr Trp Tyr Gln Gln Arg
35

Asn Ala Lys Thr Leu Ala
50 55

Gly Ser Gly Thr Gln Tyr
70

Asp Phe Gly Ser Tyr Tyr

Asp

Ala

Arg

40

Ser

Ala

Ser

Tyr

Artificial Sequence:

Pro

Arg

Gln

40

Val

Ser

Cys

Ala

Ala

25

Pro

Asn

Asp

Glu

Phe
105

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu

10

Gly

Glu

Thr

Lys

Asp

Asp

Ser

10

Ser

Lys

Val

Lys

His

Leu

Tyr

Gln

Lys

Ser

75

Ser

Tyr

Leu

Gly

Ser

Pro

Ile

75

Phe

Val

Thr

Gly

Tyr

60

Ser

Val

Trp

Ser

Asn

Pro

Ser

60

Asn

Trp

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Glu

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Lys

Ala

Phe

95

Gly

Synthetic

Ala

Ile

Gln

45

Arg

Ser

Asn

Ser

His

30

Leu

Phe

Leu

Thr

Val

15

Asn

Leu

Ser

Gln

Pro

Ala

Leu

Ile

Phe

Tyr

80

Cys

Thr

Gly

Tyr

Val

Gly

Pro

80

Pro



85

90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

103
119
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

<400> 103
Glu Val Lys

1

Ser

Trp

Ala

Ser

65

vVal

Tyr

Thr

<210>
<211>
<212>
<213>

Met

Met

Glu

50

Val

Tyr

Cys

Ser

<220>

<221>
<223>

Lys

Asn

35

Ile

Lys

Leu

Thr

Val
115

104
108
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

Leu

20

Trp

Arg

Gly

Gln

Arg

100

Thr

Glu

5

Ser

Val

Leu

Arg

Met

85

His

Val

polypeptide”

<400> 104
Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly

1

5

Glu

Cys

Arg

Lys

Phe

70

Asn

Tyr

Ser

Ser

val

Gln

Ser

55

Thr

Asn

Tyr

Ser

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Tyr

105

Gly

Ser

25

Pro

Asn

Ser

Arg

Ala
105

Gly

10

Gly

Glu

Tyr

Arg

Ala

90

Met

10

Leu

Ile

Lys

Ser

Asp

75

Glu

Asp

Val

Ile

Gly

Thr

60

Asp

Asp

Tyr

95

Synthetic

Gln

Phe

Leu

45

His

Ser

Thr

Trp

Pro

Ser

30

Glu

Tyr

Lys

Gly

Gly
110

Gly

15

Asn

Trp

Ala

Ser

Ile

95

Gln

15

Gly

Tyr

Val

Glu

Ser

80

Tyr

Gly



Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg Val Thr Ile Ser Cys
20

Asn Trp Tyr Gln Gln Lys
35

Tyr Thr Ser Ser Leu His
50 55

Gly Ser Gly Thr Asp Tyr
70

Asp Ile Ala Thr Tyr Tyr
85

Phe Gly Gly Gly Thr Lys
100

<210> 105
<211> 119
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 105

Glu

1

Ser

Gly

Ala

Lys

65

Leu

vVal

Val Gln Leu Val Glu Ser
5

Leu Lys Leu Ser Cys Ala
20

Met Ser Trp Val Arg Gln
35

Ala Ile Asn Ser Asn Gly
50 55

Gly Arg Leu Thr Ile Ser
70

Gln Met Ser Ser Leu Arg
85

Arg Asp Asp Gly Tyr Tyr
100

Ser

Pro

40

Ser

Ser

Cys

Leu

Artificial Sequence:

Gly

Ala

Thr

40

Gly

Arg

Ser

Val

Ala

25

Asp

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Ser

Asp

Glu

Phe
105

Ser

Gly

Val

Thr

Gln

90

Ile

Gly

10

Gly

Glu

Thr

Asn

Asp

90

Phe

Gln

Thr

Pro

Ile

75

Tyr

Lys

Leu

Phe

Lys

Tyr

Gly

Thr

Ala

Gly

Val

Ser

60

Ser

Ser

Arg

Val

Thr

Arg

Tyr

60

Lys

Ala

Tyr

Ile

Lys

45

Lys

Asn

Lys

Ser

30

Leu

Phe

Leu

Leu

Asn

Leu

Ser

Glu

Pro
95

Synthetic

Lys

Phe

Leu

45

Pro

Asn

Leu

Trp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Thr

Leu

Tyr

95

Gln

Tyr

Ile

Gly

Pro

80

Tyr

Gly

Tyr

val

Val

Tyr

80

Cys

Gly



Thr Leu Val Thr Val Ser Ala

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

106
107
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 106
Asp Ile Gln

1

Gly

Leu

Ser

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Ala

Gly

Gly

Asp

Phe

<220>

<221>
<223>

val

Trp

35

Ala

Ser

vVal

Gly

107
119
PRT
Artificial Sequence

source
/note="Description of

Met

Thr

20

Tyr

Thr

Gly

Ala

Ala
100

Thr

5

Ile

Gln

Ser

Lys

Thr

85

Gly

polypeptide"

<400> 107
Gln Val Gln Leu Lys Gln Ser

1

5

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Tyr

Tyr

Lys

Ser Leu Ser Ile Thr Cys Thr

20

Gly Val Asp Trp Val Arg Gln

35

Artificial Sequence:

Ser

Lys

Pro

40

Thr

Thr

Cys

Leu

Artificial Sequence:

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Tyr

10

Ser

Asn

Val

Ser

Gln

90

Leu

Leu

Asp

Ala

Pro

Ile

75

Tyr

Lys

Ser

His

Pro

Ser

60

Thr

Trp

Gly Pro Gly Leu Val

10

Val Ser Gly Phe Ser

25

Ser Pro Gly Lys Gly

40

Synthetic

Val

Ile

Arg

45

Arg

Ser

Ser

Ser

Asn

30

Leu

Phe

Leu

Thr

Leu

15

Asn

Leu

Ser

Gln

Pro
95

Synthetic

Gly

Trp

Ile

Gly

Thr

80

Pro

Ala Pro Ser Gln

15

Leu Thr Ser Tyr

30

Leu Glu Trp Leu

45



Gly

Ser

65

Lys

Ser

Thr

Val TIle Trp Gly Gly Gly
50 55

Arg Leu Ser Ile Thr Lys
70

Met Asn Ser Leu Gln Thr
85

Gly Asp Tyr Asp Gly Ser
100

Leu Val Thr Val Ser Ala
115

<210> 108
<211> 112
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 108

Asp

1

Glu

Asp

Pro

Asp

65

Ser

Val

Ile Val Ile Thr Gln Asp
5

Ser Val Ser Ile Ser Cys
20

Gly Lys Thr Tyr Leu Asn
35

Gln Leu Leu Ile Tyr Leu
50 55

Arg Phe Ser Gly Ser Gly
70

Arg Val Lys Ala Glu Asp
85

Glu Tyr Pro Arg Thr Phe
100

<210> 109
<211> 113
<212> PRT

Ser

Asp

Asp

Leu

Artificial Sequence:

Glu

Arg

Trp

40

Met

Ser

val

Gly

Thr

Asn

Asp

Trp
105

Leu

Ser

25

Phe

Ser

Gly

Gly

Gly
105

Asn

Ser

Thr

90

Phe

Ser

10

Ser

Leu

Thr

Thr

val

90

Gly

Tyr

Lys

75

Ala

Ala

Asn

Lys

Gln

Arg

Asp

75

Tyr

Thr

Asn

60

Ser

Met

Tyr

Pro

Ser

Arg

Ala

60

Phe

Tyr

Lys

Ser

Gln

Tyr

Trp

Ala

Val

Tyr

Gly
110

Leu

Phe

Cys

95

Gln

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Thr

Leu

30

Gly

Gly

Leu

Gln

Glu
110

Ser

15

Tyr

Gln

Val

Glu

Gln

95

Ile

Lys

Leu

80

Ala

Gly

Gly

Lys

Ser

Ser

Ile

80

Leu

Lys



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 109
Glu Val Gln Leu Val Glu Ser
1 5

Ser Leu Lys Leu Ser Cys Val
20

Gly Met Ser Trp Val Arg Gln
35

Ala Thr Ile Ser Ser Gly Gly
50 55

Lys Gly Arg Phe Thr Val Ser

65 70

Leu Gln Met Ser Ser Leu Lys

85

Ser Arg His Gly Trp Gly Trp
100

Ala

<210> 110

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 110

Asp Ile Gln Met Thr Gln Ser
1 5

Glu Thr Val Thr Ile Thr Cys
20

Leu Ala Trp Tyr Gln Gln Lys
35

Tyr Asn Ala Lys Ala Leu Ala

Artificial Sequence:

Gly

Ala

Thr

40

Thr

Arg

Ser

Gly

Artificial Sequence:

Pro

Arg

Gln

40

Asp

Gly

Ser

25

Pro

Phe

Asp

Glu

Gln
105

Ala

Ala

25

Gly

Gly

Asp

10

Gly

Asp

Thr

Asn

Asp

90

Gly

Ser

10

Ser

Lys

Val

Leu

Phe

Lys

Tyr

Ala

75

Thr

Thr

Leu

Gly

Ser

Pro

Val

Thr

Arg

Tyr

60

Lys

Ala

Leu

Ser

Asn

Pro

Ser

Synthetic

Lys

Phe

Leu

45

Pro

Asn

Met

val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Thr
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

val

Synthetic

Ala

Ile

Gln

45

Arg

Ser

His

30

Leu

Phe

Val

15

Asn

Leu

Ser

Gly

Tyr

val

Val

Tyr

80

Cys

Ser

Gly

Tyr

val

Gly



50

55

60

Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Pro

65

70

75

80

Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp Ser Ile Pro Pro

85

90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

111
119
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 111
Glu Vval Lys

1

Ser

Trp

Ala

Ser

65

Val

Tyr

Thr

Met

Met

Glu

50

Val

Tyr

Cys

Ser

Lys

Asn

35

Ile

Lys

Leu

Thr

vVal
115

<210> 112
<211> 107
<212> PRT
<213> Artificial Sequence

<220>

Leu

Leu

20

Trp

Arg

Gly

Gln

Arg

100

Thr

Glu

5

Ser

Val

Leu

Arg

Met

85

His

Val

Glu

Cys

Arg

Lys

Phe

70

Asn

Tyr

Ser

Ser

Val

Gln

Ser

55

Thr

Asn

Asp

Ser

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Tyr

105

Gly

Ser

25

Pro

Asn

Ser

Arg

Ala
105

Gly

10

Gly

Glu

Tyr

Arg

Val

90

Met

Leu

Phe

Lys

Ala

Asp

75

Glu

Asp

Val

Thr

Gly

Thr

60

Asp

Asp

Tyr

95

Synthetic

Gln

Phe

Leu

45

His

Ser

Thr

Trp

Pro

Ser

30

Glu

Tyr

Lys

Ala

Gly
110

Gly

15

Asn

Trp

Ala

Ser

Ile

95

Gln

Gly

Tyr

Val

Glu

Ser

80

Tyr

Gly



<221> source
<223> /note="Description of
polypeptide"

<400> 112
Asp Ile Gln

1

Glu

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Thr

Ala

Asn

50

Gly

Asp

Phe

<220>

<221>
<223>

Val

Trp

35

Ala

Ser

Phe

Gly

113
119
PRT
Artificial Sequence

source
/note="Description of

Met

Thr

20

Tyr

Lys

Gly

Gly

Gly
100

Thr

5

Ile

Gln

Thr

Thr

Ser

85

Gly

polypeptide”

<400> 113
Glu Vval Lys

1

Ser

Trp

Ala

Ser
65

Met

Met

Glu

50

vVal

Lys

Asn

35

Ile

Lys

Leu

Leu

20

Trp

Arg

Gly

Glu

5

Ser

Val

Leu

Arg

Gln

Thr

Gln

Leu

Gln

70

Tyr

Thr

Glu

Cys

Arg

Ile

Phe
70

Ser

Cys

Lys

Ala

55

Tyr

Tyr

Lys

Ser

Val

Gln

Ser

55

Thr

Artificial Sequence:

Pro

Arg

Gln

40

Asp

Ser

Cys

val

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Asn

Ser

Ser

10

Ser

Lys

Val

Arg

His

90

Ile

Gly

10

Gly

Glu

Tyr

Arg

Leu

Gly

Ser

Pro

Ile

75

Phe

Lys

Leu

Phe

Lys

Ala

Asp
75

Ser

Asn

Pro

Ser

60

Asn

Trp

val

Thr

Gly

Thr

60

Asp

Synthetic

Ala

Ile

Gln

45

Arg

Ser

Ser

Ser

His

30

Leu

Phe

Leu

Thr

Val

15

Asn

Leu

Ser

Gln

Pro
95

Synthetic

Gln

Phe

Leu

45

His

Ser

Pro

Ser

30

Glu

Tyr

Lys

Gly

15

Asp

Leu

Ala

Ser

Gly

Tyr

val

Gly

Pro

80

Pro

Gly

Tyr

Val

Glu

Ser
80



Val Tyr Leu Gln Met Asn Asn Leu Arg Ala Glu Asp Thr Gly Ile Tyr

85

90

95

Tyr Cys Thr Arg His Tyr Tyr Tyr Ala Leu Asp Tyr Trp Gly Gln Gly

100

Thr Ser Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

114
114
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 114
Asp Ile Val Met Ser

1

Glu

Thr

Ser

Pro

65

Ile

Tyr

Lys

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

Arg

<220>

<221>
<223>

Val

Gln

35

Lys

Arg

Asn

Ser

115
113
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Thr

20

Lys

Leu

Phe

Val

Tyr
100

5

Leu

Ile

Leu

Thr

Lys

85

Pro

polypeptide"

Gln

Ser

Tyr

Ile

Gly

70

Ala

Tyr

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

105

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

Thr

Ser

Gln

Arg

60

Asp

Tyr

Thr

110

Synthetic

Vval

Leu

Lys

45

Glu

Phe

Tyr

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Val
15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

val

Ala

80

Gln

Ile



<400> 115

Glu

1

Ser

Tyr

Gly

Gln

65

Leu

Gly

Ala

Val Gln Leu Gln Gln Ser

Val Lys Leu Ser Cys Thr
20

Tyr His Trp Leu Lys Gln
35

Arg Ile Asp Pro Ala Asn
50 55

Gly Lys Ala Thr Leu Thr
70

Gln Leu Ser Ser Leu Thr
85

Arg Gly Asn Ala Tyr Trp
100

<210> 116
<211> 104
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 116

Gln

1

Glu

His

Ser

Gly

Ile Val Leu Thr Gln Ser
5

Glu Ile Thr Leu Thr Cys
20

Trp Tyr Gln Gln Lys Ser
35

Thr Ser Asn Leu Ala Ser
50 55

Ser Gly Thr Phe Tyr Ser
70

Gly

Ala

Arg

40

Val

Ala

Ser

Gly

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Leu

Ala

Ser

25

Pro

Asn

Asp

Glu

Gln
105

Ala

Ala

25

Thr

Val

Thr

Glu

10

Gly

Glu

Thr

Thr

Asp

90

Gly

Ile

10

Ser

Ser

Pro

Ile

Leu

Phe

Gln

Lys

Ser

75

Thr

Thr

Met

Ser

Pro

Ser

Ser
75

Val

Asn

Gly

Tyr

60

Ser

Ala

Leu

Ser

Ser

Lys

Arg

60

Ser

Lys

Ile

Leu

45

Asp

Asn

val

Val

Pro

Asn

30

Glu

Pro

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Val

Synthetic

Ala

Val

Leu

45

Phe

Val

Ser

Ser

30

Leu

Ser

Glu

Leu

15

Tyr

Ile

Gly

Ala

Ala

Thr

Ile

Phe

Tyr

80

Cys

Ser

Gly

Met

Tyr

Ser

Glu
80



Asp Ala Ala Asp Tyr Tyr Cys His Gln Trp Ser Ser Phe Thr Phe Gly

85

Ser Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

117
120
PRT

100

Artificial Sequence

Glu Val Gln

1

Ser Val Lys

Tyr Met Asn

Gly Arg Val

50

Lys Gly Lys

65

Met Arg Leu

Ser Arg Ser

Gly Thr Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Gln

Cys

Lys

Asn

Leu

70

Leu

Leu

Val

Ser

Lys

Gln

Asn

55

Thr

Thr

Tyr

Ser

source
/note="Description of
polypeptide"
117
Leu Gln
5
Met Ser
20
Trp Val
35
Asn Pro
Ala Thr
Asn Ser
85
Gly Asp
100
Val Thr
115
118
107
PRT

Artificial Sequence

source

90

95

Artificial Sequence: Synthetic

Gly

Ala

Ser

40

Gly

Val

Ser

Tyr

Ser
120

Pro

Ser

25

His

Gly

Asp

Glu

Tyr
105

Glu

10

Gly

Gly

Ala

Lys

Asp

90

Ala

Leu

Tyr

Lys

Ser

Ser

75

Ser

Met

Val

Thr

Ser

Tyr

60

Leu

Ala

Asp

Lys

Phe

Leu

45

Asn

Ser

Val

Tyr

Pro

Thr

30

Glu

His

Thr

Tyr

Trp
110

Gly

Asp

Trp

Lys

Ala

Tyr

95

Gly

/note="Description of Artificial Sequence: Synthetic
polypeptide"

118

Ala

Ser

Ile

Phe

Tyr

80

Cys

Gln

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly



Glu

His

Asp

Lys Val Thr Met Thr Cys
20

Trp Tyr Gln Gln Lys Ser
35

Thr Ser Lys Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser
65 70

Asp Ala Ala Thr Tyr Tyr Cys

85
Phe Gly Gly Gly Thr Lys Leu
100

<210> 119

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 119

Glu

1

Ser

Asn

Ile

Phe

65

Tyr

Cys

Val Gln Leu Gln Gln Ser
5

Val Lys Met Ser Cys Lys
20

Asn Met His Trp Val Lys
35

Gly Glu Val Asn Pro Asn

Lys Gly Lys Ala Thr Leu
70

Met Asp Leu Arg Ser Leu
85

Ala Arg Asp Gly Asn Tyr
100

Ser

Gly

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

Gln

40

Thr

Thr

Thr

Cys

Ala

25

Thr

Val

Thr

Gln

Ile
105

Pro

Ser

25

Asn

Gly

Val

Ser

Phe
105

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Glu

10

Gly

Gln

Gly

Asp

Glu

90

Asp

Ser

Pro

Ala

Ser

75

Ser

Arg

Leu

Tyr

Gly

Ile

Lys

75

Asp

Tyr

Ser

Lys

Arg

Asn

Ser

Met

Ile

Lys

Gly

60

Ser

Ser

Trp

Ile

Arg

45

Phe

Met

Thr

Ser

30

Trp

Ser

Glu

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Synthetic

Lys

Phe

Ser

45

Tyr

Ser

Ala

Gly

Pro

Thr

30

Leu

Asn

Ser

Val

Gln
110

Gly

Asp

Glu

Gln

Thr

Tyr

95

Gly

Met

Tyr

Ser

Glu

80

Thr

Ala

Tyr

Trp

Lys

Ala

80

Tyr

Thr



Thr Leu Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

120
111
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 120
Asp Ile Val Met Thr

1

Thr

Asn

Pro

Glu

65

Ser

Leu

<210>
<211>
<212>
<213>

Ser

Gly

Gln

50

Arg

Arg

Glu

<220>

<221>
<223>

Ala

Ile

35

Leu

Phe

Val

His

121
120
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Ser

20

Thr

Leu

Ser

Glu

Pro
100

5

Ile

Tyr

Ile

Ser

Ala

85

Thr

polypeptide”

<400> 121
Glu Val Gln Leu Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly

1

5

Gln

Ser

Leu

Tyr

Ser

70

Glu

Phe

Ala

Cys

Tyr

Gln

55

Gly

Asp

Gly

Artificial Sequence:

Ala

Arg

Trp

40

Met

Ser

Val

Gly

Phe

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Ser

Val

90

Thr

10

Asn

Lys

Gln

Leu

Asp

75

Tyr

Lys

Pro

Ser

Lys

Ala

60

Phe

Tyr

Leu

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Glu

Thr

Leu

30

Gly

Gly

Leu

Ala

Ile
110

Leu

15

His

Gln

Val

Arg

Gln

95

Lys

15

Gly

Ser

Ser

Pro

Ile

80

Asn

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr

20

25

30



Gly

Ala

Lys

65

Leu

vVal

Gly

Met Ser Trp Val Arg Gln
35

Thr Ile Ser Thr Gly Gly
50 55

Gly Arg Phe Thr Ile Ser
70

Gln Met Ser Ser Leu Lys
85

Gly Gln Ser Tyr Ser Asp
100

Thr Gln Val Thr Val Ser
115

<210> 122
<211> 112
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 122

Asp

1

Asp

Asn

Pro

Asp

65

Ser

Thr

Val Val Met Thr Gln Thr
5

Gln Ala Ser Ile Ser Cys
20

Gly Asn Thr Tyr Leu His
35

Lys Leu Leu Ile Ser Lys
50 55

Arg Phe Ser Gly Ser Gly
70

Arg Val Glu Ala Glu Asp
85

His Val Pro Pro Met Phe
100

<210> 123

Thr

40

Thr

Arg

Ser

Tyr

Ala
120

Artificial Sequence:

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Pro

Tyr

Asp

Glu

val
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Asp

Thr

Asn

Asp

90

Ser

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Lys

Tyr

Ala

75

Thr

Phe

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Arg

Tyr

60

Lys

Ala

Ala

Pro

Ser

Lys

Phe

60

Phe

Phe

Arg

Leu

45

Pro

Asn

Met

Tyr

Glu

Asp

Thr

Tyr

Trp
110

Trp

Ser

Leu

Tyr

95

Gly

Synthetic

val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

val

Lys

Gln

95

Ile

Val

val

Tyr

80

Cys

Gln

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



<211>
<212>
<213>

<220>

<221>
<223>

115
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 123
Glu Val Gln

1

Ser

Tyr

Gly

Gln

65

Leu

Thr

vVal

<210>
<211>
<212>
<213>

Val

Ile

Arg

50

Gly

Gln

Thr

Ser

<220>

<221>
<223>

Lys

His

35

Ile

Lys

Leu

Asn

Thr
115

124
112
PRT
Artificial Sequence

source
/note="Description of

Leu

Leu

20

Trp

Asp

Ala

Ser

Thr
100

Gln

5

Ser

Val

Pro

Ser

Ser

85

Pro

polypeptide”

<400> 124
Asp Val Leu Met Thr Gln Thr

1

5

Gln

Cys

Tyr

Glu

Ile

70

Leu

Phe

Ser

Thr

Gln

Ser

55

Thr

Thr

Ala

Asp Gln Ala Ser Ile Ser Cys

20

Asn Gly Asn Thr Tyr Leu Glu

35

Artificial Sequence:

Gly

Ala

Arg

40

Asp

Ala

Ser

Tyr

Artificial Sequence:

Ala

Ser

25

Pro

Asn

Asp

Glu

Trp
105

Glu

10

Gly

Glu

Thr

Thr

Asp

90

Gly

Leu

Leu

Gln

Leu

Ser

75

Thr

Gln

Leu

Asn

Gly

Tyr

60

Ser

Ala

Gly

Pro Leu Ser Leu Pro

10

Arg Ser Ser Gln Ser

25

Trp Tyr Leu Gln Lys

40

Synthetic

Lys

Ile

Leu

45

Asp

Asn

Val

Thr

Pro

Lys

30

Glu

Pro

Thr

Tyr

Leu
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Val

Synthetic

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Val Ser Leu Gly

15

Ile Val His Ser

30

Pro Gly Gln Ser

45



Pro

Asp

65

Ser

Ser

Lys Leu Leu Ile Tyr Lys
50 55

Arg Phe Ser Gly Ser Gly
70

Arg Val Glu Ala Glu Asp
85

His Val Pro Phe Thr Phe
100

<210> 125
<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 125

Gln

1

Ser

Leu

Gly

Lys

65

Met

Thr

Gly

Val Gln Leu Gln Gln Ser
5

Val Lys Val Ser Cys Lys
20

Ile Glu Trp Val Lys Gln
35

Val Ile Asn Pro Gly Ser
50 55

Val Lys Ala Thr Leu Thr
70

Gln Leu Thr Ser Leu Thr
85

Arg Arg Asp Gly Tyr Phe
100

Thr Leu Val Thr Val Ser
115

<210> 126
<211> 113
<212> PRT
<213> Artificial Sequence

val

Ser

Leu

Gly

Artificial Sequence:

Gly

Thr

Arg

40

Gly

Ala

Ser

Phe

Ala
120

Ser

Gly

Gly

Ser
105

Ala

Ser

25

Pro

Gly

Asp

Asp

Pro
105

Asn

Thr

Val

90

Gly

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Trp

Arg

Asp

75

Tyr

Thr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Phe

Phe

60

Phe

Tyr

Lys

Val

Ala

Gly

Tyr

60

Ser

Ala

Ala

Ser

Thr

Cys

Leu

Gly

Leu

Phe

Glu
110

val

Lys

Gln

95

Ile

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Val

Tyr

Pro

Thr

30

Glu

Glu

Thr

Tyr

Trp
110

Gly

15

Asn

Trp

Lys

Ala

Phe

95

Gly

Pro

Ile

80

Gly

Lys

Thr

Tyr

Ile

Phe

Tyr

80

Cys

Gln



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 126
Asp Ile Val Met Ser Gln Ser
1 5

Glu Lys Val Thr Met Ser Cys
20

Ser Asn Gln Lys Asn Tyr Leu
35

Ser Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Thr Gly Ser
65 70

Ile Ser Ser Val Lys Ala Glu
85

Tyr Tyr Ser Tyr Pro Leu Thr
100

Lys

<210> 127
<211> 115
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 127
Gln Val Gln Leu Gln Gln Pro
1 5

Ser Val Lys Leu Ser Cys Lys
20

Trp Met His Trp Val Lys Gln
35

Gly Glu Ile His Pro Asn Asn
50 55

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Artificial Sequence:

Gly

Ala

Arg

40

Gly

Ser

Ser

25

Trp

Ala

Ser

Leu

Ala
105

Ser

Ser

25

Pro

Ser

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Ala

val

10

Gly

Gly

Thr

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

Leu

Tyr

Gln

Asn

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

val

Thr

Gly

Tyr
60

Synthetic

val

Leu

Lys

45

Lys

Phe

Tyr

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

val

15

Tyr

Gly

Gly

Leu

His

95

Glu

Synthetic

Arg

Phe

Leu

45

Asn

Pro

Thr

30

Glu

Glu

Gly

15

Ser

Trp

Lys

Gly

Ser

Gln

val

Thr

80

Gln

Leu

Ala

Tyr

Ile

Phe



Lys

65

Val

Ala

vVal

<210>
<211>
<212>
<213>

Gly

Asp

Arg

Ser

<220>

<221>
<223>

Lys

Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr

70

75

80

Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Trp Thr Leu Phe Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr

Ala
115

128
112
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 128
Asp Val Val Met Thr

1

Asp

Asn

Pro

Asp

Ser

Thr

<210>
<211>
<212>
<213>

Gln

Gly

Lys

50

Arg

Arg

His

<220>

<221>

Ala

Asn

35

Leu

Phe

Val

vVal

129
117
PRT
Artificial Sequence

source

Ser

20

Thr

Leu

Ser

Glu

Pro
100

5

Ile

Tyr

Ile

Gly

Ala

85

Trp

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

Leu

Lys

55

Gly

Asp

Phe

Artificial Sequence:

Pro

Arg

Trp

40

val

Ser

Leu

Gly

105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

110

Synthetic

Val

Leu

Pro

45

Ser

Ala

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

val

Lys

Gln
95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



<223> /note="Description of
polypeptide”

<400> 129
Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

vVal

<210>
<211>
<212>
<213>

Arg

Met

Tyr

50

Gly

Gln

Arg

Thr

<220>

<221>
<223>

Lys

His

35

Ile

Arg

Met

Pro

vVal
115

130
113
PRT
Artificial Sequence

source
/note="Description of

Leu

Leu

20

Trp

Ser

Phe

Thr

Phe

100

Ser

vVal

5

Ser

Val

Arg

Thr

Ser

85

Asn

Ser

polypeptide”

<400> 130
Asp Ile Val Met Ser

1

Glu

Ser

Ser

Pro

Lys

Asn

Pro

50

Asp

Val

Gln

35

Lys

Arg

Thr

20

Lys

Leu

Phe

5

Met

Asn

Leu

Ile

Glu

Cys

Arg

Gly

Ile

70

Leu

Trp

Gln

Thr

Tyr

Ile

Gly

Ser

Ala

Gln

Ser

55

Ser

Arg

Tyr

Ser

Cys

Leu

Tyr

55

Ser

Artificial Sequence:

Gly

Ala

Ala

40

Ser

Arg

Ser

Phe

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Gly

Ser

25

Pro

Thr

Asp

Glu

Asp
105

Ser

Ser

25

Trp

Ala

Ser

Gly

10

Gly

Glu

Ile

Asn

Asp

90

Val

Ser

10

Ser

Tyr

Ser

Gly

Leu

Phe

Lys

His

Ala

75

Thr

Trp

Leu

Gln

Gln

Thr

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Ala

Ser

Gln

Arg

Asp

Synthetic

Lys

Phe

Leu

45

Ala

Asn

Met

Ala

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

Asp

Trp

Thr

Leu

Tyr

95

Thr

Synthetic

val

Leu

Lys

45

Glu

Phe

Ser

Leu

30

Pro

Ser

Thr

val

15

Tyr

Gly

Gly

Leu

Gly

Tyr

Val

val

Phe

80

Cys

Thr

Gly

Ser

Gln

val

Thr



65

70

75

80

Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Ile Tyr Tyr Cys Gln Gln

85

90

95

Tyr Tyr Arg Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu

Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

131
121
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 131
Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

Gln

Val

Val

vVal

50

Thr

Gln

Arg

Gly

Met

His

35

Ile

Lys

Leu

Glu

Thr
115

<210> 132
<211> 107
<212> PRT
<213> Artificial Sequence

<220>

Leu

Leu

20

Trp

Asn

Ala

Ser

Asp

100

Ser

Gln

5

Ser

Val

Pro

Thr

Ser

85

Tyr

Val

Gln

Cys

Lys

Arg

Leu

70

Pro

Asp

Thr

Pro

Lys

Gln

Asn

55

Thr

Thr

Gly

Val

Artificial Sequence:

Gly

Ala

Arg

40

Gly

Val

Ser

Gly

Ser
120

105

Ala

Ser

25

Pro

Arg

Asp

Glu

Asp

105

Ser

Glu

10

Gly

Gly

Asn

Lys

Asp

90

Tyr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Ala

Val

Thr

Gly

Tyr

60

Ser

Ala

Met

110

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Asp

Pro

Thr

30

Glu

Glu

Thr

Tyr

Tyr
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Trp

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly



<221> source
<223> /note="Description of
polypeptide"

<400> 132
Asp Ile Gln Met Thr Gln Thr
1 5

Asp Arg Val Thr Ile Ser Cys
20

Leu Asn Trp Tyr Gln Gln Lys
35

Tyr Tyr Thr Ser Ser Leu His
50 55

Ser Gly Ser Gly Thr Asp Tyr
65 70

Glu Asp Ile Ala Thr Tyr Tyr

85
Thr Phe Gly Gly Gly Thr Lys
100

<210> 133

<211> 121

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 133
Glu Val Glu Leu Gln Gln Ser
1 5

Ser Val Lys Ile Ser Cys Lys
20

Thr Met Gln Trp Val Lys Leu
35

Gly Gly Ile Asn Pro Asn Asn
50 55

Lys Gly Lys Ala Thr Leu Thr
65 70

Artificial Sequence:

Thr

Ser

Pro

40

Ser

Ser

Cys

Leu

Artificial Sequence:

Gly

Thr

Ser

40

Gly

Val

Ser

Ala

25

Asp

Gly

Leu

Gln

Glu
105

Pro

Ser

25

His

Ile

Asp

Ser

10

Ser

Gly

Val

Thr

Gln

90

Ile

Glu

10

Gly

Gly

Thr

Lys

Leu

Gln

Thr

Pro

Ile

75

Tyr

Lys

Leu

Asn

Lys

Ser

Ser
75

Ser

Gly

val

Ser

60

Ser

Ser

val

Thr

Ser

Tyr

60

Ser

Synthetic

Ala

Ile

Thr

45

Arg

Asn

Lys

Ser

Asn

30

Leu

Phe

Leu

Leu

Leu

15

Asn

Leu

Ser

Glu

Pro
95

Synthetic

Lys

Tyr

Leu

45

Asn

Ser

Pro

Thr

30

Glu

Gln

Thr

Gly

15

Glu

Trp

Lys

Ala

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala

Tyr

Ile

Phe

Tyr
80



Met Glu Leu Arg Ser Leu Lys Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Ala Gly Leu Gly Asn Tyr Val Trp Ala Met Asp Tyr Trp Gly

100

105

Gln Gly Ala Ser Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

134
112
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 134
Asp Val val Met Thr

1

Asp

Asn

Pro

Asp

65

Ser

Thr

<210>
<211>
<212>
<213>

Gln

Gly

Asn

50

Arg

Ile

His

<220>

<221>
<223>

Ala

Asn

35

Leu

Phe

Val

vVal

135
119
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Ser

20

Thr

Leu

Ser

Glu

Pro
100

5

Ile

Tyr

Ile

Gly

Ala

85

Arg

polypeptide”

<400> 135
Gln Val Gln Leu Pro Gln Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala

1

5

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

His

Lys

55

Gly

Asp

Phe

120

110

Artificial Sequence: Synthetic

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Leu

90

Gly

10

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Vval

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

val

Lys

Gln

95

Ile

15

Gly

Asn

Ser

Pro

Ile

80

Ser

Lys



Ser

Trp

Gly

Lys

65

Met

Ala

Ser

<210>
<211>
<212>
<213>

Val

Met

Tyr

50

Asp

Gln

Arg

Thr

<220>

<221>
<223>

Lys

His

35

Ile

Lys

Leu

Ser

Leu
115

136
113
PRT
Artificial Sequence

source
/note="Description of

Ile

20

Trp

Asn

Ala

Gly

Ser

100

Thr

Ser

Val

Pro

Thr

Ser

85

Tyr

Val

polypeptide”

<400> 136
Asp Ile Val Met Ser

1

Glu

Ser

Ser

Pro

65

Ile

Lys

Asn

Pro

50

Asp

Ser

Val

Gln

35

Lys

Arg

Ser

Thr

20

Lys

Leu

Phe

Val

5

Met

Asn

Leu

Thr

Arg

Cys

Lys

Ser

Leu

70

Leu

Gly

Ser

Gln

Asn

Tyr

Ile

Gly

70

Ala

Lys

Gln

Thr

55

Thr

Thr

Ser

Ser

Ser

Cys

Leu

Tyr

55

Ser

Glu

Ala

Arg

40

Asp

Ala

Ser

Ser

Artificial Sequence:

Pro

Glu

Ala

40

Trp

Gly

Asp

Ser

25

Pro

Tyr

Asp

Glu

Pro
105

Ser

Ser

25

Trp

Ala

Ser

Pro

Gly

Gly

Thr

Lys

Asp

Phe

Ser

10

Ser

Tyr

Ser

Gly

Ala
90

Phe

Gln

Glu

Ser

75

Ser

Asp

Leu

Gln

Gln

Thr

Thr

75

Val

Thr

Gly

Tyr

60

Ser

Ala

Tyr

Ala

Ser

Gln

Arg

60

Asp

Tyr

Phe

Leu

45

Asn

Ser

Val

Trp

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Ser

Trp

Lys

Ala

Tyr

95

Gln

Synthetic

val

Leu

Lys

45

Asp

Phe

Tyr

Ser

Leu

30

Pro

Ser

Thr

Cys

val

15

Tyr

Gly

Gly

Leu

Gln
95

Tyr

Ile

Phe

Tyr

80

Cys

Gly

Gly

Ser

Gln

val

Thr

80

Gln



Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu

Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

137
116
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 137
Glu Vval Lys

1

Ser

Trp

Ala

Ser

65

Ala

Tyr

Thr

<210>
<211>
<212>
<213>

Met

Met

Glu

50

Val

Tyr

Cys

Val

<220>

<221>
<223>

Lys

Asp

35

Ile

Lys

Leu

vVal

Ser
115

138
106
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

Leu

20

Trp

Arg

Gly

Gln

Ser

100

Ala

Glu

5

Ser

Val

Ser

Arg

Met

85

Thr

polypeptide"

<400> 138
Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly

Glu

Cys

Arg

Lys

Phe

70

Asn

Gly

Ser

Ala

Gln

Ala

55

Thr

Ser

Thr

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Ser

105

Gly

Ser

25

Pro

Asn

Ser

Arg

Tyr
105

Gly

Gly

Glu

His

Arg

Ala

90

Trp

Leu

Phe

Lys

Ala

Asp

Glu

Gly

Val

Thr

Gly

Thr

60

Asp

Asp

Gln

110

Synthetic

Gln

Phe

Leu

45

Tyr

Ser

Thr

Gly

Pro

Ser

30

Glu

Tyr

Lys

Gly

Thr
110

Gly

Asp

Trp

Ala

Ser

Ile

95

Leu

Gly

Ala

Val

Glu

Ser

80

Tyr

val



Glu

His

Asp

Lys Val Thr Met Thr Cys
20

Trp Tyr Gln Gln Lys Ser
35

Thr Ser Lys Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser
65 70

Asp Ala Ala Thr Tyr Tyr Cys

85
Phe Gly Ala Gly Thr Lys Leu
100

<210> 139

<211> 116

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 139

Glu

1

Ser

Asn

Gly

Lys

65

Met

Ala

Val Gln Leu Gln Gln Ser
5

Val Lys Met Ser Cys Lys
20

Ile His Trp Val Lys Gln
35

Glu Val Asn Pro Asn Ile
50 55

Gly Lys Ala Thr Leu Thr
70

Glu Leu Arg Ser Leu Thr
85

Met Gly Arg Trp Tyr Phe
100

Ser

Gly

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

Asn

40

Gly

Val

Ser

Asp

Ala

25

Thr

Val

Thr

His

Met
105

Pro

Ser

25

Gln

Gly

Asp

Glu

val
105

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Glu

10

Gly

Gly

Ile

Lys

Asp

90

Trp

Ser

Pro

Pro

Ser

75

Ser

Leu

Asp

Lys

Gly

Ser

75

Ser

Gly

Ser

Lys

Arg

Ser

Ser

Met

Thr

Ser

Tyr

60

Ser

Ala

Ala

Val

Arg

45

Phe

Met

Asn

Ser

30

Trp

Ser

Glu

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

Gly

Asp

Trp

Lys

Ala

Tyr

95

Thr

Met

Tyr

Arg

Glu

80

Thr

Ala

Tyr

Ile

Phe

Tyr

80

Cys

val



Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

140
112
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 140
Asp Val Val Met Thr Gln

1

Asp

Asn

Pro

Asp

65

Ser

Thr

<210>
<211>
<212>
<213>

Gln

Gly

Lys

50

Arg

Arg

His

<220>

<221>
<223>

Ala

Asn

35

Leu

Phe

Val

vVal

141
114
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Ser

20

Thr

Leu

Ser

Glu

Pro
100

5

Ile

Tyr

Ile

Gly

Ala

85

Phe

polypeptide”

<400> 141
Glu Val Gln Leu Gln Gln Ser Gly Pro Glu Met Val Lys Pro Gly Ala

1

5

Ser

Leu

Tyr

Ser

70

Glu

Thr

Ser

Cys

His

Lys

55

Gly

Asp

Phe

Artificial Sequence:

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser
105

Ser

10

Ser

Leu

Ser

Thr

Val

90

Gly

10

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

Val

Lys

Gln

95

Ile

15

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Ser Val Lys Ile Ser Cys Lys Ala Gly Tyr Thr Phe Thr Asp Tyr Tyr

20

25

30



Met

Arg

Gly

65

Glu

Ile

Ser

His Trp Val Lys Gln Ser

Val Asn Thr Asn Asn Gly
50 55

Lys Ala Thr Leu Thr Vval
70

Leu Asn Ser Leu Thr Ser
85

Pro Ala Trp Phe Ala Tyr
100

Ala

<210> 142
<211> 112
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 142

Asp

1

Asp

Asn

Pro

Asp

65

Ser

Thr

Ile Val Met Thr Gln Ser
5

Gln Ala Ser Ile Ser Cys
20

Gly Asn Thr Tyr Leu His
35

Lys Leu Leu Ile Tyr Arg
50 55

Arg Phe Ser Gly Ser Gly
70

Arg Val Glu Ala Glu Asp
85

His Leu Pro Arg Thr Phe
100

<210> 143

His

40

Gly

Asp

Glu

Trp

Artificial Sequence:

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Gly

Thr

Lys

Asp

Gly
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Lys

Ser

Ser

Ser

90

Gln

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Ser

Tyr

Ser

75

Ala

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Leu

Asp

60

Ser

Val

Thr

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Glu

45

Gln

Thr

Tyr

Leu

Trp

Lys

Ala

Tyr

val
110

Ile

Phe

Tyr

Cys

95

Thr

Synthetic

val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

val

Thr

Gln

95

Ile

Gly

Glu

Met

80

Val

val

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



<211>
<212>
<213>

<220>

<221>
<223>

113
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 143
Gln Val Gln

1

Ser

Met

Glu

Gly

65

Asp

Gly

Ser

<210>
<211>
<212>
<213>

Val

His

Ile

50

Lys

Leu

Gly

<220>

<221>
<223>

Lys

Trp

His

Ala

Ser

Asn

144
112
PRT
Artificial Sequence

source
/note="Description of

Leu

Leu

20

Val

Pro

Thr

Ser

Tyr
100

Gln

5

Ser

Lys

Asn

Leu

Leu

85

Asp

polypeptide”

<400> 144
Asp Ile Val Leu Thr Gln Ser

1

5

Gln

Cys

Gln

Ser

Thr

70

Thr

Tyr

Ser

Lys

Arg

Gly

55

vVal

Ser

Trp

Gln Arg Ala Thr Ile Ser Cys

20

Gly Asn Ser Phe Met His Trp

35

Artificial Sequence:

Gly

Ala

Pro

40

Asn

Asp

Glu

Gly

Artificial Sequence:

Ser

Ser

25

Gly

Thr

Thr

Asp

Gln
105

val

10

Gly

Gln

Asn

Ser

Ser

90

Gly

Leu

Tyr

Gly

Tyr

Ser

75

Ala

Thr

val

Thr

Leu

Asn

60

Ser

Val

Thr

Pro Ala Ser Leu Ala

10

Arg Ala Ser Glu Ser

25

Tyr Gln Gln Lys Pro

40

Synthetic

Arg

Phe

Glu

45

Glu

Thr

Tyr

Leu

Pro

Thr

30

Trp

Lys

Ala

Tyr

Thr
110

Gly

15

Ser

Ile

Phe

Tyr

Cys

95

Val

Synthetic

Ala

Tyr

Gly

Lys

Val

80

Ala

Ser

Val Ser Leu Gly

15

Val Asp Ser Tyr

30

Gly Gln Pro Pro

45



Lys

Arg

65

Pro

Glu

<210>
<211>
<212>
<213>

vVal

50

Phe

Val

Asp

<220>

<221>
<223>

Leu

Ser

Glu

Pro

145
117
PRT
Artificial Sequence

source
/note="Description of

Ile

Gly

Asp

Tyr
100

Tyr

Ser

Glu

85

Thr

polypeptide”

<400> 145
Glu Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ser

vVal

vVal

Met

Ala

50

Asp

Glu

Arg

Thr

Lys

His

35

Phe

Lys

Leu

Ser

vVal
115

<210> 146
<211> 106
<212> PRT
<213> Artificial Sequence

Leu

Met

20

Trp

Tyr

Ala

Ser

Gly

100

Ser

Glu

5

Ser

Val

Pro

Lys

Ser

85

Ser

Ala

Arg

Gly

70

Asp

Phe

Gln

Cys

Lys

Gly

Leu

70

Leu

Gly

Ala

55

Ser

Val

Gly

Ser

Lys

Gln

Asn

55

Thr

Thr

Arg

Ser

Arg

Ala

Gly

Artificial Sequence:

Gly

Ala

Arg

40

Ser

Ala

Asn

Phe

Asn

Thr

Thr

Gly
105

Thr

Ser

25

Pro

Gly

val

Glu

Ala
105

Leu

Asp

Tyr

90

Thr

Val

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

Glu

Phe

75

Tyr

Lys

Leu

Tyr

Gln

Tyr

Ser

75

Ser

Trp

Ser

60

Thr

Cys

Leu

Ala

Thr

Gly

Tyr

60

Ala

Ala

Gly

Gly

Leu

Gln

Glu

Ile

Thr

Gln

Ile
110

Pro

Ile

Ser

95

Lys

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Val

Gln

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Thr

Ala

Asn

80

Asn

Arg

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Leu



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 146
Gln Ile Val Leu Thr Gln Ser
1 5

Glu Lys Val Thr Met Thr Cys
20

His Trp Tyr Gln Gln Lys Ser
35

Asp Thr Ser Lys Leu Ala Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser
65 70

Asp Ala Ala Thr Tyr Tyr Cys
85

Phe Gly Ser Val Thr Lys Leu
100

<210> 147
<211> 116
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 147
Glu Val Gln Leu Gln Gln Ser
1 5

Ser Val Lys Met Ser Cys Lys
20

Asn Ile His Trp Val Lys Gln
35

Gly Glu Ile Asn Pro Asn Thr
50 55

Gln Gly Lys Ala Thr Met Thr
65 70

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

His

40

Gly

val

Ala

Ala

25

Thr

val

Thr

Gln

Ile
105

Pro

Ser

25

Gln

Gly

Asp

Ile

10

Ser

Ser

Pro

Ile

Trp

Lys

Glu

10

Gly

Gly

Thr

Lys

Met

Ser

Pro

Ala

Ser

75

Ser

Leu

Tyr

Lys

Gly

Ser
75

Ser

Ser

Lys

Arg

60

Ser

Asn

Met

Thr

Ser

Tyr

60

Ser

Synthetic

Ala

Val

Arg

45

Phe

Met

Thr

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Thr

Pro
95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Pro

Thr

30

Glu

Gln

Thr

Gly

15

Asp

Trp

Lys

Ala

Gly

Met

Tyr

Ser

Glu

80

Thr

Ala

His

Ile

Phe

Tyr
80



Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Val Arg Gly Leu Tyr Phe Phe Asp Tyr Trp Gly Gln Gly Thr Thr Leu

100

Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

148
112
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 148
Asp Ile Val

1

Glu

Asp

Pro

Asp

65

Ser

Val

<210>
<211>
<212>
<213>

Ser

Gly

Gln

50

Arg

Arg

Glu

<220>

<221>
<223>

<400>

vVal

Lys

35

Leu

Phe

Val

Tyr

149
113
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Ile

Ser

20

Thr

Leu

Ser

Lys

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Arg

polypeptide”

149

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Asp

Cys

Asn

Leu

55

Gly

Asp

Phe

Artificial Sequence:

Asp

Arg

Trp

40

Met

Ser

Val

Gly

105

Leu

Ser

25

Phe

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Thr

Thr

Val

90

Gly

Asn

Lys

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Arg

Ala

60

Phe

Tyr

Lys

110

Synthetic

val

Leu

Pro

45

Ser

Thr

Cys

Leu

Thr

Leu

30

Gly

Gly

Leu

Gln

Glu
110

Ser

15

Tyr

Gln

Val

Glu

Gln

95

Ile

Gly

Lys

Ser

Ser

Ile

80

Leu

Lys



Glu

Ser

Gly

Ala

Lys

65

Leu

Ser

Ala

Val His Leu Val Glu Ser

Leu Lys Leu Ser Cys Ala
20

Met Ser Trp Val Arg Gln
35

Thr Ile Ser Ser Gly Gly
50 55

Gly Arg Phe Thr Ile Ser
70

Gln Met Ser Ser Leu Lys
85

Arg His Gly Trp Gly Trp
100

<210> 150
<211> 106
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 150

Gln

1

Glu

His

Asp

Gly

Asp

Ile Val Leu Thr Gln Ser
5

Lys Val Thr Met Thr Cys
20

Trp Tyr Gln Gln Lys Ser
35

Thr Ser Lys Leu Ala Ser
50 55

Ser Gly Thr Ser Tyr Ser
70

Ala Ala Thr Tyr Tyr Cys

Gly

Ala

Thr

40

Thr

Arg

Ser

Gly

Artificial Sequence:

Pro

Ser

Gly

40

Gly

Leu

Gln

Gly

Ser

25

Pro

Tyr

Asp

Glu

Gln
105

Ala

Ala

25

Thr

Val

Thr

Gln

Asp

10

Gly

Asp

Thr

Asn

Asp

Gly

Ile

10

Ser

Ser

Pro

Ile

Trp

Leu

Phe

Lys

Tyr

Ala

75

Thr

Thr

Met

Ser

Pro

Ala

Ser

75

Ser

Val

Thr

Arg

Tyr

60

Lys

Ala

Leu

Ser

Ser

Lys

Arg

60

Ser

Ser

Lys

Phe

Leu

45

Pro

Asn

Met

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Thr
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Val

Synthetic

Ala

val

Arg

45

Phe

Met

Thr

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro

Gly

Tyr

Val

Val

Tyr

80

Cys

Ser

Gly

Met

Tyr

Ser

Glu

80

Thr



85

90

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

151
120
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

<400> 151
Glu Val Gln

1

Ser

Asn

Gly

Lys

65

Ile

Thr

Gly

<210>
<211>
<212>
<213>

vVal

Met

Glu

50

Gly

Glu

Arg

Thr

<220>

<221>
<223>

Lys

His

35

Ile

Lys

Leu

Gly

Thr
115

152
112
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

Met

20

Trp

Asn

Ala

Arg

Gly

100

Val

Gln

5

Ser

Val

Pro

Thr

Ser
85

Tyr

Thr

polypeptide”

<400> 152
Asp Ile Val Leu Thr Gln Phe Pro Ala Ser Leu Ala Val Ser Leu Gly

1

5

Gln

Cys

Lys

Asn

Leu

70

Leu

Asp

Val

Ser

Lys

Gln

Thr

55

Thr

Thr

His

Ser

Artificial Sequence:

Gly

Ala

Asn

40

Gly

Val

Ser

Tyr

Ser
120

105

Pro

Ser

25

Gln

Gly

Asp

Glu

Trp
105

Glu

10

Gly

Gly

Thr

Lys

Asp

Tyr

10

Leu

Tyr

Lys

Gly

Phe

75

Ser

Phe

Met

Thr

Ser

Tyr

60

Ser

Ala

Asp

95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Ile

Val

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

15

Ala

Tyr

Ile

Phe

Phe

80

Cys

Ala



Gln

Gly

Lys

Arg

65

Pro

Glu

Arg Ala Thr Ile Pro Cys
20

Asn Ser Phe Met His Trp
35

Leu Leu Ile Tyr Arg Ala
50 55

Phe Ser Gly Ser Gly Ser
70

Val Glu Ala Asp Asp Val
85

Asp Pro Tyr Thr Phe Gly
100

<210> 153
<211> 116
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 153

Glu

1

Ser

Met

Ala

Gly

Glu

Arg

Val Gln Leu Gln Gln Ser
5

Val Lys Met Ser Cys Lys
20

His Trp Val Lys Gln Arg
35

Ile Tyr Pro Gly Lys Asn
50 55

Lys Ala Lys Leu Thr Ala
70

Leu Ser Ser Leu Thr Asn
85

Ser Gly Lys Gly Tyr Phe
100

Arg

Phe

40

Ser

Gly

Ala

Gly

Artificial Sequence:

Gly

Ala

Pro

40

Asp

Val

Glu

Ala

Ala

25

Gln

Asn

Thr

Thr

Gly
105

Thr

Gly

25

Gly

Thr

Thr

Asp

Tyr
105

Ser

Gln

Leu

Asp

Tyr

90

Thr

Val

10

Tyr

Gln

Thr

Ser

Ser

90

Trp

Glu

Lys

Glu

Phe

75

Tyr

Lys

Leu

Thr

Gly

Tyr

Ala

75

Ala

Gly

Ser

Pro

Ser

60

Thr

Cys

Met

Ala

Phe

Leu

Asn

60

Ser

val

Gln

val

Gly

45

Glu

Leu

Gln

Glu

Asp

30

Gln

Ile

Thr

Gln

Ile
110

Ser

Pro

Pro

Ile

Ser

95

Lys

Synthetic

Arg

Thr

Glu

45

Gln

Thr

Tyr

Gly

Pro

Ser

30

Trp

Lys

Leu

Tyr

Thr
110

Gly

15

Tyr

Ile

Phe

Tyr

Cys

95

Leu

Tyr

Pro

Ala

Asn

80

His

Arg

Ala

Trp

Gly

Lys

Met

80

Thr

Val



Thr Val Ser Ala

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

154
112
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 154
Asp Val val

1

Asp

Asn

Pro

Asp

65

Ser

Ser

<210>
<211>
<212>
<213>

Gln

Gly

Lys

50

Arg

Arg

His

<220>

<221>
<223>

Ala

Asn

35

Leu

Phe

vVal

Val

155
119
PRT
Artificial Sequence

source
/note="Description of

Met

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Pro

polypeptide"

<400> 155
Gln Val Thr Leu Lys Glu Ser

1

5

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Ser

Cys

Glu

Lys

55

Gly

Asp

Phe

Thr Leu Ser Leu Thr Cys Ser

20

Gly Met Gly Val Val Ser Trp

35

Artificial Sequence:

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

Artificial Sequence:

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Tyr

Lys

Gly Pro Gly Ile Leu

10

Phe Ser Gly Phe Ser

25

Ile Arg Lys Thr Ser

40

Synthetic

Val

Ile

Pro

45

Ser

Thr

Cys

Leu

Ser

val

30

Gly

Gly

Leu

Phe

Glu
110

Leu

15

His

Gln

Val

Lys

Gln

95

Ile

Synthetic

Gly

Ser

Ser

Pro

Ile

80

Gly

Lys

Gln Pro Ser Gln

15

Leu Ser Thr Ser

30

Gly Lys Gly Leu

45



Glu

Ser

65

vVal

Tyr

Thr

Trp Leu Ala His Ile Phe

Leu Lys Ser Arg Leu Thr
70

Phe Leu Ile Leu Thr Ser
85

Cys Ala Thr Phe Tyr Gly
100

Thr Leu Thr Val Ser Ser
115

<210> 156
<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 156

Asp

1

Glu

Ser

Ser

Pro

65

Ile

Tyr

Lys

Ile Val Met Ser Gln Ser
5

Lys Val Thr Met Asn Cys
20

Asn Gln Lys Asn Tyr Leu
35

Pro Lys Leu Leu Ile Tyr
50 55

Asp Arg Phe Thr Gly Ser
70

Ser Ser Val Arg Ala Asp
85

Phe Asn Tyr Pro Leu Thr
100

Trp

Ile

val

Leu

Artificial Sequence:

Pro

Glu

Ala

40

Trp

Gly

Asp

Phe

Asp

Ser

Asp

Tyr
105

Ser

Ser

25

Trp

Ala

Ser

Pro

Gly
105

Asp

Lys

Thr

90

Phe

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Ala

Asp

Ala

75

Ala

Ala

Leu

Gln

Gln

Thr

Thr

75

val

Gly

Lys

60

Thr

Asp

Tyr

Ala

Ser

Gln

Arg

Asp

Tyr

Thr

Trp

Ser

Thr

Trp

Tyr

Ser

Ala

Gly
110

Asn

Asn

Thr

95

Gln

Synthetic

Val

Leu

Lys

45

Asp

Phe

Tyr

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Val

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Pro

Gln

80

Tyr

Gly

Gly

Asn

Gln

Val

Thr

80

Gln

Leu



<210>
<211>
<212>
<213>

<220>

<221>
<223>

157
116
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 157
Glu Val Lys

1

Ser

Trp

Ala

Ser

65

Ala

Tyr

Thr

<210>
<211>
<212>
<213>

Met

Met

Glu

50

Val

Tyr

Cys

Val

<220>

<221>
<223>

Lys

Asp

Ile

Lys

Leu

Val

Ser
115

158
107
PRT
Artificial Sequence

source
/note="Description of

Leu

Leu

20

Trp

Arg

Gly

Gln

Ser

100

Ala

Glu

5

Ser

vVal

Ser

Arg

Met

85

Thr

polypeptide”

<400> 158
Gln Ile Val Leu Thr Gln Ser

1

5

Glu

Cys

Arg

Lys

Phe

70

Asn

Gly

Ser

Ala

Gln

Pro

55

Thr

Ser

Thr

Glu Lys Val Thr Met Thr Cys

20

His Trp Tyr Gln Gln Lys Ser

Artificial Sequence:

Gly

Ala

Ser

40

Asn

Ile

Leu

Ser

Artificial Sequence:

Gly

Ser

25

Pro

Asn

Ser

Arg

Tyr
105

Gly

10

Gly

Glu

His

Arg

Ala

90

Trp

Leu

Phe

Lys

Ala

Asp

75

Glu

Gly

Val

Thr

Gly

Thr

60

Asp

Asp

Gln

Pro Ala Ile Met Ser

10

Ser Ala Ser Ser Ser

25

Gly Thr Ser Pro Lys

Synthetic

Gln

Phe

Leu

45

Tyr

Ser

Thr

Gly

Pro

Ser

30

Glu

Tyr

Lys

Gly

Thr
110

Gly

15

Asp

Trp

Ala

Ser

Ile

95

Leu

Synthetic

Gly

Ala

Val

Glu

Ser

80

Tyr

Val

Ala Ser Pro Gly

15

Ile Ser Tyr Met

30

Arg Trp Ile Tyr



Asp

Gly

Asp

Phe

35

Thr Ser Lys Leu Ala Ser
50 55

Ser Gly Thr Ser Tyr Ser
70

Ala Ala Thr Tyr Tyr Cys
85

Gly Gly Gly Thr Lys Leu
100

<210> 159
<211> 117
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 159

Glu

1

Ser

Asn

Gly

Lys

65

Met

Ala

Leu

Val Gln Leu Gln Gln Ser
5

Val Lys Met Ser Cys Lys
20

Met His Trp Val Lys Gln
35

Glu Val Asn Pro Asn Thr
50 55

Gly Lys Ala Thr Leu Thr
70

Asp Leu Arg Ser Leu Thr
85

Arg Asp Gly Asn Tyr Cys
100

Thr Val Ser Ser
115

<210> 160
<211> 107

40

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

Asn

40

Gly

Val

Ser

Phe

Val

Thr

Gln

Ile
105

Pro

Ser

25

Gln

Gly

Asp

Glu

Asp
105

Pro

Ile

Trp

Lys

Glu

10

Gly

Gly

Ile

Lys

Asp

90

Tyr

45

Ala Arg Phe Ser Gly Ser

60

Ser Asn Met Glu Ala Glu

75

80

Ser Ser Thr Pro Pro Thr

Arg

Leu

Tyr

Lys

Gly

Ser

75

Ser

Trp

Met

Ile

Ser

Tyr

60

Ser

Ala

Gly

95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

val

Gln

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr



<212>
<213>

<220>

<221>
<223>

PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 160
Asp Ile Lys

1

Glu

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Ser

Arg

50

Gly

Asp

Phe

<220>

<221>
<223>

val

Trp

35

Ala

Ser

Met

Gly

161
118
PRT
Artificial Sequence

source
/note="Description of

Met

Thr

20

Phe

Asn

Gly

Gly

Gly
100

Thr

5

Leu

Gln

Arg

Gln

Ile

85

Gly

polypeptide"

<400> 161
Glu Val His

1

Ser Val Lys

Asn Met Asp

35

Gly Asn Ile

50

Leu

Ile

20

Trp

Tyr

Gln

5

Ser

val

Pro

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Gln

Cys

Lys

Asn

Ser

Cys

Lys

Ile

55

Tyr

Tyr

Lys

Ser

Lys

Gln

Asn
55

Artificial Sequence:

Pro

Lys

Pro

40

Asp

Ser

Cys

Leu

Artificial Sequence:

Gly

Ala

Ser

40

Gly

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

Pro

Ala

25

His

Gly

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Glu

10

Gly

Gly

Ala

Met

Gln

Ser

Pro

Ile

75

Tyr

Lys

Leu

Tyr

Lys

Gly

Tyr

Asp

Pro

Ser

60

Ser

Asp

Val

Thr

Arg

Tyr
60

Synthetic

Ala

Ile

Glu

45

Arg

Ser

Glu

Ser

Asn

30

Thr

Phe

Leu

Phe

Leu

15

Ser

Leu

Ser

Glu

Pro
95

Synthetic

Asn

Phe

Leu

45

Asn

Pro

Thr

30

Glu

Gln

Gly

15

Asp

Trp

Asn

Gly

Tyr

Ile

Gly

Tyr

80

Pro

Ser

Tyr

Ile

Phe



Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr

65

70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85 90 95

Ala Arg Ser Ile Thr Ala Ala Trp Phe Ala Tyr Trp Gly Gln Gly Thr

100 105 110

Leu Val Thr Val Ser Ala

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

115

162
106
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide”

162

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly

1

5 10 15

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met

20 25 30

His Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr

35 40 45

Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala Arg Phe Thr Gly Ser

50

55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu

70 75 80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Ser Pro Pro Thr

85 90 95

Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

100 105
163
120
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide"



<400> 163
Glu Val Gln

1

Ser

Asn

Gly

Lys

65

Met

Ala

Gly

<210>
<211>
<212>
<213>

Val

Met

Glu

50

Asp

Glu

Arg

Thr

<220>

<221>
<223>

Lys

His

35

Ile

Lys

Leu

Ile

Thr
115

164
112
PRT
Artificial Sequence

source
/note="Description of

Leu

Met

20

Trp

Asn

Ala

Arg

Pro

100

Leu

Gln

Ser

val

Pro

Thr

Ser

85

Ser

Thr

polypeptide"

<400> 164
Asp Leu Val

1

Gln

Gly

Lys

Arg

Arg

Tyr

Leu

50

Phe

Ala

Ser

35

Leu

Ser

Leu

Thr

20

Tyr

Ile

Gly

Thr

5

Ile

Met

Tyr

Ser

Gln

Cys

Lys

Asn

Leu

70

Leu

Leu

Val

Gln

Ser

His

Leu

Gly

Ser

Lys

Gln

Thr

55

Thr

Thr

Arg

Ser

Ser

Cys

Trp

Ala

55

Ser

Gly

Ala

Asn

40

Gly

Val

Ser

Arg

Ser
120

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Pro

Ser

25

Gln

Gly

Asp

Glu

Tyr
105

Ala

Ala

25

Gln

Asn

Thr

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Tyr

Ser

10

Ser

Gln

Leu

Asp

Leu

Tyr

Lys

Gly

Ser

75

Ser

Phe

Leu

Glu

Lys

Glu

Phe
75

Met

Thr

Ser

Tyr

60

Ser

Ala

Asp

Ala

Ser

Pro

Ser

60

Thr

Lys

Phe

Leu

45

Asn

Ser

val

Tyr

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

Synthetic

Val

Val

Gly

45

Gly

Leu

Ser

Ser

30

Gln

Val

Asn

Leu

15

Thr

Pro

Pro

Ile

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gln

Gly

Ser

Pro

Ala

His
80



Pro Val Glu Glu Glu Asp Ala Thr Thr Tyr Tyr Cys Gln His Ser Arg

85

90

95

Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

165
122
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 165
Gln Val Thr Leu

1

Thr

Gly

Trp

Leu

65

Phe

Cys

Gly

<210>
<211>
<212>
<213>

Leu

Ile

Leu

50

Lys

Leu

Ala

Gln

<220>

<221>
<223>

Ser

Gly

35

Ala

Ser

Lys

Arg

Gly
115

166
112
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

20

Val

His

Arg

Ile

Met

100

Thr

Lys

5

Thr

Gly

Ile

Leu

Ala

85

val

Leu

polypeptide"

<400> 166
Asp Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly

Glu

Cys

Trp

Trp

Thr

70

Asn

Tyr

Val

Ser

Ser

Ile

Trp

55

Ile

Val

Tyr

Thr

Artificial Sequence:

Gly

Phe

Arg

40

Asn

Ser

Asp

Asp

Val
120

105

Pro

Ser

25

Gln

Asp

Lys

Thr

Tyr

105

Ser

Gly

Gly

Pro

Asn

Asp

Ala

90

Asp

Ala

Ile

Phe

Ser

Lys

Thr

75

Asp

Gly

Leu

Ser

Gly

Tyr

60

Ser

Thr

Gly

110

Synthetic

Gln

Leu

Lys

45

Tyr

Asn

Ala

Phe

Pro

Ile

30

Gly

Asn

Asn

Thr

Ala
110

Ser

15

Thr

Leu

Thr

Gln

Tyr

95

Tyr

Gln

Tyr

Glu

Ala

Val

80

Tyr

Trp



Gln

Gly

Lys

Arg Ala Thr Ile Ser Cys
20

Asn Ser Phe Met His Trp
35

Pro Leu Ile Tyr Arg Ala
50 55

Arg Phe Ser Gly Ser Gly Ser
65 70

Pro Val Glu Ala Asp Asp Val

85
Glu Asp Pro Tyr Thr Phe Gly
100

<210> 167

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 167

Glu

1

Ser

Trp

Gly

Lys

65

Met

Thr

Val Gln Leu Gln Gln Ser
5

Val Arg Met Ser Cys Lys
20

Met His Trp Val Lys Gln
35

Ala Ile Tyr Pro Gly Asn
50 55

Gly Lys Ala Lys Leu Thr
70

Glu Leu Ser Ser Leu Thr
85

Arg Ser Gly Thr Gly Trp
100

Arg

Tyr

40

Ser

Arg

Ala

Gly

Artificial Sequence:

Gly

Ala

Arg

40

Ser

Ala

Asn

Phe

Ala

25

Gln

Asn

Thr

Thr

Gly
105

Thr

Ser

25

Pro

Asp

Val

Glu

Ala
105

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

val

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

Glu

Lys

Glu

Phe

75

Tyr

Lys

Leu

Tyr

Gln

Ser

Ser

75

Ser

Trp

Ser

Pro

Ser

60

Thr

Cys

Leu

Ala

Thr

Gly

Tyr

60

Ala

Ala

Gly

Val

Gly

45

Gly

Leu

Gln

Glu

Asp

30

Gln

Ile

Thr

Gln

Ile
110

15

Ser

Pro

Pro

Ile

Ser

95

Lys

Synthetic

Arg

Phe

Leu

45

Asn

Ser

Val

Gln

Pro

Thr

30

Glu

His

Thr

Tyr

Gly
110

Gly

Ser

Trp

Lys

Ala

Tyr

95

Thr

Tyr

Pro

Ala

Asn

80

Asn

Arg

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Leu



Val Thr Val Ser Ala

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

168
111
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 168
Asp Ile Val Leu

1

Gln

Gly

Lys

Arg

65

Pro

Glu

<210>
<211>
<212>
<213>

Arg

Ile

Leu

50

Phe

Val

Asp

<220>

<221>
<223>

Ala

Ser

35

Leu

Ser

Glu

Pro

169
115
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Thr

20

Tyr

Ile

Gly

Glu

Pro
100

Thr

5

Ile

Met

Tyr

Ser

Glu

85

Thr

polypeptide”

<400> 169
Gln Val Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala

1

5

Gln

Phe

His

Ala

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Ala

Gly

Artificial Sequence:

Pro

Arg

Phe

40

Ser

Gly

Ala

Gly

Ala

Ala

25

Gln

Asn

Thr

Thr

Gly
105

Ser

10

Ser

Gln

Val

Asp

Phe

90

Thr

10

Leu

Gln

Lys

Gln

Phe

75

Tyr

Lys

Ala

Ser

Pro

Ser

60

Thr

Cys

Leu

Synthetic

Val

Val

Gly

45

Gly

Leu

Gln

Glu

Ser

Asp

30

Gln

Ile

Asn

Gln

Ile
110

Leu

15

Tyr

Pro

Pro

Ile

Ser

95

Lys

15

Gly

Asn

Pro

Ala

His

80

Ile

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser

20

25

30



Trp

Gly

Glu

65

Met

Thr

val

Ile Asn Trp Val Lys Gln
35

Arg Ile Tyr Pro Gly Glu
50 55

Gly Lys Ala Thr Leu Thr
70

Gln Leu Ser Ser Leu Thr
85

Arg Gly Leu Val Met Asp
100

Ser Ser
115

<210> 170
<211> 108
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide"

<400> 170

Asp

1

Asp

Asn

Ile

Gly

65

Pro

Arg

Ile Gln Met Thr Gln Ser
5

Arg Val Thr Ile Thr Cys
20

Leu Val Trp Tyr Gln Gln
35

Tyr Ala Ala Thr Asn Leu
50 55

Ser Gly Ser Gly Thr Asp
70

Glu Asp Phe Ala Thr Tyr
85

Thr Phe Gly Gly Gly Thr
100

<210> 171

Arg

40

Gly

Ala

Ser

Tyr

Artificial Sequence:

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

Asp

Asp

Val

Trp
105

Ser

Arg

25

Pro

Asp

Thr

Cys

Leu
105

Gly

Thr

Lys

Asp

90

Gly

Ser

10

Ala

Gly

Gly

Leu

Gln

90

Glu

Gln

Asn

Ser

75

Ser

Gln

Leu

Ser

Lys

val

Thr

75

His

Ile

Gly

Tyr

60

Ser

Ala

Gly

Ser

Ala

Ala

Pro

60

Ile

Phe

Lys

Leu

45

Ser

Thr

Val

Thr

Glu

Gly

Thr

Tyr

Ala
110

Trp

Asn

Ala

Phe

95

Leu

Synthetic

Ala

Asn

Pro

45

Ser

Ser

Trp

Ser

Ile

30

Lys

Arg

Ser

Gly

val

15

Asn

Leu

Phe

Leu

Thr
95

Ile

Phe

Tyr

80

Cys

Thr

Gly

Ser

Leu

Ser

Gln

80

Pro



<211>
<212>
<213>

<220>

<221>
<223>

116
PRT
Artificial Sequence

source
/note="Description of

polypeptide"

<400> 171
Gln Val Gln

1

Ser

Asn

Gly

Arg

65

Met

Ala

Thr

<210>
<211>
<212>
<213>

Val

Met

Glu

50

Gly

Glu

Arg

vVal

<220>

<221>
<223>

Lys

Tyr

35

Ile

Lys

Leu

Tyr

Ser
115

172
106
PRT
Artificial Sequence

source
/note="Description of

Leu

Val

20

Trp

Asn

vVal

Ser

Asp

100

Ser

val

5

Ser

Val

Pro

Thr

Arg
85

Lys

polypeptide”

<400> 172
Glu Ile Val Leu Thr Gln Ser

1

5

Gln

Cys

Arg

Asn

Met

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Phe

Glu Arg Ala Thr Leu Ser Cys

20

His Trp Tyr Gln Gln Lys Pro

35

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Asp

Artificial Sequence:

Ala

Ser

25

Pro

Gly

Asp

Asp

Tyr
105

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Trp

val

Tyr

Gln

Ala

Ser

75

Thr

Gly

Lys

Thr

Gly

Tyr

60

Ile

Ala

Gln

Pro Ala Thr Leu Ser

10

Ser Ala Ser Ser Ser

25

Gly Gln Ala Pro Arg

40

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Synthetic

Ala

Tyr

Met

Phe

Tyr

80

Cys

Val

Leu Ser Pro Gly

15

Val Ser Tyr Met

30

Leu Leu Ile Tyr

45



Asp

Gly

65

Asp

Phe

<210>
<211>
<212>
<213>

Thr

50

Ser

Phe

Gly

<220>

<221>
<223>

Ser

Gly

Ala

Gln

173
120
PRT
Artificial Sequence

source
/note="Description of

Lys

Thr

Val

Gly
100

Leu

Asp

Tyr

85

Thr

polypeptide”

<400> 173
Gln Val Gln

1

Ser

Asn

Gly

Lys

65

Met

Ala

Gly

vVal

Met

Glu

50

Gly

Glu

Arg

Thr

Lys

His

35

Ile

Arg

Leu

Thr

Leu
115

<210> 174
<211> 112
<212> PRT
<213> Artificial Sequence

Leu

vVal

20

Trp

Asn

vVal

Ser

Tyr

100

vVal

Val

5

Ser

Val

Pro

Thr

Arg

85

Ser

Thr

Pro

Phe

70

Tyr

Lys

Gln

Cys

Arg

Asn

Met

70

Leu

Tyr

vVal

Ser

55

Thr

Cys

Leu

Ser

Lys

Gln

Ile

55

Thr

Arg

Tyr

Ser

Gly

Leu

Gln

Glu

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Ser

Ser
120

Ile

Thr

Gln

Ile
105

Ala

Ser

25

Pro

Gly

Asp

Asp

Tyr
105

Pro

Ile

Trp

Lys

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Glu

Ala Arg Phe Ser Gly Ser

60

Ser Ser Leu Glu Pro Glu

75

80

Ser Ser Thr Pro Pro Thr

Val

Tyr

Gln

Gly

Ser

75

Thr

Phe

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ala

95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Tyr

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gln



<220>
<221> source
<223> /note="Description of
polypeptide”

<400> 174
Asp Ile Val

1

Glu

Asn

Pro

Asp

65

Ser

Tyr

<210>
<211>
<212>
<213>

Arg

Gln

Lys

50

Arg

Ser

Asn

<220>

<221>
<223>

Ala

Lys

35

Leu

Phe

Leu

Leu

175
117
PRT
Artificial Sequence

source
/note="Description of

Met

Thr

20

Ser

Leu

Ser

Gln

Arg
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Thr

polypeptide”

<400> 175
Glu Val Gln

1

Thr

Thr

Gly

Lys
65

val

Ile

Tyr

50

Gly

Lys

His

35

Ile

Arg

Leu

Ile

20

Trp

Tyr

vVal

Val

5

Ser

Val

Pro

Thr

Gln

Asn

Leu

Tyr

Ser

70

Glu

Phe

Gln

Cys

Arg

Arg

Ile
70

Ser

Lys

Ala

Trp

55

Gly

Asp

Gly

Ser

Lys

Gln

Asp

55

Thr

Artificial Sequence:

Pro

Ser

Trp

40

Ala

Ser

Val

Gly

Artificial Sequence:

Gly

val

Ala

40

Gly

Ala

Asp

Ser

25

Tyr

Ser

Gly

Ala

Gly
105

Ala

Ser

25

Pro

Ser

Asp

Ser

10

Gln

Gln

Thr

Thr

Val

90

Thr

Glu

10

Gly

Gly

Thr

Thr

Leu

Ser

Gln

Arg

Asp

75

Tyr

Lys

Val

Tyr

Lys

Lys

Ser
75

Ala

Leu

Lys

Glu

60

Phe

Tyr

Val

Lys

Thr

Gly

Tyr

60

Thr

Synthetic

val

Leu

Pro

45

Ser

Thr

Cys

Glu

Ser

Tyr

30

Gly

Gly

Leu

Lys

Ile
110

Leu

15

Ser

Gln

val

Thr

Gln

95

Lys

Synthetic

Lys

Phe

Leu

45

Asn

Asp

Pro

Thr

30

Glu

Glu

Thr

Gly

15

Asp

Trp

Glu

Ala

Gly

Ser

Pro

Pro

Ile

80

Ser

Arg

Ala

His

Ile

Phe

Tyr
80



Met Glu Leu

Ala Arg Ser

Val Thr Val

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

176
107
PRT
Artificial Sequence

source
/note="Description of

Ser

Tyr
100

Ser

Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

85

90

95

Ser Asn Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Thr

Ser

polypeptide”

<400> 176
Glu Ile Val

1

Glu

Ile

Lys

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Lys

His

Tyr

50

Gly

Asp

Phe

<220>

<221>
<223>

<400>

vVal

Trp

35

Ala

Ser

Ala

Gly

177
117
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

5

Ile

Gln

Glu

Thr

Thr

85

Gly

polypeptide”

177

Gln

Thr

Gln

Ser

Asp

70

Tyr

Thr

Ser

Cys

Lys

Ile

55

Phe

Tyr

Lys

105

110

Artificial Sequence: Synthetic

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

Asp

Ala

25

Asp

Gly

Leu

Gln

Glu
105

Phe

10

Ser

Gln

Val

Thr

Gln

90

Ile

Gln

Gln

Ser

Pro

Ile

75

Ser

Lys

Ser

Ser

Pro

Ser

60

Asn

Asn

val

Ile

Lys

45

Arg

Ser

Ser

Thr

Gly

Leu

Phe

Leu

Trp

Pro

15

Thr

Leu

Ser

Glu

Pro
95

Lys

Ser

Ile

Gly

Ala

80

Leu



Gln

Ser

Tyr

Gly

Lys

65

Met

Ala

Val

Val Gln Leu Val Gln Ser

Val Lys Val Ser Cys Lys
20

Ile His Trp Val Arg Gln
35

Tyr Ile Ser Ser Gly Ser
50 55

Gly Arg Val Thr Ser Thr
70

Glu Leu Ser Arg Leu Arg

Arg Gly Gly Val Arg Tyr
100

Thr Val Ser Ser
115

<210> 178
<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 178

Asp
1

Asp

Leu

Tyr

Ser

65

Glu

Ile Gln Met Thr Gln Ser
5

Arg Val Thr Ile Thr Cys
20

Ser Trp Phe Gln Gln Lys
35

Arg Ala Asn Arg Leu Val
50 55

Gly Ser Gly Thr Asp Tyr
70

Asp Phe Ala Thr Tyr Tyr

Gly

Ala

Ala

40

Gly

Arg

Ser

Phe

Artificial Sequence:

Pro

Lys

Pro

40

Asp

Thr

Cys

Ala

Ser

25

Pro

Gly

Asp

Asp

Asp
105

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu

10

Gly

Gly

Thr

Thr

Asp

Val

Ser

10

Ser

Lys

Val

Thr

Gln

Val

Tyr

Gln

Thr

Ser

75

Thr

Trp

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Gly

Ser

Asp

Pro

Ser

60

Ser

Asp

Lys

Phe

Leu

45

Asn

Ser

Val

Gln

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Arg

Trp

Lys

Ala

Tyr

95

Thr

Synthetic

Ala

Ile

Lys

45

Arg

Ser

Glu

Ser

Asn

30

Ser

Phe

Leu

Phe

Val

15

Ser

Leu

Ser

Gln

Pro

Ala

Ser

Met

Phe

Tyr

80

Cys

Thr

Gly

Tyr

Ile

Gly

Pro

80

Pro



85

90

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

179
118
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

<400> 179
Gln Val Gln

1

Ser

Asn

Gly

Lys

65

Met

Ser

Leu

<210>
<211>
<212>
<213>

vVal

Met

Tyr

50

Gly

Glu

Arg

Val

<220>

<221>
<223>

Lys

Asp

35

Ile

Arg

Leu

Ser

Thr
115

180
107
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

val

20

Trp

Tyr

Val

Ser

Ile

100

Val

Val

5

Ser

Val

Pro

Thr

Ser

85

Thr

Ser

polypeptide”

<400> 180
Ala TIle Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

Gln

Cys

Arg

Asp

Ile

70

Leu

Thr

Ser

Ser

Lys

Gln

Asn

55

Thr

Arg

Ala

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Val

Ser

Trp

105

Ala

Ser

25

Pro

Gly

Asp

Glu

Phe
105

Glu

10

Gly

Gly

Ala

Thr

Asp

Ala

10

Val

Tyr

Gln

Gly

Ser

75

Thr

Tyr

Lys

Thr

Arg

Tyr

60

Ala

Ala

Trp

95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

15

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr



Asp

vVal

Tyr

Ser

65

Glu

Thr

Arg Val Thr Ile Thr Cys
20

Ala Trp Tyr Gln Gln Lys
35

Tyr Ala Ser Asn Arg Tyr
50 55

Gly Ser Gly Thr Asp Phe
70

Asp Phe Ala Thr Tyr Phe
85

Phe Gly Gln Gly Thr Lys
100

<210> 181
<211> 121
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 181

Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

Val Gln Leu Val Gln Ser
5

Val Lys Val Ser Cys Lys
20

Ile Asn Trp Val Arg Gln
35

Asn Ile Phe Pro Asp Thr
50 55

Gly Arg Val Thr Leu Thr
70

Glu Leu Ser Arg Leu Arg
85

Arg Glu Tyr Tyr Asp Gly
100

Lys

Pro

40

Thr

Thr

Cys

Leu

Artificial Sequence:

Gly

Ala

Ala

40

Thr

Arg

Ser

Thr

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ala

Ser

25

Pro

Thr

Asp

Asp

Tyr
105

Ser

Lys

Val

Thr

Gln

90

Ile

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Gln

Ala

Pro

Ile

75

Asp

Lys

Val

Tyr

Gln

Asn

Ser

75

Thr

Ala

Ser

Pro

Ser

60

Ser

Tyr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Met

val

Lys

45

Arg

Ser

Ser

Asn

30

Leu

Phe

Leu

Ser

Asn

Leu

Ser

Gln

Pro
95

Synthetic

Lys

Phe

Leu

45

Asn

Ser

val

Asp

Pro

Thr

30

Glu

Glu

Thr

Tyr

Tyr
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Trp

Asp

Ile

Gly

Pro

80

Arg

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gly



Gln Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

182
111
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 182
Glu Ile Val

1

Glu

Gly

Arg

Arg

65

Ser

Glu

<210>
<211>
<212>
<213>

Arg

Asn

Leu

50

Phe

Leu

Asp

<220>

<221>
<223>

Ala

Ser

35

Leu

Ser

Glu

Pro

183
117
PRT
Artificial Sequence

source
/note="Description of

Leu

Thr

20

Phe

Ile

Gly

Pro

Tyr
100

Thr

5

Leu

Met

Tyr

Ser

Glu

85

Thr

polypeptide"

<400> 183
Gln Val Gln Leu Val Gln Ser

1

5

Gln

Ser

His

Arg

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Phe

Gly

Ser Val Lys Val Ser Cys Lys

20

Trp Met His Trp Val Arg Gln

35

120

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gln

Artificial Sequence:

Ala

Ala

25

Gln

Asn

Thr

val

Gly
105

Thr

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

Leu

Glu

Lys

Glu

Phe

75

Tyr

Lys

Ser

Ser

Pro

Ser

60

Thr

Cys

Leu

Gly Ala Glu Val Lys

10

Ala Ser Gly Tyr Thr

25

Ala Pro Gly Gln Gly

40

Synthetic

Leu

val

Gly

45

Gly

Leu

Gln

Glu

Ser

Asp

30

Gln

Ile

Thr

Gln

Ile
110

Pro

15

Ser

Ala

Pro

Ile

Ser

95

Lys

Synthetic

Gly

Tyr

Pro

Ala

Ser

80

His

Lys Pro Gly Ala

15

Phe Thr Ser Tyr

30

Leu Glu Trp Met

45



Gly

Lys

65

Met

Ala

Val

Ala Tle Tyr Pro Gly Lys
50 55

Gly Arg Val Thr Met Thr
70

Glu Leu Ser Ser Leu Arg
85

Arg Ser Gly Lys Gly Tyr
100

Thr Val Ser Ser
115

<210> 184
<211> 114
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 184

Asp

1

Glu

Ser

Pro

Val

65

Thr

Gln

Ile

Ile Val Met Thr Gln Ser
5

Arg Ala Thr Ile Asn Cys
20

Asn Gln Lys Asn Tyr Leu
35

Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Ser Gly
70

Ile Ser Ser Leu Gln Ala
85

Tyr Tyr Ser Tyr Pro Leu
100

Lys

Ser

Arg

Ser

Phe

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Ser

Glu

Thr

Asp

Asp

Glu

Ala
105

Asp

Ser

25

Trp

Trp

Gly

Asp

Phe
105

Thr

Thr

Asp

90

Tyr

Ser

10

Ser

Tyr

Ala

Ser

val

90

Gly

Thr

Ser

75

Thr

Trp

Leu

Gln

Gln

Ser

Gly

75

Ala

Gln

Tyr

60

Thr

Ala

Gly

Ala

Ser

Gln

Thr

60

Thr

val

Gly

Asn

Ser

val

Gln

Gln

Thr

Tyr

Gly
110

Lys

Val

Tyr

95

Thr

Synthetic

Val

Leu

Lys

45

Arg

Asp

Tyr

Thr

Ser

Leu

30

Pro

Lys

Phe

Tyr

Lys
110

Leu

15

Tyr

Gly

Ser

Thr

Cys
95

Leu

Phe

Tyr

80

Cys

Leu

Gly

Ser

Gln

Gly

Leu

80

His

Glu



<210>
<211>
<212>
<213>

<220>

<221>
<223>

185
115
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 185
Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

Val

<210>
<211>
<212>
<213>

vVal

Met

Glu

50

Gly

Glu

Arg

Ser

<220>

<221>
<223>

Lys

His

35

Ile

Arg

Leu

Trp

Ser
115

186
112
PRT
Artificial Sequence

source
/note="Description of

Leu

val

20

Trp

His

Val

Ser

Thr
100

Val

5

Ser

vVal

Pro

Thr

Ser

85

Leu

polypeptide”

<400> 186
Asp Ile Val Met Thr Gln Thr

1

5

Gln

Cys

Arg

Asn

Met

70

Leu

Phe

Ser

Lys

Gln

Asn

55

Thr

Arg

Thr

Glu Pro Ala Ser Ile Ser Cys

20

Asn Gly Asn Thr Tyr Leu Glu

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Tyr

Artificial Sequence:

Ala

Ser

25

Pro

Ser

Asp

Glu

Trp
105

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

Val

Tyr

Gln

Asn

Ser

75

Thr

Gln

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Pro Leu Ser Leu Pro

10

Arg Ser Ser Gln Ser

25

Trp Tyr Leu Gln Lys

Synthetic

Lys

Phe

Leu

45

Asn

Ser

val

Thr

Pro

Asn

30

Glu

Glu

Thr

Tyr

Leu
110

Gly

15

Ser

Trp

Lys

Val

Tyr

95

Val

Synthetic

Ala

Tyr

Met

Phe

Tyr

80

Cys

Thr

Val Thr Pro Gly

15

Ile vVal His Ser

30

Pro Gly Gln Ser



Pro

Asp

Ser

Ser

35

Gln Leu Leu Ile Tyr Lys
50 55

Arg Phe Ser Gly Ser Gly
70

Arg Val Glu Ala Glu Asp
85

His Val Pro Pro Thr Phe
100

<210> 187
<211> 118
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 187

Gln

1

Thr

Gly

Trp

Leu

65

vVal

Cys

Leu

Val Thr Leu Lys Glu Ser
5

Leu Thr Leu Thr Cys Thr
20

Met Gly Val Ser Trp Ile

Leu Ala His Ile Phe Trp
50 55

Lys Ser Arg Leu Thr Ile
70

Leu Thr Met Thr Asn Met
85

Ala Thr Phe Tyr Gly Leu
100

Val Thr Val Ser Ser
115

<210> 188
<211> 114

40

Val

Ser

Val

Gly

Artificial Sequence:

Gly

Val

Arg

Asp

Ser

Asp

Tyr

Ser

Gly

Gly

Gly
105

Pro

Ser

25

Gln

Asp

Lys

Pro

Phe
105

Asn

Thr

Val

90

Gly

Val

10

Gly

Pro

Asp

Asp

val

90

Ala

Arg

Asp

75

Tyr

Thr

Leu

Phe

Pro

Lys

Thr

75

Asp

Tyr

Phe

60

Phe

Tyr

Lys

Val

Ser

Gly

Trp

60

Ser

Thr

Trp

45

Ser

Thr

Cys

Leu

Gly

Leu

Phe

Glu
110

Val

Lys

Gln

95

Ile

Synthetic

Lys

Leu

Lys

45

Tyr

Lys

Ala

Gly

Pro

Ser

30

Ala

Asn

Ser

Thr

Gln
110

Thr

15

Thr

Leu

Pro

Gln

Tyr

95

Gly

Pro

Ile

80

Gly

Lys

Glu

Ser

Glu

Ser

Val

80

Tyr

Thr



<212>
<213>

<220>

<221>
<223>

PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 188
Asp Ile Val

1

Glu

Ser

Pro

Pro

65

Ile

Tyr

Lys

<210>
<211>
<212>
<213>

Arg

Asn

Pro

50

Asp

Ser

Phe

Arg

<220>

<221>
<223>

Ala

Gln

35

Lys

Arg

Ser

Asn

189
116
PRT
Artificial Sequence

source
/note="Description of

Met

Thr

20

Lys

Leu

Phe

Leu

Tyr
100

Thr

5

Ile

Asn

Leu

Ser

Gln

85

Pro

polypeptide”

<400> 189
Gln Val Gln Leu Val Gln Ser

1

5

Gln

Asn

Tyr

Ile

Gly

70

Ala

Leu

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Ser Val Lys Val Ser Cys Lys

20

Trp Met Asp Trp Val Arg Gln

35

Artificial Sequence:

Pro

Glu

Ala

40

Trp

Gly

Asp

Phe

Artificial Sequence:

Asp

Ser

25

Trp

Ala

Ser

val

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gln

Leu

Gln

Gln

Thr

Thr

75

val

Gly

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Gly Ala Glu Val Lys

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Gln Arg

40

Synthetic

Val

Leu

Lys

45

Glu

Phe

Tyr

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Leu

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Synthetic

Gly

Asn

Gln

val

Thr

80

Gln

Ile

Lys Pro Gly Ala

15

Phe Ser Asp Ala

30

Leu Glu Trp Met

45



Gly Glu Ile Arg Ser Lys Pro
50 55
Ser Val Lys Gly Arg Val Thr
65 70
Ala Tyr Met Glu Leu Ser Ser
85
Tyr Cys Ala Arg Thr Gly Thr
100
Thr Val Ser Ser
115
<210> 190
<211> 111
<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 190

Glu

1

Glu

Gly

Arg

Arg

Ser

Glu

Ile Val Leu Thr Gln Ser
5

Arg Ala Thr Leu Ser Cys
20

Ile Ser Tyr Met His Trp
35

Leu Leu Ile Tyr Ala Ala
50 55

Phe Ser Gly Ser Gly Ser

Leu Glu Pro Glu Asp Phe
85

Asp Pro Pro Thr Phe Gly
100

<210> 191
<211> 114
<212> PRT
<213> Artificial Sequence

Asn

Ile

Leu

Ser

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gly

Asn

Thr

Arg

Tyr
105

Ala

Ala

25

Gln

Asn

Thr

Val

Gly
105

His

Arg

Ser

90

Trp

Thr

10

Ser

Gln

Val

Asp

Tyr

90

Thr

Ala

Asp

75

Glu

Gly

Leu

Gln

Lys

Gln

Phe

75

Tyr

Lys

Thr

60

Thr

Asp

Gln

Ser

Ser

Pro

Ser

60

Thr

Cys

Val

Tyr

Ser

Thr

Gly

Tyr

Ala

Ala

Thr
110

Ala

Ser

Val

95

Leu

Synthetic

Leu

val

Gly

45

Gly

Leu

Gln

Glu

Ser

Asp

30

Gln

Ile

Thr

Gln

Ile
110

Pro

15

Tyr

Ala

Pro

Ile

Ser

95

Lys

Glu

Thr

80

Tyr

Val

Gly

Asn

Pro

Ala

Ser

80

Ile



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 191

Glu Val Gln Leu Val Gln Ser
1 5

Ser Leu Lys Ile Ser Cys Lys
20

Trp Ile Asn Trp Val Arg Gln
35

Gly Arg Ile Tyr Pro Gly Glu

Glu Gly Gln Val Thr Ile Ser
65 70

Leu Gln Trp Ser Ser Leu Lys
85

Thr Arg Gly Leu Val Met Asp
100

Val Ser

<210> 192

<211> 111

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 192
Glu Ile Val Leu Thr Gln Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Gly Ile Ser Tyr Met His Trp
35

Arg Leu Leu Ile Tyr Ala Ala
50 55

Artificial Sequence:

Gly

Gly

Met

40

Gly

Ala

Ala

Tyr

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Ala

Ser

25

Pro

Asp

Asp

Ser

Trp
105

Ala

Ala

25

Gln

Asn

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Gly

Thr

10

Ser

Gln

Val

Val

Tyr

Lys

Asn

Ser

75

Thr

Gln

Leu

Gln

Lys

Gln

Lys

Ser

Gly

Tyr

60

Ile

Ala

Gly

Ser

Ser

Pro

Ser
60

Synthetic

Lys

Phe

Leu

45

Ser

Ser

Met

Thr

Pro

Thr

30

Glu

Gly

Thr

Tyr

Leu
110

Gly

15

Ser

Trp

Asn

Ala

Tyr

95

Val

Synthetic

Leu

Ser

Val Asp

Gly
45

Gly

30

Gln

Ile

Pro

15

Tyr

Ala

Pro

Glu

Ser

Met

Phe

Tyr

80

Cys

Thr

Gly

Asp

Pro

Ala



Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln
85 90

Glu Asp Pro Pro Thr Phe Gly Gly Gly Thr Lys Val Glu Ile
100 105 110

<210> 193

<211> 115

<212> PRT

<213> Artificial Sequence

<220>
<221> source

Ile

Ser
95

Lys

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 193
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro
1 5 10

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Asp
20 25 30

Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu
35 40 45

Gly Glu Ile His Pro Asn Asn Gly Ser Thr Asn Tyr Asn Glu
50 55 60

Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr
65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr
85 90

Ala Arg Trp Thr Leu Phe Thr Tyr Trp Gly Gln Gly Thr Leu
100 105 110

Val Ser Ser
115

<210> 194
<211> 115
<212> PRT
<213> Artificial Sequence

<220>
<221> source

Gly

15

Ser

Trp

Lys

Val

Tyr

95

Val

<223> /note="Description of Artificial Sequence: Synthetic

Ser
80

Ile

Ala

Tyr

Met

Phe

Tyr

80

Cys

Thr



polypeptide”

<400> 194
Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

Val

<210>
<211>
<212>
<213>

vVal

Met

Glu

50

Gly

Glu

Arg

Ser

<220>

<221>
<223>

Lys

His

35

Ile

Arg

Leu

Trp

Ser
115

195
115
PRT
Artificial Sequence

source
/note="Description of

Leu

val

20

Trp

His

vVal

Ser

Thr
100

Val

5

Ser

Val

Pro

Thr

Ser

85

Leu

polypeptide”

<400> 195
Gln Val Gln

1

Ser

Trp

Gly

Lys
65

val

Met

Glu

50

Gly

Lys

His

35

Ile

Arg

Leu

vVal

20

Trp

His

vVal

Val

5

Ser

Val

Pro

Thr

Gln

Cys

Arg

Asn

Met

70

Leu

Phe

Gln

Cys

Arg

Asn

Met
70

Ser

Lys

Gln

Asn

55

Thr

Arg

Thr

Ser

Lys

Gln

Asn

55

Thr

Gly

Ala

Ala

40

Gly

Arg

Ser

Tyr

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ala

Ser

25

Pro

Ser

Asp

Glu

Trp
105

Ala

Ser

25

Pro

Ser

Asp

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

Glu

10

Gly

Gly

Thr

Thr

Val

Tyr

Gln

Asn

Ser

75

Thr

Gln

Val

Tyr

Gln

Asn

Ser
75

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Lys

Thr

Gly

Tyr

60

Thr

Lys

Phe

Leu

45

Asn

Ser

Vval

Thr

Pro

Thr

30

Glu

Glu

Thr

Tyr

Leu
110

Gly

15

Ser

Trp

Lys

val

Tyr

95

Val

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Pro

Asn

30

Glu

Glu

Thr

Gly

15

Tyr

Trp

Lys

val

Ala

Tyr

Met

Phe

Tyr

80

Cys

Thr

Ala

Tyr

Met

Phe

Tyr
80



Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Trp Thr Leu Phe Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr

Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

196
115
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

<400> 196
Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

vVal

<210>
<211>
<212>
<213>

vVal

Met

Glu

50

Gly

Glu

Arg

Ser

<220>

<221>

Lys

His

35

Ile

Arg

Leu

Trp

Ser
115

197
115
PRT
Artificial Sequence

source

Leu

vVal

20

Trp

His

vVal

Ser

Thr
100

vVal

5

Ser

Val

Pro

Thr

Ser
85

Leu

Gln

Cys

Arg

Asn

Met

70

Leu

Phe

Ser

Lys

Gln

Asp

55

Thr

Arg

Thr

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Tyr

105

Ala

Ser

25

Pro

Ser

Asp

Glu

Trp
105

Glu

10

Gly

Gly

Thr

Thr

Asp

Gly

val

Tyr

Gln

Asn

Ser

75

Thr

Gln

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

110

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Thr

Pro

Asn

30

Glu

Glu

Thr

Tyr

Leu
110

Gly

15

Ser

Trp

Lys

val

Tyr

95

Val

Ala

Tyr

Met

Phe

Tyr

80

Cys

Thr



<223> /note="Description of
polypeptide”

<400> 197
Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

vVal

<210>
<211>
<212>
<213>

Val

Met

Glu

50

Gly

Glu

Arg

Ser

<220>

<221>
<223>

Lys

His

35

Ile

Arg

Leu

Trp

Ser
115

198
115
PRT
Artificial Sequence

source
/note="Description of

Leu

Val

20

Trp

His

vVal

Ser

Thr
100

vVal

5

Ser

Val

Pro

Thr

Ser

85

Leu

polypeptide”

<400> 198
Gln Val Gln

1

Ser

Trp

Gly

Lys

Val

Met

Glu

50

Gly

Lys

His

35

Ile

Arg

Leu

Val

20

Trp

His

Val

vVal

5

Ser

Val

Pro

Thr

Gln

Cys

Arg

Asn

Met

70

Leu

Phe

Gln

Cys

Arg

Asn

Met

Ser

Lys

Gln

Gly

Thr

Arg

Thr

Ser

Lys

Gln

Ser

55

Thr

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Tyr

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ala

Ser

25

Pro

Ser

Asp

Glu

Trp
105

Ala

Ser

25

Pro

Ser

Asp

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

Glu

10

Gly

Gly

Thr

Thr

val

Tyr

Gln

Asn

Ser

75

Thr

Gln

val

Tyr

Gln

Asn

Ser

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Lys

Thr

Gly

Tyr

60

Thr

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Val

Thr

Pro

Asn

30

Glu

Glu

Thr

Tyr

Leu
110

Gly

15

Ser

Trp

Lys

Val

Tyr

95

Val

Synthetic

Lys

Phe

Leu

45

Asn

Ser

Pro

Asn

30

Glu

Glu

Thr

Gly

Ser

Trp

Lys

Val

Ala

Tyr

Met

Phe

Tyr

80

Cys

Thr

Ala

Tyr

Met

Phe

Tyr



65

70

75

80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Trp Thr Leu Phe Thr Tyr Trp Gly Gln Gly Thr Leu Val Thr

Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

199
116
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide"

<400> 199
Glu Val Gln

1

Ser

Trp

Gly

Ser

65

Leu

Tyr

Thr

Leu

Met

Glu

50

Val

Tyr

Cys

Val

Arg

Asp

Ile

Lys

Leu

Ala

Ser
115

<210> 200

<400> 200

000

Leu

Leu

20

Trp

Arg

Gly

Gln

Arg

100

Ser

Val

5

Ser

Val

Ser

Arg

Met

85

Thr

Glu

Cys

Arg

Lys

Phe

70

Asn

Gly

Ser

Ala

Gln

Pro

55

Thr

Ser

Thr

Artificial Sequence:

Gly

Ala

Ala

40

Asn

Ile

Leu

Ser

105

Gly

Ser

25

Pro

Asn

Ser

Lys

Tyr
105

Gly

10

Gly

Gly

His

Arg

Thr

90

Trp

Leu

Phe

Lys

Ala

Asp

75

Glu

Gly

Val

Thr

Gly

Thr

60

Asp

Asp

Gln

110

Synthetic

Gln

Phe

Leu

45

Tyr

Ser

Thr

Gly

Pro

Ser

30

Glu

Tyr

Lys

Ala

Thr
110

Gly

15

Asp

Trp

Ala

Asn

Val

95

Leu

Gly

Ala

Val

Glu

Ser

80

Tyr

val



<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

201

201

202

202

203

203

204

204

205

205

206

206

207

207

208

208

209

209

210

210

211

211



<210> 212
<400> 212
000
<210> 213
<400> 213
000
<210> 214
<400> 214
000
<210> 215
<400> 215
000
<210> 216
<400> 216
000
<210> 217
<400> 217
000
<210> 218
<400> 218
000
<210> 219
<400> 219

000

<210> 220
<211> 322
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 220
caaattgttc tcacccagtc tccagcactc atgtctgcat ctccagggga aaaggtctcc 60

ctgacctgca gtgccaactc aactgtaagt ttcatgtact ggtaccagca gaagccaaga 120



tcctccececca caccctggat ttatctcaca tccaacctgg cttctggagt ccctgectege

ttcagtggca gtgggtctgg gacctcttac tctcttacaa tcagcagcat ggaggctgaa

gatgctgcca cttattactg ccagcagtgg agtagtaact cacccatcac gttcggtgct

gggaccaagc

<210>
<211>
<212>
<213>

221
354
DNA

<220>
<221>
<223>

tggagctgaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 221
tctgatgtgce

gtcacctgca
cagtttccag
tacaacccat
ttcctgcagt
aactgggact
<210>
<211>

<212>
<213>

222
337
DNA

<220>
<221>
<223>

agcttcagga
ctgtcactgg
gaaacaaact
ctctcaagag
tgaattctgt

actttgacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 222
gacattgtga

atgagctgca
tggtaccagc
gaatctgggg
atcagcagtg
cggacgttcg
<210> 223

<211> 351
<212> DNA

tgtcacagtc
agtccagtca
agaaaccagg
tccctgaccg
tgcaggctga

gtggaggcac

ac

Artificial Sequence

ctcaggacct
ctactccatc
ggagtggatg
tcgaatctct
gactactgag

ctggggccaa

Artificial Sequence

tccatcctcc
gagcctttta
gcagtctcct
cttcacaggc
agacctggcc

caagctggaa

<213> Artificial Sequence

<220>

ggcctggtga
acctggggtt
ggtaacatac
atcactcgag
gacacagcca

ggcaccactc

ctggctgtgt
tatagtagca
aaactgttaa
agtggatcag
gtttattact

atcaaac

aaccttctca
attactggaa
acaacagtgg
acacatccaa
catattactg

tcacagtctc

cagttggaga
atcaaaagag
tctactgggce
ggacagattt

gcaagcaatc

gtctctgtce
ctggatccgg
tggcactaac
gaaccagttc
tgcaaccaca

ctca

gaaggtcact
ctacttggcc
atccactagg
cactctcacc

ttataatctt

180

240

300

322

60

120

180

240

300

354

60

120

180

240

300

337



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 223
caggttcagc

tcctgcaagg
cctgaacagg
aatgaggagt
atgcagctca
agtaactact
<210>
<211>

<212>
<213>

224
333
DNA

<220>
<221>
<223>

tgcagcagtc
tttctggcta
gcctggaatg
tcaagggcaa
acagcctgac

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 224
gacattgtga

atgagctgca
tggtaccagc
gaatctgggg
atcagcagtg
ccgtacacgt
<210>
<211>

<212>
<213>

225
357
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccectgatceg
tgaaggctga

tcggaggggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 225
caggtccaac

tcctgcaagg
cctggacaag
aatccaaaat
atgcagctca

acccctggta

tgcagcaacc
cttctggcta
gccttgagtg
tcaagggcaa
gcagcctgac

aaccccttgt

tgacgctgag
caccttcact
gattggatat
ggccacattg

atctgaggac

gggccaaggc

Artificial Sequence

tccatcctcce
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

gaccaagctg

Artificial Sequence

tggggctgaa

cacctttacc
gatcggagca
ggccacattg
atctgaggac

ttactggggce

ttggtgaaac
gaccatacta
atttatccta
actgcagaca
tctgcagtct

accactctca

ctagctgtgt
tatagtagca
aaactgctga
agtggatctg
gtttatttct

aaa

attgtgaggc
gactattgga
attgatcctt
actgtagaca
tctgcggtcet

caagggactc

ctggagcttc
ttcactggat
gagatggtag
aatcctccag
atttctgtgce

cagtctcctc

cagttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcagcaata

ctggggcttce
tgaactgggt
ctgatagtta
cctcctecag
atttctgtgce

tggtcactgt

agtgaagata
gaagcagagg
tactaagtac
cacagcctac
aagatcatat

a

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttataactat

agtgaagctg
aaaacagagg
tactagctac
ctcagcctac
aagaagagga

ctctgca

60

120

180

240

300

351

60

120

180

240

300

333

60

120

180

240

300

357



<210>
<211>
<212>
<213>

226
322
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 226
gacatccaga

atcacatgtc
ggaaaatctc
cggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

227
348
DNA

<220>
<221>
<223>

tgactcagtc
gagcaagtgc
ctcagctcct
gcagtggatc
ggaattacta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 227
gaggtccagc

tcctgcaagg
caaggaaaga
aaccagaagt

atggagctcc

aaggggtttg

<210>
<211>
<212>
<213>

228
334
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gcctagagtg
tcagaggcaa
gcagcctgac

actactgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 228

Artificial Sequence

tccagectcce
gaatattaac
ggtctatgct
aggcacacag
ctgtcaacat

ac

Artificial Sequence

tggacctgag
cacattcact
gataggagaa
ggccacgttg
atctgaggac

ccaaggcacc

Artificial Sequence

ctatctgtat
agtaatttag
gcaacaaact
tattccctca

ttttggggta

ctaatgaagc
gactacaaca
attaatccta
actgtagaca
tctgcagtct

actctcacag

ctgtgggaga
tatggtatca
tagcggatgg
agatcaacag

ctccteggac

ctggggcttc
tgtactgggt
acaatggtgg
agtcctccag
attactgtgc

tctecctca

aactgtcacc
gcagaaacag
tgtgccatca

cctgcagtct

gttcggtgga

agtgaagatg
gaagcagaac
tactgcctac
cacagcctac

aagatatgat

gacattgtgg tcacccaatc tccagcttct ttggctgtgt ctctggggca gagagccacc

atctcctgca gagccagtga aagtgttgaa tattatggca caagtttaat gcagtggttc

60

120

180

240

300

322

60

120

180

240

300

348

60

120



caacagaaac
ggggtccctg
cctgtggagg
acgttcggtg
<210>
<211>

<212>
<213>

229
360
DNA

<220>
<221>
<223>

caggacagcc
ccaggtttag
aggatgatat

gaggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 229
caggttactc

acttgttctt
cagccttcag
tataacccag
ttcctcaaga
cggcaatatt
<210>
<211>

<212>
<213>

230
337
DNA

<220>
<221>
<223>

tgaaagagtc
tctctgggtt
ggaggggtct
ccctgaaaag
tcgccagtgt

actatgctat

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 230
gacattgtga

atgagctgca
tggtaccagc
gaatctgggg
atcagcagtg
ccgacgttcg
<210> 231

<211> 354
<212> DNA

tgtcacagtc
agtccagtca
agaaaccagg
tccctgatceg
tgaaggctga

gtggaggcac

acccaaactc
tggcagtggg
tgcaatgtat

gctggaaatc

Artificial Sequence

tggccctggg

ttcactgaac
ggaatggctg
ccggctcaca
ggtcactgca

ggactactgg

Artificial Sequence

tccatcctcc
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

caagctggaa

<213> Artificial Sequence

<220>

ctcatctatg ctgcatccaa cgtagaatct

tctgggacag acttcagcct caacatccat

ttctgtcagc aagataggaa ggttccttgg

aaac

atattgcagc
acatctggta
gcccccattt
atctccaagg
gatactgcca

ggtcaaggaa

ctagctgtgt
tatagtagca
aaactgctga
agtggatctg
gtttattact

atcaaac

cctcccagac
tgagtgtagg
ggtggaatgg
atacctccaa
catacttctg

cctcagtcac

cagttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcagcaata

cctcagtcta
ctgggttcgt
tgataagtac
caaccaggtt
tgctcgaata

cgtctcecteca

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttatagctat

180

240

300

334

60

120

180

240

300

360

60

120

180

240

300

337



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 231
caggtccaac

tcctgcaagg
cctggacaag
aatgagaagt
atgcaactca
acgggctata
<210>
<211>

<212>
<213>

232
322
DNA

<220>
<221>
<223>

tgcagcagcc
cttctggcta
gccttgagtg
tcaagaacaa
gcagcctgac

ctatggacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 232
gacatcaaga

atcacttgca
gggaaatctc
aggttcagtg
gaagatatgg
ggcaccaagc
<210>
<211>

<212>
<213>

233
348
DNA

<220>
<221>
<223>

tgacccagtc
aggcgagtca
ctaagaccct
gcagtggatc
gaatttatta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 233
cagatccagt

tcctgcaagg
ccaggaaagg
tcagaagact

ttgcagatca

ggctggtttg

tggtgcagtc
cttctggtta
gtttaaagtg
tcaagggacg
acaacctcaa

cttattgggg

tggggctgag
caccttcccc
gattggagtg
ggccacactg
atctgaggac

ctggggtcaa

Artificial Sequence

tccatcttcce
ggacattaat
gatctatcgt
tgggcaagat
ttgtctacag

ac

Artificial Sequence

tggacctgag
taccttcaca
gctgggctgg
gtttgccttce
aaatgaagac

ccaagggact

cttgtgaagc
agctactgga
attaatccta
actgtagaca
tctgcggtcet

ggaacctcag

atgtatgcct
agctatttaa
gcaaacagat
tattctctca

tatgatgact

ctgaagaagc
gactattcaa
ataaacactg
tctttggaaa
acggctactt

ctggtcactg

ctggggcttce
tacactgtgt
gcaacggtcg
aatcctccag
attactgtgt

tcaccgtctce

ctctaggaga
cctggttcca
tgatagatgg
ccatcagcag

ttccgtggac

ctggagagac
tgcactgggt
agactggcga
cctctgccag
atttctgtgt

tctctgca

agtgaagctg
gaagcagagg
tactaactac
cacagcctac

¢agggggggyg

ctca

gagagtcact
gcagaaacca
ggtcccatca

cctggattat

gttcggtgga

agtcaagatc
gaagcaggct
gccaacatat
cactgcctat

taaaaataag

60

120

180

240

300

354

60

120

180

240

300

322

60

120

180

240

300

348



<210>
<211>
<212>
<213>

234
338
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 234
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
tacacgttcg
<210>
<211>

<212>
<213>

235
342
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
agccaggcca
cagacaggtt
aggctgagga

gaggggggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 235
caggttcacc

tcctgcaagg
cctggacatg
aatgagaagt
atacaattaa
gcggcttact
<210>
<211>

<212>
<213>

236
341
DNA

<220>
<221>
<223>

tgcagcagtc
ctactggcta
gccttgagtg
tcaagggcaa
gcagcctgac

ggggccaagg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 236

Artificial Sequence

tccactctcce
gagccttgta
gtctccaaaa
cagtggcagt
tctgggactt

caagctggac

Artificial Sequence

tggaactgaa
cacattcagt
gattggagag
ggccacaatc
atctgaggac

gactctggtc

Artificial Sequence

ctgcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgect

ataaaacg

gtgatgaagc
agctactgga
attttgcctg
actgcagata
tctgccgtcet

actgtctctg

gtcttggaga
gagacaccta
acaaagtttc
cagatttcac

ctcaaagtac

ctggggcctce
tagagtggat
gaagtggtaa
catcctccaa
attactgtgc

ca

tcaagcctcce
tttacattgg
caaccgattt
actcaagatc

acttattccg

agtgaagata
aaagcagagg
tactaacaac

tatagcctac

gggaggcccg

gacattgtga tgtcacagtc tccatcctcc ctagctgtgt cagttggaga gaaggttact

atgagctgca agtccagtca gagcctttta tatagtagca atcaaaagaa ctacttggcc

60

120

180

240

300

338

60

120

180

240

300

342

60

120



tggtaccagc
gaatctgggg
atcagcagtg
ccgtacacgt
<210>
<211>

<212>
<213>

237
339
DNA

<220>
<221>
<223>

agaaaccagg
tccectgatceg
tgaagactga

tcggaggggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 237
gaggttcagc

tcctgcacag
cctgaacagg
gacccgaagt
ctgcagctca
gtttactggg
<210>
<211>

<212>
<213>

238
325
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggctt
gcctggagtg
tccagggcaa
gcagcctgac

gccaagggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 238
gaaaatgtgc

atgacctgca
tcaggtgcct
gctcgcttca
gctgaagatg
tcggggacaa
<210> 239

<211> 366
<212> DNA

tcacccagtc
gggccagctc
cccccaaact
gtggcagtgg
ctgccactta

agttggtaat

gcagtctcct
cttcacaggc
agacctggca

gaccaagctg

Artificial Sequence

tggggcagaa

caacattaaa
gattggaagg
ggccactata
atctgaggac

tctggtcact

Artificial Sequence

tccagcaatc
aagtgtaagt
ctggatttat
gtctgggacc
ttactgccag

aaaac

<213> Artificial Sequence

<220>

aaactgctga
agtggatctg
ctttattact

gaaataaaac

cttgtgaagc
gacacctata
attgatcctg
acagcagaca
actgccgtcect

gtctctgca

atgtctgcat
tccagttact
agcacatcca
tcttactctc

cagtacagtg

tttactgggce
ggacagattt

gtcagcaata

g

caggggcctce
tgcactgggt
cgaatgttaa
catcctccaa

attactgtgt

ctccagggga
tgcactggta
acttggcttce
tcacaatcag

attacccatt

atccactagg
cactctcacc

ttattggttt

agtcaagttg
gaagcagagg
tactaaatat

cacagcctac

tagggggaat

aaaggtcacc
ccagcagaag
tggagtccct
cagtgtggag

cacgttecgge

180

240

300

341

60

120

180

240

300

339

60

120

180

240

300

325



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 239
gaggtccagc

tcctgcaagg
catggacaga
aaccggaagt
atggagctcc
aggtacgacg
tcctca
<210>

<211>

<212>
<213>

240
338
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggata
gccttgagtg
tcaaggacaa
ggagcctgac

ggtttcgtta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 240
gatgttttga

atctcttgca
ttcctgcaga
tctggggtcc
agcagagtgg
tacacgttcg
<210>
<211>

<212>
<213>

241
354
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
aaccaggcca
cagacaggtt
aggctgagga

gaggggggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 241
gaggtccagc

tcctgtaagg
catggaaaga
aaccagatgt

atggagctca

tgcaacagtc
cttctggata
gccttgagtg
tcaagggcaa

acagcctgac

tggacctgag
cacattcact
gattggagag
ggccacattg
atctgaggac

tgctatagac

Artificial Sequence

tccactctcce
gagcattgtc
gtctccaaag
cagtggcagt
tctgggagtt

caagctggaa

Artificial Sequence

tggacctgtg
cacaatcact
gattggagtt
ggccacattg

atctgaggac

ctggtgaaac
gactactaca
gttattcctt
actgtagaca
tctgcaatct

tactggggtc

ctgcctgtca
catagtaatg
ctcctgatct
ggatcaggga
tattactgct

ataaaacg

ctggtgaagc
gactacaata
attaatcctt
actgttgaca

tctgcagtct

ctggggcttt
tgcactgggt
acaatgatga
aatcctctag
attattgtgc

aaggaacctc

gtcttggaga
gaaacaccta
acaaagtttc
cagatttcac

ttcaaggttc

ctggggcttce
tgaactgggt
acaacggtaa
agtcctccag

attactgtac

agtgatgatg
gaagcagagc
aactttctac
tacagcctac
aagaagacat

agtcaccgtc

tcaagcctcce
tttagagtgg
caaccgattt
actcaagatc

acatgttccg

agtgaagatg
gaagcagagc
tactagatat

cacagcctac

aagatggggt

60

120

180

240

300

360

366

60

120

180

240

300

338

60

120

180

240

300



actacggtgg taggtgcgaa ctggggccaa ggcaccactc tcacagtctc ctca

<210>
<211>
<212>
<213>

242
319
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 242
caaattgttc

atgacctgca
tcctececcecca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

243
366
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaccctggat
gtgggtctgg
cttactactg

agctgaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 243
gacgtgaagc

tcctgtgcag
ccggagaaga
ccagacagtg
ctgcaaatga
tactacggta
tctgca
<210>

<211>

<212>
<213>

244
319
DNA

<220>
<221>
<223>

tcgtggagtc
cctctggatt
ggctggagtg
tgaagggtcg
gcagtttgaa

gtagttacgt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

Artificial Sequence

tccagcactc
aagtgtaaat
ttatctcaca
gacctcttac

ccagcagtgg

Artificial Sequence

tgggggaggc

cactttcagt
ggtcgcaacc
attcaccatc
gtctgaggac

tatgtttget

Artificial Sequence

atgtctgcat
tacatgtact
tccaacctgg
tctctcacaa

agtaataacc

ttagtgaagc
agctatgcca
attactagtg
tccagagaca
acggccatgt

tattggggcc

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

ttggagggtc
tgtcttgggt
gtggtggtaa
atgccaagaa
attactgtgc

aagggactct

gaaggtcacc
gaagccaaga
ccctgttcge
ggaggctgaa

cggttctggg

cctgaaactc
tcgccagact
cacctactat
caccctgtac
aagaagggat

ggtcactgtc

354

60

120

180

240

300

319

60

120

180

240

300

360

366



<400> 244
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

245
360
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

agctgaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 245
gaggtccagc

tcctgcaagg
caaggaaaga
aaccagaagt
atggagctcc
agttactata
<210>
<211>

<212>
<213>

246
322
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gcctagagtg
tcaaaggcaa
gcagcctgac

gttacgagtt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 246
gacatccaga

attacttgca
ggaaatgctc
agattcagtg
gaagatgttg
gggaccaagc

<210> 247
<211> 369

tgacacaatc
aggcaagtga
ctaggctctt
gcagtggatc
ctacttatta

tggagctgaa

tccagcaatc
aagtgtaagt
ttatgacaca
gacctcttac

ccagcagtgg

Artificial Sequence

tggacctgag
cacattcact
gataggagaa
ggccacattg
atctgaggac

tgcttactgg

Artificial Sequence

ttcatcctac
ccacattaat
aatatctggt
tggaaaggat
ctgtcaacag

ac

atgtctgcat
tacatgcact
tccaaactgc
tctctcacaa

agtagtaccc

gtaatgaagc
gactacaaca
attaatccta
actgtacaca

tctgcagtct

ggccaaggga

ttgtctgtat
aattggttag
gcaaccagtt
tacactctca

tattggagta

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

ctggggcttc
tgcactgggt
acattggtgg
agtcctccag
attactgtgc

ctctggtcac

ctctaggagg
cctggtatca
tggaaactgg
gcattaccag

ttccgctcac

gaaggtcacc
gaagtcaggc
ccctgcectecge
ggaggctgaa

cggtgctggg

agtgaagatg
gaagcagaac
tactggctac
cacagcctac
aagaacctat

tgtctctgca

cagagtcacc
gcagaaacca
ggttccttca

tcttcagact

gttcggtgcg

60

120

180

240

300

319

60

120

180

240

300

360

60

120

180

240

300

322



<212>
<213>

DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 247
caggttactc

acttgttctt
cagccttcag
tataatccat
ttcctcaaga

ggaaggacag

gtctctgca

<210>
<211>
<212>
<213>

248
327
DNA

<220>
<221>
<223>

tgaaagagtc
tctctgggtt
gaaagggtct
ccctgaagag
tcaccagtgt

ctcgggctac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 248
gacattgtgc

atctcttgca
caacagaaac
gggatcccag
cctgtggagg
acgttcggtg
<210>
<211>

<212>
<213>

249
366
DNA

<220>
<221>
<223>

tgacccaatc
agcccagcca
caggccagcc
ccaggtttag
aggaggatgc

gaggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 249

Artificial Sequence

tggccctggg
ttcactgagc
agagtggctg
ccggctcaca

ggacactgca

gagagggttt

Artificial Sequence

tccagcttct
aagtgttgat
acccaaactc
tggcagtggg
tgcaacctat

gctgaaa

Artificial Sequence

atattgcagce
acttctacta
gcagacattt
atctccaagg
gatactgcca

gcttactggg

ttggctgtgt
tatgatggtg
ctcatttatg
tctgggacag

tactgtcacc

cctcceccagac
tgggtgtagg
ggtgggatga
atacctccag
cttactactg

gccacgggac

ctctagggca
atagttatat
ctgcatccaa
acttcaccct

aaattaatga

cctcagtctg
ctggattcgt
cagtaagtac
caaccaggta
tgcgcgaaag

tctggtcact

gagggccgcece
gaactggtac
tctagaatct
caacatccat

cgatccgtgg

tctgatgtgec agcttcagga gtcaggacct ggcctggtga aaccttctca gtctctgtct

gtcacctgca ctgtcactgg ctactccatc accagtagtt atacctggaa ctggatccgg

cagtttccag gaaacaaact ggagtggatg ggctacatac attacagtgg tagcactaac

60

120

180

240

300

360

369

60

120

180

240

300

327

60

120

180



tacaacccat ctctcagaag tcgaatctct attactcgag acacgtccaa gaaccagttc

ttcctgcagt tgaattctgt gactactgag gacacagcca catattactg tgcaagatcc

cgttattact acgatgctta cgggtttgct tactggggcc aagggactct ggtcactgtc

tctgca

<210>
<211>
<212>
<213>

250
337
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 250
gatgttgtgt

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
ttcacgttcg
<210>
<211>

<212>
<213>

251
363
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
aaccaggcca
cagacaggtt
aggctgagga

gctcggggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 251
cagatccaga

tcctgcaagg
ccaggaaagg
gctgatgact
ttgcagatca
tacggtagta
tca

<210> 252

<211> 337
<212> DNA

tgatgcagtc
cttctgggta
gtttaaagtg
tcaagggacg
acaacctcaa

gctacgatgc

Artificial Sequence

tccactctcce
gagcattgta
gtcgctaaag
cagtggcagt
tatgggagtt

aaagttggaa

Artificial Sequence

tggacctgag
ttccttcaca
gatgggctgg
gtttgccttce
aaatgaggac

tttggactac

<213> Artificial Sequence

ctgcctgtca
cacattaata
ctcctgatat
ggatcaggga
tattactgct

ataaaac

ctgaagaagc
aactatggaa
ataaacacct
tctttggaaa

atggctacat

tggggtcaag

gtcttggaga
gacacaccta
atggggtttc
cagatttcac

ttcaaggtac

ctggagagac
tgaactgggt
acactggaga
cctctgccag
atttctgtac

gaacctcagt

tcaagcctcce
cttaggatgg
caaccgattt
actcaagatc

acatgttcca

agtcaagatc
gaagcaggct
gccaacatat
cactgcctat
aagaggttac

caccgtctcece

240

300

360

366

60

120

180

240

300

337

60

120

180

240

300

360

363



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 252
gacattgtga

atgagctgca
tggtaccagc
gaatctgggg
atcagcagtg
cggacgttcg
<210>
<211>

<212>
<213>

253
351
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccctgaccg
tgcaggctga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 253
caggttcagc

tcctgcaagg
cctgaacagg
aatgaggagt
atgcagctca
agtaactact
<210>
<211>

<212>
<213>

254
337
DNA

<220>
<221>
<223>

tgcagcagtc
tttctggcta
gcctggaatg
tcaagggcaa
acagcctgac

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 254
gatgttgtga

atctcttgca
ttgttacaga

tctggagtcc

agcagagtgg

tgacccagac
agtcaagtca
ggccaggcca

ctgacaggtt

aggctgagga

tccatecctcce
gagcctttta
gcagtctcct
cttcacaggc
agacctggcc

caagctggaa

Artificial Sequence

tgacgctgag
caccttcact
gattggatat
ggccacattg

atctgaggac

gggccaaggc

Artificial Sequence

tccactcact
gagcctctta
gtctccaaag
cacgggcagt

tttgggagtt

ctggctgtgt
tatagtagca
aaactgttaa
agtggatcag
gtttattact

atcaaac

ttggtgaaac
gaccatacta
atttatccta
actgcagaca
tctgcagtct

accactctca

ttgtcggtta
gaaagtgatg
cgcctaatct

ggatcaggga

tattattgct

cagttggaga
atcaaaagag
tctactgggce
ggacagattt

gcaagcaatc

ctggagcttc
ttcactggat
gagatggtag
aatcctccag
atttctgtgce

cagtctcctc

ccattggaca
gaaagacata
atctggtgtc
cagatttcac

ggcaaggtat

gaaggtcact
ctacttggcc
atccactagg
cactctcacc

ttataatctt

agtgaagata
gaagcagagg
tactaagtac
cacagcctac
aagatcatat

a

accagcctcc
tttgaattgg
taaactggac
actgaaaatc

acaacatcct

60

120

180

240

300

337

60

120

180

240

300

351

60

120

180

240

300



cggacgttcg gtggaggcac caagctggaa atcaaac

<210>
<211>
<212>
<213>

255
339
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 255
caggttcaac

tcctgcaagg
cctgtgcatg
aatcagaagt
atggagctcc
tcttactggg
<210>
<211>

<212>
<213>

256
322
DNA

<220>
<221>
<223>

tgcagcagtc
cttcgggcta
gcctggaatg
tcaagggcaa
gcagcctgac

gcccagggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 256
gacatcttgc

ttctcctgeca
aatggttctc
aggtttagtg
gaagatattg
gggaccaagc
<210>
<211>

<212>
<213>

257
351
DNA

<220>
<221>
<223>

tgactcagtc
gggccagtca
caagacttct
gcagtgggtc
cagattatta

tggagctgaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 257

Artificial Sequence

tggggctgag
cacatttact
gattggaggt
ggccacactg
atctgaggac

tctggtcact

Artificial Sequence

tccagccatc
gagcattggc
cataaagtat
agggacagat
ctgtcaacaa

ac

Artificial Sequence

ctggtgaggc
gactatgaaa
attgatcctg
actgcagaca
tctgccgtcet

gtctctgca

ctgtctgtga
acaagcatac
gcttctgagt
tttactcttc

agtaatagct

ctggggcttce
tgcactgggt
aaactggtgg
aatcctccag

acttctgtac

gtccaggaga
actggtatca
ctatctctgg
gcatcaacag

ggccactcac

agtgacgctg
gaagcagaca
tactgcctac
cacagcctac

aagatggttt

aggagtcagt
gcaaagaaca
gatcccttet
tctggagtct

gttcggtgcet

caggtccacc tgccgcagtc tagacctgaa ctggtgaagc ctggagcttc agtgaagata

337

60

120

180

240

300

339

60

120

180

240

300

322

60



tcctgcaagg
cctggacagg
aatcagaagt
atgcatctca
gtacggtact
<210>
<211>

<212>
<213>

258
325
DNA

<220>
<221>
<223>

cttctggcta
gcctagagtg
ttaagggcaa
gtagcctgac

tcgatgtctg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 258
gacattgtga

atcacctgca
gggcaatctc
cgcttcacag
gaagacttgg
gggacaaagc
<210>
<211>

<212>
<213>

259
348
DNA

<220>
<221>
<223>

tgacccagtc
aggccagtca
ctaaactact
gcagtggatc
cagattattt

tggaaataaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 259
gaggtccagc

tcctgcaagg
caaggaaaga
aaccagaagt
atggagctcc
ccggectttg
<210> 260

<211> 325
<212> DNA

tgcaacagtc
cttctggata
gcctagagtg
tcaaaggcaa
gcagcctgac

actactgggg

cggcttcaca
gattggatat
ggcctcactg

atctgaggac

gggcgcaggg

Artificial Sequence

tcacaaattc
ggatgtgggt
gatttactgg
tgggacagat
ctgtcagcaa

acgsc

Artificial Sequence

tggacctgag
cacattcact
gattggagaa
ggccacattg
atctgaggac

ccaaggcacc

<213> Artificial Sequence

cgcagctata
atttcttctg
actgcagaca
tctgcgatct

accacggtca

atgtccacat
actgatgtag
gcatccaccc
ttcactctca

tatagcagct

ctaatgaagc
gactacaaca
attaatcctc
actgtagaca
tctgcagtcect

actctcacag

tacactgggt
gaagtggtgg
atccctccag
atttctgtgce

ccgtctecte

cagtaggaga
cctggtatca
ggcacactgg
ccattagcaa

atccgtacac

ctggggcttc
tgcactgggt
acaatggtgg
agtcctccag
attactgtgce

tctcctca

gaagcagagg
tactacctac
cactgcctac

aagagggggyg

a

cagggtcagc
acagaaacca
agtccctgat
tgtgcagtct

gttcggaggg

agtgaagatg
gaagcagaac
tactggctac
cacatcctac

aggcggttac

120

180

240

300

351

60

120

180

240

300

325

60

120

180

240

300

348



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 260
gaaaatgtgc

atgacctgca
tcaggtgcct
gctcgcttca
gctgaagatg
gctgggacca
<210>
<211>

<212>
<213>

261
372
DNA

<220>
<221>
<223>

tcacccagtc
gggccagctc
cccccaaact
gtggcagtgc
ctgccactta

agctggagct

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 261
gaagtgaagc

tcctgcacag
ccagaaaagg
ctggactcct
ctgcaaatga
tattacggta
accgtctcct
<210>
<211>

<212>
<213>

262
322
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
gtctagaatg
tgaagagccg
gcagtctgaa
gtagcccaag

ca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 262
gacatccaga

atgacatgtc
ggaaaatctc

aggttcagtg

tgactcagtc
gagcaagtgg
ctcagctcct

gcagtggatc

tccagcaatc
aagtgtaatt
ctggatttat
gtctgggacc
ttactgccag

gaaac

Artificial Sequence

tgagggaggc
cactttcagt
ggttgcaaac
tttcatcatc
gtctgaggac

ctactggtac

Artificial Sequence

tccagcctcce
gaatattcac
ggtctataat

aggaacacaa

gtgtctgcat
tccagttact
agcacatcca
tcttactctce

cagtacagtg

ttagtgcagc
gactattaca
attaattatg
tcgagagaca
acagccacgt

ttcgatgtct

ctatctgcat
aattatttag
gcaaaaacct

tattctctca

ctccagggga
tgcactggta
acttggcttc
tcacaatcag

gttacccgct

ctggaagttc
tggcttgggt
atggtagtag
atgcaaagaa

attactgtgce

ggggcgcagg

ctgtgggaga
tatggtatca
tagcagatgg

agatcaacag

aaaggtcacc
ccagcagaag
tggagtccct
cagtgtggag

cacgttcggt

catgaaactc
ccgccaggtt
cacttactat
cattctatac
aagagatgat

gaccacggtc

aactgtcacc
gcagaaacag
tgtgccatca

cctgcagcct

60

120

180

240

300

325

60

120

180

240

300

360

372

60

120

180

240



gaagattttg ggagttatta ctgtcaacat ttttggagta ctcctccgac gttcggtgga

ggcaccaagc tggaaatcaa ac

<210>
<211>
<212>
<213>

263
357
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 263
gaagtgaaac

tcctgtgttg
ccagagaagg
cattatgcgg
gtcttcctge
cactattact
<210>
<211>

<212>
<213>

264
322
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa
aaatgaacaa

atgctatgga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 264
gacatcaaga

atcacctgca
gggaaatctc
aggttcagtg
gaagatatgg
ggcaccaagc
<210>
<211>

<212>
<213>

265
354
DNA

<220>
<221>
<223>

tgacccagtc
aggcgagtca
ctaagaccct
gcagtggatc
gaatttatta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

Artificial Sequence

tggaggaggc
cactttcagt
ggttgctgaa
agggaggttc
cttaagaact

ctactggggt

Artificial Sequence

tccatcttcce
ggacattaat
gatctatcgt
tgggcaagat
ttgtctacag

ac

Artificial Sequence

ttggtgcaac
aactactgga
attagattga
accatctcaa
gaagacactg

caaggaacct

atgtatgcat
agctatttaa
gcaaacagat
tattctctca

tatgatgagt

ctggaggatc
tgagctgggt
aatctaataa
gagacgattc
gcatttatta

cagtcaccgt

ctctaggaga
gctggttcca
tggtagatgg
ccatcagtag

ttcctecgac

catgaaactc
ccgccagtcect
ttatgcaaca
caaaagtagt
ctgtaccagg

ctcctca

gagagtcact
gcagaaacca
ggtcccatca

cctggagtat

gttcggtgga

300

322

60

120

180

240

300

357

60

120

180

240

300

322



<400> 265
gaggtccagc

tcctgcaagg
catggaaaga
aaccagaagt
atggagctcc
actacggctt
<210>
<211>

<212>
<213>

266
325
DNA

<220>
<221>
<223>

tacaacagtc
cttctggata
gacttgagtg
tcaagggcaa
gcagcctgac

ggtttgctta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 266
gaaaatgtgc

ctgacctgca
tcaggtgcct
gctcgcttca
gctgaagatg
tcggggacaa
<210>
<211>

<212>
<213>

267
363
DNA

<220>
<221>
<223>

tcacccagtc
gggccagctc
cccccaaact
gtggcagtgg
ctgccactta

agttggaaat

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 267
gaggtccagc

tcctgcaagg
catggaaaga
aaccagaagt
atggaactcc
tggtatctaa

tca

tgcagcagtc
cttctggata
gccttgagtg
tcaagggcaa
ggagcctgac

caggctatgc

tggacctgag
cacattcact
gattggatat
ggccacattg
atctgaggac

ctggggccaa

Artificial Sequence

tccagcaatc
aagtatgagt
ctggatttat
gtctgggacc
ttactgccag

aaaac

Artificial Sequence

tggacctgag
cacattcact
gattggagaa
ggccacattg
atctgaggac

tatggactac

ctggtgaagc
gactacaaca
atttatcctg
actgtagaca

tctgcagtcect

gggactctgg

atgtctgcat
tccagttact
agcacatcca
tcttactctce

cagtacagtg

ctagtgaaac
gactactaca
attaatcctt
actgtagaca

tctgcagtct

tggggtcaag

ctgggtcttc
tggactgggt
acaatggtgg
agtcctccag
attactgttc

tcactgtctc

ctccagggga
tgcactggta
acttggcttc
tcacaatcag

cttacccatt

ctggggcttt
tacactgggt
acaatggtga
aatcctctag
attattgtgce

gaacctcagt

agtgaagata
gaagcagagc
tgctggctac
cacagcctac
aagatccatt

tgca

aaaggtcacc
ccagcagaag
tggagtccct
cagtgtggag

cacgttcggce

agtgaagatg
gaagcagagc
gactttctac
tacagcctac

aagaagggga

caccgtctcece

60

120

180

240

300

354

60

120

180

240

300

325

60

120

180

240

300

360

363



<210>
<211>
<212>
<213>

268
320
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 268
caaattgttc

atgacctgca
tcctececcecca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

269
360
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaccctggat
gtgggtctgg
cttattactg

aaataaaacg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 269
gaggtgcagc

acctgttctg
ccagggaaga
ccatctctca
cagttgaact
tataataagt
<210>
<211>

<212>
<213>

270
337
DNA

<220>
<221>
<223>

ttcaggagtc
tcactggcga
aagttgagta
aaagtcgaat
ctgtgacttc

ttctaccatt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 270

Artificial Sequence

tccagcactce
aagtgtaagt
ttatctcaca
gacctcttac

ccagcagtgg

Artificial Sequence

aggacctagc
ctccatcacc
catggggtac
ctccatcact
tgaggacaca

tgcttactgg

Artificial Sequence

atgtctgcat
tacatgtact
tccaacctgg
tctctcacaa

agtagtaacc

ctcgtgaaac
agtgattact
ataaactaca
cgagacacat

gccacatatt

ggccaaggga

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

cttctcagtc
ggaactggat
gtggtagcac
ccaagaacca
actgtgcacg

ctctggtcac

gaaggtcacc
gaagccaaga
ccctgetcege
ggaggctgaa

¢€ggagggggyg

tcagtccctce
ccggaaattce
ttactacaat
gtactacctg
tacctcgtac

tgtctctgceca

gatgttttaa tgacccaaac tccactctcc ctgcctgtca gtcttggaga tcaagectcc

atctcttgca gatctagtca gagtcttgta cacagaaatg gaaacaccta ttttcattgg

tacctgcaga agccaggcca gtctccaaag ctcctgatct acaaagtttc caaccgattt

60

120

180

240

300

320

60

120

180

240

300

360

60

120

180



tctggggtcc cagacaggtt cagtggcagt ggatcaggga cagatttcac actcaagatc

agcagagtgg aggctgagga tctgggagtt tatttctgct ctcaaagtac atatgttccg

tggacgttcg gtggaggcac caagctggaa atcaaac

<210>
<211>
<212>
<213>

271
351
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 271
gaggtgcagc

tcctgtgcag
ccagagaagg
gcagacacag
ttgcaaatga
aactgggtct
<210>
<211>

<212>
<213>

272
337
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaggggccg
ccagtctaag

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 272
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
ttcacgttcg
<210>
<211>

<212>
<213>

273
348
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
agccaggcca
ctgacaggtt
aggctgagga

gctcggggac

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tgggggaggc

cactttcagt
ggtcgcatat
attcaccatc
gtctgaggac

gggccaaggc

Artificial Sequence

tccactctcce
gagccttgta
gtctccaaag
cagtggcagt
tctgggagtt

aaagttggaa

Artificial Sequence

ttagtgcagc
agctatggaa
attagtagta
tccagagaca
acggccatgt

accactctca

cggcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgcet

ataaaac

ctggagggtce

tgcactgggt
acgatggtac
atgccaagaa
attactgtgce

cagtctcctce

ctcttggaga
gaaacaccta
acaaagtttc
cagatttcac

ctcaaaatac

ccggaaactce
ccgtcaggcet
catctactat
caccctgttce
aagaccttct

a

tcaagcctcce
tttacattgg
caaccgattt
actcaagatc

acatgttcca

240

300

337

60

120

180

240

300

351

60

120

180

240

300

337



polynucleotide"

<400> 273
caggtccaac

tcctgcaagg
cctggacaag
aatcaaaagt

atgcagctca

cgggggtttg

<210>
<211>
<212>
<213>

274
319
DNA

<220>
<221>
<223>

tgcagcagcc
cttctggcta
gccttgagtg
tcaagggcaa
gcagcctgac

gttactgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 274
caaattgttc

atgacctgca
tcctececcecca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

275
365
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaccctggat
gtgggtctgg
cttattactg

agctgaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 275
gacgtgaagc

tcctgtgcag
ccggagaaga
ccagacagtg
ctgcaaatga
tactacggta

tctgce

tcgtggagtc
cctctggatt
ggctggagtg
tgaagggtcg
gcagtttgaa

ctagctacgt

tggggctgaa

cacctttacc
gatcggaaca
ggccacattg
atctgaggac

ccaagggact

Artificial Sequence

tccagcactc
aagtgtaagt
ttatctcaca
gacctcttac

ccagcagtgg

Artificial Sequence

tgggggaggc

cactttcagt
ggtcgcaacc
attcaccatc
gtctgaggac

tatgtttget

attgtgaggce
gactattgga
attgatcctt
actgtagaca
tctgcggtcet

ccggtcactg

atgtctgcat
tacatgtact
tccaacctgg
tctctcacaa

aatactaacc

ttagtgaagc
agctatgcca
attagtagtg
tccagagaca
acggccatgt

tactggggcc

ctggggcttce
tgaactgggt
ctgatagtta
catccttcag
atttctgtgce

tctctgta

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

ttggagggtce
tgtcttgggt
gtggtggtaa
atgccaagaa
attactgtgc

aagggactct

agtgaagctg
gaagcagagg
tactcgttac

ctcagcctac

aagtggggga

gaaggtcacc
gaagccaaga
ccctactcgce
gggggctgaa

cggtgctggg

cctgaaactc
tcgccagact
cacctactat
caccctgtac
aagaagggat

ggtcactgtc

60

120

180

240

300

348

60

120

180

240

300

319

60

120

180

240

300

360

365



<210>
<211>
<212>
<213>

276
319
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 276
gaaaatgttc

atgacctgta
acctccccca
ttcagtggca
gatgttgcca
acaaaattgg
<210>
<211>

<212>
<213>

2717
336
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aactctggat
gtgggtctgg
cttattactg

aaataaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 277
gacgtgaagc

tcctgtgcag
ccggagaaga
ccagacagtg
ctgcaaatga
cactggggcc
<210>
<211>

<212>
<213>

278
319
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
gcagtctgaa

aaggcaccac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 278

Artificial Sequence

tccagcaatc
aagtgtaaat
ttatgacaca
aaactcttac

ttttcagggg

Artificial Sequence

ggggggaggc

cactttcagt
ggccgcaacc
attcaccatc
gtctgaggac

tctcacagtc

Artificial Sequence

atgtctgcat
tacatgtact
tccaaactga
tctctcacga

agtgggtacc

ttagtgaggc
agatatacca
attaatagtg
tccagagaca
acagccatgt

tcctca

ctccagggga
ggtaccagca
cttctggagt
tcagcaacat

cactcacgtt

ctggagggtc

tgtcttgggt
gtggtagtaa
atgccaagaa

attactgtac

aaaggtcacc
gaagtcaagc
cccaggtcgce
ggaggctgaa

cggctcgggg

cctgaaactc
tcgccagaca
cacctactat
caccctgtte

aaatggtaac

gaaaatgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga aaaggtcacc

atgacctgta gtgccagctc aagtgtaaat tacatgtact ggtaccagca gaagtcaagc

60

120

180

240

300

319

60

120

180

240

300

336

60

120



acctccccca
ttcagtggca
gatgttgcca
acaaaattgg
<210>
<211>

<212>
<213>

279
342
DNA

<220>
<221>
<223>

aactctggat ttatgacaca tccaaactga cttctggagt cccaggtcgce

gtgggtctgg aaactcttac tctctcacga tcagcaacat ggaggctgaa

cttattactg ttttcagggg agtgggtacc cactcacgtt cggctcgggg

aaataaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 279
caggtgcaac

tcgtgcaagg
cctggacaag
aatgagaagt
gtggatctca
tacgactact
<210>
<211>

<212>
<213>

280
322
DNA

<220>
<221>
<223>

tgcagcagcc
cttctggcta
gccttgagtg
tcaagggcaa
gcagcctgac

ggggccaagg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 280
agttttgtga

ataacctgca
gggcagtctc
cgcttcactg
gaagacctgg
ggcaccaagc
<210> 281

<211> 359
<212> DNA

tgacccaaac
aggccagtca
ctaaactgct
gcagtggata
cagtttattt

tggaaatcaa

Artificial Sequence

tgggtctgtg
cacattcacc
gattggagag
ggccacactg
atctgaggac

caccactctc

Artificial Sequence

tcccaaattc
gagtgtgaat
gatatactat
tgggacggat
ctgtcagcag

ac

<213> Artificial Sequence

<220>

ctggtgaggc
agctactgga
attcatcctc
actgtagaca
tctgcggtcet

acagtctcct

ctgcttgtat
aatgatgtag
gcatccaatc
ttcactttca

gattatagct

ctggagattc
tgcactgggt
atagtggtag
catcctccag
attactgtgt

ca

cagcaggaga
cttggtacca
gctacactgg
ccatcagcac

ctcecteggac

agtgaagctg
gaagcagagc
tactaactac
cacagcctac

aggtggtcac

cagggttacc
acagaagcca
agtccctgat
tgtgcaggct

gttcggtgga

180

240

300

319

60

120

180

240

300

342

60

120

180

240

300

322



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 281
caggtccaac

tcctgcaagg
cctggacaag
aatgagaagt
atgcagctca
tacgatggta
<210>
<211>

<212>
<213>

282
320
DNA

<220>
<221>
<223>

tgcagcagcc
cttctggcta
gccttgagtg
tcaagagcaa
gcagcctgac

cctacgatgce

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 282
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

283
357
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aaataaaacg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 283
gaggtccagc

tcctgcaagg
cctgaaaaga
aaccagaact
atgcagctca

tacttcttgt

tgcagcagtc
cttctggtta
gccttgagtg
tcaaggccaa
agagcctgac

actactttga

tggtgctgag
cactttcacc
gattggaaat
ggccacactg
atctgacgac

tatggattac

Artificial Sequence

tccagcaatc
aagtgtaagt
ttatgacaca
gtcctcttac

ccagcagtgg

Artificial Sequence

tggacctgag
ctcattcact
gattggagag
ggccacattg
atctgaggac

ctactggggc

cttgtgaagc
agctactgga
atttttcctg
actgtagaca

tctgcggtcet

tggggtcaag

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagcaccc

ctggtgaagc
gactactaca
attaatccta
actgtagaca
tctgcagtct

caaggcacca

ctggggcctce
taaactgggt
atactactac
catcctccag
attattgtgc

gaacctcagt

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cccccacgtt

ctggggcttce
tgcgctgggt
gcactggtgg
aatcctccag
attactgtgce

ctctcacagt

aatgaagctg
gaagcagagg
tactaactac
cacagcctat
aagggagtac

caccgtcte

gaaggtctcc
gaagtcaggc
ccctgcectcge
ggaggctgaa

€ggagggggyg

agtgaagata
gaagcaaagt
tactacctac
cacagcctac

aagagggggt

ctcctca

60

120

180

240

300

359

60

120

180

240

300

320

60

120

180

240

300

357



<210>
<211>
<212>
<213>

284
337
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 284
gatgttgtga

atctcttgca
ttgttacaga
tctggagtcc
agcagagtgg
cggacgttcg
<210>
<211>

<212>
<213>

285
339
DNA

<220>
<221>
<223>

tgacccagac
agtcaagtca
ggccaggcca
ctgacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 285
caggttcaac

tcctgcaagg
cctgtgcatg
aatcagaagt
atggagctcc
tcttactggg
<210>
<211>

<212>
<213>

286
334
DNA

<220>
<221>
<223>

tgcagcagtc
cttcgggcta
gcctggaatg
tcaagggcaa
gcagcctgac

gcccagggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 286

Artificial Sequence

tccactcact
gagcctctta
gtctccaaag
cacgggcagt
tttgggagtt

caagctggaa

Artificial Sequence

tggggctgag
cacatttact
gattggaggt
ggccacactg
atctgaggac

tctggtcact

Artificial Sequence

ttgtcggtta
gaaagtgatg
cgcctaatct
ggatcaggga
tattattgct

atcaaac

ctggtgaggc
gactatgaaa
attgatcctg
actgcagaca
tctgccgtcet

gtctctgca

ccattggaca
gaaagacata
atctggtgtc
cagatttcac

ggcaaggtat

ctggggcttc
tgcactgggt
aaactggtgg
aatcctccag

acttctgtac

accagcctcc
tttgaattgg
taaactggac
actgaaaatc

acaacatcct

agtgacgctg
gaagcagaca
tactgcctac
cacagcctac

aagatggttt

gacattgtgc tgacacagtc tcctgcttcc ttagctgcat ctctggggca gagggccacc

atctcatgca gggccagcca aagtgtcagt acatctagct atagttatat gcactggtac

60

120

180

240

300

337

60

120

180

240

300

339

60

120



caacagaaac
ggggtccctg
cctgtggagg
acgttcggtg
<210>
<211>

<212>
<213>

287
363
DNA

<220>
<221>
<223>

caggacagcc
ccaggttcag
aggaggatac

gaggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 287
gaggtgcagc

tcctgtgcag
ccagagaagg
gcagacacag
ctgcaaatga
tacggaagta
tca

<210>
<211>

<212>
<213>

288
335
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
ccagtctgag

cctacgggta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 288
gacattgtgc

atctcatgca

caacagaagc

ggggtccctg
cctgtggagg
acgttcggag
<210> 289

<211> 357
<212> DNA

tgacacagtc
gggccagtca
caggacatcc
ccaggttcag

aggaggatac

gggggaccaa

acccaaactc
tggcagtggg
tgcaacatat

gctggaaatc

Artificial Sequence

tgggggaggc

cactttcagt
ggttgcatac
attcaccatc
gtctgaggac

tttcgatgtc

Artificial Sequence

tcctgettece
aagtgtcagt
acccaaactc
tggcagtggg
tgcaacatat

gctggaaata

<213> Artificial Sequence

ctcatcaagt atgcatccaa cctagaatct

tctgggacag acttcaccct caacatccat

tactgtcagc acagttggga gattccgtgg

aaac

ttagtgaagc
gactatggaa
attagtagtg
tccagagaca

acggccatgt

tggggcacag

ttagctgcat
acatctagct
ctcatcaggt
tctgggacag
tactgtcagc

aaacg

ctggagggtc

tgcactgggt
gcagtagaac
atgccaagaa
attactgtgc

ggaccacggt

ctctggggca
atagttatat
atgcatccaa
acttcaccct

acagttggga

cctgaaactc
tcgtcaggcet
catctactat
caccctgttce
aagggtttac

caccgtctcce

gagggccacc
gcactggtac
cctagagtct
caacatccat

gattccgtac

180

240

300

334

60

120

180

240

300

360

363

60

120

180

240

300

335



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 289
gaggtccagc

tcctgcaagg
catggaaagc
aaccagaagt
atggagctcc
gattacgaca
<210>
<211>

<212>
<213>

290
337
DNA

<220>
<221>
<223>

ttcagcagtc
cttctggata
gccttgagtg
tcaagaggaa
gcagcctgac

cctggtttgg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 290
gatgttgtgc

atctcttgca
ttgttacaga
tctggagtcc
agcagagtgg
tggacgttcg
<210>
<211>

<212>
<213>

291
341
DNA

<220>
<221>
<223>

tgacccagac
agtcaagtca
ggccaggcca
ctgacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 291
gaagtgaaac

tcctgtgttg
ccagagaagg
cattatgcgg

gtctacctgc

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa

aaatgaacaa

aggacctgag
cacattcact
gattggatat
ggccacattg
atctgaggac

ttactggggce

Artificial Sequence

tccactcact
gagcctctta
gtctccaaag
cactggcagt
tttgggactt

caagctggaa

Artificial Sequence

tggaggaggc
cactttcagt
ggttgctgaa
agggaggttc

cttaagacct

ctggtgaaac
gactacaaca
attcatcctt
actgtagaca
tctgcagtct

caagggactc

ttgtcggtta
tatagtgatg
cgcctaatct
ggatcaggga
tattattgct

atcaaac

ttggtgcaac
aactactgga
atcagaatga
accatctcaa

gaagacactg

ctggggcctce
tgcactgggt
acaatggtgg
attcctccaa
attactgtgce

tggtcactgt

ccattggaca
gaaagacata
atctggtgtc
cagatttcac

ggcaaggtac

ctggaggatc
taaactgggt
aatctaataa
gagatgattc

gcatttatta

agtgaagata
gaagcagagc
tagtggctac
cacaacctac
aagatcttat

ccgtgca

accagcctcc
tttgaattgg
taaactggac
actgaaaatc

acattttccg

catgaaactc
ccgccagtcect
ttatgcaaca
caaaagttgt

ctgtaccagg

60

120

180

240

300

357

60

120

180

240

300

337

60

120

180

240

300



gggggctact ggggccaagg caccactctc accgtctcct c¢

<210>
<211>
<212>
<213>

292
341
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 292
gacattgtga

atgagctgca
tggtaccagc
gaatctgggg
atcagcagtg
ccgtacacgt
<210>
<211>

<212>
<213>

293
350
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccectgatceg
tgaaggctga

tcggaggggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 293
cagatccagt

tcctgcaagg
ccaggaaagg
gctgatgact
ttgcagatca
gatagtagtc
<210>
<211>

<212>
<213>

294
325
DNA

<220>
<221>
<223>

tggtgcagtc
cttctgggta
gtttaaagtg
tcaagggacg
tcaacctcaa

cctctgacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 294

Artificial Sequence

tccatcctece
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

gaccaagctg

Artificial Sequence

tggacctgaa
taccttcaca
gatggcctgg
gtttgccttce
aaatgaggac

ctggggccag

Artificial Sequence

ctagctgtgt
tatagtagca
aaactgctga
agtggatctg
gtttatttct

gaaataaaac

ctgaagaagc
aactatggaa
ataaacacct
tctttggaaa
acggctacat

ggcaccactc

cagttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcagcaata

g

ctggagagac
tgaactgggt
acactggaga
cctctgccag
atttctgtgce

tcacagtctc

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttataactat

agtcaagatc
gaagcaggct
gccaacatat
cactgcctct

aaggatcggc

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctctagggga acgggtcacc

341

60

120

180

240

300

341

60

120

180

240

300

350

60



atgacctgca
ccaggatcct
cctcgcttca
gctgaagatg
ggaggcacca
<210>
<211>

<212>
<213>

295
363
DNA

<220>
<221>
<223>

ctgccagcectc
cccccaaact
gtggcagtgg
ctgccactta

agctggaaat

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 295
cagatccagt

tcctgcaagg
ccaggaaagg
gcagaagact
ttgcagatct
tactacggcc
tca

<210>
<211>

<212>
<213>

296
323
DNA

<220>
<221>
<223>

tggtgcagtc
cttctgatta
gtttaaagtg
tcaagggacg
acaacctcaa

atgactatgc

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 296
gacatccaga

atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg
gggaccaagc

<210> 297
<211> 357

tgactcagtc
gagcaagtgg
ctcagctcct
gcagtggatc
ggacttattt

tggaaataaa

aagtgtaagt
ctggatttat
gtctgggacc
ttactgccac

caaac

Artificial Sequence

tggacctgaa
taccttcaca
gatgggctgg
gtttgcctte
aaatgaggac

tatggactac

Artificial Sequence

tccagectcce
gaatcttcac
ggtctataat
aggaacacaa
ctgtcaacat

acg

tccagttact
agcacatcca
tcttactctce

cagtatcatc

ctgaagaagc
gacttttcaa
ataaacactg
tctttggaga
tcggcaacat

tggggtcaag

ctatctgcat
aattatttag
gcaaaaacct
tattctctca

ttttggagta

tgcactggta
acctggcttce
tcacaatcag

gttccccacc

ctggagagac
tacactgggt
agactggtga
cctctgccag
atttctgtgce

gaacctcagt

ctgtgggaga
catggtatca
tagcagatgg
agatcaacag

ttccteccac

ccagcagaag
tggagtccca
cagcatggag

gacgttcggt

agtcaagatc
gaggcagtct
gccaacagtt
cactgccttt

tagggggcgt

caccgtctcc

aactgtcacc
gcagaaacag
tgtgccatca

cctgcagect

gttcgggggg

120

180

240

300

325

60

120

180

240

300

360

363

60

120

180

240

300

323



<212>
<213>

DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 297
gaagtgaagc

tcctgtgttg
ccagagaagg
cattatgcgg
gtctacctgc
ctctgggact
<210>
<211>

<212>
<213>

298
319
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa
aaatgaacaa

ttgctatgga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 298
caaattgttc

atatcctgca
tcctececcecca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

299
375
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaccctggat
gtgggtctgg
cttattactg

aaatcaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 299

Artificial Sequence

tggaggaggc
cactttcagt
ggttgctgaa
agggaggttc
cttaagagct

ctactggggt

Artificial Sequence

tccagcaatc
aagtgtaagt
ttatcgcaca
gacctcttac

ccagcagtat

Artificial Sequence

caggttactc tgaaagagtc tggccctggg

acttgttctt tctctgggtt ttcactgagc

cagccttcag ggaagggtct ggagtggctg

tataacccag ccctgaagag tcggctcaca

ttggtgcaac
aactattgga
attagattga
accatctcaa
gaagacactg

caaggaacct

atgtctgcat
tacatatact
tccaacctgg
tctctcacaa

catagttacc

atattgcagc
acttttggta
gcacagattt

atctccaagg

ctgggggatc

tgaactgggt
aatctaataa
gagatgattc
gcatttatta

cagtcaccgt

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cgtggacgtt

cctcccagac
tgggtgtagg
ggtgggatga

atacctccaa

catgaaactc
ccgccagtcect
ttatgcaaca
caaaagtagt
ctgtaccaga

ctcctca

gaaggtcacc
gaagccagga
ccctgetege
ggaggctgaa

cggtggaggce

cctcagtctg
ctggattcgt
ttataagtac

aaaccaggta

60

120

180

240

300

357

60

120

180

240

300

319

60

120

180

240



ttcctcaaga tcgccaatgt ggacactgca gatactgcca catactactg tgctcgaatc

ggatattact ccggtagtag ccgttgctgg tacttcgatg tctggggcac agggagcacg

gtcaccgtct

<210>
<211>
<212>
<213>

300
323
DNA

<220>
<221>
<223>

cctca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 300
agtattgtga

ataacctgca
gggcagtctc
cgcttcactg
gaagacctgg
gggaccaagc
<210>
<211>

<212>
<213>

301
350
DNA

<220>
<221>
<223>

tgacccagac
aggccagtca
ctacactgct
gcagtggata
cagtttattt

tggaaataaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 301
caggttcagc

tcctgcaagg
cctgaacagg
aatgagaagt
atgcagctca
actccttact
<210>
<211>

<212>
<213>

302
322
DNA

<220>
<221>
<223>

tgcaacagtc
ctgctggcta
gcctggagtg
tcaagggcaa
acagcctgac

actttgacta

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tcccaaattce
gagtgtgagt
gatatcctat
tgggacggat
ctgtcagcag

acg

Artificial Sequence

tgacgctgag
caccttcact
gattggatat
ggccacattg
atctgaggat

ctggggccaa

Artificial Sequence

ctgcttgtat
aatgatgtag
gcatccaatc
ttcactttca

ggttatagct

ttggtgaaac
gaccttacta
atttatcctg
actgcagata
tctgtagtgt

ggcaccactc

cagcaggaga
cttggtacca
gctacactgg
ccatcagcac

ctcecgttcac

ctggggcttc
ttcactgggt
gagatagtaa
aatcctccag
atttctgtgce

tcacagtctc

cagggttgcc
acagaagcca
agtccctgat
tgtgcaggct

gttcggaggg

agtgaagata
gaaacagagg
tactaagtac
cactgcctat

aagaatgatt

300

360

375

60

120

180

240

300

323

60

120

180

240

300

350



polynucleotide"

<400> 302
gacatccaga

atcgcatgtc
ggaaaatctc
aggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

303
357
DNA

<220>
<221>
<223>

tgactcagtc
gagcaagtgg
ctcagctcct
gcagtggctc
ggagttatta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 303
gaagtgaagc

tcctgtgttg
ccagagaagg
cattatgcgg
gtctacctgc
cactattact
<210>
<211>

<212>
<213>

304
323
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggaat
ggcttgagtg
agtctgtgaa
aaatgaacaa

atgctatgga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 304
gatatccaga

atcagttgca
gatggaactg
aagttcagtg
gaagatatcg

gggaccaagc

tgacacagac
gtgcaagtca
ttaaactcct
gcagtgggtc
ccacttacta

tggaaataaa

tccagectcce
gaatattcac
ggtctataat
aggaacacaa
ctgtcaacat

ac

Artificial Sequence

tggaggaggce
cattttcagt
ggttgctgaa
agggaggttc
cttaagagct

ctactggggt

Artificial Sequence

tacatcctcc
gggcattagc
gatctattac
tgggacagat
ttgtcagcag

acg

ctatctgcct
aattatttaa
gcaaaaacct
tattctctca

ttttggaata

ttggtgcaac
aactactgga
attagattga
accatctcaa
gaagacactg

caaggaacct

ctgtctgccect
aattatttaa
acatcaagtt
tattctctca

tatagtaagc

ctgtgggaga
catggtatca
tagcagttgg
agatcaacag

ctcctccgac

ctggaggatc
tgaattgggt
aatctaataa
gagatgattc
gcatttatta

cagtcaccgt

ctctgggaga
actggtatca
tacactcagg
ccatcagcaa

ttccgtacac

aactgtcacc
gcagagacag
tgtgccatca

cctgcagect

gttcggtgga

catgaaactc
ccgccagtcect
ttattcaaca
caaaagtagt
ctgtaccagg

ctcctca

cagagtcacc
gcagaaacca
agtcccatca

cctggaacct

gttcggaggg

60

120

180

240

300

322

60

120

180

240

300

357

60

120

180

240

300

323



<210>
<211>
<212>
<213>

305
357
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 305
gaggtgcagc

tcctgtgcag
ccggagaaga
ccagacactg
ctgcaaatga
ggttactacg
<210>
<211>

<212>
<213>

306
322
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
gcagtctgag

ttttctttgc

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 306
gacatccaga

attacttgca
ggaaatgctc
agattcagtg
gaagatgttg
gggaccaagc
<210>
<211>

<212>
<213>

307
357
DNA

<220>
<221>
<223>

tgacacaatc
aggcaagtga
ctaggctctt
gcagtggatc
ctacttatta

tggagctgaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 307

Artificial Sequence

tgggggaggc

cactttcagt
ggtcgcagcc
actcaccatc
gtctgaggac

ttactggggc

Artificial Sequence

ttcatcctac
ccacattaat
aatatctggt
tggaaaggat
ctgtcaacag

ac

Artificial Sequence

ttagtgaagc
agctatggca
attaatagta
tccagagaca
acagccttgt

caagggactc

ttgtctgtat
aattggttag
gcaaccagtt
tacactctca

tattggagta

ctggagggtc
tgtcttgggt
atggtggtag
atggcaagaa
attactgtgt

tggtcactgt

ctctaggagg
cctggtatca
tggaaactgg
gcattaccag

ctcctcccac

cctgaaactc
tcgccagact
cacctactat
caccctgtac
aagggatgat

ctctgca

cagagtcacc
gcagaaacca
ggttccttca
tcttcagact

gttcggtgct

caggtgcagc tgaagcagtc aggacctggc ctagtggcgc cctcacagag cctgtccatc

acatgcactg tctctgggtt ctcattaacc agctatggtg tagactgggt tcgccagtct

ccaggaaagg gtctggagtg gctgggagtg atatggggtg gtggaagcac aaattataat

60

120

180

240

300

357

60

120

180

240

300

322

60

120

180



tcagctctca aatccagact gagcatcacc aaggacaact ccaagagcca agttttctta

aaaatgaaca gtctgcaaac tgatgacaca gccatgtact actgtgccag tggagactac

gatggtagcc tctggtttgce ttactggggc caagggactc tggtcactgt ctctgca

<210>
<211>
<212>
<213>

308
337
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 308
gatattgtga

atctcctgca
tttctgcaga
tcaggagtct
agtagagtga
cggacgttcg
<210>
<211>

<212>
<213>

309
339
DNA

<220>
<221>
<223>

taacccagga
ggtctagtaa
gaccaggaca
cagaccggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 309
gaggtgcagc

tcctgtgtag
ccagacaaga
ccagacagtg
ctgcaaatga

tggggctggg

<210>
<211>
<212>
<213>

310
322
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaaggggcg
gcagtctgaa

gccaagggac

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tgaactctcc
gagtctccta
atctcctcag
tagtggcagt
tgtgggtgtg

caagctggaa

Artificial Sequence

tgggggagac

cactttcagt
ggtcgcaacc
attcaccgtc
gtctgaggac

tctggtcact

Artificial Sequence

aatcctgtca
tataaggatg
ctcctgatct
gggtcaggaa
tattactgtc

atcaaac

ttagtgaagc
agctatggca
attagtagtg
tccagagaca
acagccatgt

gtctctgca

cttctggaga
ggaagacata
atttgatgtc
cagatttcac

aacaacttgt

ctggagggtc

tgtcttgggt
gtggtacttt
atgccaagaa

attactgttc

atcagtttcc
cttgaattgg
cacccgtgceca
cctggaaatc

agagtatcct

cctgaaactc
tcgccagact
cacctactat
caccctgtac

aagacatggg

240

300

357

60

120

180

240

300

337

60

120

180

240

300

339



polynucleotide"

<400> 310
gacatccaga

atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

311
357
DNA

<220>
<221>
<223>

tgactcagtc
gagcaagtgg
ctcagctcct
gcagtggatc
ggagttatta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 311
gaagtgaagc

tcctgtgttg
ccagagaagg
cattatgcgg
gtctacctgc
cactatgact
<210>
<211>

<212>
<213>

312
322
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa
aaatgaacaa

atgctatgga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 312
gacatccaga

atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg

ggcaccaagg

tgactcagtc
gagcaagtgg
ctcagctcct
gcagtggatc
ggagttatta

tggaaatcaa

tccagectcce
gaatattcac
ggtctataat
aggaacacaa
ctgtcaacat

ac

Artificial Sequence

tggaggaggce
cactttcagt
ggttgctgaa
agggaggttc
cttaagagtt

ctactggggt

Artificial Sequence

tccagcctcecc
gaatattcac
ggtctataat
aggaacacaa
ctgtcaacat

ac

ctatctgcat
aattatttag
gcaaaagcct
tattctctca

ttttggagta

ttggtgcaac
aactactgga
attagattga
accatctcaa
gaagacactg

caaggaacct

ctatctgcat
aattatttag
gcaaaaacct
tattctctca

ttttggagta

ctgtgggaga
catggtatca
tagcagatgg
agatcaacag

ttccteccgac

ctggaggatc
tgaactgggt
aatctaataa
gagatgattc
ccatttatta

cagtcaccgt

ctgtgggaga
catggtatca
tagcagatgg
ggatcaacag

ctcctecgac

aactgtcacc
gcagaaacag
tgtgccatca

cctgcagect

gttcggtgga

catgaaactc
ccgccagtcect
ttatgcaaca
caaaagtagt
ctgtaccagg

ctcctca

aactgtcacc
gcagaaacag
tgtgccatca

cctgcagcct

gttcggtgga

60

120

180

240

300

322

60

120

180

240

300

357

60

120

180

240

300

322



<210>
<211>
<212>
<213>

313
357
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 313
gaagtgaagc

tcctgtgttg
ccagagaagg
cattatgcgg
gtctacctgc
cactattact
<210>
<211>

<212>
<213>

314
341
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggatt
ggcttgagtt
agtctgtgaa
aaatgaacaa

atgctttgga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 314
gacattgtga

ttgagctgca
tggtaccagc
gaatctgggg
atcagcaatg
ccgtacacgt
<210>
<211>

<212>
<213>

315
339
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccectgatceg
tgaaggctga

tcggaggggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 315

Artificial Sequence

tggaggaggc
cactttcagt
ggttgctgaa
agggaggttc
cttaagagct

ctactggggt

Artificial Sequence

tccatcctcece
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

gaccaagctg

Artificial Sequence

ttggtacaac
gactactgga
attagattga
accatctcaa
gaagacactg

caaggaacct

ctaactgtgt
tatagtacca
aaactgctga
agtggatctg
gtttattact

gaaataaaac

ctggaggatc
tgaactgggt
tatctaataa
gagatgattc
gcatttatta

cagtcaccgt

cagttggaga
atcaaaagat
tttactgggc
ggacagattt

gtcagcaata

g

catgaaactc
ccgccagtcect
ttatgcaaca
caaaagtagt
ctgtaccagg

ctcctca

gaaggttact
ctacttggcc
atccactagg
cactctcgcce

ttatagctat

gaggttcagc tgcagcagtc tggggcagag cttgtgaagc caggggcctc agtcaagttg

tcctgcacag cttctggett caacattaat gacacctatt accattggtt gaagcagagg

cctgaacagg gcctggagtg gattggaagg attgatcctg cgaatgttaa tactaaatat

60

120

180

240

300

357

60

120

180

240

300

341

60

120

180



gacccgaagt tccagggcaa ggccacttta acagcagaca catcctccaa cacagcctac

ctgcagctca gcagcctgac atctgaggac actgccgtct attactgtgg tagggggaat

gcttactggg gccaagggac tctggtcact gtctctgca

<210>
<211>
<212>
<213>

316
313
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 316
caaattgttc

ctaacctgca
acttctccca
ttcagtggca
gatgctgccg
ttggaaataa
<210>
<211>

<212>
<213>

317
360
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagttc
aactcttgat
gtgggtctgg
attattactg

aac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 317
gaggtccagc

tcctgtaagg
catggaaaga
aaccacaagt
atgcgcctca
gacctttatt
<210>
<211>

<212>
<213>

318
320
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gccttgagtg
tcaagggcaa
acagcctgac

actatgctat

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tccagcaatc
gagtgtaagt
ttatagcaca
gaccttttat

ccatcagtgg

Artificial Sequence

tggacctgag
cacattcact
gattggacgt
ggccacattg
atctgaggac

ggactactgg

Artificial Sequence

atgtctgcat
tacatgcact
tccaacctgg
tctctcacaa

agtagtttca

ctggtgaagc
gactcctaca
gttaatccta
acagtagaca
tctgcggtcet

ggtcaaggaa

ctctagggga
ggtaccagca
cttctggagt
tcagcagtgt

cgttcggctce

ctggggcttc
tgaactgggt
acaatggtgg
aatccctcag
attactgttc

cctcagtcac

ggagatcacc
gaagtcaggc
cccttetege
ggaggctgaa

ggggacaaag

agtgaagatg
gaagcagagt
tgctagctac
cacagcctac
aagatctgga

cgtcteccteca

240

300

339

60

120

180

240

300

313

60

120

180

240

300

360



polynucleotide"

<400> 318
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

319
351
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aaataaaacg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 319
gaggtccagt

tcctgcaagg
caaggaaaga
aatcagaaat
atggacctcc
aattattgct
<210>
<211>

<212>
<213>

320
334
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gcctagagtg
tcaaaggcaa
gcagcctgac

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 320
gatattgtga

atctcctgceca
tatctgcaga
tcaggagtcc
agcagagtgg

acgttcggtg

tgacgcaggc
ggtctagtaa
agccaggcca
cagagaggtt
aggctgagga

gaggcaccaa

tccagcaatc
aagtataagt
ttatgacaca
gacctcttac

ccagcagtgg

Artificial Sequence

tggacctgag
tatatttact
gataggagaa
ggccacattg
atctgaggac

gggccaaggc

Artificial Sequence

tgcattctcc
gagtctccta
gtctcctcag
cagtagcagt
tgtgggtgtt

gctggaaatc

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagtaccc

ctaatgaagc
gactacaaca
gttaatccta
actgtagaca
tctgcagtct

accactctca

aatccagtca
catagtaatg
ctcctgattt
gggtcaggat
tattactgtg

aaac

ctccagggga
ggtaccagca
cttctggagt
tcagcaacat

cacccacgtt

ctggggcttce
tgcactgggt
acactggtgg
agtcctccag
attactgtgc

cagtctcctce

ctcttggaac
gcatcactta
atcagatgtc
ctgatttcac

ctcaaaatct

gaaggtcacc
gaagtcaggc
ccctgetege
ggaggctgaa

¢€ggagggggg

agtgaagatg
gaagcagaac
tattggctac
cacagcctac
aagagatggc

a

atcagcttcc
tttgtattgg
caaccttgcc
actgagaatc

agaacatccg

60

120

180

240

300

320

60

120

180

240

300

351

60

120

180

240

300

334



<210>
<211>
<212>
<213>

321
360
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 321
gaggtgcagc

tcctgtgcag
ccagacaaga
ccagacagtg
ctgcaaatga
tatagtgact
<210>
<211>

<212>
<213>

322
338
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaaggggcg
gcagtctgaa

acgtctcgtt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 322
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
cccatgttcg
<210>
<211>

<212>
<213>

323
345
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
agccaggcca
cagacaggtt
aggctgaaga

gaggggggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 323

Artificial Sequence

tgggggagac

cactttcagt
ggtcgcaacc
attcaccatc
gtctgaggac

tgcttattgg

Artificial Sequence

tccactctcce
gagccttgta
gtctccaaag
cagtggcagt
tctgggagtt

caggctggaa

Artificial Sequence

ttagtgaagc
aactatggca
attagtactg
tccagagaca
acagccatgt

ggccaaggga

ctgcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgct

ataaaacg

ctggagggtc

tgtcttgggt
gtggtactta
atgccaagaa
attactgtgt

ctcaggtcac

gtcttggaga
gaaacaccta
ccaaagtttc
cagatttcac

ctcaaagtac

cctgaaactc
tcgccagact
cacctactat
caccctgtac
aggacagtcc

tgtctctgca

tcaagcctcc
tttacattgg
caaccgattt
tctcaagatc

acatgttcct

gaggttcagc tgcagcagtc tggggctgag cttctgaagc caggggcctc agtcaagttg

tcctgcacag cttctggect caacattaaa gactactata tacactgggt gtaccagagg

cctgaacagg gcctggagtg gattggaagg attgatcctg agagtgataa tactttatat

60

120

180

240

300

360

60

120

180

240

300

338

60

120

180



gacccgaagt tccagggcaa ggccagtata acagcagaca catcctccaa cacagcctac

ctgcagctca gcagcctgac atctgaggac actgccgtct attactgtac tactaatacc

ccttttgctt actggggcca agggactctg gtcactgtct ctaca

<210>
<211>
<212>
<213>

324
337
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 324
gatgttttga

atctcttgca
tacctgcaga
tctggggtcc
agtagagtgg
ttcacgttcg
<210>
<211>

<212>
<213>

325
360
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
aaccaggcca
cagacaggtt
aggctgagga

gctcggggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 325
caggtccagt

tcctgcaaga
cctggacagg
aatgagaagt
atgcagctca
ggttacttct
<210>
<211>

<212>
<213>

326
340
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gccttgagtg
tcaaggtcaa
ccagcctgac

ttcecctggtt

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tccactctcce
gagcattgta
gtctccaaag
cagtggcagt
tctgggagtt

aaagttggaa

Artificial Sequence

tggagctgaa
cgccttcact
gattggggtg
ggcaacactg
atctgatgac

tgcttactgg

Artificial Sequence

ctgcctgtca
catagtaatg
ctcctgatct
ggatcaggga
tattattgct

ataaaac

ctggtaaggc
aattacttga
attaatcctg
actgcagaca

tctgcggtcet

ggccaaggga

gtcttggaga
gaaacaccta
acaaagtttc
cagatttcac

ttcaaggttc

ctgggacttc
tagagtgggt
gaagtggtgg
aatcctccag
atttctgtac

ctctggtcac

tcaagcctcce
tttagaatgg
caaccgattt
actcaagatc

acatgttcca

agtgaaggtg
aaagcagagg
tactaactac
cactgcctac
aagaagggat

tgtctctgea

240

300

345

60

120

180

240

300

337

60

120

180

240

300

360



polynucleotide"

<400> 326
gacattgtga

atgagctgca
tggtaccagc
aaatctgggg
atcagcagtg
ccgctcacgt
<210>
<211>

<212>
<213>

327
345
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tcecectgatceg
tgaaggctga

tcgctgectgg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 327
caggtgcaac

tcctgcaagg
cctggacaag
aatgagaagt
gtggatctca
ttgtttactt
<210>
<211>

<212>
<213>

328
337
DNA

<220>
<221>
<223>

tgcagcagcc
cttctggcta
gccttgagtg
tcaagggcaa
gcagcctgac

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 328
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg

tggacgttcg

tgacccaaac
gatctagtca
agccaggcca
cagacaggtt
aggctgagga

gtggaggcac

tccatcctece
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

gaccaagctg

Artificial Sequence

tgggtctgtg
cacattcacc
gattggagag
ggccacactg
atctgaggac

agggactctg

Artificial Sequence

tccactctcc
gagccttgta
gtctccaaag
cagtggcagt
tctgggagtt

caagctggaa

ctagctgtgt
tatagtagca
aaactgctga
agtggatctg
gtttattact

gagctgaaac

ctggtgaggc
agctactgga
attcatccta
actgtagaca
tctgcggtcet

gtcactgtct

ctgcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgct

atcaaac

cagttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcatcaata

ctggagcttc
tgcactgggt
ataatggtag
catcctccag
attactgtgc

ctgca

gtcttggaga
gaaacaccta
acaaagtttc
cagatttcgce

ctcaaagtac

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttatagctat

agtgaagctg
gaagcagagg
tactaactac
cacagcctac

aagatggact

tcaagcctcc
tttactttgg
caaccgattt
actcaagatc

acatgttccg

60

120

180

240

300

340

60

120

180

240

300

345

60

120

180

240

300

337



<210>
<211>
<212>
<213>

329
351
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 329
gaggtgcagc

tcctgtgcag
ccagagaagg
gcagacacag
ctgcaaatga
aactggtact
<210>
<211>

<212>
<213>

330
340
DNA

<220>
<221>
<223>

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
ccagtctaag

tcgatgtctg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 330
gacattgtga

atgacctgca
tggtaccagc
gaatctgggg
atcagcagtg
ccgctcacgt
<210>
<211>

<212>
<213>

331
363
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccectgatceg
tgaaggctga

tcggtgctgg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 331

Artificial Sequence

tgggggaggc

cactttcagt
ggttgcatac
attcaccatc
gtctgaggac

gggcgcaggg

Artificial Sequence

tccatcctcece
gagcctttta
gcagtctcct
cttcataggc
agacctggca

gaccaaactg

Artificial Sequence

ttagtgaagc
gactatggaa
attagtcgtg
tccagagaca
acagccatgt

acaacggtca

ctagctgtgt
tatagtagca
aaactactaa
agtggctctg
atttattact

gagctgaaac

ctggagggtc

tgcactgggt
gcagtagtac
atgccaagaa
attactgtgc

ccgtctecte

cagttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcagcaata

ccggaaactc
ccgtcaggcect
catccactat
caccctgttce
aaggcctttce

a

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttatcgctat

caggtccaac tgcagcagcc tggggctgag cttgtgaagc ctggggcttc agtgatgctg

tcctgcaagg cttctggecta caccttcacc agctactggg tacactgggt gaagcagagg

cctggacaag gccttgagtg gattggagtg attaatccta gaaacggtcg taacaattac

60

120

180

240

300

351

60

120

180

240

300

340

60

120

180



aatgagaagt tcaagaccaa ggccacactg actgtagaca aatcatccag cacagcctac

atgcaactca gcagcccgac atctgaggac tctgcggtct attactgtgc acgagaggat

tacgacgggg gggactatgc tatggactac tggggtcaag gaacctcagt caccgtctcc

tca

<210>
<211>
<212>
<213>

332
322
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 332
gatatccaga

atcagttgca
gatggaactg
aggttcagtg
gaagatattg
ggcaccaagc
<210>
<211>

<212>
<213>

333
363
DNA

<220>
<221>
<223>

tgacacagac
gtgcaagtca
ttacactcct
gcagtgggtc
ccacttacta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 333
gaggtcgagce

tcctgcaaga
catggaaaga
aaccagaagt
atggagctcc
cttggtaact
tca

<210> 334

<211> 337
<212> DNA

tgcaacagtc
cttccggaaa
gccttgagtg
tcaagggcaa
gcagcctgaa

acgtttgggce

Artificial Sequence

tacatcctcc
gggcattaac
gatctattac
tgggacagat
ttgtcagcag

ac

Artificial Sequence

tggacctgag
cacatacact
gattggaggt
ggccacattg
atctgaggat

tatggactac

<213> Artificial Sequence

ctgtcggecct
aattatttaa
acatcaagtt
tattctctca

tatagtaagc

ctggtgaagc
gaatacacca
attaatccta
actgtagaca

tctgcagtct

tggggtcaag

ctctgggaga
actggtatca
tacactcagg
ccatcagcaa

ttcecgtggac

cgggggcttce
tgcagtgggt
acaatggtat
agtcctccag
attactgtgce

gagcctcagt

cagggtcacc
gcagaaacca
agtcccatcc

cctggaacct

gttcggtgga

agtgaagata
gaagctgagc
tactagttac
cacagcctac
aagagcggga

caccgtctcece

240

300

360

363

60

120

180

240

300

322

60

120

180

240

300

360

363



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 334
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcatagtgg
cggacgttcg
<210>
<211>

<212>
<213>

335
357
DNA

<220>
<221>
<223>

tgacccaaac
gatctagtca
agccaggcca
cagacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 335
caggtccagc

tcctgcaagg
cctggacagg
aatcagaagt
atgcaactgg
tacggtagta
<210>
<211>

<212>
<213>

336
340
DNA

<220>
<221>
<223>

ttccgcagtce
cttctggctt
gtctggaatg
tcaaggacaa
gcagcctgac

gcccctttga

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 336
gacattgtga

atgaactgcg
tggtaccagc

gattctgggg

atcagcagtg

tgtcacagtc
agtccagtca
agaaaccagg

tcecectgatceg

tgagggctga

tccactctcce
gagccttgta
gtctccaaac
cagtggcagt
tctgggactt

caagctggaa

Artificial Sequence

tggggctgaa

cacctttact
gattggatac
ggccacattg
atctgaggac

ttattggggc

Artificial Sequence

tccatcctcce
gagcctttta
gcagtctcct
cttcacaggc

agacccggca

ctgcctgtca
cacaataatg
ctcctgatct
ggatcaggga
tatttctgct

atcaaac

ctggcaaaac
tcctactgga
attaatccta
actgcagaca
tctgcagtct

caaggctcca

ctagctgtgt
tatagtagca
aaactgctga
agtggatctg

gtttattact

gtcttggaga
gaaacaccta
acaaagtttc
cagatttcac

ctcaaagtac

ctggggcctce
tgcactgggt
gcactgatta
aatcctccag
attactgtgce

ctctcacagt

ctgttggaga
atcaaaagaa
tttactgggc
ggacagattt

gtcagcaata

tcaagcctcce
tttacattgg
caaccgattt
actcaagatc

acatgttcct

agtgaaaatc
aaaacagagg
tactgagtac
cacagcctac
aagatcttcc

ctcctca

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttatagctat

60

120

180

240

300

337

60

120

180

240

300

357

60

120

180

240

300



ccgctcacgt tcggtgctgg gaccaagctg gagctgagac

<210>
<211>
<212>
<213>

337
348
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 337
gaagtgaagc

tcttgcgctg
ccagagaagg
tactatgctg
gcctacctgce
acagggactt
<210>
<211>

<212>
<213>

338
319
DNA

<220>
<221>
<223>

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa
aaatgaacag

cttactgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 338
caaattgttc

atgacctgca
acctccccca
ttcagtggcc
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

339
348
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

agatgaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 339

Artificial Sequence

tggaggaggce
cacttttagt
ggttgctgaa
agggaggttc
cttaagagct

ccaagggact

Artificial Sequence

tccagcaatc
aagtgtaagt
ttatgacaca
gacctcttac

ccagcattgg

Artificial Sequence

ttggtgcaac
gacgcctgga
ataagaagca
accatctcaa
gaagacactg

ctggtcactg

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagtaacc

ctggaggatc
tggactgggt
aagctaataa
gagatgattc
gcatttatta

tctctgea

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

catgaaactc
ccgccagtcect
tcatgcaaca
caaaagtagt

ttgtgtttca

gaaggtcacc
gaagtcaggc
ccctectege
ggaggctgaa

cggtgctggg

gaggtccagc tgcaacagtc tggacctgag ctaatgaagc ctggggcttc agtgaagatg

340

60

120

180

240

300

348

60

120

180

240

300

319

60



tcctgcaagg
caaggaaaga
aaccagaagt
atggagctcc
tggtacttcg
<210>
<211>

<212>
<213>

340
337
DNA

<220>
<221>
<223>

cttctggaga
gcctagagtg
tcaaaggcaa
gcagcctgac

atgtctgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 340
gatattgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
cggacgttcg
<210>
<211>

<212>
<213>

341
345
DNA

<220>
<221>
<223>

tgacccagtc
gatctagtca
agccaggcca
cagacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 341
gaggtccagc

tcctgcaagg
catggaaaga
gaccagaagt
atggagctca
tggtttgctt
<210> 342

<211> 337
<212> DNA

tgcagcagtc
cttctggata
gccttgagtg
tcgagggcaa
acagcctgac

actggggcca

cacattcact
gataggagaa
ggccacattg
atctgaggac

cgcagggacc

Artificial Sequence

tccactctcc
gagccttgta
gtctccaaag
cagtggcagt
tctgggagtt

caagctggag

Artificial Sequence

tggacctgag
cacattcact
gattggacgt
ggccacattg
atctgaggac

agggactctg

<213> Artificial Sequence

gactacaaca
gttaatccta
actgtagaca
tctgcagtct

acggtcaccg

ctgcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgct

atcaaac

atggtgaagc
gactactaca
gttaatacta
actgttgaca
tctgcggtcet

gtcactgtct

tacactgggt
acattggtgg
agtcctccag
attactgtgc

tctcctceca

gtcttggaga
gaaacaccta
acagagtttc
cagatttcac

ctcaaagtac

ctggggcttc
tgcactgggt
acaatggtgg
aatcttccag
attactgtgt

ctgca

gaagcagaac
tattggctat

cacagcctac

aatggggagg

tcaagcctcc
tttacattgg
caaccgattt
actcacgatc

acatcttcct

agtgaagata
gaaacagagc
aactagctac
cacagcctac

aatccctgece

120

180

240

300

348

60

120

180

240

300

337

60

120

180

240

300

345



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 342
gatattgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
cggacgttcg
<210>
<211>

<212>
<213>

343
342
DNA

<220>
<221>
<223>

tgacccagtc
gatctagtca
agccaggcca
cagacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 343
caggtgcaac

tcctgcaagg
cctggacaag
aatgagaagt
gtggatctca
tacgactact
<210>
<211>

<212>
<213>

344
335
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggcta
gccttgagtg
tcaagggcaa
gcagcctgac

ggggccaagg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 344
gacattgtgc

atatcctgca
cagcagaaac

gggatccctg

cctgtggagg

tgacccaatc
gagccagtga
caggacagcc
ccaggttcag

atgaagatgt

tccactctcce
gagccttgta
gtctccaaag
cagtggcagt
tctgggagtt

caagctggag

Artificial Sequence

tgggtctgtg
cacattcacc
gattggagag
ggccacactg
atctgaggac

caccactctc

Artificial Sequence

tccagcttcect
aagtgttgat
acccaaagtc
tggcagtggg

tgcaacctat

ctgcctgtca
cacagtaatg
ctcctgatct
ggatcaggga
tatttctgct

atcaaac

ctggtgaggc
agctactgga
attcatccta
actgtagaca
tctgcggtcet

acagtctcct

ttggctgtat
agttatggca
ctcatctatc
tctaggacag

tactgtcagc

gtcttggaga
gaaacaccta
acagagtttc
cagatttcac

ctcaaagtac

ctggagcttc
tgcactgggt
atagtgggaa
catcctccag
attattgtgce

ca

ctctagggca
atagttttat
gtgcatccaa
acttcaccct

aaagtaatga

tcaagcctcce
tttacattgg
caaccgattt
actcacgatc

acatcttcct

agtgaagctg
gaagcagagg
tactaattac
cacagcctac

aggtggtaac

gagggccacc
gcactggtac
cctagaatct
caccattaat

ggatccgtac

60

120

180

240

300

337

60

120

180

240

300

342

60

120

180

240

300



acgttcgggg gggggaccaa gctggaaata aaacg

<210>
<211>
<212>
<213>

345
351
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 345
gaggttcagc

tcctgcaagg
cctggacagg
aaccaaaaat
atggagctca
tcaggaaggt
<210>
<211>

<212>
<213>

346
319
DNA

<220>
<221>
<223>

tcgagcagtc
cttctggcta
gtctggaatg
tcaaggacaa
gcagcctgac

ttgcttactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 346
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
acaaagttgg
<210>
<211>

<212>
<213>

347
348
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aaataaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 347

Artificial Sequence

tgggactgtg
cacctttacc
gattggcgct
ggccaaactg

aaatgaggac

gggccaaggg

Artificial Sequence

tccagcaatc
aagtgtgagt
ttatgacaca
gacctcttac

ccagcagtgg

Artificial Sequence

ctggcaaggc
agctactgga
ttttatcctg
actgcagtca
tctgcggtcet

actctggtca

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtaataccc

ctggggcttce
tgcactgggt
gaaacagtgg
catctgccag
attactgttc

ctgtctctgce

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

agtgaagatg
gaaacagagg
tacttattac
cactgcctac
aagatcaggg

a

gaaggtcacc
gaagtcaggc
ccctgectcege
ggagactgaa

cggctcggtg

gaggtccagc tgcaacagtc tggacctgag ctaatgaagc ctggggcttc agtgaagatg

335

60

120

180

240

300

351

60

120

180

240

300

319

60



tcctgcaagg
caaggaaaga
aaccagaagt
atggaactcc
tacttctttg
<210>
<211>

<212>
<213>

348
337
DNA

<220>
<221>
<223>

cttctggata
gcctagagtg
tccaaggcaa
gcagcctgac

actactgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 348
gatattgtga

atctcctgca
tttctgcaga
tcaggagtct
agtagagtga
cggacgttcg
<210>
<211>

<212>
<213>

349
339
DNA

<220>
<221>
<223>

taacccagga
ggtctagtaa
gaccaggaca
cagaccggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 349
gaggtgcacc

tcctgtgcag
ccagacaaga
ccagacagtg
ctgcaaatga

tggggctggg

<210> 350
<211> 319
<212> DNA

tggtggagtc
cctctggatt
ggctggagtg
tgaaggggcg
gcagtctgaa

gccaagggac

cacattcact
gataggagaa
ggccacaatg
atctgaggac

ccaaggcacc

Artificial Sequence

tgatctctcce
gagtctccta
atctcctcag
tagtggcagt
tgtgggtgtg

caagctggaa

Artificial Sequence

tgggggagac

cactttcagt
ggtcgcaacc
attcaccatc
gtctgaggac

tctggtcact

<213> Artificial Sequence

gaccacaaca
attaatccta
actgtagaca
tctgcagtct

actctcacag

aatcctgtca
tataaggatg
ctcctgatct
gggtcaggaa
tattactgtc

atcaaac

ttagtgaagc
agctatggca
attagtagtg
tccagagaca
acagccatgt

gtctctgca

tacactgggt
acactggtgg
agtcctccag
attactgtgt

tctcctceca

cttctggaga
ggaagacata
atttgatgtc
cagatttcac

aacaacttgt

ctggagggtc

tgtcttgggt
gtggtactta
atgccaagaa

attactgttc

gaaacagcac
tactggctac
cacagcctac

tagaggactg

atcagtttcc
cttgaattgg
cacccgtgca
cctggaaatc

agagtatcct

cctgaaactc
tcgccagact
cacctactat
caccctgtat

aagacatggg

120

180

240

300

348

60

120

180

240

300

337

60

120

180

240

300

339



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 350
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
acaaagttgg
<210>
<211>

<212>
<213>

351
360
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aaataaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 351
gaggtccagc

tcctgcaagg
caaggaaaga
aaccagaagt
attgagctcc
tacgaccact
<210>
<211>

<212>
<213>

352
335
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gcctagagtg
tcaaaggcaa
gcagcctgac

attggtactt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 352
gacattgtgc

ataccctgca
cagcagaaac

gagatccctg

cctgtggagg

tgacccaatt
gagccagtga
caggacagcc
ccaggttcag

ctgatgatgt

tccagcaatc
aagtgttagt
ttatgacaca
gacctcttac

ccagcagtgg

Artificial Sequence

tggacctgag
cacattcact
gataggagaa
ggccacattg
atctgaggac

cgatgtctgg

Artificial Sequence

tccagcttcect
aagtgttgat
acccaaactc
tggcagtggg

tgcaacctat

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagtaccc

ctaatgaagc
gactacaaca
attaatccca
actgtagaca

tctgcaatct

ggcgcaggga

ttggctgtgt
agttatggca
ctcatctatc
tctgggacag

tactgtcagc

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

ctggggcttc
tgcactgggt
acactggtgg
agttttccag
attactgtac

ccacggtcac

ctctagggca
atagttttat
gtgcatccaa
acttcaccct

aaagtcatga

gaaggtcacc
gaagtcaggc
ccctgcectecge
ggaggctgaa

cggctcgggg

agtgaagatg
gaagcagaac
tactggctac
cacagccttce

aagagggggt

cgtctcctca

gagggccacc
gcactggttc
cctagaatct
caccattaat

ggatccgtac

60

120

180

240

300

319

60

120

180

240

300

360

60

120

180

240

300



acgttcggag gggggaccaa gatggaaata aaacg

<210>
<211>
<212>
<213>

353
351
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 353
gaggttcagc

tcctgcaagg
cctggacagg
aaccagaagt
atggagctca
aagggttact
<210>
<211>

<212>
<213>

354
337
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggcta
gtctggaatg
tcaagggcaa
gcagcctgac

ttgcttactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 354
gatgttgtga

atctcttgca
tacctgcaga
tctggggtcc
agcagagtgg
ccgacgttcg
<210>
<211>

<212>
<213>

355
354
DNA

<220>
<221>
<223>

tgacccagtc
gatctagtca
aaccaggcca
cagacaggtt
aggctgagga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 355

Artificial Sequence

tgggactgtg
tacctttacc
gattggcgct
ggccaaactg

aaatgaggac

gggccaaggg

Artificial Sequence

tccactctcc
gagcattgta
gtctccaaag
cagtggcagt
tctgggagtt

caaactggaa

Artificial Sequence

ctggcaaggc
agctactgga
atttatcctg
actgcagtca
tctgcggtcet

actctggtca

ctgcctgtca
catagtaatg
ctcctgatct
ggatcaggga
tattactgct

atcaaac

ctggggcttce
tgcactgggt
gaaagaatga
catctgccag
attactgtac

ctgtctctgce

gtcttggaga
gaaacaccta
acaaagtttc
cagatttcac

ttcaaggttc

agtgaagatg
aaaacagagg
tactacctac
cactttatac
aagatctgga

a

tcaagcctcc
tttagaatgg
caaccgattt
actcaagatc

acatgttcct

caggttactc tgaaagagtc tggccctggg atattgcagc cctcccagac cctcagtctg

335

60

120

180

240

300

351

60

120

180

240

300

337

60



acttgttctt
aagacttcag
tataatccat
ttcctcatac
tatggtctct
<210>
<211>

<212>
<213>

356
340
DNA

<220>
<221>
<223>

tctctgggtt
gaaagggtct
ccctgaagag
tcaccagtgt

actttgccta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 356
gacattgtga

atgaactgcg
tggtaccagc
gattctgggg
atcagcagtg
ccgctcacgt
<210>
<211>

<212>
<213>

357
348
DNA

<220>
<221>
<223>

tgtcacagtc
agtccagtca
agaaaccagg
tccectgatceg
tgagggctga

tcggtgctgg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 357
gaagtgaagc

tcttgcgctg
ccagagaagg
tactatgctg
gcctacctgce
acagggactt
<210> 358

<211> 321
<212> DNA

ttgaggagtc
cctctggatt
ggcttgagtg
agtctgtgaa
aaatgaacag

cttactgggg

ttcactgagc
ggaatggctg
ccggctcaca
ggatactgcc

ctggggccaa

Artificial Sequence

tccatcctcc
gagcctttta
gcagtctcct
cttcacaggc
tgacccggca

gaccaagctg

Artificial Sequence

tggaggaggc
cacttttagt
ggttgctgaa
agggaggttc
cttaagagct

ccaagggact

<213> Artificial Sequence

acttctggta
gcacacattt
atctccaagg
gatactgcca

ggcaccactc

ctagctgtgt
tataatagca
aaactgctga
agtggatctg
gtttattact

gagctgaaac

ttggtgcaac
gacgcctgga
ataagaagca
accatctcaa
gaagacactg

ctggtcactg

tgggtgtgag
tctgggatga
ctacctccag
catactactg

tcacagtctc

ctgttggaga
atcaaaagaa
tttactgggce
ggacagattt

gtcagcaata

ctggaggatc
tggactgggt
aacctaataa
gagatgattc
gcatttatta

tctctgca

ctggattcgt
tgacaagtgg
caaccaggta
tgctaccttce

ctca

gaaggttact
ctacttggcc
atccactagg
cactctcacc

ttttaactat

catgaaactc
ccgccagtcet
tcatgcaaca
caaaagtagt

ctgtgtttca

120

180

240

300

354

60

120

180

240

300

340

60

120

180

240

300

348



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 358
caaattgttc

atgacctgca
acctccccca
ttcagtggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

359
351
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aaataaaacg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 359
gaggtccagt

tcctgcaagg
caaggaaaga
aatcagaaat
atggacctcc
aattattgct
<210>
<211>

<212>
<213>

360
322
DNA

<220>
<221>
<223>

tgcaacagtc
cttctggata
gcctagagtg
tcaaaggcaa
gcagcctgac

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 360
gacatcaaga

ctcacttgca
gggaaatctc
aggttcagtg

gaagatatgg

tgacccagtc
aggcgagtca
ctgagaccct
gcagtggatc

ggatttatta

tccagcaatc
aagtataagt
ttatgacaca
gacctcttac
ccagcagtgg

g

Artificial Sequence

tggacctgag
tatatttact
gataggagaa
ggccacattg

atctgaggac

gggccaaggc

Artificial Sequence

tccatcttcce
ggacattaat
gatctatcgt
tgggcaagat

ttgtctacag

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagtaccc

ctaatgaagc
gactacaaca
gttaatccta
actgtagaca
tctgcagtct

accactctca

atgtatgcat
agctatttaa
gcaaacagat
tattctctca

tatgatgagt

ctccagggga
ggtaccagca
cttctggagt
tcagcaacat

cacccacgtt

ctggggcttc
tgcactgggt
acactggtgg
agtcctccag
attactgtgce

cagtctcctc

ctctaggaga
gctggttcca
tgatagatgg
ccatcagcag

ttccteccgac

gaaggtcacc
gaagtcaggc
ccctgcectecge
ggaggctgaa

€ggagggggyg

agtgaagatg
gaagcagaac
tattggctac
cacagcctac
aagagatggc

a

gagagtcact
gcagaaacca
ggtcccatca

cctggagtat

gttcggtgga

60

120

180

240

300

321

60

120

180

240

300

351

60

120

180

240

300



ggcaccaagc tggaaatcaa ac

<210>
<211>
<212>
<213>

361
354
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 361
gaggtccacc

tcctgcaagg
catggaaaga
aaccagaact
atggagctcc
actgcggcett
<210>
<211>

<212>
<213>

362
319
DNA

<220>
<221>
<223>

tacaacagtc
ctgctggata
gacttgagtg
tcaaggacaa
gcagcctgac

ggtttgctta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 362
caaattgttc

atgacctgca
acctccccca
ttcactggca
gatgctgcca
accaagctgg
<210>
<211>

<212>
<213>

363
360
DNA

<220>
<221>
<223>

tcacccagtc
gtgccagctc
aaagatggat
gtgggtctgg
cttattactg

aactgaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 363

Artificial Sequence

tggacctgaa
cacattcact
gattggaaat
ggccacattg
atctgaggac

ctggggccaa

Artificial Sequence

tccagcaatc
aagtgtaagt
ttatgacaca
gacctcttac

ccagcagtgg

Artificial Sequence

ctggtgaacc
gactacaaca
atttatccta
actgtagaca

tctgcagtct

gggactctgg

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

agtagtagcc

ctgggtcttce
tggactgggt
acaatggtgg
agtcctccag
attactgtgc

tcactgtctce

ctccagggga
ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

agtgaagata
gaagcagagc
tgctggatac
cacagcctac
aagatccatt

tgca

gaaggtcacc
gaagtcaggc
ccctgectcege
ggaggctgaa

cggtgctggg

gaggtccagc tgcaacagtc tggacctgag ctaatgaagc ctggggcttc agtgaagatg

322

60

120

180

240

300

354

60

120

180

240

300

319

60



tcctgcaagg
caaggaaaga
aaccagaagt
atggagctcc
tccctgagac
<210>
<211>

<212>
<213>

364
335
DNA

<220>
<221>
<223>

cttctggata
gcctagagtg
tcaaagacaa
gcagcctgac

gatactactt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 364
gaccttgtgc

atctcatgca
caacagaaac
ggggtccctg
cctgtggagg
acgttcggag
<210>
<211>

<212>
<213>

365
366
DNA

<220>
<221>
<223>

tgacacagtc
gggccagcga
caggacagcc
ccaggttcag
aggaggatgc

gggggaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 365
caggttactc

acttgttctt
cagccttcag
tataacacag
ttcctcaaga
gtctactatg
tctgca

<210> 366
<211> 335

tgaaagagtc
tctctgggtt
ggaagggtct
ccctgaagag
tcgccaatgt

attacgacgg

cacattcact
gataggagaa
ggccacattg
atctgaggac

tgactactgg

Artificial Sequence

tcctgcecttece
aagtgtcagt
acccaaactc
tggcagtggg
tacaacctat

gctggaaata

Artificial Sequence

tggccctggg
ttcactgatc
ggagtggctg
ccggctcaca

ggacactgca

ggggtttgct

gactacaaca
attaatccta
actgtagaca
tctgcagtct

ggccaaggca

ttagctgtat
acatctggct
ctcatctatc
tctgggacag
tactgtcagc

aaacg

atattgcagc
acttatggta
gcacacattt
atctccaagg
gatactgcca

tactggggcc

tgcactgggt
acactggtgg
agtcctccag
attactgtgc

ccactctcac

ctctggggca
atagttatat
ttgcatccaa
acttcaccct

acagtaggga

cctcccagac
taggagtagg
ggtggaatga
atacctccaa
catactactg

aagggactct

gaagcagaac
tactggctac
cacagcctac
aagaattccc

agtctcctca

gagggccacc
gcactggtac
cctcgaatct
caacatccat

gcttccgtac

cctcagtctg
ctggattcgt
taataagtac
caaccaggta
tgctcgaatg

ggtcactgtc

120

180

240

300

360

60

120

180

240

300

335

60

120

180

240

300

360

366



<212>
<213>

DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 366
gacattgtgc

atatcctgca
cagcagaaac
gggatccctg
cctgtggagg
acgttcggag
<210>
<211>

<212>
<213>

367
350
DNA

<220>
<221>
<223>

tgacccaatc
gagccagtga
caggacagcc
ccagattcag
ctgatgatgt

gggggaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 367
gaggtgcagc

tcctgcaagg
cctggacagg
aaccataagt

atggagctca

acgggctggt

<210>
<211>
<212>
<213>

368
334
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggcta
gtctggaatg
tcaagggcaa
gcagcctgac

ttgcttactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 368
gacattgtgc

atcttctgca
caacaaaaac

gggatccctg

tgacccaatc
gagccagcca
caggacagcc

ccaggttcag

Artificial Sequence

tccagcttct
aagtgttgat
acccaaaccc
tggcagtggg
tgcaacctat

gctggaaata

Artificial Sequence

tgggactgtg
cacctttacc
gattggcgct
ggccaaactg

aaatgaggac

gggccaaggg

Artificial Sequence

tccagcttct
gagtgtcgat
acccaaactc

tggcagtggg

ttggctgtgt
agttatggca
ctcatttatc
tctaggacag
tactgtcagc

aaacg

ctggcaaggc
agctactgga
atttatcctg
actgcagtca
tctgcggtcet

actctggtca

ttggctgtgt
tataatggaa
ctcatctatg

tctgggacag

ctctagggca
atagttttat
gtgcatccaa
acttcaccct

aaagtaatga

ctggggcttc
tgcactgggt
gaaatagtga
catctgccag
attactgtac

ctgtctctge

ctctaggaca
ttagttatat
ctgcatccaa

acttcaccct

gagggccacc
gcactggtac
cctagaatct
caccattaat

ggatccgtac

agtaaggatg
aaaacaaagg
tactagctac
cactgcctac

aagatctggg

gagagccact
gcactggttc
cgttcaatct

caacatccat

60

120

180

240

300

335

60

120

180

240

300

350

60

120

180

240



cctgtggagg aggaagatgc tgcaaccttt tactgtcagc aaagtattga ggatcctccg

acgttcggtg gaggcaccaa gctggaaatc aaac

<210>
<211>
<212>
<213>

369
345
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 369
caggtccagc

tcctgcaaag
cctggacagg
agtgggaatt
atgcagctca
gtcatggact
<210>
<211>

<212>
<213>

370
322
DNA

<220>
<221>
<223>

tgcagcagtc
cttctggcta
gtcttgagtg
tcgagggcaa
gcagtctgac

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 370
gacatccaga

atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

371
349
DNA

<220>
<221>
<223>

tgacccagtc
gggcaagtgc
ctaagctcct
gcagtggatc
caacttacta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

Artificial Sequence

tggacctgag
cgcattcagt
gattggacgg
ggccacactg
ctctgtggac

aggcaccgct

Artificial Sequence

tccatcctcece
gaacattaac
gatctatgct
tgggacagat
ctgtcaacat

ac

Artificial Sequence

ctggtgaaac
agttcttgga
atttatcctg
actgcagaca
tctgcggtcet

ctcacagtct

ctgtctgcat
agcaatttag
gcaaccaatt
ttcactctca

ttttggggta

ctggggcctce
ttaactgggt
gagaaggtga
aatcctccac
atttctgtac

cctca

ctgtaggaga
tttggtatca
tggcagatgg
ccatcagcag

ctccteggac

agtgaagatt
gaagcagagg
tactaactac
cacagcctac

aagaggacta

cagagtcacc
gcagaaacca
ggtcccatca

tctgcaacct

gttcggtgga

300

334

60

120

180

240

300

345

60

120

180

240

300

322



<400> 371
caggtgcagc

tcctgcaagg
cctggacaag
aatcagaagt
atggagctga

aaggggtttg

<210>
<211>
<212>
<213>

372
319
DNA

<220>
<221>
<223>

tggtgcagtc
cttctggata
ggcttgagtg
ttaggggcaa
gcaggctgag

actactgggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 372
gaaattgtgt

ctctcctgcea
caggctccca
ttcagtggca
gattttgcag
accaagctgg
<210>
<211>

<212>
<213>

373
361
DNA

<220>
<221>
<223>

tgacacagtc
gtgccagtag
ggctcctcat
gtgggtctgg
tttattactg

agattaaac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 373
caggtgcagc

tcctgcaagg
cctggacaag
aaccagaagt
atggagctga
agttactata

g

tggtgcagtc
cttctggata
ggcttgagtg
ttaagggcag
gcaggctgag

gttacgagtt

tggggctgag
caccttcacc
gatgggagag
ggtcaccatg
atctgacgac

ccaaggcacc

Artificial Sequence

tccagccacc
cagtgttagc
ctatgataca
gacagacttc

tcagcagtgg

Artificial Sequence

tggggctgag
caccttcacc
gatgggagag
ggtcaccatg
atctgacgac

tgcttactgg

gtgaagaagc
gactacaata
atcaacccta
accagggaca
acggccgtgt

actgtcacag

ctgtctttgt
tacatgcatt
tccaaattgce
actctcacca

agtagtaccc

gtgaagaagc
gactacaata
atcaacccta
accagggaca
acggccgtgt

ggccaaggga

ctggggcctc
tgtactgggt
acaatggtgg
cgtccatcag
attactgtgce

tctcctecag

ctccagggga
ggtaccaaca
ccagtggcat
tcagcagcct

cacccacgtt

ctggggcctce
tgcactgggt
acattggtgg
cgtccatcag
attactgtgc

ctctggtcac

agtgaaggtc
gcgacaggcc
cacagcctat
cacagcctac

gagatatgat

aagagccacc
gaaacctggc
cccagccagg
agagcctgaa

cggtcagggg

agtgaaggtc
gcgacaggcc
cacaggctat
cacagcctac
gagaacctat

tgtctcttca

60

120

180

240

300

349

60

120

180

240

300

319

60

120

180

240

300

360

361



<210>
<211>
<212>
<213>

374
337
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 374
gacatcgtga

atcaactgca
tggtaccagc
gaatccgggg
atcagcagcc
cggacgttcg
<210>
<211>

<212>
<213>

375
352
DNA

<220>
<221>
<223>

tgacccagtc
agtccagcca
agaaaccagg
tccctgaccg
tgcaggctga

gtggaggcac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 375
gaagtgcagc

tcctgcaagg
cctggaaagg
aacgaggagt
atggagctga
agtaactact
<210>
<211>

<212>
<213>

376
322
DNA

<220>
<221>
<223>

tggtgcagtc
tgtctggata
ggcttgagtg
tcaaaggcag
gcagcctgag

ttgactactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 376

Artificial Sequence

tccagactcc
gagtcttctc
acagcctcct
attcagtggce
agatgtggca

caaggtggaa

Artificial Sequence

tggggctgag
caccttcaca
gatgggatac
agtcaccatc

atctgaggac

gggccaaggc

Artificial Sequence

ctggctgtgt
tacagctcca
aagctgctca
agcgggtctg
gtttattact

atcaaac

gtgaagaagc
gaccacacta
atctaccctc
accgccgaca
acggccgtgt

accactgtca

ctctgggcga
accagaagag
tttactgggc
ggacagattt

gtaagcaatc

ctggggccac
tacactgggt
gtgatggtag
cgtccacgga
attactgtgce

cagtctcctce

gagggccacc
ctacttagct
atctacccgg
cactctcacc

ttataatctt

cgtgaagata
gcgacaggcc
cacaaaatac
cacagcctac

gagatcatat

ag

gaaattgtgc tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc

atcacctgcc gggccagtca gagcattggt actagcatac actggtacca gcagaaacca

gatcagtctc caaagctcct catcaagtat gcttccgagt ccatctcagg ggtcccctceg

60

120

180

240

300

337

60

120

180

240

300

352

60

120

180



aggttcagtg gcagtggatc tgggacagat ttcaccctca ccatcaatag cctggaagct

gaagatgctg caacgtatta ctgtcagcaa agtaatagct ggccactcac gttcggtcaa

gggaccaagc tggagataaa ac

<210>
<211>
<212>
<213>

377
352
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 377
caggtgcagc

tcctgcaagg
cctggacaag
aaccagaagt
atggagctga
gtacggtact
<210>
<211>

<212>
<213>

378
322
DNA

<220>
<221>
<223>

tggtgcagtc
cttctggata
ggcttgagtg
ttaagggcag
gcaggctgag

tcgatgtctg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 378
gacatccaga

atcacttgta
gggaaagccc
aggttcagcg
gaagattttg
ggcaccaagc
<210>
<211>

<212>
<213>

379
355
DNA

<220>
<221>
<223>

tgacccagtc
aggcgagtca
ctaagtccct
gcagtggatc
caacttatta

tggaaatcaa

source
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

tggggctgag
caccttcacc
gatgggatac
ggtcaccagt

atctgacgac

gggccaaggg

Artificial Sequence

tccatcctca
ggacattaat
gatctataga
tgggacagat
ctgcctacag

ac

Artificial Sequence

gtgaagaagc
agaagctata
atcagcagtg
accagggaca
acggccgtgt

accacggtca

ctgtctgcat
agttatttat
gcaaacagat
tacactctca

tatgatgagt

ctggggcctce
tccactgggt
gcagtggtgg
cgtccatcag
attactgtgce

ccgtctecte

ctgtaggaga
cctggtttca
tggtagatgg
ccatcagcag

ttccteccgac

agtgaaggtc
gcgacaggcc
cacaacctat
cacagcctac
gagagggggg

ag

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagect

gttcggtcag

240

300

322

60

120

180

240

300

352

60

120

180

240

300

322



polynucleotide"

<400> 379
caggtccagc

tcctgcaagg
cccggacaaa
aatcagaagt
atggagctga
actacggctt
<210>
<211>

<212>
<213>

380
322
DNA

<220>
<221>
<223>

ttgtgcagtc
cttctggata
ggcttgagtg
tcaagggcag
gcagcctgag

ggtttgctta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 380
gccatccaga

atcacttgca
gggaaagccc
aggttcagcg
gaagattttg
gggaccaagc
<210>
<211>

<212>
<213>

381
364
DNA

<220>
<221>
<223>

tgacccagtc
aggcaagtca
ctaagctcct
gcagtggatc
caacttattt

tggaaataaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 381
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
tacgatggta

tcag

tggtgcagtc
cttctggata
ggcttgagtg
ttaagggcag
gcaggctgag

cctacgatgce

tggggctgag
caccttcact
gattggatac
agtcaccatt
atctgaagac

ctggggccaa

Artificial Sequence

tccatcctece
gagcgttaat
gatctattat
tggcacagat
ctgtcagcag

gc

Artificial Sequence

tggggctgag
caccttcacc
gattggaaac
ggtcaccctg
atctgacgac

tatggattac

gtgaagaagc
gactataata
atctaccctg
accgtggaca
acggctgtgt

gggactctgg

ctgtctgcat
aatgatgtag
gcatccaatc
ttcactctca

gattatagct

gtgaagaagc
agctactgga
atcttccctg
accagggaca
acggccgtgt

tggggtcaag

ctggggcctce
tggattgggt
acaatggtgg
catccgcgag
attactgttc

tcactgtctce

ctgtaggaga
cctggtatca
gatatactgg
ccatcagcag

ctcctcggac

ctggggcctce
tcaactgggt
acactactac
cgtccatcag
attactgtgc

gaaccctagt

agtgaaggtt
gcgccaggcc
cgcaggatat
cacagcctac
aagatccatt

ttcag

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagcct

gttcggtcag

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagagagtac

caccgtctcec

60

120

180

240

300

355

60

120

180

240

300

322

60

120

180

240

300

360

364



<210>
<211>
<212>
<213>

382
336
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 382
gagatcgtgc

ctctecctgeca
cagcagaaac
ggcatccctg
tccectggagce
accttcggcc
<210>
<211>

<212>
<213>

383
351
DNA

<220>
<221>
<223>

tgacccagag
gggcttccga
ccggccaggce
ctaggttctc
ccgaggactt

agggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 383
caggtccagc

tcctgcaaag
cctggccaag
aaccagaagt
atggagctgt
aagggctatt
<210>
<211>

<212>
<213>

384
340
DNA

<220>
<221>
<223>

tggtgcagag
ccagcggcta
gactggagtg
tcaagggcag
cctccctgag

tcgecctactg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 384

Artificial Sequence

ccctgctaca
gtccgtggat
ccctaggctg
cggatccggce
cgccgtgtac

gctggagatc

Artificial Sequence

cggcgctgag
caccttcacc
gatgggcgcc
ggtgaccatg
gtccgaggac

gggccagggce

Artificial Sequence

ctgtccctgt
tcctacggca
ctgatctaca
tccggcaccg

tactgccagce

aagagg

gtgaagaagc
tcctactgga
atctaccccg
acacgggaca
accgccgtgt

acactggtga

cccctggaga
actccttcat
gggcctccaa
actttaccct

agtcccacga

ctggcgccag
tgcattgggt
gcaagtccga
cctccaccte
actactgcgce

ccgtgtcecte

gagggccaca
gcactggtac
cctggagtcc
gaccatctcc

ggacccctac

cgtgaaggtg
gaggcaggct
caccacctac
caccgtgtac
caggtccggce

(e}

gacatcgtga tgacccagtc tccagactcc ctggctgtgt ctctgggcga gagggccacc

atcaactgca agtccagcca gagtttatta tacagctcca accaaaagaa ctacttagct

60

120

180

240

300

336

60

120

180

240

300

351

60

120



tggtaccagc
aaatccgggg
atcagcagcc
ccgctcacgt
<210>
<211>

<212>
<213>

385
341
DNA

<220>
<221>
<223>

agaaaccagg
tccctgaccg
tgcaggctga

tcggtcaagg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 385
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210>
<211>

<212>
<213>

386
339
DNA

<220>
<221>
<223>

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 386
gacatcgtga

atctcctgceca
tacctgcaga
tccggagtgce
tccagggtgg

cctacattcg
<210> 387

<211> 354
<212> DNA

tgacccagac
ggtcctccca
agcccggaca
ccgacaggtt
aggccgagga

gaggcggcac

acagcctcct
attcagtggce
agatgtggca

caccaagctg

Artificial Sequence

tggggctgag
caccttcaac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

Artificial Sequence

ccctetgtcece
gtccatcgtg
gtccccccag
ctccggatcc
cgtgggagtg

caagctggag

<213> Artificial Sequence

<220>

aagctgctca
agcgggtctg
gtttattact

gaaatcaaac

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

ctgcctgtga
cactccaacg
ctgctgatct
ggatccggca
tactactgct

atcaagagg

tttactgggce
ggacagattt

gtcatcaata

ctggggcctce
tgcactgggt
ataatggtag
cgtccacgag
attactgtgc

(e}

cccctggaga
gcaacaccta
acaaggtgtc
ccgacttcac

tccagggcag

atctacccgg
cactctcacc

ttatagctat

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

acccgccagce
cctggagtgg
caataggttt
cctgaagatc

ccacgtgcecce

180

240

300

340

60

120

180

240

300

341

60

120

180

240

300

339



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 387
caggtcaccc

acctgcaccg
cagccccectg
tacaacccct
gtgctgacca
tacggcctgt
<210>
<211>

<212>
<213>

388
342
DNA

<220>
<221>
<223>

tgaaggagtc
tctcecggett
gaaaggctct
ccctgaagtc
tgaccaacat

acttcgccta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 388
gacatcgtga

atcaactgcg
tggtaccagc
gagtccggag
atcagctccc
cctctgacct
<210>
<211>

<212>
<213>

389
348
DNA

<220>
<221>
<223>

tgacccagtc
agtcctccca
agaagcccgg
tgcccgatceg
tgcaagccga

tcggccaggg

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 389
caggtgcagc

tcctgcaagg
cctggccaaa
tactacgccg
gcctacatgg

accggaacct

tggtccagtc
ccagcggctt
ggctggagtg
agagcgtgaa
agctgtcctc

cctactgggg

cggccccgtg
ctccctgtece
ggagtggctg
caggctgacc
ggaccccgtg

ctggggccag

Artificial Sequence

ccccgattece
gtccctgetg
acagcccccce
gttcagcgga
ggacgtggcc

caccaagctg

Artificial Sequence

cggagctgag
caccttctcc
gatgggcgag
gggcagggtg
cctgaggtcc

ccagggcaca

ctggtgaaac
acctccggca
gcccacatct
atctccaagg
gacaccgcca

ggaaccctgg

ctggctgtga
tacaactcca
aagctgctga
tccggatcceg
gtgtactact

gagatcaaga

gtgaagaagc
gatgcctgga
atcaggtcca
accatcacaa
gaggacaccg

ctggtgaccg

ccaccgagac
tgggagtgtc
tctgggacga
acacctccaa
cctactactg

tgaccgtgtce

gcctgggaga
accagaagaa
tctactgggce
gcaccgactt
gccagcagta

99

ccggegecte
tggactgggt
agcccaacaa
gggatacatc
ccgtgtacta

tgtcctcce

cctcaccctg
ctggatcagg
cgacaagtgg
gtcccaggtg
cgctacctte

ctcc

gagggccacc
ctacctggcce
ttccacaagg
caccctcacc

cttcaactac

cgtgaaggtg
gaggcaggct
ccacgccacc
cgcctecacce

ctgtgccagg

60

120

180

240

300

354

60

120

180

240

300

342

60

120

180

240

300

348



<210>
<211>
<212>
<213>

390
334
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 390
gaaattgtgt

ctctecctgeca
caacagaaac
ggcatcccag
agcctagagc
acgttcggtg
<210>
<211>

<212>
<213>

391
341
DNA

<220>
<221>
<223>

tgacacagtc
gggccagtca
ctggccaggc
ccaggttcag
ctgaagattt

gaggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 391
gaggtgcagc

tcctgtaagg
cccgggaaag
agcgggaact
ctgcagtgga
gtcatggact
<210>
<211>

<212>
<213>

392
334
DNA

<220>
<221>
<223>

tggtgcagtc
gttctggata
gcctggagtg
tcgaaggcca
gcagcctgaa

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 392

Artificial Sequence

tccagccacc
gagtgttgac
tcccaggcte
tggcagtggg
tgcagtttat

ggtggaaatc

Artificial Sequence

tggagcagag
cagctttacc
gatggggaga
ggtcaccatc
ggcctcggac

aggcaccctt

Artificial Sequence

ctgtctttgt
tataatggaa
ctcatctatg
tctgggacag
tactgtcagc

aaac

gtgaaaaagc
agctcctgga
atctatcctg
tcagccgaca
accgccatgt

gtcacagtct

ctccagggga
ttagctacat
ctgcatccaa
acttcactct

agagtattga

ccggggagte
tcaactgggt
gtgagggtga
agtccatcag
attactgtac

(e}

aagagccacc
gcactggtac
cgtgcagagt
caccatcagc

ggatcctcecg

tctgaagatc
gcgccagatg
taccaactac
caccgcctac

aagaggacta

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt ctccagggga aagagccacc

ctctcctgeca gggccagtca gagtgttgac tatgatggaa ttagctacat gcactggtac

60

120

180

240

300

334

60

120

180

240

300

341

60

120



caacagaaac
ggcatcccag
agcctagagce
acgttcggtg
<210>
<211>

<212>
<213>

393
341
DNA

<220>
<221>
<223>

ctggccaggc
ccaggttcag
ctgaagattt

gaggcaccaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 393
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210>
<211>

<212>
<213>

394
341
DNA

<220>
<221>
<223>

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 394
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210> 395

<211> 341
<212> DNA

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

tcccaggcetce
tggcagtggg
tgcagtttat

ggtggaaatc

Artificial Sequence

tggggctgag
caccttcgac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

Artificial Sequence

tggggctgag
caccttcacc
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

<213> Artificial Sequence

<220>

ctcatctatg ctgcatccaa cgtgcagagt

tctgggacag acttcactct caccatcage

tactgtcagc agagtattga ggatcctccg

aaac

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

ctggggcctce
tgcactgggt
ataatggtag
cgtccacgag
attactgtgc

(e}

ctggggccte
tgcactgggt
ataatggtag
cgtccacgag
attactgtgce

(e}

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

180

240

300

334

60

120

180

240

300

341

60

120

180

240

300

341



<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 395
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210>
<211>

<212>
<213>

396
341
DNA

<220>
<221>
<223>

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 396
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210>
<211>

<212>
<213>

397
341
DNA

<220>
<221>
<223>

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 397
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga

ttgtttactt

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

tggggctgag
caccttcaac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

Artificial Sequence

tggggctgag
caccttcaac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

Artificial Sequence

tggggctgag
caccttcaac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

gtgaagaagc
tactactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

ctggggcctce
tgcactgggt
ataatggtag
cgtccacgag
attactgtgc

(e}

ctggggcctce
tgcactgggt
atgatggtag
cgtccacgag
attactgtgc

(o]

ctggggcctce
tgcactgggt
atggtggtag
cgtccacgag
attactgtgce

C

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

60

120

180

240

300

341

60

120

180

240

300

341

60

120

180

240

300

341



<210>
<211>
<212>
<213>

398
341
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 398
caggtgcagc

tcctgcaagg
cctggacaag
aacgagaagt
atggagctga
ttgtttactt
<210>
<211>

<212>
<213>

399
348
DNA

<220>
<221>
<223>

tggtgcagtc
catctggata
ggcttgagtg
tcaagggcag
gcagcctgag

actggggcca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 399
gaggtgcagc

tcctgtgecg
cctggcaaag
tactacgccg
ctgtacctgc
accggcacct
<210> 400
<211> 9
<212> PRT
<213>
<220>

<221>
<223>

tggtggaatc
cttccggatt
gactggaatg
agtccgtgaa
agatgaactc

cctattgggg

source
/note="Description of Artificial Sequence: Synthetic

9xHis tag"

<400> 400

Artificial Sequence

tggggctgag
caccttcaac
gatgggagaa
agtcaccatg
atctgaggac

agggactctg

Artificial Sequence

c¢ggaggcggce
caccttctcc
ggtgggcgag
gggcaggttc
cctgaagacc

acagggcacc

Artificial Sequence

gtgaagaagc
agctactgga
atccacccta
accagggaca
acggccgtgt

gtcactgtct

ctggtgcaac
gatgcctgga
atcaggtcca
accatctcca
gaggacaccg

ctggtgaccg

His His His His His His His His His

1

5

ctggggcctce
tgcactgggt
atagtggtag
cgtccacgag
attactgtgce

(o]

ctggaggatc
tggactgggt
aacccaacaa
gggacgactc
ccgtgtacta

tgtcctcce

agtgaaggtt
gcgacaggcc
cacaaactac
cacagtctac

gagatggact

cctcaggctg
gaggcaggcc
ccacgccacc
caagaactcc

ctgcgctagg

60

120

180

240

300

341

60

120

180

240

300

348



<210> 401
<211> 7

<212> PRT
<213> Unknown

<220>

<221> source

<223> /note="Description of Unknown: Antibody
epitope peptide"

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Any amino acid

<220>

<221> MOD_RES

<222> (4)..(4)

<223> Any amino acid

<400> 401
Gln Xaa Pro Xaa Ile Glu Glu
1 5

<210> 402
<211> 7

<212> PRT
<213> Unknown

<220>

<221> source

<223> /note="Description of Unknown: Antibody
epitope peptide"

<400> 402
Leu Pro Phe Gln Pro Asp Pro
1 5

<210> 403
<211> 4

<212> PRT
<213> Unknown

<220>

<221> source

<223> /note="Description of Unknown: SEZ6 C-terminal
cytoplasmic domain motif peptide"

<400> 403
Asn Pro Thr Tyr
1



