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Met Pro Gly Gly Cys Ser Arg Gly Pro Ala Ala Gly Asp Gly Arg Leu

1 5 10 15

Arg Leu Ala Arg Leu Ala Leu Val Leu Leu Gly Trp Val Ser Ser Ser
20 25 30

Ser Pro Thr Ser Ser Ala Ser Ser Phe Ser Ser Ser Ala Pro Phe Leu
35 40 45
Ala Ser Ala Val Ser Ala Gln Pro Pro Leu Pro Asp Gln Cys Pro Ala
50 55 60
Leu Cys Glu Cys Ser Glu Ala Ala Arg Thr Val Lys Cys Val Asn Arg
65 70 75 80
Asn Leu Thr Glu Val Pro Thr Asp Leu Pro Ala Tyr Val Arg Asn Leu
85 90 95
Phe Leu Thr Gly Asn Gln Leu Ala Val Leu Pro Ala Gly Ala Phe Ala
100 105 110
Arg Arg Pro Pro Leu Ala Glu Leu Ala Ala Leu Asn Leu Ser Gly Ser
115 120 125
Arg Leu Asp Glu Val Arg Ala Gly Ala Phe Glu His Leu Pro Ser Leu
130 135 140
Arg Gln Leu Asp Leu Ser His Asn Pro Leu Ala Asp Leu Ser Pro Phe
145 150 155 160
Ala Phe Ser Gly Ser Asn Ala Ser Val Ser Ala Pro Ser Pro Leu Val
165 170 175
Glu Leu Ile Leu Asn His Ile Val Pro Pro Glu Asp Glu Arg Gln Asn
180 185 190
Arg Ser Phe Glu Gly Met Val Val Ala Ala Leu Leu Ala Gly Arg Ala
195 200 205
Leu GIn Gly Leu Arg Arg Leu Glu Leu Ala Ser Asn His Phe Leu Tyr
210 215 220
Leu Pro Arg Asp Val Leu Ala Gln Leu Pro Ser Leu Arg His Leu Asp
225 230 235 240



Leu Ser Asn Asn Ser Leu Val Ser Leu Thr Tyr Val Ser Phe Arg Asn

245 250 255
Leu Thr His Leu Glu Ser Leu His Leu Glu Asp Asn Ala Leu Lys Val
260 265 270

Leu His Asn Gly Thr Leu Ala Glu Leu GIn Gly Leu Pro His Ile Arg
275 280 285
Val Phe Leu Asp Asn Asn Pro Trp Val Cys Asp Cys His Met Ala Asp
290 295 300
Met Val Thr Trp Leu Lys Glu Thr Glu Val Val Gln Gly Lys Asp Arg
305 310 315 320
Leu Thr Cys Ala Tyr Pro Glu Lys Met Arg Asn Arg Val Leu Leu Glu
325 330 335
Leu Asn Ser Ala Asp Leu Asp Cys Asp Pro Ile Leu Pro Pro Ser Leu
340 345 350
Gln Thr Ser Tyr Val Phe Leu Gly Ile Val Leu Ala Leu Ile Gly Ala
355 360 365
Ile Phe Leu Leu Val Leu Tyr Leu Asn Arg Lys Gly Ile Lys Lys Trp
370 375 380
Met His Asn Ile Arg Asp Ala Cys Arg Asp His Met Glu Gly Tyr His
385 390 395 400
Tyr Arg Tyr Glu Ile Asn Ala Asp Pro Arg Leu Thr Asn Leu Ser Ser
405 410 415
Asn Ser Asp Val
420

<210> 2
<211> 1266

<212> DNA
<213> Homo sapiens

<220>
<223> >2

<400> 2
atgcctggeg getgtageag aggacctget getggegacg gtagactgag actggetaga 60

ctggcactgg tgctgcettgg ctgggtgtee tctageagec ctacaageag cgecagetee 120
tttagcagca gecgececttt tetggectet geegtttetg ctcaacctec tetgectgat 180
cagtgccctg ctetgtgega gtgttctgag gecgecagaa cagtgaagtg cgtgaacaga 240
aacctgaccg aggtgeecac agacctgect gectacgtge ggaatctgtt cctgaccgga 300
aatcagctgg ccgtgcttee tgetggegece tttgetagaa ggeetccact ggetgaactg 360
gcegetetga atctgagegg cagcagactg gatgaagttc gegetggegce tttcgageat 420
ctgecttcte tgagacagcet ggacctgage cacaatecte tggecgatct gageecettt 480
gccttcageg gaageaacgc ctetgtgtet getccatcte cactggtega getgatectg 540

aaccacatcg tgectccaga ggacgagegg cagaacagat cctttgaagg catggtggtg 600



getgeectge ttgetggtag ageactgeaa ggactgegga gactggaact ggecagecaac 660
cacttcctgt acctgectag agatgtgetg geccagetge ctagectgag geatctggat 720
ctgtccaaca acagectggt gtccctgacce tacgtgtect tccggaatct gacccacctg 780
gaaagcctge acctggaaga taacgccctg aaggtgetge acaatggeac cctggecagaa 840
ctgcagggcc tgectcacat cagagtgttt ctggacaaca acccctgggt ctgegactge 900
cacatggccg atatggtcac ctggctgaaa gaaaccgagg tggtgcaggg caaagaccgg 960
ctgacatgtg cttaccccga gaagatgegg aaccgggtge tgctggaact gaacagegee 1020
gacctggact gcgatcctat tctgecacct agectgecaga ccagetacgt gttectggga 1080
atcgtgctgg ctctgatcgg cgecatcttt ctgetggtge tgtacctgaa ccggaaggge 1140
atcaagaaat ggatgcacaa catccgggac gectgeecggg atcacatgga aggetaccac 1200
tacagatacg agatcaacgc cgatcctcgg ctgaccaacc tgagcageaa tagegacgtg 1260

tgatga 1266



