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<220> 
<223> >1

<400> 1
Met Pro Gly Gly Cys Ser Arg Gly Pro Ala Ala Gly Asp Gly Arg Leu 
1               5                   10                  15      
Arg Leu Ala Arg Leu Ala Leu Val Leu Leu Gly Trp Val Ser Ser Ser 
            20                  25                  30          
Ser Pro Thr Ser Ser Ala Ser Ser Phe Ser Ser Ser Ala Pro Phe Leu 
        35                  40                  45              
Ala Ser Ala Val Ser Ala Gln Pro Pro Leu Pro Asp Gln Cys Pro Ala 
    50                  55                  60                  
Leu Cys Glu Cys Ser Glu Ala Ala Arg Thr Val Lys Cys Val Asn Arg 
65                  70                  75                  80  
Asn Leu Thr Glu Val Pro Thr Asp Leu Pro Ala Tyr Val Arg Asn Leu 
                85                  90                  95      
Phe Leu Thr Gly Asn Gln Leu Ala Val Leu Pro Ala Gly Ala Phe Ala 
            100                 105                 110         
Arg Arg Pro Pro Leu Ala Glu Leu Ala Ala Leu Asn Leu Ser Gly Ser 
        115                 120                 125             
Arg Leu Asp Glu Val Arg Ala Gly Ala Phe Glu His Leu Pro Ser Leu 
    130                 135                 140                 
Arg Gln Leu Asp Leu Ser His Asn Pro Leu Ala Asp Leu Ser Pro Phe 
145                 150                 155                 160 
Ala Phe Ser Gly Ser Asn Ala Ser Val Ser Ala Pro Ser Pro Leu Val 
                165                 170                 175     
Glu Leu Ile Leu Asn His Ile Val Pro Pro Glu Asp Glu Arg Gln Asn 
            180                 185                 190         
Arg Ser Phe Glu Gly Met Val Val Ala Ala Leu Leu Ala Gly Arg Ala 
        195                 200                 205             
Leu Gln Gly Leu Arg Arg Leu Glu Leu Ala Ser Asn His Phe Leu Tyr 
    210                 215                 220                 
Leu Pro Arg Asp Val Leu Ala Gln Leu Pro Ser Leu Arg His Leu Asp 
225                 230                 235                 240 



Leu Ser Asn Asn Ser Leu Val Ser Leu Thr Tyr Val Ser Phe Arg Asn 
                245                 250                 255     
Leu Thr His Leu Glu Ser Leu His Leu Glu Asp Asn Ala Leu Lys Val 
            260                 265                 270         
Leu His Asn Gly Thr Leu Ala Glu Leu Gln Gly Leu Pro His Ile Arg 
        275                 280                 285             
Val Phe Leu Asp Asn Asn Pro Trp Val Cys Asp Cys His Met Ala Asp 
    290                 295                 300                 
Met Val Thr Trp Leu Lys Glu Thr Glu Val Val Gln Gly Lys Asp Arg 
305                 310                 315                 320 
Leu Thr Cys Ala Tyr Pro Glu Lys Met Arg Asn Arg Val Leu Leu Glu 
                325                 330                 335     
Leu Asn Ser Ala Asp Leu Asp Cys Asp Pro Ile Leu Pro Pro Ser Leu 
            340                 345                 350         
Gln Thr Ser Tyr Val Phe Leu Gly Ile Val Leu Ala Leu Ile Gly Ala 
        355                 360                 365             
Ile Phe Leu Leu Val Leu Tyr Leu Asn Arg Lys Gly Ile Lys Lys Trp 
    370                 375                 380                 
Met His Asn Ile Arg Asp Ala Cys Arg Asp His Met Glu Gly Tyr His 
385                 390                 395                 400 
Tyr Arg Tyr Glu Ile Asn Ala Asp Pro Arg Leu Thr Asn Leu Ser Ser 
                405                 410                 415     
Asn Ser Asp Val 
            420 

<210> 2
<211> 1266
<212> DNA
<213> Homo sapiens

<220> 
<223> >2

<400> 2
atgcctggcg gctgtagcag aggacctgct gctggcgacg gtagactgag actggctaga      60

ctggcactgg tgctgcttgg ctgggtgtcc tctagcagcc ctacaagcag cgccagctcc     120

tttagcagca gcgccccttt tctggcctct gccgtttctg ctcaacctcc tctgcctgat     180

cagtgccctg ctctgtgcga gtgttctgag gccgccagaa cagtgaagtg cgtgaacaga     240

aacctgaccg aggtgcccac agacctgcct gcctacgtgc ggaatctgtt cctgaccgga     300

aatcagctgg ccgtgcttcc tgctggcgcc tttgctagaa ggcctccact ggctgaactg     360

gccgctctga atctgagcgg cagcagactg gatgaagttc gcgctggcgc tttcgagcat     420

ctgccttctc tgagacagct ggacctgagc cacaatcctc tggccgatct gagccccttt     480

gccttcagcg gaagcaacgc ctctgtgtct gctccatctc cactggtcga gctgatcctg     540

aaccacatcg tgcctccaga ggacgagcgg cagaacagat cctttgaagg catggtggtg     600



gctgccctgc ttgctggtag agcactgcaa ggactgcgga gactggaact ggccagcaac     660

cacttcctgt acctgcctag agatgtgctg gcccagctgc ctagcctgag gcatctggat     720

ctgtccaaca acagcctggt gtccctgacc tacgtgtcct tccggaatct gacccacctg     780

gaaagcctgc acctggaaga taacgccctg aaggtgctgc acaatggcac cctggcagaa     840

ctgcagggcc tgcctcacat cagagtgttt ctggacaaca acccctgggt ctgcgactgc     900

cacatggccg atatggtcac ctggctgaaa gaaaccgagg tggtgcaggg caaagaccgg     960

ctgacatgtg cttaccccga gaagatgcgg aaccgggtgc tgctggaact gaacagcgcc    1020

gacctggact gcgatcctat tctgccacct agcctgcaga ccagctacgt gttcctggga    1080

atcgtgctgg ctctgatcgg cgccatcttt ctgctggtgc tgtacctgaa ccggaagggc    1140

atcaagaaat ggatgcacaa catccgggac gcctgccggg atcacatgga aggctaccac    1200

tacagatacg agatcaacgc cgatcctcgg ctgaccaacc tgagcagcaa tagcgacgtg    1260

tgatga                                                               1266


