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<120> INMIBITION OF TUMOR METASTASIS
<130> P4348R1 wo
<141> 2010-07-30

<150> Us 61/230,571
<151> 2009-07-31

<150> us 61/350,558
<151> 2010-06-02

<160> 19
<210> 1
<211> 427
<212> DNA
<213> Homo sapiens
<400> 1
tgagggogee atgaggagoc tgtgotgege cccactoctyg ctootcttge
LOCtgeegee gotgotgotc acgoeeqygocyg ctggggacge cgecgtgate
accggggctt gtgacaagga ctcccaatgt ggtggaggea tgtgetgtac
tgtcagtatc tgggtcaaga gcataaggat ttgcacacct atgggcaaac
tgggagacag ctgcecatcca ctgactcgta aaaacaattt tggaaatgga
aggcaggaaa gaagazaagag gaagagaage aaaaggaaaa aggaggttcc
attttttggy cggaggatgc atcacacttg cccatgtctg ccaggettgg
cctgtttacg gacttcattt aaccgattta tttgtttagc ccaaaagtaa
tcgctctgga gtagaaacca aatgtga 427
<210> 2
<211> 129
<212> PRT
<213> Homo sapiens
<400> 2
Met Arg Ser Leu Cys Cys Ala Pro Leu Leu Leu Leu Leu Leu
1 5 10
Pro Pro Leu Leu Leu Thr Pro Arg Ala Gly Asp Ala Ala val
20 25
Thr Gly Ala Cys Agp LYS AsSp Ser Gin Cyé Gly Gly Gly met
3 4
Cys Ala val Ser ITe Trp val Lys Ser ITe Arg Ile Cys Thr
50 55
Met Gly Lys Leu Gly Asp Ser Cys His Pro Leu Thr Arg Lys
65 70
Asn Phe Gly Asn Gly Arg GlIn Glu Arg Arg Lys Arg Lys Arg
80 85
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100
150
200
250
300
350
400

Leu
15

Ile
30

Cys
45

Pro
60

ASN
75

Ser
90



P4348R1WO_SequenceListing =
Lys Arg Lys Lys Glu val Pro Phe Phe Gly Arg Arg Met His His
95 100 105

Thr Cys Pro Cys Leu Pro Gly Leu Ala Cys Leu Arg Thr Ser Phe
110 115 120

Asn Arg Phe Ile Cys Leu Ala GIn Lys
125

<210> 3

<211> 363

<212> DNA

<213> Homo sapiens

<400> 3
gagggcgeca tgaggagect gtgetgegee cecactcctge toctcttget 50

gctgeegecg ctgctgetca cgoeccgege tggggacgoc gecgtgatca 100
€cggggetty tgacaaggac tcccaatgtg gtggaggeat gtgetgtget 150
grtcagtatct ggutcaagag cataaggatt tgcacaccta tgggcaaact 200
gggagacagc tgccatccac tgactcgtaa agttccattt tttgggegga 250
ggatgcatca cacttgccca tgtctgecag gettggectg tttacggact 300
tcatttaacce gatttatttg tttagcccaa aagtaatcge tcetggagtag 350

aaaccaaatg tga 363

<210> 4
<211> 108
<212> PRT
<213> Homo sapiens
<400> 4
Met Arg Ser Leu Cys Cys Ala Pro Leu Leu Leu Leu Leu Leu Leu
1 5 10 13
Pro Pro Leu Leu Leu Thr Pro Arg Ala Giy Asp Ala Ala val Ile
20 25 30
Thr Gly Ala Cys Asp Lys Asp Ser GIn Cys Gly Gly Gly Met Cys
35 40 45
Cys Ala val Sser Ile Trp val Lys Ser Ile Arg Ile Cys Thr Pro
50 55 60
Met Gly Lys Leu Gly Asp Sar Cys His Pro Leu Thr Arg Lys val
65 70 75
Pro Phe Phe Gly Arg Arg Met His His Thr Cys Pro Cys Leu Pro
80 85 90
Gly Leu Ala Cys Leu Arg Thr Ser Phe Asn Arg Phe ITe Cys Leu
95 100 105
Ala GIn Lys
<210> 5
<211> 1338
<212> DNA
<213> Mouse
<400> 5

cggacgcgty ggcgtccoct aaccgecace gegtococgyg gacgecatgg 50
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gggacccygceg
ttcacaccgce
ggactctcag
agagcataag
ccectgacte
ccectgecty
tttgcttgge
ccteecgetge
agaatactcc
cgtttctate
tttccttgaa
tgacatggct
tgccaataac
ttgcagaaac
ceeegeectyg
tgatgatcct
ttgctggtgg
tgaaccagat
caggaacrttt
taactggtyg
ttatctagat
tacatgtctt
crrertgttg
tcatytggca
aatrtaaact
atatcctgee
<210> 6
<211> 107
<212> PRT
<213> mouse

<400> 6

MGE Gly Asp Pro Arg Cys Ala Pro Leu L
5

ctgtycceeg
ccgcecgggga
tgcggaggag
gatctgcaca
ggaaagttcc
ccaggcettgg
ccggaaatga
acaatgtccg
agaaagaaat
trtrgattrtt
ggaaagtttt
tcteatticc
aactgttttc
ttecttttye
cccatgegea
caccttactg
acccactgag
cccccaagea
cctgeaccca
gaggacaaaa
ttgtttaagt
tttettttrtt
gagacatttt
tgacaggagt
ttatttgtaa

atttgtactg
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ctactgctac
tgcegeggtc
gcatgtgctg
cctatgggec
attttggggg
cgtgtttaag
tcactctgaa
tcgagtcica
gttcteececec
gaagtggctt
gatttttgga
ctgtttatgt
acaaatagga
ccrrtgeecc
gacagacaca
tagcattgtyg
gaggctcaga
gctecatttag
tctggeccac
ttaacgggac
adaaagacatt
atctgaagct
aaagaacgcec
catcatttta
cccaaaggty

gtatcaatat

ttctgctget
atcaccgggyg
tgctgtcagt
aagtgggcga
cggaggatgc
gacttctttce
gtaggaactt
cttgtaattg
ttccttgact
Tttt
gagatttata
tttgccttga
gaataagagg
actcgeeecy
ccettactcet
ggtttctaca
gagctagcac
ggcagacgtt
tggctticag
cctgaaggaa
Ttctccttgt
TLTTLETLEL
actcgaggaa
aaaaatcggt

taatgtaaat

accgctgetg
cttgcgacaa
atctgggtta
cagcrgecac
accacacctg
aaccggttta
gaaatgcgac
tggcaaacaa
ttccaagtaa
ttttetttece
gaggactttc
catttttgaa
gaacaatctg
cececegececeeg
tcaaagactc
cttceocecgec
tgtacaggtt
gggagcgetc
ttctgctgtt
cctggecegt
tgtggaatat
ttctttaagt
gcattgattt
gttaagttat

ggatttcctg

ttytatgt 1338

10

100
150
200
250
300
350
400
450
500
250
600
650
700
750
800
850
900
850
1000
1050
13100
1150
1200
1250
1300

eu feu Lteu Leu Leu Leu

15

Pro Leu Leu Phe Thr Pro Pro Ala Gly Asp Ala Ala val 1le Thr

20

25

30

Gly Ala Cys Asp Lys Asp Ser GIn Cys Gly Gly Gly Met Cys Cys
35 40 45
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Ala val Ser Ile Trp
Gly Gin val Gly Asp
65
phe Trp Gly Arg Arg
80

Leu Ala Cys Leu Arg

Arg Lys

«<210> 7

<211> 624
<212> DNA
<213>

<400> 7
atggctggac

gcrgetgtyg
gcectgecag
gtgaggaaga
tgagtgtgcece
gacactctct
gceetgeage
ctaccagggg
ccaccttgga
tggcagcaga
gggtgccatg
tectggttygce
ctacgccacc
<210> 8
<211> 207
<212> PRT
<213>

<400> 8

Met Ala Gly Pro Ala
1

Gln Leu Leu Leu Trp

20

Thr Pro teu Gly Pro

Lys Cys Leu Gliu Gin

Leu GTn Glu Lys Leu
65

50

95

Homo sapiens

ctgccaccca
cacagtgcac
ctccctgecce
tccagggega
acctacaagc
gggcatcccc
tggcaggcty
ctcectgcagg
cacactgcag
tggaagaact
ccggecttey
ctcccatctg

ttgcccagec

Homo sapiens

5

35

50
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gagccecaty
tctggacagt
cagagcttec
tggcgcageg
tgtgccacce
tgggcteecc
cttgagccaa
ccetggaagg
ctggacgtcg
gggaatggcc
cctetgettt
cagagcttce

ctga 624

Thr Gin Ser Pro Met
His Ser Ala Leu Trp
Ala Ser Ser Leu Pro
val Arg Lys Ile G;g

val Ser Glu Cys Ala

85

aagctgatgg
gcaggaagcec
tgctcaagtg
ctccaggaga
cgaggagctg
tgagcagctg
ctccatageg
gatctececce
ccgactttge
cctgeectge
ccagegeegg

tggaggtgtc

Lys
10

Thr
25

Gln
40

Gly

Thr
70
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val Lys Ser Ile Arg Ile Cys Thr Pro Met
55

Ser Cys His Pro Leu Thr Arg Lys val Pro
70

ccctgcagcet
acceeecctyy
cttagagcaa
agctggtgag
gtgcrgeicy
cceccagecag
gccrtttect
gagttgggtc
caccaccatc
agcccaccca

gcaggaggygg
gtaccgegtt

60

73

Met His His Thr Cys Pro Cys Leu Pro G;%

Thr sSer phe Asn Arg Phe ITe Cys Leu Ala

105

100
150
200
250
300
350
400
450
500
550
600

Leu Met Ala Leuy

15

val ¢1In Glu Ala

30

ser Phe Leu Leu

45

Asp Gly Ala Ala
60

Tyr Lys Leu Cys
75
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His Pro Glu Glu Leu val
80
Trp Ala Pro Leu Sgg Ser Cys Pro
Gly Cys Leu Ser GIn Leu His Ser
110
Leu teu Gln Ala Leu Glu Gly Ile
125
Let Asp Thr Leu GlIn Leu Asp val
140
Trp GIn GIn Met Glu Glu Leu Gly
155
Thr GIn Gly Ala Met Pro Ala Phe
170
Ala Gly Gly val Leu val Ala Ser
185
val ser Tyr Arg val Leu Arg His
200
<210> 9
<211> 603
<212> DNA
<213> Homo sapiens
<400> 9
atgtctectyg ageccgotct gtoccocagec
cagtgcactc tggacagtgc aggaagccac
ccctgececa gagettocty ctcaagtget
cagggcgaty gcgcagoget ccaggagaag
gtgccaccce gaggagctgg tgotgetcgg
gggctcecect gagecagcetge cccagcocagg
ttgagccaac tccatagegg cottttecte
cctggaaggg atctcccccg agrtgggtec
tggacgtcge cgactttgoc accaccatct
ggaatggeec ctgccctgca goccacccag
CTCctgCettc cagogeogyy caggagyggt
agagcticct ggaggtgtcg taccgogttc
tga 603
<210> 10
<211> 200
<212> PRT
<213> Homo sapiens
<400> 10

85

Gin
100

Ser Ala

Gly Leu pPhe

115
Pro Glu
130

Ser

Ala Asp Phe

145

Ala
160

Met Pro

Ala ser Ala

175
GIn

His Leu

180

Ala
205

Leu Gln

ctgcagctge
cceectgggc
tagagcaagt
ctgtgtgcca
acactctctg
ccetgeaget
taccagggge
caccttggac
ggcagcagat
ggtgccatge
cctggttgec

tacgccacct

Met Ser Pro Glu Pro Ala Leu Ser Pro Ala Leu
i 5

10
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Leu Leu Gly His Ser Leu Gly Ile

Leu GIn Ley

Leu Tyr GlIn

Leu Gly Pro

Ala Thr Thr

Ala Leu Gln

phe GlIn Arg

ser pPhe Leu

Pro

tgctgtggea
cctgecaget
gaggaagatc
cctacaagct
ggcatceecet
ggcaggctgce
tcctgcagge
acactgceagce
ggaagaacty
cggecttege
tcccatctge

tgeccagece

Gln Leu Leu

Pro
90

Ala
105

Gly
120

Thr
135

Iie
150

Pro
165

Arg
180

Glu
195

160
150
200
250
300
350
400
450
500
550
600

Leu
15
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Trp His Ser Ala Leu Trp Thr val Gin Glu Ala
20 25
Pro Ala Ser Ser Leu Pro Gln Ser Phe Leu Leu
35 40
GIn val Arg Lys Ite GIn Gly Asp Gly Ala Ala
50 55
Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu
65 70
Leu Gly His Ser Leu Gly Ile Pro Trp Ala Pro
80 85
Pro Ser GIn Ala Leu Gln Leu Ala Gly Cys Leu
95 100
Ser Gly Leu Phe Leu Tyr GIn Gly Leu Leu Gln
110 115
ITe ser pro Glu Leu Gly Pro Thr teu Asp Thr
125 130
val Ala Asp Phe Ala Thr Thr Ile Trp ¢In GlIn
140 145
Gly Met Ala pPro Ala Leu GIn Pro Thr GlIn Gly
155 160
Phe Ala Ser Ala Phe Gln Arg Arg Ala Gly Gly
170 175
Ser His Leu GIn Ser Phe Leu Glu val Ser Tyr
185 190
His teu Ala Glin Pro
200
<210> 11
<211> 615
<212> DNA
<213> Homo sapiens
<400> 11
atggctggac ctgccaccca gagcocccatg aagcotgatgg
gctgctgtgg cacagtgcac tctggacagt gcaggaagec
gecectgecag ctceetgecc cagagettoc tgotcaagty
gtgaggaaga tccagggcga tggcgcagcg ctccaggaga
cacctacaag ctgtgccacc ccgaggaget ggtgotgetce
tgggcatcce ctgggctocco ctgagcaget gecccageca
ctggcagget gcttgagceca actccatage ggoctttice
gctcctgcag gecctggaag ggatctocce cgagttggot
acacactgca gctggacgic gocgactttg ccaccaccat
atggaagaac tgggaatggc ccctgocctyg cageccaccee
gccggectte gectetgett tccagegecy ggcaggaggg
ceteccatet geagagetto ctggaggtgt cgtaccgegt
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Thr Pro Leu

Lys Cys Leu

Leu GIn Glu

Glu Leu val

Leu Ser Ser

ser GIn Leu

Ala Leu Glu

leu GIn Leu

Met Glu Glu

Ala Met Pro

val Leu val

Arg val Leu

ccetgeaget
acceceectgg
cttagagcaa
agctgtgtgce
ggacactctc
ggccectgeag
tctaccaggg
cccaccttgg
ctggcageag
agggtgceat
gtcctggttg

tctacgecac

Gly
30

Glu
45

Lys
60

Leu
75

Cys
90

His
105

Gly
120

Asp
135

Leu
150

Ala
165

Ala
180

Arg
195

100
150
200
250
300
350
400
450
500
550
600



cttgeccage cctga 615

<210>
<211>
<212
<Z213>

<400>

12
204
PRT

Homo sapiens

12

Met Ala Gly Pro Ala

1
GlIn

Thr

Lys

Leu

Glu

Leu

sSer

Ala

Leu

Met

Ala

va'l

Arg

<210>
<211>
<212>
<213>

<400>

atggctggac ctgccaccca
gctgctgtgg cacagtgcac
gcectgecag ctecetgecce
gtgaggaaga tccagggcga
tgaggcagge tgettgagec
ggctcctgca ggecctggaa

Leu Leu

Pro lLeu

Cys Leu

Gln Glu

Lau val

Ser ser

GIn Leu

teu Glu

Gin Leu

Glu Glu

Met Pro

Leu val

val Leu

13
516
DNA

Leu

Gly

Glu

Lys

Leu

Cys

His

Gly

ASp

Leu

Ala

Ala

Arg

5

Trp
20

Pro
35

Gin
50

Leu
65

Leu
80

Pro
95

ser
110

Ile
125

val
140

Gly
155

Phe
i70

Ser
185
His
200

Homo sapiens

13

Thr GIn
His Ser
Ala ser
val Arg
Cys Ala
Gly His
Ser Gln
Gly Leu
Ser Pro
Ala Asp
Met Ala
Ala ser
His Leu

Leu Ala
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Ser

Ala

ser

Lys

Thr

Ser

Ala

Phe

Glu

Phe

Pro

Ala

Gln

GlIn

gagccccaty
tctggacagt
cagagcttec
tggcgcageg
aactccatag

gggatctccc

Pro

Leu

Leu

Ile

Tvr

Leu

Leu

Ley

Leu

Ala

Ala

Phe

Ser

Pro

Met Lys
10

Trp Thr
25

Pro GIn
40

Gln Gly
55

Lys Leu
70

Gly 1le
85

GIn Leu
100

Tyr GlIn
115

Gly Pro
130

Thr Thr
145

Leu Gln
160

Gln Arg
175

Phe Leu
190

aagctgatgg

gcaggaagec

tgctcaagtg

ctccaggaga

cggectttte

ccgagtiggg
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Ley

val

Ser

Asp

Cys

Pro

Ala

Gly

Thr

Ile

Pro

Arg

Glu

Met
Gln
Phe
Gly
His
Trp
Gly
l.eu
Leu
Trp
Thr
Ala

val

Ala
Glu
l.eu
Ala
Pro
Ala
Cys
L.eu
Asp
GIn
Gln
Gly

Ser

ccctgeaget

accccectygg

cttagagcaa

agctggtgag

ctctaccagy

tcccacctty

Leu
15

Ala
30

Leu
45

Ala
60

Glu
75

Pro
90

Leu
105

Gin
120

Thre
135

GIn
150

Gly
165

Gly
180

Tyr
195

100
150
200
250
300



gacacactge

gatggaagaa

tgceggectt

gccteccatc

ccttgeecag

<210>

<211~

<212>

<213>

<400>
Metl
1

Gin

Thr

Lys

Leu

His

Gly

ASp

Leu

Ala

Ala

Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14
171

PRT .
HOmo sapiens

14
Ala

Leu

Pro

Cys

GIn

Ser

Ile

val

Gly

Phe

s5er

His

15
19
DNA,

Gly

Leu

Leu

Leu

Glu

Gly

ser

Ala

Met

Ala

His

Leu
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agctggacgt cgecgacttt gecaccacca

ctgggaatgg cccctgecct grageccace

cgectetgct ttccagcygec gggcaggagy

tgcagagcett cctggaggtg tcgtaccgceg

ceectga 516

Pro Ala
5
Leu Trp
20

Gly pPro
35

Glu Gln
50

Lys Leu
65

Leu Phe
80

Pro Glu
a5

Asp Phe
110

Ala Pro
125

Sar Ala
140

teu Gln
155

Ala Gln
170

Thr

His

Ala

val

va'l

Leu

Leu

Ala

Ala

Phe

Ser

Pro

Gin

ser

Ser

Arg

Ser

Tyr

Gly

Thr

Leu

Gln

Phe

Artificial seguence

Ser

Ala

Ser

Lys

Glu

Glin

Pro

Thr

GIn

Arg

Leu

sequence is synthesized

15

ccgcaaggaa tcggtcaat 19

<210>
<211>
<212>
<213>

16
20
DNA

Artificial sequence

Pro
Leu
Leu
Ile
Ala
Gly
Thr
ile
Pro
Arg

Glu

Met
10

Trp
25

Pro
40

GIn
55

Gly
70

Leu
85

Leu
100

Trp
115

Thr
130

Ala
145

val
160

Lys
Thr
Gln
Gly
Cys
Leu
Asp
Gln
Glin
Gly

ser
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tctggcagea 350

cagggtgcca 400

ggtcctggrt 450

ttectacgeca 500

Leu
val
Ser
ASD
Leu
Gln
Thr
Gln
Gly
Gly

Tyr

Met
Gin
Phe
Gly
Ser
Ala
Leis
Met
Ala
val

Arg

Ala

Glu

Leu

Ala

Gln

Leu

Gln

Glu

Met

Leu

val

Leu
15

Ala
30

Leu
45

Ala
60

Leu
75

Glu
90

Leu
105

Glu
120

Pro
135

val
150

Leu
165
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<220> )
<223> sequence is synthesized

<400> 16
gatcagcaat cgcgecatatg 20

<210> 17

<211> 17

<212> DNA

<213> artificial sequence

<220>
<223> sequence is synthesized

<400> 17
cactacatgg cgtgatt 17

<210> 18
<211> 6

<212> PRT

<213> Artificial sequence

<220> )
<223> sequence is synthesized

<400> 18
Gly Ser Gly Ser Gly Ser
5

<210> 19
<211> 4
<212> PRT
<213> Artificial sequence

<220>
<223> sequence is synthesized

<400> 19
Gly Gly Gly ser
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