WO 2023/192463 1/37 PCT/US2023/016871

Figure 1
SEQ D NOs: 11-76

MAADRGYLPDWLEDTLSEGIROWWEKLKPGPPPPKPARERHKDDSRGLVEPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADABEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPYVEPDSSSGTGKAGOQOPA
REKRLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFRKUFNIQYVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNETFSYTFEDVPFHSSY AHSQSLBRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDOQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQRGNEGSGRNROAATADVNTOGVLPGMVWQDRD
VYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASF
ITQYSTGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVYSEPRPL
GTRYLTRNL (SEQIDNO:1 D)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKY LGPF
NGLDKGEPVNEADAAALEHDKAYDROQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRAGOQPA
RKRINFGQTGDADSVPDPOQPLGOPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGQISSQSGASNDNHYFGY STP
WGOYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFRLFNIQVEEVTQNDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVIMVPOQYGYLTLNNGSQAVGRS
SEYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDREMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOQSRNWLPGPCYRQOQRVEKTSADNNNSEY SWTG
ATKYHENGRDSLYNPGPAMASHKDDEEKFFPOQSGVLIRGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNAEGSGRNRQAATADYNTQGVLPGMVWODR
DVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTTFSAAKFAS
FITQYSTGQVSVEIEWELQKENSKRWNPEIQY TSNY NKSVNVDFTVDTINGVYSEPRPI
GTRYLTRNL (SEQ ID NO:12}



WO 2023/192463 PCT/US2023/016871
2137

Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQROGNLAEGSGRNRQAATADYNTQOVLPGMYW(D
RDVYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKF
ASFITOYSTGOVSVEIEWELGKENSKRWNPEIGY TSNYNKSVNVDFTVDTINGVYSEP
RPIGTRYLTRNL (SEQ IDNO:13)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGOGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYEKQISSQSGASNDNHYFGYSTP
WGOYFDFNRFHCHFSPRDWOQRLINNNWGOFRPKRLINFRKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNLAEGSGRNARGAATADVNTQGVLPGMVWQ
DRDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTITSAAK
FASFTTQYSTGOVASVEIEWELQKENSKRWNPEIQY TSNYNKSVNVDFTVDTINGVYSE
PRPIGTRYLTRNL (SEQ ID NO:14)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNEGSGRNRQAATADVNTQGVLPGMYWQDRD
VYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASF
ITQYSTGOVSVEIEWELQKENSKRWNPERQY TSMNYNKSINVDFTVDTNGVYSEPRPIG
TRYLTRNL (SHQIDNOS)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGOGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYEKQISSQSGASNDNHYFGYSTP
WGOYFDFNRFHCHFSPRDWOQRLINNNWGOFRPKRLINFRKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNAEGSGRNRQAATADVNTQGVLPGMYWQDR
DVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKFAS
FITQYSTGOQVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEPRPE
GTRYLTRNL (SEQ D NO:16)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAY DROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRYLEPLGLVEEPVK TAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRLNFGQTGDADSYPDPQPLGQPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLY KOISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPROWORLINNNWGFRPEKRLNFKLFNIQVKEVTQONDGTTTIAN
NLTSTVQVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDYPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDOSRNWLPGPCYROORVSK TSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNLAEGSGRNRQAATADVNTOGVLPGMYWOD
RDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKF
ASFITQY STGQOVSVEIEWELQKENSKRWNPEIQY TSNY NKSINVDFTVDTNGVYSEPR
PIGTRYLTRNL (SEQ ID NO:17)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOOPA
RKRLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSCGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWOQRLINNNWGFRPKRLNFKLFNIQVKEVTQONDGTTTIAN
NLTSTVQVETDSEYQLPY VLGSAHQGCLPPFPADVEMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSY TFEDVPFHSSY AHSGSLDRLMNPLIDOYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCY ROORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEK TNVDIER VMITD
EEEIRTTNPVATEQYGSVSTNLGRGNLARGSGRNARQAA TADVNTQGVLPGMYWG
DRDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTTFSAAK
FASFITQYSTGQVSVEIEWELOKENSKRWNPEIQY TSNYNKSINVDETVDTNGVY SEP
RPIGTRYLTRNL (SEQ 1D NO:18)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKY NHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNEGSGRNRQAATADVNTQGVLPGMYWQDRD
VYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASF
ITQYSTGOQVSVEIEWELQRKENSKRWNPERQY TSNYNKSVNVDFTVDTNGVYSEPRP
GTRYLTRNL (SEQ ID NO: 19)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGOGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYEKQISSQSGASNDNHYFGYSTP
WGOYFDFNRFHCHFSPRDWOQRLINNNWGOFRPKRLINFRKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNAEGSGRNRQAATADVNTQGVLPGMYWQDR
DVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKFAS
FITQYSTGOQVSVEIEWELQKENSKRWNPEIQY TSNYNKSVNVBFTVDTNGVYSEPRPE
GTRYLTRNL (SEQ 1D NO:23)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKY NHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQROGNLAEGSGRNRQAATADYNTQOVLPGMYW(D
RDVYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKF
ASFITOYSTGOVSVEIEWELGKENSKRWNPEIGY TSNYNKSVNVDFTVDTINGVYSEP
RPIGTRYLTRNL (SEQ IDNO:2L)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLBKGEPYVNAADAAALEHDKAYDROQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQOQPA
RKRLNFGQOTGDADSVPDPOQPLGOPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPROWQRLINNNWGFRPKRINFKLFNIQVEKEVTONDGTTITIAN
NLTSTVOVETDSEYQLPY VLGRSAHQGCLPPFPADVIMVPOQYGYLTLNNGSQAVEGRS
SEFYCLEYFPSQMLRTGNNEFTFSYTRFEDVPFHSSY AHSQSLPRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOQSRNWLPGPCYROQOQRVEKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNLAEGSGRNARGAATADVNTQGVLPGMVW(
DROVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAK
FASFITQYSTGOQVSVEIEWELQKENSKRWNPEIQYTSNYNEKSVNVDFTVDTINGVYSE
PRPIGTRYLTRNL (SEQIDNO:22)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKY NHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
RERLNFGQTGDADSVPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNEGSGRNRQAATADVNTQGVLPGMYWQDRD
VYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASF
ITQYSTGOVSVEIEWELQKENSKRWNPERQY TSMNYNKSINVDFTVDTNGVYSEPRPIG
TRYLTRNL (SHQIDNO:23)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGOGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYEKQISSQSGASNDNHYFGYSTP
WGOYFDFNRFHCHFSPRDWOQRLINNNWGOFRPKRLINFRKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNAEGSGRNRQAATADVNTQGVLPGMYWQDR
DVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKFAS
FITQYSTGOQVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEPRPE
GTRYLTRNL (SEQ 1D NO:24)
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Figure 1 {continued}

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKY NHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA
REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDEFNRFHCHFSPRDWORLINNNWGOFRPEKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLBRLMNPLIDOQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQROGNLAEGSGRNRQAATADYNTQOVLPGMYW(D
RDVYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKF
ASFITOYSTGOVSVEIEWELGKENSKRWNPEIGY TSNYNKSINVDFTVDTNGVYSEPR
PIGTRYLTRNL (SEQ ID NO:23)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOOPA

RKRLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSCGAPMADNNEGADGVG

NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWOQRLINNNWGFRPKRLNFKLFNIQVKEVTQONDGTTTIAN

NLTSTVQVETDSEYQLPY VLGSAHQGCLPPFPADVEMYPQYGYLTLNNGSQAVGRS

SFYCLEYFPSQMLRTGNNFTFSY TFEDVPFHSSY AHSGSLDRLMNPLIDOYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCY ROORVSKTSADNNNSEY SWTG

ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEK TNVDIER VMITD
EEEIRTTNPVATEQYGSVSTNLGRGNLARGSGRNARQAA TADVNTQGVLPGMYWG

DRDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTTFSAAK

FASFITQYSTGQVSVEIEWELOKENSKRWNPEIQY TSNYNKSINVDETVDTNGVY SEP
RPIGTRYLTRNL (SEQ 1D NG:26)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLYLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLEEDTSFG
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Figure 1 {continued}

GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRLNFGOTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEY QLPY VLGSAHQGCLPPFPADVEMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDOYLY YLSRT
NTPSGTTTQSRLOFSQAGASDIRDQSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHK DDEEKFFPQSGVLIFGKQGSEKTNVDIEK VMITD
BEEIRTTNPYATEQYGSVSTNLOEGSGRNATADVNTQGVLFGMYVWQDRDVYLOGH
WAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTIFSAAKFASFITQYSTG
QVSVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFTYDTNGVYSEPRPIGTRYLTR
NL (SEQIDNO:27)

MAADGY LPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVEQAKKRVLEPLGLVEEPVK TAPGKKRPVEHSPVEPDSSSGTGKAGQOPA

RKRLNFGQTGDADSVPDPQPLGQPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLY KQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFS PRDOWORLINNNWGFRPKRLNFKLENIQVKEVTONDGTTTIAN

NLTSTVQVFTDSEYQLPYVLGSAHQGCLPPFPADVEMVPQYGYLTLNNGSQAVGRS

SFYCLEYFPSOMLRTGNNFTFSY TFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGSRNWLPGPCYROQRVSKTSADNNNSEY SWTG

ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEK TNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLOQAEGSGRNATADVNTQGVLPGMVWODRDVYLOG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYST
GOVSVEIEWELOKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVY SEPRPIGTRYLT
RNL (SEQ ID NO:28)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHEKDDSRGLVLPGYKYLGPF
NGLBKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTOGKAGQQRA
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Figure 1 {continued}

RKRLNFGQTGDADSVPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADBGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQOSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWOQRLINNNWGFRPKRLNFKLENIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPFPADVEMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOQSLDRLMNPLIDOYLY YLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMA SHEDDEEKFFPQSGVLIFGKQGSEKTNVDIEK VMITD
BEBIRTTNPVATEQYGSVSTNLOLAEGSGRNATADVNTOGVLPGMYWODRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
TGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVYSEPRPIGTRYL
TRNL (SEQ ID NO:29)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVETAPGKKRPVEHSPYVEPDSSSGTGKAGOQGPA
RERLNFGOQTGDADSVPDPQPLGOQPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWORLINNNWGOGFRPRKRLNFKLUFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPYVLGSAHQGCLPPFPADVIMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDYPFHSSY AHSQSLDRUMNPLIDOYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDOSRNWLPGPCYROORVSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLOQLAEGSGRNAATADVNTQGVLPGMYWODRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLEHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGOVYSVEIEWELOKENSKRWNPEIGY TSNYNKSVNVDETVDTNGVY SEPRPIGTR
YLTRNL (SEQ ID NO:3%)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LEKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPBDSSSGTGKAGOGPA

RKRLNFGQTGDADSVPDPOPLGUPPAAPSGLGTNTMATGSGAPMADNNEGADGVG



WO 2023/192463 PCT/US2023/016871
11/37

Figure 1 {continued}

NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRLNFKLFNIQVKEVTQONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPEPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDOYLY YLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCY RQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPGSGVLIFGKOGSEKTNVDIEK VMITD
EEEIRTTNPVATEQYGSVSTNLQEGSGRNATADVNTQGVLPGMVWGQDRDVYLGGP!
WAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYSTG
QVSVEIEWELOKENSKRWNPEIQY TSNYNKSINVDFTVDTNGVY SEPRPIGTRYLTR
NL (SEQIDNQ:31)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDRQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQOPA
RKRLNFGOTGDADSVPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWOQRLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEYOQLPY VLGSAHQGCLPPFPADVEMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSY TFEDVPFHSSY AHSQSLDRLMNPLIDQY LY YLSRT
NTPSGTTTQSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSK TSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEKVMITD
EBEIRTTNPVATEQYGSVSTNLOAEGSGRNATADVNTQGVLPGMYWODRDVYLOG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSA AKFASFITOYST
GOQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTNGVY SEPRPIGTRYLT
RNL (SEQ D NO:32)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVETAPGKKRPVEHSPVEPDSSSGTGKAGOQGPA

REKRLNFGQTGDADSVPDPQPLGQPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
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Figure 1 {continued}

WGYFDFNRFHCHFSPROWOQRLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPEPADVEMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSS Y AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCY ROORVSK TSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEK VMITD
EEEIRTTNPVATEQYGSVSTNLGLAEGSGRNATADVNTOGVLEGMVWODRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
TGOVSVEIEWELOKENSKRWNPEIQYTSNY NKSINVDFTVDTNGVYSEPRPIGTRYLT
RNL (SEQ ID NO:33)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NOGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLEKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPYVEPDSSSGTGKAGQGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTS TRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRENFKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDOQSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQLAEGSGRNAATADVNTQGVLPGMVWQDRDVYL
QGPIWAKIPHTDOHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAARKFASFIT(
YSTGOVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTINGVYSEPRPEGTR
YLTRNL (SEQ ID NO:34)

MAADGYLPDWLEDTLSEGIRQWWKLEPGPPPPKPAERHEDDSRGLVLPGYKYLGPF
NGLBKGEPVNAADAAALEHDKAYDRQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGOQPA
RKRLNFGOTGDADSVPDPOQPLGOPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGISSQSGASNDNHYFGYSTP
WOYFDENRFHCHESPROWOQRLINNNWGFRPKRENFKLFNIQVKEVTONDGTTTIAN
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Figure 1 {continued}

NLTSTVQVFTDSEY QLPYVLGSAHOGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSY TFEDVPFHSSY AHSQSLDRLMNPLIDOQY LY YLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYROORYSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMA SHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEK VMITD
EEEIRTTNPVATEQYGSVSTNLOEGSGRNATADVNTQGVLPGMYWQDRDVYLQGPI
WAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPYPANPSTTFSAAKFASFITOYSTG
QVSVEIEWELQOKENSKRWNPEIQYTSNYNKSVNVDFTVDTNGVY SEPRPIGTRYLTR
NL (SEQ ID NO:35)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLYLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVK TAPGKKRPVEHSPVEPDSSSGTGKAGQQPA

RERLNFGQTGDADSVPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG

NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLY KQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN

NLTSTVQVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS

SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSOAGASDIRDOSRNWLPGPCYROORVSK TSADNNNSEY SWTG

ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSERTNVDIEK VMITD
EEEIRTTNPVATEQYGSVSTNLQAEGSGRNATADVNTQGVLPGMYWOQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPS TTFSAAKFASFITQYST
GQVSVEIEWELOKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVY SEPRPIGTRYLT
RNL (SEQ ID NO:36)

MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVETAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RERLNFGOQTGDADSVPDPQPLGQPPAAPSGLOGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWORLINNNWGOFRPERLNFKLINIQVKEVTONDGTTTIAN
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Figure 1 {continued}

NLTSTVQVFTDSEY QLPYVLGSAHOGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSY TFEDVPFHSSY AHSQSLDRLMNPLIDOQY LY YLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYROORYSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMA SHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEK VMITD
EBEIRTTNPVATEQYGSVSTNLOLABGSGRNATADVNTQGVLPGMYWODRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
TGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVYSEPRPIGTRYL
TRNL (SEQ IDNO:37)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROQLUDSGONPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRAGQQPA
RKRINFGQTGDADSVPDPOQPLGOPPAAPSGLOGTINTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGQISSQSGASNDNHYFGY STP
WOYFDFNRFHCHFSPROWOQRLINNNWGEFRPKRENFRKLFNIQVKEVTONDGTTTIAN
NLISTVOVETDSEYQLPYVLGSAHQGCLPPFPADVIMVPOYGYLTLNNGSQAVGRS
SEYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSOSLDREMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOQSENWLPGPCYRQORVSKTSADNNNSEYSWTG
ATEKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIRGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTQGVLPGMVWQDRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFIT(
YSTCGOVSVEIEWELQKENSKRWNPEIQY TANYNESVNVDFTVDTNGVYSEPRPIGTR
YLTRNL (SE(Q ID N(:38)

MAADGYLPDWLEDTLSEGIROWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDRKAYDROLDSGDNPYLKYNHADARFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRAGQQPA
RKRLNFGQTGDADSVPDPOQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDENRFHCHFSPROWOQRLINNNWGFRPKRENFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPFPADVEMYPQYGYLTLNNGSQAVGRS
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Figure 1 {continued}

SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSYAHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTUSRLOFSQAGASBIRDOSRNWLPGPCYROORVYSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOQSGVLIFGKQGSERKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLQEGSGRNATADYVNTQGVLPGMVWQDRDBVYLQGPE
WAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPYPANPSTIFSAAKFASFITQYSTG
QVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDEFTVDTNGVYSEPRPIGTRYLTR
NL (SEQ 1D NG:39)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKY NHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVK TAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPFPADVEMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHK DDEEKFFPOSGVLIFGKQGSEKTNVDIEK VMITD
EEEIRTTNPYATEQYGSVSTNLQABGSGRNATADYNTQGYLPGMYWOQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFITQYST
GQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTNGVY SEPRPIGTRYLT
RNL (SEQ ID NO:40)

MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
ONLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRINFGQTGDADSVPDPOQPLGOPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGISSQSGASNDNHYFGY STP
WOYFDFNRFHCHFSPRDWOQRLINNNWGFRPKRENFRKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEY QLPY VLGSAHOQGCLEPFPADVFMVPQYGYLTLNNGSQAVEGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
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Figure 1 {continued}

NTPSGTTTQOSRLOFSQAGASDIRDQSRNWLPGPCYRQORVSK TSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMA SHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEK VMITD
EEEIRTTNPYATEQYGSVSTNLOLAEGSGRNATADVNTQGVLPGMVWODRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITOQYS
TGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTNGVY SEPRPIGTRYLT
RNL (SEQIDNO:4 1)

MAADGYLPDWLEDTLSEGIROQWWKLEPGPPPPKPAERHEDDSRGLVEPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAERFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRLNFGOTGDADSVPDPOQPLGOPPAAPSGLOINTMATGSGAPMADNNEGADGVE
NSSOGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSOQSGASNDNHYFGYSTP
WOYFDENRFHCHFSPROWQRLINNNWOFRPEKRENFKLFNIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPY VLGSAHQGCUPPFPADVEMVPOQYGYLTLNNGSOAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDGSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHINGRDSLYNPGPAMASHKDBEEKFFPOSGVLIFGKOQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTOGVLPGMYWODRDVYL
QUPTWAKIPHTDGHFHPSPLMGGFRFGLEHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGOQVSVEIEWELQKENSKRWNPERIYTSNYNKSINVDFTVDTNGVYSEPRPIGTR
YLTRNL (SEQ 1D NO:42)

SEQ D NO:43:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVEPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRAGOQGPA
REKRUNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYEQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRENFELFNIQVREVTONDGTTTIAN
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Figure 1 {continued}

NLTSTVQVFTDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSYAHSQSLDRUMNPLIDOYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDOSRNWLPGPCYROOQRVSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNEGSGRNRQAATADVNTQGVLPGMVWOQDRD
VYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAKFASF
ITQYSTGOVSVEIEWELQKENSKRWNPEIQY TSNYNESVNVDFTVDTNGVYSEPRPI
GTRYLTRNL

SEQ 1D NO:44:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALERDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGQQPA
RKRINFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTS TRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEYQLPY VLGSAHQGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SEYCLEYFPSOQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVEKTSADNNNSEYSWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPYVATEQYGSVSTNLORGNABGSGRNRQAATADYVNTQGVLPGMYW(DR
DVYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTIFSAAKFAS
FITQYSTGQVSVEIEWELQKENSKRWNPEIQYTSNYMNKSVNVDFTVDINGVYSEPRP
GTRYLTRNL

SEQ ID NOG4s:

AAVZ-MIT-REP (ACG start codon for AAY Rep polvpeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPRF
NGLDKGEPVNEADAAALFHDKAYDROLDSGDNPY LKYNHADAFEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RERLNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP

NLTSTVOVETDSEY QLPYVLGSAHQGCLPPFPADVIMVPOYGYLTLNNGSQAVGRS
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Figure 1 {continued}

SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSYAHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTUSRLOFSQAGASBIRDOSRNWLPGPCYROORVYSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOQSGVLIFGKQGSERKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLORONLAEGSOGRNRQAATADVNTRQGVLPGMYWQD
REVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKF
ASFITQY STGOVSVEIEWELQKENSKRWNPEIGY TSNYNKSVNVDFTVDTINGVY SEP
RPIGTRYLTRNL

SEQ ID NOG:4s:

AAVI-MIT-REP (ACG start codon for AAV Rep polypeptide nstead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVEPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROQLOSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RKRLNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRLNFKLENIQVEEVTONDGTTTIAN
NLTSTVOQVFTDSEY QLPY VLGSAHQGCLPPFPADVIMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHEK DDEEKFFPOSGVLIFGKOGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNLAEGSGRNARQAATADVNTQGVLPGMVW(
DRDVY LQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTTFSAAK
FASFITQYSTGQVSVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFYVDTINGVYSE
PRPIGTRYLTRNL

SEQ D NO:4T:

AAVI-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPY
NGLDKGEPYVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPYVEPDSSSGTGKAGOGPA
REKRLNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVOVFTDSEYQLPYVLGSAHQGCLPPFPADVEMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
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Figure 1 {continued}

NTPSGTTTOQSRLOFSQAGASBDIRDOSRNWLPGPCYRQORVYSKTSADNNNSEYSWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTINPYVATEQYGSVSTNLORGNEGSGRNROAATADYNTOGVLPGMYWQDRD
VYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASF
ITQYSTGQVSVEIEWELQKENSKRWNPERYY TSNYNKSINVDFTVDTNGVYSEPRPIG
TRYLTRNL

SEQ ID NG:4¢:

AAVI-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLEPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROQLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPYKTAPGKKRPVEHSPVEPDSSSGTGKAGQOQPA
RKRLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDENRFHCHFSPRODWOQRLINNNWGFRPKRENFKLENIQVKEVTONDGTTTIAN
NLTSTVOQVFTDSEY QLPY VLGSAHQGCLPPFPADVEMVPQYGY L TLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDGSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPQSGVLIFGKOQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNAEGSGRNRGAATADVNTQGVLPGMVWQDR
DVYLQGPIWAKIPHTDGHFHPSPLMGOGFGLKHPPPOILIKNTPVPANPSTTFSAAKFAS
FITQYSTGOVSVEIEWELOKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEPRPL
GTRYLTRNL

SEQ ID NO:49:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKY LGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRKAGOQGPA
RKRUNFGOTGDADSVEDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRIWALPTYNNHLYKOQISSQSGASNDNHYFGYSTE
WGEYFDFNRFHCHFSPRDWQRLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVOQVETDSEY QLPY VLGSAHQGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOQFSQAGASDIRDOQSRNWLPGPCYRQOQRVEKTSADNNNSEY SWTG
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Figure 1 {continued}

ATKYHLNGRDSLVNPGPAMA SHKDDEEKFFPOSGVLIFGKQGSEKTNVDBIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNLAEGSGRNROQAATADVNTQGVLPGMVW(QD
RDVYLOQGPIWAKIPHTDGHEHPSPLMGGFGLEKHPPPQILIKNTPVPANPSTTFSAAKE
ASFITQYSTGRVSVEIEWELQKENSKRWNPEIQYTSNY NKSINVBFTVDTINGVYSERR
PIGTRYLTRNL

SEG ID NG5

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide mstead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPY
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLEEDTSFG
GNLORAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RERINFGOQTGDADSVPDPOPLGOQPPAAPSGLGINTMATGSGAPMADNNEGADGYG
NSSOGNWRHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWORLINNNWGFRPERINFKLENIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEYQLPYVLGSAHQGCLPPFPADVFMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMILRTGNNFTFSYTFEDVPFHSSY AHSGSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYROQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYVNPGPAMASHKDDEEKFFPQSGVLIFGKOQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLGRGNLAEGSGRNARQAATADVNTQGVLPGMYWG
DRDVYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPVPANPSTTFSAAK
FASFITQY STGQVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEP
RPIGTRYLTRNL

SEQ D NOSEH

AAVI-MIT-REP (ACG start codon for AAV Rep polvpeptide mnstead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDONPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGRAGQQPA
RKRINFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NESGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRLNFKLENIQVEEVTONDGTTTIAN
NLISTVOQVETDSEYQLPYVLGSAHQGCLPPFPADVIMVPOYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTQSRLOFSQAGASDIRDOSRNWLPGPCYRQOQRVEKTSADNNNSEYSWTG
ATKYHLNGRDSLYNPGPAMASHEDDEEKFFPOSGVLIFGKQGSEKTNVDEKVMITD
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Figure 1 {continued}

EEEIRTTNPVATEQYGSVSTNLORGNEGSGRNRQAATADYNTRGVLPGMYWQDRD
VYLQGPIWAKIPHTDGHFHPSPEMGGFGLKHPPPOILIKNTPVPANPSTIFSAAKFASE
TTOYSTGOVSVEIEWELOKENSKRWNPEIGY TSNYNKSVNVDFTVDTNGVY SEPRPT
GTRYLTRNL

SEQ I3 NG:52:

AAVZ-MIT-REP (ACG start codon for AAY Rep polvpeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPYNAADAAALEHDKAYDRGQLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
REKRLNFGQTGDADSVPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWOQRLINNNWGFRPERINFKLFNIQVKEVTONDGTTTIAN
NLTSTVOVETDSEYQLPYVLGSAHQGCLPPFPADVEMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDOQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLOQRGNAEGSGRNRQAATADVNTQGVLPGMYWQDR
DVYLOQGPIWAKIPHTDGHFHPSPLMGGEFGLKHPPPOILIKNTPYPANPSTTFSAAKFAS
FITQYSTGOVSVEIEWELQRENSKRWNPEIQYTSNYNKSYNVDFTVDINGVYSEPRPL
GTRYLTRNL

SEQ ID NO:33:

AAVI-MIT-REP (ACG start codon for AAV Rep polyvpeptide nstead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLEPGPPPPEKPAERHEKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFOARKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQOQPA
RKRINFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKGISSQSGASNDNHYFGYSTP
WGYFDENRFHCHFSPROWOQRLINNNWGFRPKRENFKLFNIQVEEVTIQNDGTTTIAN
NLTSTVOQVFETDSEY QLPYVLGSAHQGCLPPFPADVEMVYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSOQMLRTGNNFTFSYTFEDVPFHSSY AHSGSLDRLMNPLIDQYLY YLSRT
NTPSGTTITQSRLOFSQAGASDIRDOSRNWLPGPUYRQGRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPQSGVLIFGKOGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOQRONLAEGSGRNRQAATADVNTQGVLPGMVWQD



WO 2023/192463 PCT/US2023/016871

22137

Figure 1 {continued}

RDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKF
ASFITQY STGQVSVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFIVDTINGVYSEP
RPIGTRYLTRNL

SEG 1D NG54

AAV2-MIT-REP (ACG start codon for AAV Rep polvpeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPY
NGLDKGEPYVNAADAAALEHDKAYDROQLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPYEPDSSSGTGKAGQOQPA
RERLNFGQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLY KQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHESPRDWORLINNNWGFRPKRLINFKLUFNIQVKEVTONDGTTTIAN
NUTSTVOVFTDSEYQLPYVLGSAHOGCLPPFPADVEMVPOYGYLTUNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDOSRNWLPGPCYRQORVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKQGSERKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLOROGNLAEGSGRNARQAATADVNTQGVLPCMVWQ
PREVYLOQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAK
FASFITQYSTGOVSVEIEWELGKENSKRWNPEIQY TSNYNKSVNVDFTVDTNGVYSE
PRPIGTRYLTRNL

SEQ ID NG:55:

AAVI-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIROWWKLEKPGPPPPEKPAERHKDDSRGLVLPGYRYLGPF
NGLDKGEPVNAADAAALEHDEKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
RERINFGOQTGDADSVPDPOPLGOQPPAAPSGLGINTMATGSGAPMADNNEGADGYG
NSSCNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDENRFHCHFSPRDWOQRLINNNWGFRPKRENFKLENIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEY QLPY VLGSAHQGCLPPFPADVEMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMIRTGNRNFTFSYTFEDVPFHSSY AHSGSLDRUMNPLIDGYLYYLSRT
NTPSGTTITQSRLOFSQAGASDIRDGSRNWLPGPCYRQQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKOQGSEKTNVDIEKVMITD
EEEIRTTNPVATEQYGSVSTNLORGNEGSGRNRQAATADVNTQGVLPGMVWODRD
VYLOGPIWAKIPHTDGHFHPSPLMGGRGLKHPPPQILIKNTPVPANPSTTFSAAKFASF
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Figure 1 {continued}

ITQYSTGOQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTNGVYSEPRPIG
TRYLTRNL

SEQ I NG:56:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNABGSGRNRQAATADVNTQGVLPGMVWQDR
DVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTIFSAAKFAS
FITQYSTGRVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTYVDTNGVYSEPRPI
GTRYLTRNL

SEQ I NO:ST:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQRGNLAEGSGRNRQAATADVYNTRQGVLPGMYWQD
RDVYLOGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOILIKNTPYVPANPSTTFSAAKF
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Figure 1 {continued}

ASFITQY STGQVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEPR
PIGTRYLTRNL

SEQ I NG5S

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLORGNLAEGSGRNARGAATADVNTQGYLPGMYWQ
DRDVYLQGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPOQILIKNTPVPANPSTTFSAAK
FASFITQYSTGOVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEP
RPIGTRYLTRNL

SEQ I NG:59:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQEGSGRNATADVNTQGVLPGMYWQDRDVYLQGPE
WAKIPHTDGHFHPSPLMGGFPFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYSTG
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Figure 1 {continued}

QVSVEIEWELQKENSKRWNPEIQYTSNYNKSYNVDFTVDTNGVYSEPRPIGTRYLTR
NL

SEQ I NG:60:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEFIRTINPVATEQYGSVSTNLOAEGSGRNATADYNTOGVLPGMYWQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTIFSAAKFASFITQYST
GOVSVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFTVDTNGVYSEPRPIGTRYLT
RNL

SEQ I NG6L:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQLAEGSGRNATADVYVNTRQGVLPGMYWQDRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLEKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
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Figure 1 {continued}

TGOVEVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFTVDTNGVY SEPRPIGTRYL
TRNL

SEQ I NG:62:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTQGVLPGMVYVWQDRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGQVSVEIEWELQKENSKRWNPEIGY TENYNESVNVDFTVDINGVY SEPRPIGTR
YLTRNL

SEQ I NG:63:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQEGSGRNATADVNTQGVLPGMYWQDRDVYLQGPE
WAKIPHTDGHFHPSPLMGGFPFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYSTG
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Figure 1 {continued}

QVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDINGVYSEPRPIGTRYLTR
NL

SEQ D NG:64:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEFIRTINPVATEQYGSVSTNLOAEGSGRNATADYNTOGVLPGMYWQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTIFSAAKFASFITQYST
GOVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVY SEPRPIGTRYLT
RNL

SEQ ) NG:65:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPY LKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQLAEGSGRNATADVYVNTRQGVLPGMYWQDRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLEKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
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Figure 1 {continued}

TGOVEVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTIVDINGVYSEPRPIGTRYLT
RNL

SEQ I NG:66:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNEADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTQGVLPGMVYVWQDRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTINGVYSEPRPIGTR
YLTRNL

SEQ I NG:6T:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQEGSGRNATADVNTQGVLPGMYWQDRDVYLQGPE
WAKIPHTDGHFHPSPLMGGFPFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYSTG
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Figure 1 {continued}

QVSVEIEWELQKENSKRWNPEIQYTSNYNKSYNVDFTVDTNGVYSEPRPIGTRYLTR
NL

SEQ I NG:68:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEFIRTINPVATEQYGSVSTNLOAEGSGRNATADYNTOGVLPGMYWQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTIFSAAKFASFITQYST
GOVSVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFTVDTNGVYSEPRPIGTRYLT
RNL

SEQ ) NG:69:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQLAEGSGRNATADVYVNTRQGVLPGMYWQDRDVYLQ
GPIWAKIPHTDGHFHPSPLMGGFGLEKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYS
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Figure 1 {continued}

TGOVEVEIEWELQKENSKRWNPEIQYTSNYNKSVNVDFTVDTNGVY SEPRPIGTRYL
TRNL

SEQ I NG:70:

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTQGVLPGMVYVWQDRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGQVSVEIEWELQKENSKRWNPEIGY TENYNESVNVDFTVDINGVY SEPRPIGTR
YLTRNL

SEQ I NO7L:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDROLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQQPRA
RERLNFGQTGDADSVYPDPQPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGYG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWQRLINNNWGFRPKRINFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTIDSEYQLPYVLGSAHQGCLPPFPADVFMYPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRUMNPLIDQYLYYLSRT
NTPSGTTTOSRLGFSQAGASDIRDGQSRNWLPGPCYROOQRYSKTSADNNNSEY SWTG
ATKYHENGRDSLVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVDIEEVMITD
EEEIRTTNPVATEQYGSVSTNLQEGSGRNATADVNTQGVLPGMYWQDRDVYLQGPE
WAKIPHTDGHFHPSPLMGGFPFGLKHPPPOILIKNTPVPANPSTTFSAAKFASFITQYSTG
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Figure I {continued}

QVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVYSEPRPIGTRYLTR
NL

SEQ D ND:72:

AAVI-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWKLKPGFPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEERPVKTAPGKKRPVEHSPVEPDSSSGTGKAGRQPA
REKRUNFGOTGDADSVEDPOPLGUPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGYFDFNRFHCHFSPRDWQRLINNNWGFRPKRENFKLFNIQVKEVTONDGTTTIAN
NLUTSTVOVETDSEY GLPY VLGSAHQGCLPPFPADVEMVPOYGYLTLNNGSQAVGRS
SEYCLEYFPSOMLRTGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDOYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDQSRNWLPGPCYRQOGRVSKTSADNNNSEY SWTG
ATKYHLNGRESLYVNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRMEKVMITD
EEEIRTTNPYATEQYGSVSTNLOAEGSGRNATADVYVNTOGVLPGMYWOQDRDVYLQG
PIWAKIPHTDGHFHPSPLMGGFGLEKHPPPQILIKNTPVPANPSTTFSAAKFASFITQYST
GOVSVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTVDTNGVY SEPRPIGTRYLT
RNL

SEQ ID NO73:

AAVZ-MIT-REP (ACG start codon for AAY Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIROQWWEKLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRGLDSGDNPYLKYNHADAEFQERLKEDTSFG
GNLGRAVFQAKKRVLEPLGLVEEPVETAPGKKRPVEHSPVEPDSSSGTGKAGQQPA
REKRINFGQTGDADSVPDPQPLGOPPAAPSGLOTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WOYFDFNRFHCHFSPRDWOQRLINNKNWGFRPERLNFKLFNIQVKEVTONDGTTTIAN
NLTSTVQVFTDSEYQLPY VLGSAHQGCLPPFPADVEMVPQYGYLTLNNGSQAVGRS
SFYCLEYFPSQMLRTGNNFTFSYTFEDVPFHSSY AHSOQSLDRUMNPLIDOQYLYYLSRT
NTPSGTTTOSRLOFSQAGASDIRDOSRNWLPGPCYROQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLVNPGPAMASHKDDEEKFFPQSGVLIFGKOQGSEKTNVDIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNATADVNTQGVLPGMYWQDRDVYLQ
GPIWAKIPHTDGHFRPSPLMGGRGLKHPPPOILIKNTPVPANPSTTESAAKFASFITQYS
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Figure 1 {continued}

TGOVEVEIEWELQKENSKRWNPEIQYTSNYNKSINVDFTIVDINGVYSEPRPIGTRYLT
RNL

SEQ D NG:74.

AAVZ-MIT-REP (ACG start codon for AAV Rep polypeptide instead of an ATG) +
MAADGYLPDWLEDTLSEGIRQWWRLKPGPPPPKPAERHKDDSRGLVLPGYKYLGPF
NGLDKGEPVNAADAAALEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDTSEG
GNLGRAVFQAKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGTGKAGQGPA
RKRILNFGOQTGDADSVPDPOPLGOPPAAPSGLGTNTMATGSGAPMADNNEGADGVG
NSSGNWHCDSTWMGDRVITTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTP
WGEYFDFNRFHCHFSPRDWORLINNNWGFRPKRLNFKLFNIQVKEVTONDGTTTIAN
NLTSTYOQVETDSEY QLPY VLGSAHGGCLPPFPADVFMVPOQYGYLTLNNGSQAVGRS
SFYCLEYFPSOMLRTYGNNFTFSYTFEDVPFHSSY AHSQSLDRLMNPLIDQYLYYLSRT
NIPSGTTTOQSRLOFSQAGASDIRDQSRNWLPGPCYRQOQRVSKTSADNNNSEY SWTG
ATKYHLNGRDSLYNPGPAMASHKDDEEKFFPOSGVLIFGKQGSEKTNVRIEKVMITD
EEEIRTINPVATEQYGSVSTNLOLAEGSGRNAATADVNTQGVLPGMVYVWQDRDVYL
QGPIWAKIPHTDGHFHPSPLMGGFGLKHPPPQILIKNTPVPANPSTTFSAAKFASFITQ
YSTGQVSVEIEWELQKENSKRWNPEIQY TSNYNKSINVDFTVDTINGVYSEPRPIGTR
YLTRNL
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Figure 1 {continued}

AAVZ-MIT-REP (ACG start codon for AAY Rep78 and Rep68 polypeptides mstead of an
ATG)

MIT Mutant Rep78:

TPGFY EIVIKVPSDLDEHUPGISDSFVNWVAEKEWELPPDSDMBLNLIEQAPLTVAEK
LORDFLTEWRRVSKAPEALFFVOQFEKGESY FHMHVLVETTGVKSMVLGRFLSGIREXK
LIQRIYRGIEPTLPNWFAVTRTRNGAGGONRVVDECYIPNYLLPKTQPELOWAWTN
MEQYLSACLNLTERKRLVAQHLTHVSQTQEQNKENQNPNSDAPVIRSKTSARYMEL
VOWLVDKGITSEKQWIQEDQASYISFNAASNSRSQIKAALDNAGKIMSLTKTAPDYL
VGOOPVEDISSNRIYKILELNGYDBPQYAASVELOGWATKKFGKRNTIWLFGPATTGKT
NIAEAIAHTVPFY GCYVNWTNENFPFNDCVDKMVIWWEEGKMTAKVVESAKAILGG
SKVRVDQKCKSSAGIDPTPVIVISNTNMCAVIDGNSTIFERQUOPLODRMEKFELTRR
LDHDFGKVTKOEVKDFFRWAKDHVVEVEHEFY VKK GGAKKRPAPSDADISEPKRY
RESVAQPSTSDAEASINY ADRYQNKCSRHVOMNLMLFPCROQCERMNONSNICFTHG
QKDCLECFPVSESQPVSVVKKAYQKLOCYIHHIMOKVPBACTACDLVYNYVDLDDCIFE
Q (SEGQ ID NGT5)

MI1T Mutant Rep68:
TPGFYEIVIEVPSDLDEHLPGISDSFVNWVARKEWELPPDSDMDLNLIEQAPLTVAEK
LORDFLTEWRRVSKAPEALFFVQFEKGESY FHMHVLVETTGVKSMYLGRFLSQIREK
LIQRIYRGIEPTLPNWFAVTKTRNGAGGGNKVVDECYIPNYLLPKTQPELOQWAWTN
MEQYLSACLNLTERKRLVAQHLTHVSQTQEQNKENQNPNSDAPVIRSKTSARYMEL
VOWLVDKGITSEKQWIQEDQASYISFNAASNSRSQIKAALDNAGKIMSLTKTAPDYL
YOQOQPVEDISSNRIYEKILELNGYDPOY AASVFLGWATKKFGKRNTIWLFGPATTGKT
NIABAIAHTVPFY GCVNWITNENFPENDCVDEKMVIWWEEGKMTAKVVESAKAILGG
SKVRVDOKCKSSAQIDPTPVIVISNTNMCAVIDGNSTTFEHQQPLODRMEKFELTRR
LDHDFGKVTKQEVKDFFRWAKDHVVEVEHEFY VKKGGAKKRPAPSDADISEPKRY
RESVAQPSTSDAFEASINYADRLARGHSL (SEQ IDNO:T6)
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Figure 2
Wild-type 67E and wild-type 708V:
&7k 708V
AAVZ wi
REP
587 588
Mutant E67A and wild-type 708V:
67A 708V
AAVZ wit
REP

Wild-type 67E and mutant V70385

67k 7081
AAVZ wit
REP
587 588
hMutant E67A and mutant V7081
67A 7084

AAVZ wt
REP
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Figure 3

Wild-type 67E and wild-type 708V:

&7k 708V

AAVZ-MIT-REP

587 588

Mutant £67A and wild-type 708V:

67A 708V

AAVZ-MIT-REP

Wild-type 67E and mutant V703L

&7k 7081

AAVZ-MIT-REP

587 588

Mutant E67A and mutant V7081

67A 7081

AAVZ-MIT-REP
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Figure 4
Wild-type 67E and wild-type 708V:
&7k 708V
AAVZ wi
REP
585 580
Mutant E67A and wild-type 708V:
67A 708V
AAVZ wit
REP

Wild-type 67E and mutant V708

67k 7081

AAVZ wi
REP

Mutant E&7A and mutant V7081

674 7081

AAVZ wi
REP

585 590
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Figure §

Wild-type 67E and wild-type 708V:

67k 708V

AAV2-MIT-REP

Mutant E67A and wild-type 703V:

67A 708V

AAV2-MIT-REP

Wild-type 67€ and mutant V708!

67k 708
§

AAVZ-MIT-REP

585 5280

Mutant £67A and mutant V708i:

6874 7081

AAVZ-MLIT-REP

585 590
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