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Fig. 5B
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Fig. 7
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Fig. 10
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Fig 11
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Fig. 12
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Fig. 13A
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Fig. 13B

37°C 0 min 2.5 min

CRISPR-Cas3 + — + —

5 min

10 min




Fig. 14

16/19

The number of copies
of SARS-CoV?2 virus

1073

1072 1071 1070 0




17/19

Positive
Negative

€58D-HdSIHO uoneoydwe <l
o1j10ads-snuip VNG YNY ShUIA a|dwes

]
L,

aqoud XIA ) XA
VNass
Ui gz 1y ulw 0T ‘Q,L€ uiw 0z 0,29

_H>mmmm.30: |eJale
iy UO1310BIIX3 YN Y

15

Fig.




18/19

Fig. 16
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