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VH CDR1 Alignments
Al
SEQ ID No: 21 ggctacgcattcagtaactcctggataaactgg
SEQ ID No: 33 ggctacgcattcagtagctactggatgaactgg
X hkhkkhkkhkkhkkhkkhkkhkkxkhkhkkhkkhkk **x *,hkkkkk **x*xkkxxk
A2
SEQ ID No: 22 ggttactcattcattgagtacaccataaactgg
SEQ ID No: 35 ggttactcattcactgactacaacatgaactgg
X hkhkkhkkhkkhkkhkkhkhkkxkxkk k(kk *kxkxk kkk Kkkxkxkkxk
A3
SEQ ID No: 62 ggctacacattctctgactactgggtacactgg
SEQ ID No: 68 ggctacaccttcaccagctactggatgcactgg
*Xxkkkkkhkk *Xxk Xk Xk kkkkhkk *x kkkkk*k
Figure 1a
VH CDR2 Alignments
Al
SEQ ID No: 23 ggacagatttatcctggagattatgatactaactacaatggaaaattcaag
SEQ ID No: 34 ggacagatttatcctggagatggtgatactaactacaacggaaagttcaag
X hkhkkhkkhkkhkkhkhkkhkkxkxhkkkkkhkkhkkk*xx *hxhkhkkhkkhkkhkkhkhkkrkkxhkhkkxk *hkkxkxk *kx*xkkxk
A2
SEQ ID No: 24 ggaaatattgatccttattatggaaccacttattacaatcagatgttcacg
SEQ ID No: 36 ggagtaattaatcctaactatggtactactagctacaatcagaagttcaag
* % % **xk K(kkhkkhkk *x kkkkk Kk*x Kkkxk *kxkhkkkkhkkhkkkk*x K(kkxk Xk
A3
SEQ ID No: 63 ggagcgattgatggttctgatacttttaatgactacagtcagaagtttaag
SEQ ID No: 69 ggagagattgatccttctgatagttatactaactacaatcaaaagttcaag

*kkk Kkkkkkkk *kkkkkkkk Kkk * *k kkkkkk kkk kkhkkkk Kkkk

Figure 1b
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VK CDR1 Alignments
Al
SEQ ID No: 27 actgccagctcacgtgtaagttccagttacttgcac
SEQ ID No: 37 actgccagctcaagtgtaagttccagttacttgcac
AXxhkhkkhkkhkkhkkhkhkkhkdxkx *(khkkhkkhkkhkhkdrxhkhkhkkhkkhkkhkkhkhkkxkkxhkkkkk*k
A2
SEQ ID No: 28 agtgccagctcaagtgtaacttacatgtac
SEQ ID No: 40 agtgccagctcaagtgtaagttacatgtac
*hxhkhkkhkkhkkhkkhkhkhkkxkhkhkkhkkhkkhkkhkkhkx *,hkkxkkkkhkkk*xx
A3
SEQ ID No: 65 cgagcaagtgaaaacatttacagttatttagca
SEQ ID No: 70 cgagcaagtgagaatatttacagttatttagca
*Xxhkhkkhkkhkkhkkhkkhkhk*x *,k k(khkkkhkkxkkxkhkkhkkhkkhkkhkkkkxxkkxxk
Figure 2a
VK CDR2 Alignments
Al
SEQ ID No: 29 agtacatccaacctggcttct
SEQ ID No: 38 agcacatccaacctggcttct
**x Kkhkkhkkhkkhkkkkxkhkkkkhkkhkkkkxx
A2
SEQ ID No: 30 gacacatccaacctggcttct
SEQ ID No: 41 gacacatccaacctggcttct
X hkhkkhkkhkkhkkhkhkkhkkxkxhkkkkkhkkhkkk*xx
A3
SEQ ID No: 66 aatacaaaaaccttaggagaa
SEQ ID No: 71 aatgcaaaaaccttagcagaa
Xk K(khkkhkkhkkkkxkkxkhkkkk Kkkkx
Figure 2b
VK CDR3 Alignments
Al
SEQ ID No: 31 caccagtatcatcgttccccgtacacg
SEQ ID No: 39 caccagtatcatcgttccccaccca--
A Xxhkhkkkhkkhkkhkkhkkrkkxhkhkkkkhkkk*xx * x
A2
SEQ ID No: 32 cagcagtggagtaattacccactcacg
SEQ ID No: 42 cagcagtggagtagttacccaccca--
X hkhkhkkhkkhkkhkkkkhkkxkxkhkkx k(khkkk*xkk*x k%
A3
SEQ ID No: 67 caacatcattatggtactccattcacg
SEQ ID No: 72 caacatcattatggtactcctcc——--

*kkkkhkkkkkkkkkkkkkkkkk

Figure 2c
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1 2 3 4
123456789 0123456789 0123456789 0123456789 0123456789

QAYLQOSGP ELVKAGASVK MSCKASGYSFE IEYTINWVKQ SHGKSLEWIG
QVQLVQSGA EVKKPGASVK VSCKASGYSF IEYTINWVRQ APGQGLEWIG
QVQLVQSGA EVKKPGASVK VSCKASGYSE TXXXXXWVRQ APGQGLEWMG

5 6 7 8

01223456789 0123456789 0123456789 0122223456789
NIDPYYGTTYY NQMFTGKATL TVDQSSNTAY MQLKSLTSEDSAV
NIDPYYGTTYY NQMFTGRATL TVDTSISTAY MELSRLRSDDTAV
XAXXXKXXXKXXX XXXXXXRVTL TRDTSISTAY MELSRLRSDDTAV

1 1
9 0 1
0123456789 0123456789 0123
YFCARGSAWF -PYWGQGTLV TVSA
YYCARGSAWF -PYWGQGTLV TVSS
YYCARXXXXX XXXWGOGTLV PVSS

Figure 5

1 2 3
123456789 0123456789 0123456789 0123456789
DIVMSQSPA IMSASPGEKV TMTCSAS-SS VITYMYWYQQOK
DIOMTQSPS SLSASVGDRV TITCSAS-SS VITYMYWYQQOK
DIOMTQSPS SLSASVGDRV TITCXXXXXX XXXXXWYQQOK

4

0123456789
PGSSPRLLIY
PGKAPKLLIY
PGKAPKLLIY

8

0123456789
AEDTATYYCQ
PEDFATYYCQ
PEDFATYYCX

5

0123456789
DTSNLASGVP
DTSNLASGVP
XXXXXXXGVP

9

0123456789
QWSNYPLTEG
QWSNYPLTEG
XXXXXXXXFG

6

0123456789
VRFSGSGSGT
SRFSGSGSGT
SRFSGSGSGT

1
0
01234567
AGTKLELK
QGTKVEIK
QGTKVEIK

Figure 6

GNIDPYYGTTYYNQMET
GNIDPYYGTTYYNQMFQ

Figure 7

9
0123456789
SYSLTISRME
DYTLTISSLQ
DFTLTISSLQ
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Figure 8b
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