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107
PRT
Murine

misc. Feature

TES-CZ1 LIGHT CHAIN

1

5

Glu Arg val Ser phe

20

Ile His ggp TYr Glin

Lys Tyr Ala Ser Glu
50

ser Gly Ser &1y Thr

65

Glu Aasp Tle ala ggp

Thr phe Gly GTg Gly

<210>
<231>
<212>
<213>

<220>
«221>

107
PRT
Human

mi sc_Teature

Gin Ser
Ser Cys
Glin Arg
ser Ile

55

Gl Phe
70

Tyr Tyr

Thr Lys

Pro

Th
AD

ser

Thr.

cys

Leu

Ala
Ala
25

ASD
Gly
Leu

Gin

clu
105

Tle Leu
i0

ser Gin
Gly Sér
Ite Pro
asn Ile

75

Gin ser
80

Ile Lys

pPage 1

Ser val ser pro
15

ser The Gly Thr
30

Pro Arg Leu Leu
45 .

Ser Arg Phe ser
60

Asn ser val Giu

ASD Ser Trp Pro
85

Gly

Asn

Gly

ser
80

Thr



<223> L16/-3K4 human Tdight chain consensus seguence template

<400> 2 _
Glu Ile val met ghr Gin Ser Pro Ala Thr Leu Ser val Ser Pro Gly
1 : 10 15

Gy Arg Ala ggr Ley Ser Cys Arg éga Ser GIn Ser val ggr ser Ash

Leu Ala Trp Tyr GIn Gin Lys Pgo Gly Gin Ala Pro ggg Leu teu Ile
35 4

Tyr Gly Ala Ser Thr Aﬁg Ala Thr Gly ITe pro Ala Arg phe ser Gly

50 55 . 60
ser Gly ser Gly Thr 6lu Phe Thr Leu Thr Ile Ser 5er Let Gin Ser
&5 70 . 75 80
Glu Asp Phe ala val Tyr Tyr Cys ¢In Gin Tyr Asn Asn Trp Pro Leu
85 50 85
Thy Phe Gly Gly Gly Thr Lys val ¢lu Ile Lys
100 105
<210> 3
<211»> 123
«212» PRT

<213> MURINE

<220>
<221> wisc_ feature .
«223> TES-CZ1 Heavy Chain

<400> 3
GIn val GIn Leu &1n Gin Ser Gly Ala Glu Leu Met Lys Pro Gly Ala
1 5 10 ' 15

ser val Lys %ée Ser Cys Lys Thr ggr Gly Tyr Thr phe ggr Met Tyr

Trp Leu ggu Trp val Lys Gin Arg Pro Gly His &ly Leu Glu Trp val
4G 45

Gly Glu Ile Ser Pro Gly g?r phe Thr Tht Asn ggr Asn Glu Lys Phe
50

Lvs Ala Lys Ala Thr phe Thr ala Asp Thr Ser Ser asn Thr Ala Tyr
65 70 75 80

Leu GIn Leu Ser Gly Leu Thr ser Glu Asp Ser ala val Tyr Phe Cys
85 96 93

Ala Arg Phe ser ®is Phe Ser Gly ser Asn Tyr Asp Tyr Phe Asp Tyr
. Page 2



100 105

Trp Gly 6¢In ¢ly Thr Ser Leu Thr val Ser ser
115 ' 120

<210 4
«<211> 113
212> PRT
<213» Human

<220
<22l> misc_ feature

110

<223> DPB3/IM4b human heavy chain consensus sequence template

<400s 4

g?n val Gin Leu val Gin Ser GWy Ala ggu val Lys Lys
5 : :

ser val Lys val Ser Cys Lys Ala Ser Gly Gly

20 25

Ala I7e ser Trp val Arg Gin Ala Pro Gly &ln

35 40
Gly G¢ly Tle Ile Pro Ile Phe Gly Thr Ala Asn
50 55

Gln Gly Arg val Thr Zle Thr Ala Asp Lys Ser

65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr

g5 80

Ala Arg Tyr Phe Asp Tyr Leu val Gln Gly Thr
100 1058

Ser

<210> 5

«<211> 11

«<212»> PRT

<Z213> ARTIFICIAL

<220

<223> TES-C21 CPRLL SEQUENCE (TABLE 1)
<400> 5

Arg Ala ser Gln ser Ile Gly Thr Asn Ile His
1 5 - 10

<210> 6

<Z2il> 11

<212> PRT

<213»> ARTIFICIAL

Thr
Gly
TYr
60

Thr

Ala

ser

Page 3

Phe

Ley

45

Ala

ser

val

Leu

pro Gly Ser
- 15

sSer

30

Glu

Gin

Thr

Ty

Thr
110

ser.

Trp

Lys

Tyr
Met
Phe
Tyr
80

Cys

Ser



<220
<223> CDRLL VARIANT SEQUENCE #1 (TABLE 1)

<400> 6

arg Ala Ser Arg Ser Ile Gly Thr Asn Ile His
i 5 1w

<210> 7

<21l> 11

<21l2> PRT .
«213> ARTIFICIAL

<220> : "
<223> CDRLL VARIANT SEQUENCE #2Z (TABLE 1)

<400 7
Arg ala Ser Gﬁn'érg Ile ¢ly Thr Asn Ege Mis
1 1

<210 B

<Z1ll> 7

<Z212» PRT

<213» ARTIFICIAL

220> ‘
«223» TES-C21 CDRL2 SEQUENCE (TABLE 1D

<400> 8

Tyr Ala ser ¢lu ?er Ila gar
1

<Z210> ¢

<211> 7

<212> PRT

<Z213> ARTIFICIAL

<220
<223> CDRLZ VARIANT #1 (TABLE 1)

<400> 9
{yr Ala Tyr Glu ger Ile ser

<210> 10

<21i» 7

<212> PRT

<213> ARTIFICIAL

<220>
<223> CDRLZ VARIANT #2 (TABLE 1D

<400> 10
{yr Ala Ser Glu Ser Ile Tyr
5

<210> 11
<2li> 7
<212> PRT
Fage 4



<213>

<220
<223

<450>

ARTIFICIAL

CDRLZ VARIANT #3 -« (TABLE 1)
il

zyr Ala ser Glu %er Asp sap

<210>
<211
<212
<213>

<220>

<223>
<400>

12

7

PRT
ARTIFICIAL

CDRLZ VARIANT #4 (TABLE 1)
12

Tyr Ala Ser Glu Ser Glu Sea
1 2

<21.0>
<21l
<212
<Z213>

<220
<223%

<400

b .

13
g ‘
PRT

ARTIFICIAL

TES-C2L CDRL3 (TABLE 1)

13

Gln Gln ser Asp Sser Trp Pro Thr Thr
i 5

<210
<ddd>
<212>
<213>

<220>
<223»

<400

14

9

PRT
ARTIFICIAL

CDRL.3 VARIANT (TABLE)
14

QWa Ala ser Trp ger Trp Pro Thr The

<210>
<2 11>
212>
<213

<220>
<223

<400

Met Tyr Trp Leu Glu
1 5

<210>
211>

16

-

3

Page
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«212»> PRT
<213> ARTIFICIAL

<220
<273> CDRHL VARIANT #1 (TABLE 1)
<400> 16

Trp Tyr Trp Leu Glu
1 5

<210> 17

<211> 5 .

<ZlZ> PRT

<213> ARTIFICIAL

<220
<223> CDRHL #2 (TABLE 1)

<400> 17
Tyr Tyr Trp Leud Glu
1 5

<210> 1B

<211l> 17

<212> PRT

<213»> ARTIFICIAL

<220
<223» TES-C21 CDRHZ (TABLE 1D

<400> 18

slu ITe ser pro Gly Thr Phe Thr Thr égn Tyr Asn Glu Lys Phe Lys
1 5 L 15

Ala

<210= 19

211> 17

<212> PRT

<213> ARTIFICIAL

<2200
<2Z23> CDRHZ VARIANT #1 (TABLE 1)

<400> 19

clu T7e Glu Pro ¢ly Thr Phe Thr Thr Asn Tyr Asn Glu Lys Phe Lys
1 ' 5 10 ‘ i35
- Ala

. <210>= 20

«211> 17

<212> PRT

<213> ARTIFICIAL

<220
<223%> (CDRH2 VARIANT #2 (TABLE 1D
v Page 6



<400> 20
Glu Xle Asp Pro Gly Thr rhe Thr Thr Asn Tyr Asn Glu Lys Phe Lys
1 5 10 15 :

Ala

<210> 21

<211 17

<212> PRT

<213>  ARTIFICIAL

<220>
«223> CDRM2 VARIANT #3 (TABLE 1)

<400> 21

Glu ITe Ser Pro Asp Thr phe Thr Thr Asn Tyr Asn Giu Lys Phe Lys
1 5 10 15
Ala

<210 22

<21ls 17

<Zl2»> PRT

<2313> ARTIFICIAL

<220
<223> CDRH2Z VARIANT #4 (TABLE 1)

<400> 22

Glu Ie Ser Pro Glu Thr Phe Thr Thr Asn Tyr Asn &lu Lys Phe Lys
1 .5 10 15
Ala

<210> 23

<211> 17

212> PRT

<213> ARTIFICIAL

<220
<223> CDRHZ2 VARIANT #5 (TABLE 1D

<400> 23

Glu ITe ser pPro Gly Thr pPhe GTu Thr Asn Tyr Ash Glu Lys Phe Lyé
1 5 10 15
Ala

<210> 24

<211 17

<212» PRT

«<218> ARTIFICIAL

Page 7



<220>
<223> CDRH2 VARIANT #6 (TABLE 1)

<400> 24
Glu Ile ¢lu Pro g?yf Thr phe Glu Thr égn Tyr Ast GTu Lys 528 Lys
z

Ala

<210> 25

<Zlls> 17

<212» PRT

<213» ARTIFICIAL

<220>
<223> CDRH2 VARIANT #7 (TABLE 1)

<400> 25 »
Gtu Ile asp pPro Gly Thr Phe GIu Thr Asn Tyr Asn &lu Lys Phe Lys
1 5 : 10 15

Ala

<210> 26

<211> 14

<232 PRT

<Z13> ARTIFICIAL

<220~
<223> TES-CZ1 CDRH3Z (TABLE 1D

<400> 26

phe Ser His Phe ger Gly Ser Asn Tyr %gp Tyr Phe Asp Tyr
1 s

<2310> 27

<211> 14

<212> PRT

<Z13> ARTIFICIAL

<220
«223> CDRH2 VARIANT #1 (TABLE 1D

<400> 27

he ser His Phe Ser Gly Met Asn Tyr Asp Tyr Phe Asp Tyr
5 10

<210> 28

<Z2il> 14

<212> PRT

<213> ARTIFICIAL

<220
<223> CDRH3 VARIANT #2 (TAEBLE 1)

<400> 28
page 8



Phe Ser His Phe Ser Gly Glin Asn Tyr Agp Tyr Phe Asp Tyr
1 5 ’ 1

<210 29
<211l> 14
<212> PRT
<213> ARTIFICIAL

<220
<223> CDRH3 VARIANT #3 (TABLE 1)

<40G0> - 29
rhe ser His Phe ghr Gly ser Asn Tyr Agp Tyr pPhe Asp Typ
L : 1

«210> 30

<211> 23

<212> PRY

<213> ARTIFICIAL

<220
<223> FRLI VARIANT 136

<400> 30

Glu Ile val Met Thr GIn Ser pPro Ala Thr Leu Ser val Ser Pro Gly
1 . 5 10 15
&lu Arg Ala ggr Leu Ser Cys

<210> 31

<21l> 23

<Z12> PRT

<213» ARTIFICIAL

<220
<223> FERL1 VARIANT 1

<400> 31
Asp Ile Leu Met Thr Gln ser Pro Ala ggr Leu Ser val ser ;ro Gy
1 ‘ 5

5

Glu Arg Ala ;Sr Leu Ser Cys

<210» 32

<211> 23

<212> PRT

«Z13> ARTIFICIAL

<220
<223> FRLL1 VARIANT 2

<400> 32

ﬁsp Ile val Leu ghr Gln ser Pro ala Thr Leu Ser val ser Pg0<61y
. 1

Page 9



alu Arg Ala ggr Leu Ser Cys

<Z210> 33

<21l 23

<2l2> PFRT

<Z213» ARTIFICIAL
<220>

<223> FRL1 VARIANT 4
<400> 33

asp Ile Lau Ley Thr Gin Ser Prio Ala Thr Leu ser val ser ch Gly
1 5 1

Glu Arg Ala ggr Leu ser Cys

<210> 34

<21i» 23

<212> PRT

<213> = ARTIFICIAL

<220>
«223» FRLL VARIANT 13

<400> 34

Glu The val Leu ghr Gln ser pro Ala Thr Leu ser val Sar';go Gly
1 : -

Glu Arg Ala Thr Leu Ser Cys
20

<210> 35

<21l>= 23

<212> PRT

<233» ARTIFICIAL
<220>

<223> FRL1 VARIANT 18
‘<400> 35

g?u Ile Leu Leu ghr GInt Ser Pro Ala Egr Leu ser val ser grc Gly
: 15

Glu arg Ala ggr Lau ser Cys

<210> 36

<21l» 23

<212» PRT

<213» ARTIFICIAL
<220

<223> FRLL VARIANT 25
<400> 36

Asp Lle val Met Thr Gln Ser Pro Ala Thr Leu Ser val ser Pro Gly
rage 10



1

GTu Arg ala Thr Ley
20

<2 10>
<2 11>
<212>
<2 13>

<220
<223>

<400>

37

23

PRT
ARTIFICIAL

FRLL VARTANT
37

Glu Tle Leu Met Thr
1 5

Glu Arg Ala Thr Leu
20

<210

<211>
<Z2i2»
<213

<220
<223%

<400

38

15

PRT
ARTIFICTIAL

FRLZ VARIANT
38

Trp Tye Gin GIn Lys
1 5

<210
<211l>
<2L2>
<213>

<220

“223>

<400>

39

15

PRT
ARTIFLICIAL

FRL2 VARIANT
38

STrp Tyr Gln Gln Lys
1 5

<210
<211l>
<212»
<213>

<220>
<223

<400>

ARTIFICTIAL

FRL3 VARIANT
40

Gly Ile Pro Ala Arg
1 5

Leu Thr Ile ser ser
20

10 15

ser Cys

27

gln ser Pro Ala zgr Leu ser val ser Pro Gly
15

ser Cys

[
2]
9]

Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr
10 15

pro Gly Gln Ala Pro Arg Ley Leu Ile Lys
10 15

136
phe ser Gly Ser'GWy saer Gly Thr ¢lu phe Thr
: 10 15

Leu Gin ser ggu Asp phe Ala val Tyr Tyr Cys
- 30
Page 11



<210
<211>
<212>
<213>

<220>
=223

<400>

41

32

PRT
ARTIFICIAL

FRL3 VARIANT
41

Gly Ile Pro Ser Arg
1 5

Leu Thr Ile %gr ser

<2 10>
<211
<212>
o =213

<220>
<223>

<400

42

32

PRT
ARTIFICIAL.

FRL3 VARIANT
42

Gly Ile Pro Ala érg
b

Lau Thr Ile Ser sSer
20

<210
<211>
<Z12>

<Z213>.

<220>
<223>

<400>

43

32

PRT
ARTIFICTAL

FRL3 VARIANT
43

Gly Ile Pro Seb Arg
1 5

Lau Thr Ile ser ser
: ' 20

<210>
<211l>
<2125
<213

<220
<223>

<400

44

10

PRT
ARTIFICIAL

FRL4 VARIANT
44

phe Ser Gly ser Gly Ser Gly Thr Glu phe Thr
10 15

Leu Gln Ser géu asp Phe Ala val ggr TYyr Cys

13
phe ser GTy ser Gly Ser Gly Thr GTu Phe The
10 15

Leu Gin Ser Ggu Asp Phe Ala Asp g%r TYr Cys
2 : _ '

13
phe ser Gy Ser Gly ser Gly Thr Glu Phe Thr
10 15

Lau Gln Ser ggu Asp Phe Ala Asp g%r TYr Cys

phe Gly Gly Gly Thr Lys val Glu Ile Lys
1 5 : 10

Page 12



<210>
<211>
Z212>
<213>

<220>
<223>

<400

45

30

PRT
ARTIFICIAL

FRHL VARIANT
45

Gin val ¢Tn Leu val
1 5

ser val Lys val ser
20

<210>
<211>
<212>
<213>

<220>
<223>

<400>

48

30

PRT
ARTIFICIAL

FRML VARIANT
46

Gln val Gln Leu val
1 5

ser val Lys val Ser
20

<210
<21i>
<212»
<213>

<220>
<223>

<400>

47

14

PRT
ARTIFICIAL

FRHZ VARIANT
47

Trp val Arg Gin Ala
1 5

<210
<211
<212
<213>

<220>
<Z23»>

<400>

48

14

PRT
ARTIFICIAL

FRHZ VARIANT
48

Tre val Arg Gin Ala
1. 5

<210»
<211>
<Z212»
<213

49
14
PRT )
ARTIFICIAL

136
GIn ser Gly Ala Giu val Met Lys Pro Gly Ser
» 10 15

Cys Lys ata ser Gly Tyr Thr phe ser
25 . 30

Gin ser Gly Ata GTu val Lys Lys Pro Gly Sser
10 15

Cys Lys Ala gr Gly Tyr Thr phe ggr

W

136

Pro Gly His Gly Leu Glu Trp Met Gly .
10

pro Gly Gln Gly Lgu Glu Trp Met Gly
1

rage 13



220>
<223> FRHZ VARIANT B

<400> 49
grp val Arg Gin g?a Pro Gly Gin Gly Lgu Glu Trp val Gly
1

<210> 50

<211> 14

<212> PRT

<213> ARTIFICIAL

<220>
<223> FRHZ VARIANT 21

<400> 50
Trp val Arg GIn éTa Pro Gly His Gly igu Glu Trp val Gly
1

<Z210> 51

<2ll> 32

<212» PRT

<218> ARTIFICIAL

«220>
«<223> FRH3 VARIANT 136

<400> 51 )
Arg val Thr Phe Thr Ala asp Thr Ser Thr Ser Thr Ala Tyr Met Glu
1 5 10 15

Leu Ser Ser Leu Arg ser ¢lu asp Thr Ala val Tyr Tyr Cys ala Arg
20 25 30

<210» 52

<21l> 32

«<212» PRT .
<213> ARTIFICIAL

<220 :
223> FRHM3 VARIANT 1

<400> 52 . ,
arg Ala Thr phe Thr ala asp Thr Ser Thr Ser Thr Ala Tyr Met Glu
1 5 10 15

L.ey Ser ser %eu arg Ser Glu Asp ghr Ala val Tyr Tyr Cys Ala Arg
0 5 30

<Z210> 53

<Z11> 32

<«212> PRT

<213 ARTIFICIAL

<220>
223>  FRH3 VARIANT 43

<400> 53
rPage 14



Arg val Thr Ile Thr ATa Asp Thr Ser Thr Ser Thr Ala Tyr vet Glu
1 ' 5 10 |15

Leu Ser sar LSU Arg Ser Glu Asp ggr Ala val Tyr Tyr g%s Ala Arg
2 ) :

<«210> 54

<21l 32

<212» PRT

«213%» ARTIFICIAL

<2 20>
«223> FRH3 VARIANT 103

<400 54

arg Ala Thr Ile ghr Ala Asp Thr ser ggr ser Thr ala Tyr met Glu
1 13

Leu Ser Ser Leu Arg Ser Glu Asp Thr ala val Tyr Tyr Cys Ala Arg
. 25 30

20
<210> 55
<211> 11
<212> PRT
<213» ARTIFICIAL
<220
«223> FRH4 VARIANT 136
<400> 55

Trp Gly Gln Gly ghr Leu vat Thr val Ser Ser
1

<210> 56

211> 19

<212> PRT

<213» Bacteriophage M13mpl8

<220>

«221> misc_feature

<223> Gana III signal Sequence
<400> 56

Met ¢Tu Trp Ser Gly val phe Met Phe Leu lLeau Ser val Thr aAla Gly
1 , 5 10 15
val His Ser

<210> 57

«211> 1067

<212> PRT

<213» ARTIFICIAL

<220> . ‘ : '
«<223>» LIGHT CHAIN VARIABLE REGION OF CLONE 136

pPage 15



<400> 57

Glu Ile val Met

1

Glu Arg ala Thr
20

ITe His Trp Tyr

35
Tyr Tyr Ala ser
50

ser Gly ser Gly

65

GTu Asp phe Ala

Thr Phe Gly Gly
100

<210> 58
<211 106
<212  PRT

Thr
5

Leu
Gin
Glu
The
val

85

Gly

<213> ARTIFICIAL

<220~

<Z223> LIGHT CHAIN CONSTANT

<400> 58
Ehr val ala Alz

Leu Lys ser Gly
20

Pro arg Glu Ala

Gly Asn ser Gin
50

Tyr ser Leu Ser
His Lys val Tyr
val Thr Lys 3er

100

<210> 59

GIn

sepr

GTn

ser pro Ala Thr

10

Cys Arg Ala ser
25

Lys Pro Gly Glin
- 40

Ile ser Gly Ile
55

phe Thr Leu Thr

Tyr Cvs Gin Gin
90

Lys val Glu Iie
105

?TO’S&P val rPhe Ile phe

Thr
LyS
Glu
Ser
Ala
8

Phe

Ala

val

Ser

Thr

70

Cys

ASn

10

ser val val Cys
Gln Trp Lys val
40
val Thr G¢Tu GIn
Lauy Thr Leu Ser
Glu val Thr His
90

arg ¢ly Glu Cys
105

Leu
Glin
ala
Pro
Ilg
SEP

Lys

REGION OF CLONE

Pro

Lel

ASD

Asp

~F
LA
[}

GIn

SE_?‘
Ser
Pro
INE!
50

Ser

ASD

136
Pro
Leu
ASti
ser
50

Ala

Gly

rage 16

val
Iie
Alrg
45

APg

ser

ser

ser
ASh
Ala
45

Lys

ASD

L.eu

ser

Gly

30

Leu

Phe

L.eu

Trop

ASD

AsSn

30

Leu

ASD

TYP

Ser

Pro Gly
15

Thr Asn
Ley Ile
ser Gly
Gln ser
BO

pro Thr
95

Glu ¢lin
15

Phe Tyr
Gin ser
Ser Thr

Glu Lys
80

Ser Pro
95



<21 1>
<212>
<213

<220
<223>

<400

123
PRT

ARTIFICTIAL

HEAVY CHAIN VARIABLE

59

Gin val G¢in teu
1

ser val
Trp Leu

Gly Glu
Y 50

Lys Ala
65

met Glu
Ala Arg
Trp 61y

<210>
<211
<212
«213>

<220>
<223

<400>

Lys
Glu
35

Ile

Arg

Lelt §

Phe

115

60
330
PRT

val
20

Trp

Ser

val

ser
100

Gly

val @in ser

>

ser

va

Pro

Ser
85
His

Th

ARTIFICIAL

cys

Arg

Gy

Phe

70

Leu

Phe

Leu

Lys

REGION OF CLONE 136

Gly

Ala

Ala

40

Pha

Ala

ser

Thr
120

CONSTANT REGION OF HUMAN

60

ala ser Thr Lys &1y ?rc ser val
1 5

ser Thr ser Gly Gly
20

phe Pro Glu Pro val
3% :

Gly val His Thr Phe
50

Leu ser ser val val
65

Thr Ala Ala

Thr val ser
40

pro Ala val

55

Thr val pPro
70

Ala Glu val met
10

ser Gly Tyr Thr
25

Pro Gly His Gly
Thr Thr Asn Tyr
60

Asp Thr Ser Thr
75

Glu Asp Thr Ala
90

ser Asn Tyr Asp
105

val Ser Sepr

IgGl

Phe Pro Ley Ala
10

Leu Gly Cys Leu
25

Trp Asn Ser Gly

Leu Gin Ser ser
60

ser Ser ser Ley
75
rPage 17

LY5

Phe

Ley

45

ASN

-

yr

Pro
va'l
Ala
45

Gly

Gly

Pro
Ser
30

Glu
Gy
Thr

Tyr

Phe
110

sSer

Lel

The

Gly
15

Met
Trp
Lys
Ala
Ty
95

ASD

Thr
Ty

GIn

ser
e
Mat
Phe
Tyt
80

cys

Tyr

Lys
Tyr
ser
Ser

Thr
80



Ty

Pro
Lys
vatl
145
Tyr
Glu
His
“Lys
GIn
2258
l.eu
Pro
ASN
Leuy
val

305

Gln

<2 10>
<210
<212>

Ile

val

Ala

Pro

130

val

val

Gin

GIn

Ala

210

Pro

Thr

ser

Tyr

TY"

290

phe

Lys

Cys

G}u

=
}

Lys

val

ASD

Arg

Lys

ASp

Lys

275

sar

ser

sar

61
107
PRT

Asn
Pro

100

Glu

AP
Gly
ASN
180
Trp
Pro
Glu

Asn

Ile

. 260

Thr

Lys

cys

Leu

VaW
85.

Lys

Ley

val
val

165

Ser

Pro
Gin
Ala

Thr

Leu T

ser

Ser
325

ASh
ser
Ley
Leu
Ser
1SQ
Glu
Thr
ASN

Pro

gl
1Y et
[ et

val
val
Pro

val
310

Leu

His

Cys

val

Ty P

aly

e

215

val

Pro
val
285

Met

ser

Lys

ASP

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

280

Asp

Mis

Pro

Pro

ASp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

26

Lau

Lys

Gy

Gly

Ser
90

Thr
Sar

Arg

Pro

Tyr

Thir

Leu

Cys

250

Ser

hsp

ser

Ala

Lys

330

Asn Thr
His The
val Phe
Thr Pro

140
GTu val
Lys Thr
ser val
Lys Cys
Ile Ser

220

Pro Pro
238

Lteu val
Asn Gly
Ser Asp

Arg Irp

Ley His
315

page 18

Lys

Cys

Ley

125

Glu

Lys

Lys

“Leu

Lys
205
Lys
Sar
Lys
Gin
Gly
285

Gin

ASnh

val
Pro
110

Phe

Pro
Thr

190

val

Arg
Gly
Pro
270
ser

Gin

His

ASp

)

P

P

A

>

e

o

hr

an

Ser

P

G

Ty

he

ty

r

Ly
Cys
pPro
Cys
160
glu
Leu
AYS n
Gly
ok
Tyr
Asn
Phe
ASTH

Thr
320



<213> ARTIFICIAL
<220>

«223> LIGHT CHAIN VARIABLE

<400> 61

Glu Ile val met Thr ¢In
1 5 .
GTu Arg Ala ;gr Leu ser

Ile His ggp Tyr Gln ¢in

Y Igr Ala ser Glu ser
: 5

Ser Gly ser ¢ly Thr Glu
&5 70

Glu Asp phe Ala gg? Tyr

Thr rhe &1y Gly Gly Thr
100

<210 62

<213> 123

<212> PRT

<213% ARTIFICIAL

<220

Ser

cys

TYr

LYS

<223> HEAVY CHAIN VARIABLE

<400> 62
&in val Gin Leu ga] Gin
1

ser val Lys val Ser Cys
20
Trp Leu ggu Trp val Arg

Gly Glu Ile Asp Pro Gly
50

Lys Ala Arg val Thr Phe
65 70

Met Glu Leu Ser Ser Lau

Ser

Lys

¢ln

AV5 e
-3

Thr

Arg

REGION OF CLONE CL-2C

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Ala
Ala
25

Gly
cly
Leu

Gln

Glu
105

Thr Leu Ser val
10
ser Gin ser Ile
Gin Ala Pro Arg
45
Tle Pro Ala Arg
&0

Thr Ile sar ser
5

~yi

Gln Sser Trp ser
90

(5]

Ile Ly

REGION OF CLONE CL~2C

Gly

Ala

Ala

40

Phe

Ala

Ser

Ala

ser

25

Pro

Thr

ASD

Glu

Glu val met Lys
16

Gly Tyr Thr phe

cly His Gly Leu
45

Thr Asn Tyr Asn

Thr Ser Thr Ser
75

Asp Thr Ala val
a0

page 18

ser Pro
15

Gly Thr
30

Leu Leu-

Phe Ser
Leu ¢lin

Trp Pro
85

Pro Gly
ser Trp
30

Glu Trp
Glu Lys

Thr Ala

Tyr Tyr
93

Gly

Asn

Gly
sar

80

Thr

Ser

TP

Met

Phe

Tyr

&0

Cys



Ala Arg Phe Ser His Phe Ser
100 :

rp Gly €1n Gly Thr teu val
il

n
)

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

63

107

PRT

ARTIFICIAL

LIGHT CHAIN VARIABLE
83

clu Ile val Met Thr ¢in Ser
1 5

Thr
20

Glu-Arg Ala Leu Sear Cys

-

‘e His ;gp Tyr Gln Gin Lys

Tyr Tyr Ala Glu

50

ser ser

Glu
70

ser Gly ser G?y Thr

65

Glu Phe Ala val

85

AsD Tyr Tyr

~Thr rhe Gly c Gly Thr Lys

<210>
<201
212>
<213

<220> ‘ .
<223> HEAVY CHAIN VARIABLE

<400> 64
gim val ¢1n Ley

64

1238

PRT
ARTIFICIAL

YaW Gin sep
5

Ser val Lys val Ser Cys Lys
20

Trp Leu %;u Trp val Arg Gin

Gly ¢lu Ile Asp Pro Gly Thr

Gly Ser Asn Tyr
105

Thr val ser Sser
120 '

REGION OF CLONE
pro Ala Thr Leu

Ala ser
25

arg Gln

Pro Ala

40

Gly 61n
Gly Ile pro

Lewy The

Gin GIn
g0

Cys

Glu rle
105

val

REGION OF CLONE
Gly Ala Glu val
10
“ala ser Gly Tyr
25

Ala Pro Gly His
40

phe Glu Thr Asn

Asp Tyr phe Asp Tyr
110

Ser val Pro

15

Ser Gly

sar Ile Gly Thr

30

Asn

Pro Arg Leu Leu Ile

45

Arg phe ser Gly

Lay Ser

Gin
- 80

Trp Ser Trp Pro Thr

85

CL-5%

Met Lys Pro Gly Ser
15

Thr Phe ser

Met Tyr
30

Gly Zgu Glu “Trp Met

Tyr Asn &lu Lys Phe

Page 20



50

tys Ala Arg val Thr

&5

Met Glu Leu Ser Ser

a5
Ala Arg Phe Ser His.
100

Trp Gly 6In Gly Thr
115

<230> &5

<2ll» 107

<212» PRT

«218»  ARTIFICIAL

<220

<223

<400> 65

Phe
70
Leu

Phe

Ley

Thr

Arg

ser

val

LIGHT CHATIN VARIABLE

Glu Ile val Met Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20
Ile His gfp Tyr Gln Gin Lys
5
Ty”r Tyr‘AXa ser Glu.ser Ile
50 55
ser Gly ser ¢ly Thr GTu Phe
65 70
Glu Asp Phe ala gai Tyr Tyr
5
Thr phe Gly Gly Gly Thr Lys
100
<210> 66 -
<231> 123
<Z212> PRT
<213> ARTIFICIAL
<220>
<223> HEAVY CHAIN VARIABLE
<400> 66

Gin val GIn teu val Gln sar
7 M

2

Ala Asp Thr Ser
75

Ser Glu Asp Thr
80

Gly Ser Asn Tyr

105

Tgr val ser ser

120

REGION OF CLONE

Pro Ala Thr Leu
10

Arg
PIro
40

Thr
Cys

va'l

Gly

ATa
25

ser
Glin
Gly

Thr

tau

GIn
a0

Gin

Gy
105

Ile

Glin

vATa

Pro

e
75

ser

Lys

60

Thr Ser Thr Ala Tyr
80

Ala val Tyr gyr Cys

Phe
110

AsSp Tyr Asp Tyr

CL-5A4

ser val ser Pro Gly
- 15

gar rie ¢ly Asn

WO??!&QL&Jﬂe

ala arg phe Gcly
60 .

sar ser Leu Ser

80

Trp ser Trp Pro Thr

95

REGION OF CLONE CL-3A

Gly ala Glu val met Lys pro Gly ser
10 ) 15

page 21



ser val

Lys gg% Ser Cys Lys

Trp Leu ¢Tu Trp val Arg ¢'ln

Gly ¢lu Ile Glu Pro Gly Thr
50 55

Lys ala Arg val Thr phe Thr
65 70

Mer Glu Leu Ser Ser Leu Arg

85

ala Arg phe Ser His Phe sanr

100

Trep Gly GIn Gly The Leu val

<210
<211>
<gLl2>
«213>

<220
<223

<400>

115

67

107

PRT
ARTIFICIAL

LIGHT CHAIN VARIABL.E
67

gTu ITe val met ghr ¢ln ser

Glu Arg Ala ;Br Leu ser Cys

ITe Wis

Tyr Tyr Ala ser Glu Ser %

gy'WrG%wﬁnLys

ser ¢ly Ser gly Thr glu phe

63

- Glu asp

70

phe ala ggW'Tyr Tyr

Thr phe Gly Gly @ly Thr Lys
100

<210>

68

Ala

Ala

40

phe

Ala

ser

Gly

Thr
120

Sar
Pro
Glu
ASD
Glu
ser

105

val

Gly

Gly

The

Thr

TYyr
His
As

ser

S 75

ASD
50

Ash

sSer

Thr

Thr phe

Gly Leu
45

TYr AsSn
60

Thr sapr
Ala val

ASD TYT

ser

REGION OF CLONE

Pro
APrg
Pro
40

Sar

ala

Ala
25

Gly

Gy

Leu
an

Glu
105

Thr
10

Ser
Gln
Ile
Thir
a@in

80

Tie

.L auy
GIn
Ala
Pro
e
75

ser

Lys

CL-28

sar val
sar 1le
Pro Arg

45

Ala Ar
60 °

ser ser

Trp ser

page 22

sep
30

Glu
Glu
Thr

TYr

Pha
110

sar
Gly
Lew
Phe
Leu

Trp

Tep

™R

1ys

Ala

TYr

ASD

Pro

15

Thr

L&y

ser

Gin

Pro
95

Ty -

Met
phe
TYr
Cys

Ty

gy
Asn
Ile
Gly
Ser

80

Thr



Glu ITe val Met Thr
1 5

Glu Arg

ITe His

Tyr Tyr
50

Ser Gy
g5

Gln

cys

Arg

Gly T

Phe

b d
4

Ley

Phe

Ley

Sar
Lys

Gln

Arg
Ser

val

LIGHT CHAIN VARIABLE

Ala Thr Leu
20

Trp Tyr Gln
35

Ada ser Glu

ser Gly Thr

Gin
Ser

Gin

ser

70

<211> 123
<212> PRT
<213> ARTIFICIAL
<220 .
«223> HEAVY CHATN VARIABLE
<400> B8
¢ln val GIn Leu val
1 -5
~ser val Lys val ser
o 20
Trp Leu Glu Trp val
35
gly Glu Ile Asp Pro
50
Lys Ala arg val Thr
65
mMet GTu Leu Ser Ser
85
Ala Arg Phe Ser His
100
Trp Gly ¢In Gly Thr
115
<«210> 6%
<21l> 107
<21Z> PRT
<213» ARTIFICIAL
<22 (-
<223
<400 BB

REGION OF CLONE CL~2B

Gly Ala
Ala ser
Ala pro
40
Phe Thr
Ala Asp
sar Glu
Gly ser
105

Thr val
120

Glu
10

G?y

Gly

Thr

Thr

Asp

o0

ASn

ser

val

Tyr

His

Ash

ser

73

Thr

Ty

ser

REGION OF CLONE

Pro Ala Thr Leu
10

arg Ala ser Gln
25

pro Gly @in Ala
40

sar Gly Ile Pro

Met Lys

Thr phe

Gly Leu
45

TYr Asn
60
Thr ser

Ala val

Asp Tyr

Pro
Ser
30

Glu
¢lu
Thre
Tyr

phe
110

CL~1136~-2C

ser val
ser Ile
Pro Arg

45

Ala Arg
60

ser
Gly
30

l.eu

Phe

The Leu Thr ;ge 5er ser lLeu

rPage 23

Gly
15

Tyr
Trp
Lys
Ala
Tyr
a5

ASD

Pro

15

Thr

Leu

ser
Tyr
Met
phe
TYr
80

cys

Y

G1y
ASn
Ile
é?y

ser
80



Glu Asp Phe Ala ggi Tyr Tyr Cys Gin ng Ser Trp Ser Trp Pro Thr
. 9 85

Thr Phe Gly &ly Gy Thr Lys val Glu Ile Lys
100 ©10%

<210> 70

<211> 123

<212>  PRT

<Z13> ARTIFICIAL

220>
<223> HEAVY CHAIN VARIABLE REGION OF CLONE CL-1136~2C

<400> 70
Gln val Gin Leu val Gln ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ) 15

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr phe Ser Met Tyr
20 25 30

Trp Lteu Glu Trp val Arg Gln Ala pro Gly Gln Gly Leu GTu Trp Met
35 40 C 45

Gly ¢lu Ile ser pro Gly Thr pPhe Thr Thr Asn Tyr asn Glu Lys pPhe
50 55 60 -

Lys Ala Arg val Thr Phe Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser ggr Ley Arg Ser Glu ggp'Thr Ala val Tyr ggr Cys

Ala Aarg Phe Sar His Phe Ser Gly Ser asn Tyr Asp Tyr Phe Asp Tyr

100 . 105 110
Trp 61y Gin Gly Thr - Leu val Thr val ser ser
115 120
<210> 71
<21il> 108
<212» PRT

<213 Hoﬁo‘sapieﬂs

AsSp ser Asn Pro ?rg Ggly val ser Ala Tgr Leu Ser Arg Pro ier Pro
1 ‘ -4 . 5

rPhe asp Leu Phe Ile arg Lys Ser Pro Thr 1le Thr Cys Leu val val
20 S 30

Asp Leu gga Pro ser Lys Gly Tgr val Asn Leu Thr Tgp Ser Arg Ala
4 4
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ser Gly Lys Pro val Asn Mis Ser Thr Arg Lys Glu GTu Lys GIn Arg
50 ’ 55 v 60

Asn Gly Thr Leu Thr val Thr ser Thr Leu Pro val cly Thr Arg Asp
65 70 75 80

Tro Ite Glu Gly Glu Thr Tyr ¢in Cys Arg vaTl Thr His Pro His Leu
, 85 a0 a5

Pro Arg Ala Leu Met Arg Ser Thr Thr Lys Thr Ser
100 105 .

<210 72

<2Ll> 12

<212> PRT

<213» ARTIFICIAL

<220> .
<223> PEPTIDE DERIVED FROM CH3 DOMAIN OF IGE

<220

<221> misc_feature

<222= (7)..(7) .

«228» XaZ can be any naturally occurring amino acid

<220

<221> misc_feature

<2Z2z> (9)..010) . .
<223> Xaa can be any naturally occurring amino acid

<220

<221> misc_feature

<222>  (123..(12) , . .
<223> Xaa can be any naturally occurring amino acid
<4D0> 72

Asn Pro Arg Gly val Ser Xaa Tyr Xaa ﬁaa Arg Xaa
1 5 0

<210 73

<211> 12

«212> PRT

<213> ARTIFICIAL

<220>

<223> PEPTIDE DERIVED FROM CHI DOMAIN OF IGE
<4Q0> 73

ASn Pro Arg Gly gaT Ser Ala Tyr Ley Sgr Arg Pro
1 i

<210> 74

<<1ll> 8

<212» PRT

<213> ARTIFICIAL

220>
<223» PEPTIDE DERIVED FROM CH3 DOMAIN OF IGE
Page 25



<220> ,

<Z221> ‘misc_Teature

«222> (6}, .(8) ) .

<223> Xaz can be any naturally occurring amino acid

<220> .

<221>» wisc_feature

<222>  (9)..(9) , . .
<223> Xaa can be any naturally occurring amino acid
<400> 74 '

Leu Pro Arg Ala Leu Xaa Arg Ser Xaa
1 : 5

«210> 75

«211l> 8

<212> PRT

«213> ARTIFICIAL

<220
«223» PEPTIDE DERIVED FROM CH3 DOMAIN OF IGE

<400> 75

Leu Pro Arg aAla Leu Met Arg Ser Thr
1 5

<210 78

<21l 12

<212> PRT

<213»> ARTIFICIAL

<220>
<223> PEPTIDE DERIVED FROM CHY DOMAIN OF IGE

<400> 76

His Pro Mis Leu gro arg Ala Leu Met Agg ser Thr
1 1

210> 77

<211 12

<212» PRT

<213> ARTIFICIAL

<220>
<223> PEPTIDE DERIVED FROM CH3 DOMATIN OF IGE

<400> 77

%eu Pro Arg Ala Leu Met Arg Ser Thr fgr Lys Thr
AL 2 e
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