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Sequence from 1PDB7: Fragment, Ligand Binding Core (SEQ 1D NO. 1):

G
MSTRLKI

1
8

VITHOEPFVY VKPIMSDGTC KEEFTVNGDP VKKVICTGPN DTSPGSPRHT 58

VPQCCYGFCT DLLIKLARTM NFTYEVHLVA DGKFGTQERV NNSNKKEWNG
MMGELLSGQA DMIVAPLEIN NEFAQYIEFS KPFKYQGLTI LVEKR

GT
RITGINDP .

RLRNPSDKFI YATVK@?%WD IYFRRQVELS TMYRHMEKEN YESAAEATQA
VRDNKLHAFI W@SAVLEFEA SQKCDLVITG ELFFRSGFGI GMREDSPWKD
NVELSILKSH ENGFMEDLDK TWVRYQECDS

GLYX-13:

1) Proline 124[]
2) Threonine 126%
3) Glutamine 178@
4) Serine lBO% l

DCRA _
1) Threonine 1263
2) Arginine 131@

DCS

1) Proline 124D

2) Threonine 126%
3) Arginine 1317

4) Asparte 224

D-serine/glycine

1) Threonine 126&
2) Arginine 131}/

3) Serine 180%

4) Asparte 224.

Fig.
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