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Genedrive
Sample| GeneXpert Process A Process B Process C
I Il i Il | Il il

1 |MTBRIFs| MTB MTBRIFs| MTB | MTBRIFs | MTB RIFs | MTB RIFs| MTB RIFs

2 |MTBRIFs [ MTB RIFs | MTB RIFs | MTB RIFs | MTB RIFs | MTB RIFs | MTB RIFs| MTB RIFs

3 FAILED | FAILED | FAILED | FAILED | FAILED | FAILED MTB MTB

4 |MTBRIFs| FAILED [MTBRIFs| FAILED |MTBRIFs [ MTB RIFs | MTB RIFs| MTB RIFs

5 |MTBRIFr | MTB RIFr | MTB RIFr | MTB RIFr | MTB RIFr | MTB RIFr | MTB RIFr| MTB RIFr
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(- Paper functionalisation h

i. Add 20! of 1% SiQACe solution diluted in
TRIS-CI (pH9.0) + 0.2mM MgCl, to paper

ii. Dry at room temperature (or at elevated
temperature) for 2 15’

\. J

!

4 Apply sample 7
i. Apply 20ui of the sample
ii. Dry for 15’ minutes
L J
( Analysis )

Remove 1.5mm disc and add 20ul of standard
PCR reagents

N y

Fig.8
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Biotage

PyroMark ID - 110126 muestras Can Ruti HIV - 1/26/2011 11:43:20 AM

Well A7 (110126 muestras Can Ruti HIV) (SSB)

Entry ID:HIV

Sample ID:HIV

Result: AAATTGCCAA TGCCCAAGGC CAAATTGCAA TGATATAAA
Quality: Check {quality window: 20)

0 passed, 1 - 37 check, 38 - 39 failed

L 1gb 1 FJ670525.11 HIV-1 strain ES X2425-2 from Spain, complete genome
Length = 8906

Score = 30.2 bits ? Expect
dentities = 15/15 {100%), Gaps 0/15( )%)
Strand=Plus/Plus

e TR I
Shject 6047 AAATTGCAATGATAT 6061

s 1gb1HQ110695 .11 HIV-1 clone 1993b6 from USA envelope glycoprotein (env) gene,
partial cds
Length = 2613

Score = 282b|ts& Expect= 21
|dentities = 14/14 {100%), Gaps 0/14 (0)%)
Strand=Plus/Plus

Query 22  AAATTGCAATGATA 35

NENRRNARERNNA
Sbject 384  AAATTGCAATGATA 397

L 1gb1HQ110694 .11 HIV-1 clone 1993b7 from USA envelope glycoprotein (env) gene,
partial cds
Length = 2613

Score = 282b|ts(( Expect= 21
Identities = 14/14 100%) Gaps 014 (0)%)
Strand=Plus/Plus

a2 MITOEHTIT &
Sbject 384  AAATTGCAATGATA 397
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