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CD37-BINDING MOLECULES AND IMMUNOCONJUGATES THEREOF

Field of the Invention

[0001] The field of the invention generally relates to antibodies, antigen-binding fragments thereof,
polypeptides, and immunoconjugates that bind to CD37, as well as to methods of using such CD37-

binding molecules for the treatment of diseases, such as autoimmune diseases and inflammatory diseases.

Background of the Invention

[0002] Leukocyte antigen CD37 ("CD37"), also known as GP52-40, tetraspanin-26, or TSPAN26, is
a transmembrane protein of the tetraspanin superfamily (Maecker et al., 1997 FASEB J. 11:428-442). Itis
a heavily glycosylated protein with four transmembrane domains that is expressed on B cells during the
pre-B to peripheral mature B-cell stages, but is reportedly absent on terminal differentiation to plasma
cells. (Link et al., 1987, J Pathol. 152:12-21). The CD37 antigen is only weakly expressed on T-cells,
myeloid cells, and granulocytes (Schwartz-Albiez et al. 1988, J. Immunol., 140(3)905-914). However,
CD37 is also expressed on malignant B-cells such as those founding non-Hodgkin’s lymphoma (NHL)
and chronic lymphoid leukemia (CLL) (Moore et al. 1986, J Immunol. 137(9):3013-8).

[0003] While the exact physiological role of CD37 is unclear, studies in CD37-deficient mice suggest
an immunoregulatory function. Although mice deficient in CD37 expression have normal development
(Knobeloch et al. 2000, Mol Cell Biol., 20(15):5363-9), in the C57/Bl6 background, CD37-/- T cells are
hyper-proliferative (van Spriel et al., J Immunol. 172, 2953 (2004)), CD37-/- dendritic cells (DC) exhibit
an increased antigen presentation (Sheng et al., Eur J Immunol. 39, 50 (2009)), and CD37-/- macrophages
show increased dectin-1-induced I1L.-6 production (Meyer-Wentrup et al., J Immunol. 178, 154 (2007)).
CD37-deficient C57/Bl6 mice also contain significantly higher level of IgA than the wild-type mice (van
Spriel et al., PLoS Pathol. 5, €1000338 (2009) and Rops et al., Am J Pathol. 176, 2188 (2010)). All of
these results suggest a general regulatory role of CD37 in the immune system. Interestingly, crosslinking
of CD37 antigen by antibody on human T cells inhibits T cell proliferation induced by CD3 stimulation
(van Spriel et al., J Immunol. 172, 2953 (2004)).

[0004] Antibodies are emerging as a promising method to treat human diseases including
autoimmune diseases. Currently, an anti-CD20 antibody called rituximab has been approved for
rheumatoid arthritis (RA) treatment (Edwards JC et al. 2006, Nat Rev Immunol. 6: 119). Rituximab is
used in the United States in combination with methotrexate (MTX) to reduce signs and symptoms in adult
patients with moderately- to severely-active RA who have had an inadequate response to at least one TNF
antagonist. Many studies address the use of rituximab in a variety of non-malignant autoimmune or
inflammatory disorders, including RA, in which B-cells and autoantibodies appear to play a role in

disease pathophysiology. Edwards et al., Biochem Soc. Trans. 30:824-828 (2002). Targeting of CD20
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using anti-CD20 antibody has been reported to potentially relieve signs and symptoms of a number of
autoimmune or inflammatory diseases including, for example, RA (Leandro et al., Ann. Rheum. Dis.
61:883-888 (2002); Edwards et al., Arthritis Rheum., 46 (Suppl. 9): S46 (2002); Stahl et al., Ann. Rheum.
Dis., 62 (Suppl. 1): OP004 (2003); Emery et al., Arthritis Rheum. 48(9): S439 (2003)), lupus (Eisenberg,
Arthritis. Res. Ther. 5:157-159 (2003); Leandro et al. Arthritis Rheum. 46: 2673-2677 (2002); Gorman et
al., Lupus, 13: 312-316 (2004)), immune thrombocytopenic purpura (D'Arena et al., Leuk. Lymphoma
44:561-562 (2003), Stasi et al., Blood, 98: 952-957 (2001); Saleh et al., Semin. Oncol., 27 (Supp 12):99-
103 (2000); Zaja et al., Haematologica, 87:189-195 (2002); Ratanatharathorn et al., Ann. Int. Med,,
133:275-279 (2000)), pure red cell aplasia (Auner et al, Br. J. Haematol., 116:725-728 (2002));
autoimmune anemia (Zaja et al., supra (erratum appears in Haematologica 87:336 (2002)), cold agglutinin
disease (Layios et al., Leukemia, 15:187-8 (2001); Berentsen et al., Blood, 103: 2925-2928 (2004);
Berentsen et al., Br. J. Haematol., 115:79-83 (2001); Bauduer, Br. J. Haematol., 112:1083-1090 (2001);
Zaja et al., Br. J. Haematol., 115:232-233 (2001)), type B syndrome of severe insulin resistance (Col! et
al., N. Engl. J. Med., 350:310-311 (2004), mixed cryoglobulinermia (DeVita et al., Arthritis Rheum. 46
Suppl. 9:5206/S469 (2002)), myasthenia gravis (Zaja et al., Neurology, 55:1062-1063 (2000); Wylam et
al., J. Pediatr., 143:674-677 (2003)), Wegener's granulomatosis (Specks et al., Arthritis & Rheumatism
44:2836-2840 (2001)), microscopic polyangiitis (MPA), refractory pemphigus vulgaris (Dupuy et al.,
Arch Dermatol., 140:91-96 (2004)), dermatomyositis (Levine, Arthritis Rheum., 46 (Suppl. 9):51299
(2002)), Sjogren's syndrome (Somer et al., Arthritis & Rheumatism, 49:394-398 (2003)), active type-II
mixed cryoglobulinemia (Zaja et al., Blood, 101:3827-3834 (2003)), pemphigus vulgaris (Dupay et al.,
Arch. Dermatol., 140:91-95 (2004)), autoimmune neuropathy (Pestronk et al., J. Neurol. Neurosurg.
Psychiatry 74:485-489 (2003)), paraneoplastic opsoclonus-myoclonus syndrome (Pranzatelli et al.
Neurology 60 (Suppl. 1) PO5.128:A395 (2003)), and relapsing-remitting multiple sclerosis (RRMS).
Cross et al. (abstract) "Preliminary Results from a Phase II Trial of Rituximab in MS" Eighth Annual
Meeting of the Americas Committees for Research and Treatment in Multiple Sclerosis, 20-21 (2003).

[0005] In animal models, B-cell depletion using antibodies against B-cell antigens such as CD20 has
been shown to inhibit or ameliorate several autoimmune diseases including systemic lupus erythematosus
(SLE), experimental autoimmune encephalomyelitis (EAE; mouse model of multiple sclerosis), type-1
diabetes (T1D) and rheumatoid arthritis (RA). Rituximab has been shown to deplete both malignant and
normal B cells i vive in animal models as well as patients (Maloney DG et al, Blood.
1904;84(8):2457-66; Reff ME, et al. Blood. 1894;83(2}3:435-45; Schrdder C, et al. Transp! Immunol
2003;12(1018-28). It can aiso deplete normal B-cells from human peripheral blood mounonuclear cells
(PBMCs) in im vitro experiments (Vugmeyster Y, et al, Cytometry AL 2003;52(2):101-9; Vugmeyster Y

and Howell Klnt Tmmunopharmacol. 2004481 1117-24).
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[0006] Campath-1H (alumtuzumab), an anti-CD52 chimeric IgG1, binds to the CD52 antigen, which
is highly expressed on all lymphocytes (Ginaldi L, et al,Leuk Res. 1998 Feb;22(2):185-91; Hale G, et al,
Tissue Antigens. 1990 Mar;35(3):118-27). It is used in patients to deplete malignant lymphocytes and is
approved for treating chronic lymphocytic leukemia. It has also shown efficacy in treating multiple
sclerosis and is currently in Phase III clinical testing (N Engl J Med 2008; 359:1786-1801;
ClinicalTrials.gov NCT00530348 & NCT00548405). It has been shown to deplete normal lymphocytes
in vitro as well (Hale G, et al. Blood. 1983 Oct;62(4):873-82; Waldmann H and Hale G Philos Trans R
Soc Lond B Biol Sci. 2005 Sep 29;360(1461):1707-11).

[0007] CD37-binding agents are also being tested as potential therapeutics for B-cell malignancies.
Emergent Biosolutions (formerly Trubion Pharmaceuticals) developed the CD37-binding agents SMIP-
016 and TRU-016 (Zhao et al., 2007, Blood, 110:2569-2577). SMIP-016 is a single chain polypeptide
that includes variable regions from a hybridoma and engineered human constant regions. TRU-016 is a
humanized version of the anti-CD37 SMIP protein. See e.g. U.S. Published Application No.
2007/0059306. TRU-016 is being tested clinically for the treatment of chronic lymphocytic leukemia
(CLL). Boehringer Ingelheim has also disclosed a CD37 binding agent in International Published
Application No. WO 2009/019312. However, no CDC activity has been described for any of these
binding agents and no in vitro pro-apoptotic activity has been described in the absence of cross-linking
agents.

[0008] Radio-immunotherapy (RIT) has been attempted using a radio-labeled anti-CD37 antibody
MB-1 in two separate trials. Therapeutic doses of BIEMB-1 were administered to six relapsed NHL
patients (Press et al. 1989 J Clin Oncol. 7(8):1027-38; Press at el. 1993, N Engl J Med. 329(17):1219-24).
All six patients achieved a complete remission (CR) with a duration of four to thirty-one months. In
another trial, ®"I-MB-1 was administered to ten relapsed NHL patients (Kaminski et al. 1992 J Clin
Oncol. 10(11):1696-711). A total of four patients had a response ranging in duration from two to six
months, although only one CR was reported. However, not all patients could be treated due to an
unfavorable biodistribution of the radio-label which raised concern for radiation exposure of vital non-
target organs. Indeed, RIT related toxicities were observed in these trials including severe
myelosupression and cardiopulmonary toxicity. While these clinical data suggest that anti-CD37 radio-
immunoconjugates may be effective, these therapies are cumbersome to administer, and at relapse post-
RIT patients cannot be retreated with RIT due to the risks associated with high doses of radiation.

[0009] To overcome the limitations of RIT, antibody-cytotoxic agent conjugates (ACC), also called
antibody-drug conjugates (ADC), have been developed. These are immunoconjugates that include a
cytotoxic agent covalently linked to an antibody through a chemical linker which can allow for specific
delivery of cytotoxic drugs to cells expressing a protein recognized by the antibody. However, proteins

that are poorly internalized are not considered to be favorable targets for such therapeutics. CD37 is
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structurally similar to CD20 as both antigens contain four transmembrane domains, although CD20 is not
part of the tetraspanin family (Tedder et al. 1989, J. Immun. 142: 2560-2568). Antibodies against several
B-cell antigens including CD37 and CD20 have been studied for their ability to undergo endocytosis and
degradation (Press et al. 1989, Cancer Res. 49(17):4906-12, and Press et al. 1994, Blood. 83(5):1390-7).
The anti-CD37 antibody MB-1 was retained on the cell surface and internalized slowly in Daudi
lymphoma cells in vitro. The MB-1 antibody also had a low rate of endocytosis and intracellular
metabolism in NHL patient cells in vitro. Similar results were obtained with the anti-CD20 antibody 1F5,
which was also retained mainly on the lymphoma cell surface and internalized poorly. ADCs of CD20
antibodies have been studied previously but have not demonstrated significantly strong potency,
especially when non-disulfide or acid stable linkers are used (see for example Polson et al., 2009, Cancer
Res., 69(6):2358-2364). In light of these observations, CD37 has not been considered a favorable target
for antibody-drug conjugates.

[0010] While their role in cancer treatment has been studied, the potential effect of CD37-directed
therapies such as antibodies, antibody derivatives or radio-immunoconjugates on cells involved in
autoimmune diseases, inflammatory diseases or other disorders of the immune system is not well
understood. Furthermore, none of the compounds described above have been demonstrated to induce
depletion of target cells involved in manifestation or progression of these types of diseases.

[0011] Therefore, there exists a need for CD37 binding agents including antibodies, antigen-binding
fragments thereof, and antibody-drug conjugates (immunoconjugates) as a means to treat autoimmune
diseases, inflammatory diseases, or other disorders of the immune system. The present invention

addresses that need.

BRIEF SUMMARY OF THE INVENTION

[0012] In one aspect, the present disclosure provides a method for depleting B-cells or treating a
disease associated with aberrant B-cell activity, comprising administering to a patient an effective amount
of a humanized CD37 targeting antibody or immunoconjugate provided herein. In some embodiments,
the B-cells are non-cancerous $-cells. In some embodiments, the B-cells do not overexpress CD37.

[0013] In certain embodiments, the disease associated with aberrant B-cell activity is a disease
associated with B-cell autoantibody production, and/or a disease associated with inappropriate T-cell
stimulation in connection with a B-cell pathway.

[0014] In certain embodiments, the disease characterized by autoantibody production is rheumatoid
arthritis, multiple sclerosis, type I diabetes mellitus, idiopathic inflammatory myopathy, systemic lupus
erythematosus (SLE), myasthenia gravis, Grave's disease, dermatomyositis, polymyositis, or other

autoimmune diseases.



WO 2012/135740 PCT/US2012/031648
_5-

[0015] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with an
antibody or antigen binding fragment thereof that specifically binds to CD37, wherein the antibody or
fragment thereof is capable of inducing apoptosis in vitro in the absence of a cross-linking agent. In
certain embodiments, the present disclosure provides a method for treating a patient having an
autoimmune or inflammatory disease comprising administering to the patient a therapeutically effective
amount of an antibody or antigen-binding fragment thereof that specifically binds to CD37, wherein the
antibody or fragment thereof is capable of inducing apoptosis in vitro in the absence of a cross-linking
agent. In some embodiments, the antibody or antigen-binding fragment thereof is also capable of
inducing complement dependent cytotoxicity (CDC). In some embodiments, the antibody or antigen-
binding fragment thereof is also capable of inducing antibody dependent cell mediated cytotoxicity
(ADCC). In some embodiments, the antibody or antigen-binding fragment thereof has a long serum half-
life.

In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell)
with an antibody or antigen binding fragment thereof that specifically binds to the same CD37
epitope as an antibody selected from the group consisting of: (a) an antibody comprising the
polypeptide of SEQ ID NO:55 and the polypeptide of SEQ ID NO:72; (b) an antibody comprising the
polypeptide of SEQ ID NO:56 and the polypeptide of SEQ ID NO:73; (c) an antibody comprising the
polypeptide of SEQ ID NO:57 and the polypeptide of SEQ ID NO:74; (d) an antibody comprising the
polypeptide of SEQ ID NO:58 and the polypeptide of SEQ ID NO:74; (e) an antibody comprising the
polypeptide of SEQ ID NO:59 and the polypeptide of SEQ ID NO:75; (f) an antibody comprising the
polypeptide of SEQ ID NO:60 and the polypeptide of SEQ ID NO:76; (g) an antibody comprising the
polypeptide of SEQ ID NO:61 and the polypeptide of SEQ ID NO:77; (h) an antibody comprising the
polypeptide of SEQ ID NO:62 and the polypeptide of SEQ ID NO:78; (i) an antibody comprising the
polypeptide of SEQ ID NO:63 and the polypeptide of SEQ ID NO:79; (j) an antibody comprising the
polypeptide of SEQ ID NO:64 and the polypeptide of SEQ 1D NO:80; (k) an antibody comprising the
polypeptide of SEQ ID NO:65 and the polypeptide of SEQ ID NO:81; (1) an antibody comprising the
polypeptide of SEQ ID NO:66 and the polypeptide of SEQ ID NO:82; (m) an antibody comprising the
polypeptide of SEQ ID NO:67 and the polypeptide of SEQ ID NO:83; (n) an antibody comprising the
polypeptide of SEQ ID NO:68 and the polypeptide of SEQ ID NO:84; (o) an antibody comprising the
polypeptide of SEQ ID NO:69 and the polypeptide of SEQ ID NO:85; (p) an antibody comprising the
polypeptide of SEQ ID NO:70 and the polypeptide of SEQ ID NO:86; (q) an antibody comprising the
polypeptide of SEQ ID NO:71 and the polypeptide of SEQ ID NO:87; and (r) an antibody comprising the
polypeptide of SEQ ID NO:177 and the polypeptide of SEQ ID NO:178.
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[0016] In certain embodiments, the present disclosure provides a method for treating a patient
having an autoimmune or inflammatory disease comprising administering to the patient a therapeutically
effective amount of an antibody or antigen-binding fragment thereof that specifically binds to the same
CD37 epitope as an antibody selected from the group described above. In some embodiments, the
antibody or antigen-binding fragment thereof competitively inhibits an antibody selected from the group
described above.

[0017)] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with an
antibody or antigen-binding fragment thereof that specifically binds to CD37 and specifically binds to the
polypeptide of SEQ ID NO: 184. In certain embodiments, the present disclosure provides a method for
treating a patient having an autoimmune or inflammatory disease comprising administering to the patient
a therapeutically effective amount of an antibody or antigen-binding fragment thereof that specifically
binds to CD37 and specifically binds to the polypeptide of SEQ ID NO: 184. In some embodiments, the
antibody or antigen-binding fragment thereof does not bind to the polypeptide of SEQ ID NO: 185.

{0018] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with an
antibody or antigen-binding fragment thereof that specifically binds to CD37 and does not specifically
bind to the polypeptide of SEQ ID NO: 185. In certain embodiments, the present disclosure provides a
method for treating a patient having an autoimmune or inflammatory disease comprising administering to
the patient a therapeutically effective amount of an antibody or antigen-binding fragment thereof that
specifically binds to CD37 and does not specifically bind to the polypeptide of SEQ ID NO: 185.

[0019] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with an
antibody or antigen-binding fragment thereof produced by a hybridoma selected from the group consisting
of ATCC Deposit Designation PTA-10664, deposited with the ATCC on February 18, 2010, ATCC
Deposit Designation PTA-10665, deposited with the ATCC on February 18, 2010, ATCC Deposit
Designation PTA-10666, deposited with the ATCC on February 18, 2010, ATCC Deposit Designation
PTA-10667, deposited with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10668,
deposited with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10669, deposited with
the ATCC on February 18, 2010, and ATCC Deposit Designation PTA-10670, deposited with the ATCC
on February 18, 2010. In certain embodiments, the present disclosure provides a method for treating a
patient having an autoimmune or inflammatory disease comprising administering to the patient a
therapeutically effective amount of an antibody or antigen-binding fragment thereof produced by a

hybridoma described above.
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[0020] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with an
antibody or antigen-binding fragment thereof that specifically binds to CD37, wherein the antibody
comprises polypeptide sequences selected from the group consisting of: (a) SEQ ID NOs: 4, 5, and 6 and
SEQ ID NOs: 28, 29, and 30; (b) SEQ ID NOs: 7, 8, and 9 and SEQ ID NOs: 31, 32, and 33; (c) SEQ ID
NOs: 10, 11, and 12 and SEQ ID NOs: 34, 35, and 36; (d) SEQ ID NOs: 13, 14, and 15 and SEQ ID NOs:
37, 38, and 39; (e) SEQ ID NOs: 13, 14, and 15 and SEQ ID NOs: 37, 40, and 39; (f) SEQ ID NOs: 16,
17, and 18 and SEQ ID NOs: 41, 42, and 43; (g) SEQ ID NOs: 19, 20, and 21 and SEQ ID NOs: 44, 45,
and 46; (h) SEQ ID NOs: 19, 20, and 21 and SEQ ID NOs: 44, 47, and 46; (i) SEQ ID NOs: 22, 23, and
24 and SEQ ID NOs: 48, 49, and 50; (j) SEQ ID NOs: 22, 23, and 24 and SEQ ID NOs: 48, 51, and 50;
(k) SEQ ID NOs: 25, 26, and 27 and SEQ ID NOs: 52, 53, and 54; (I) SEQ ID NOs: 171, 172 or 181, and
173 and SEQ ID NOs: 174, 175, and 176; (m) variants of (a) to (1) comprising 1, 2, 3, or 4 conservative
amino acid substitutions. In certain embodiments, the present disclosure provides a method for treating a
patient having an autoimmune or inflammatory disease comprising administering to the patient a
therapeutically effective amount of an antibody or antigen-binding fragment thereof with an antibody or
antigen-binding fragment thereof that specifically binds to CD37, wherein the antibody comprises
polypeptide sequences selected from the group described above. In some embodiments, the antibody or
antigen-binding fragment thereof comprises polypeptide sequences that are at least 90% identical to
polypeptide sequences described above. In some embodiments, the polypeptide sequences are at least
95% identical to the polypeptide sequences. In some embodiments, the polypeptide sequences are at least
99% identical to the polypeptide sequences. In some embodiments, the antibody or antigen-binding
fragment thereof comprises polypeptide sequences that are at least 90% identical, at least 95% identical, at
least 99% identical, or idential to the polypeptide sequences of SEQ ID NO: 57 and SEQ ID NO:74. In
some embodiments, the antibody or antigen-binding fragment thereof comprises polypeptide sequences
that are at least 90% identical, at least 95% identical, at least 99% identical, or idential to the polypeptide
sequences of SEQ ID NO: 58 and SEQ ID NO:74. In some embodiments, the antibody or antigen-binding
fragment thereof comprises polypeptide sequences that are at least 90% identical, at least 95% identical, at
least 99% identical, or idential to the polypeptide sequences of SEQ ID NO: 63 and SEQ ID NO:79. In
some embodiments, the antibody or antigen-binding fragment thereof comprises polypeptide sequences
that are at least 90% identical, at least 95% identical, at least 99% identical, or idential to the polypeptide
sequences of SEQ ID NO: 65 and SEQ ID NO:81.

[0021] In some embodiments, the antibody or antigen binding fragment thereof is murine, non-
human, humanized, chimeric, resurfaced, or human.

[0022] In some embodiments, the antibody or antibody fragment is capable of inducing apoptosis of

a cell expressing CD37 in vitro in the absence of cross-linking agents. In some embodiments, the antibody
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or antigen binding fragment is capable of inducing complement dependent cytotoxicity (CDC). In some
embodiments, the antibody is capable of inducing antibody dependent cell mediated cytotoxicity (ADCC).
[0023] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with a
human or humanized antibody or antigen binding fragment thereof that specifically binds to CD37,
wherein the antibody or fragment thereof is capable of inducing apoptosis of a cell expressing CD37 in
vitro in the absence of cross-linking agents. In certain embodiments, the present disclosure provides a
method for freating a patient having an autoimmune or inflammatory disease comprising administering to
the patient a therapeutically effective amount of a human or humanized antibody or antigen binding
fragment thereof that specifically binds to CD37, wherein the antibody or fragment thereof is capable of
inducing apoptosis of a cell expressing CD37 in vitro in the absence of cross-linking agents. In some
embodiments, the human or humanized antibody or antigen binding fragment thereof is also capable of
inducing complement dependent cytotoxicity (CDC). In some embodiments, the human or humanized

antibody or antigen binding fragment thereof is also capable of inducing antibody dependent cell mediated

cytotoxicity (ADCC).

[0024] In some embodiments, the antibody or antigen-binding fragment binds to human CD37 and
macaque CD37.

[0025] In some embodiments, the antibody is a full length antibody. In some embodiments, an

antigen-binding fragment is used. In some embodiments, the antibody or antigen-binding fragment
thereof comprises a Fab, Fab', F(ab')2, Fd, single chain Fv or scFv, disulfide linked Fv, V-NAR domain,
IgNar, intrabody, IgGACH2, minibody, F(ab')3, tetrabody, triabody, diabody, single-domain antibody,
DVD-Ig, Fcab, mAb2, (scFv)2, or scFv-Fc.

[0026] In some embodiments, the antibody or antigen-binding fragment thereof is linked via a linker
(L) to a cytotoxic agent (C) to form an immunoconjugate.

[0027] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with a
composition comprising an immunoconjugate having the formula (A) - (L) - (C), wherein: (A) is an
antibody or antigen binding fragment that specifically binds to CD37; (L) is a non-cleavable linker; and
(C) is a cytotoxic agent; and wherein the linker (L) links (A) to (C). In certain embodiments, the present
disclosure provides a method for treating a patient having an autoimmune or inflammatory disease
comprising administering to the patient a therapeutically effective amount of a composition comprising an
immunoconjugate having the formula (A) - (L) - (C), wherein: (A) is an antibody or antigen binding
fragment that specifically binds to CD37; (L) is a non-cleavable linker; and (C) is a cytotoxic agent; and
wherein the linker (L) links (A) to (C). In some embodiments, the immunoconjugate has a serum half-life

that is comparable to that of the naked antibody.
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[0028] In certain embodiments, the present disclosure provides a method for depleting a B-cell
comprising contacting a B-cell (e.g., in a population of cells comprising a non-cancerous B-cell) with a
composition comprising an immunoconjugate having the formula (A) - (L) - (C), wherein: (A) is an
antibody or antigen binding fragment that specifically binds to CD37; (L) is a linker; and (C) is a
maytansinoid; and wherein the linker (L) links (A) to (C). In certain embodiments, the present disclosure
provides a method for treating a patient having an autoimmune or inflammatory disease comprising
administering to the patient a therapeutically effective amount of a composition comprising an
immunoconjugate having the formula (A) - (L) - (C), wherein: (A} is an antibody or antigen binding
fragment that specifically binds to CD37; (L) is a linker; and (C) is a maytansinoid; and wherein the linker
(L) links (A) to (C).

[0029] In some embodiments, the linker is a non-cleavable linker. In some embodiments, the
immunoconjugate further comprises a second (C). In some embodiments, the immunoconjugate further
comprises a third (C). In some embodiments, the immunoconjugate further comprises a fourth (C). In
some embodiments, the immunoconjugate comprises 2-6 (C). In some embodiments, the
immunoconjugate comprises 3-4 (C).

[0030] In some embodiments, the linker is selected from the group consisting of a cleavable linker, a
non-cleavable linker, a hydrophilic linker, and a dicarboxylic acid based linker. In some embodiments,
the linker is selected from the group consisting of: N-succinimidyl 4-(2-pyridyldithio)pentanoate (SPP);
N-succinimidyl  4-(2-pyridyldithio)butanoate (SPDB) or N-succinimidyl 4-(2-pyridyldithio)-2-
sulfobutanoate (sulfo-SPDB); N-succinimidyl 4-(maleimidomethyl) cyclohexanecarboxylate (SMCC); N-
sulfosuccinimidyl 4-(maleimidomethyl) cyclohexanecarboxylate (sulfoSMCC); N-succinimidyl-4-
(iodoacetyl)-aminobenzoate (SIAB); and N-succinimidyl-[(N-maleimidopropionamido)-
tetracthyleneglycol] ester (NHS-PEG4-maleimide). In some embodiments, the linker is N-succinimidyl-
[(N-maleimidopropionamido)-tetraethyleneglycol] ester (NHS-PEG4-maleimide).

[0031] In some embodiments, the cytotoxic agent is selected from the group consisting of a
maytansinoid, maytansinoid analog, doxorubicin, a modified doxorubicin, benzodiazepine, taxoid, CC-
1065, CC-1065 analog, duocarmycin, duocarmycin analog, calicheamicin, dolastatin, dolastatin analog,
aristatin, tomaymycin derivative, and leptomycin derivative or a prodrug of the agent. In some
embodiments, the cytotoxic agent is a maytansinoid. In some embodiments, the cytotoxic agent is N(2')-
deacety]-N(2')-(3-mercapto- 1 -oxopropyl)-maytansine (DM1) or N(2')-deacetyl-N2-(4-mercapto-4-methyl-
1-oxopentyl)-maytansine (DM4).

[0032] In some embodiments, the composition comprising an immunoconjugate comprises multiple
cytotoxic agents (C) with an average of about 3 to about 4 (C) per (A). In some embodiments, the
immupoconjugates have an average of about 3.5 {C) per (A). In some embodiments, the

imnunoccaniugates have an average of about 3.5 + 0.5 (C) per (A}
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[0033] In some embodiments, the composition comprising an immunoconjugate comprises an
antibody comprising SEQ ID NO:57 and SEQ ID NO:74 or SEQ ID NO:58 and SEQ ID NO:74, an
SMCC linker, and DM1. In some embodiments, the composition comprising an immunoconjugate
comprises an antibody comprising SEQ ID NO:63 and SEQ ID NO:79, an SMCC linker, and DM1. In
some embodiments, the composition comprising an immunoconjugate comprises an antibody comprising
SEQ ID NO:65 and SEQ ID NO:81, an SMCC linker, and DM1.

[0034] In some embodiments, the antibody or antigen-binding fragment is capable of depleting B-
cells. In some embodiments, the antibody or antigen-binding fragment is capable of inhibiting T-cell
responses.

[0035] In some embodiments, the B-cell is in a composition further comprising a T-cell. In some
embodiments, the B-cell is in a composition comprising peripheral blood mononuclear cells. In some
embodiments, the peripheral blood mononuclear cells were obtained from a human. In some
embodiments, the B-cell is in whole blood. In some embodiments, the whole blood was obtained from a
human. In some embodiments, the B-cell is in an organism. In some embodiments, the B-cell is in a
patient having an autoimmune or inflammatory disease.

[0036] In some embodiments, the B-cell is an autoreactive B-cell.

[0037] In some embodiments, at least about 30% of B-cells are depleted. In some embodiments, less
than about 5% of T-cells are depleted.

[0038] In some embodiments, a second therapeutic agent is administered. In some embodiments, the
second therapeutic is selected from the group consisting of methotrexate, an anti-CD20 therapeutic, an
anti-IL-6 receptor therapeutic, an anti-IL-12/23p40 therapeutic, a chemotherapeutic, an
immunosuppressant, an anti-Interferon beta-la therapeutic, glatiramer acetate, an anti-o4-integrin
therapeutic, fingolimod, an anti-BLys therapeutic, CTLA-Fc, or an anti-TNF therapeutic. In some
embodiments, the second therapeutic is an antibody directed against an antigen selected from a group
consisting of CD3, CD14, CD19, CD20, CD22, CD25, CD28, CD30, CD33, CD36, CD38, CD40, CD44,
CD52, CD55, CD59, CDS6, CD70, CD79, CD80, CD103, CD134, CD137, CD138, and CD152. In some
embodiments, the second therapeutic is an antibody directed against an antigen selected from the group
consisting of IL-2, IL-6, 1L-12, 11.-23, 1L-12/23 p40, 1L-17, IFNy, TNFa, IFNa, IL-15, IL-21, IL-1a, IL-
1b, IL-18, 1L-8, IL-4, GM-CSF, IL-3, and IL-5.

[0039] In some embodiments, the autoimmune or inflammatory disease is selected from the group
consisting of rheumatoid arthritis, multiple sclerosis, type I diabetes mellitus, idiopathic inflammatory
myopathy, systemic lupus erythematosus (SLE), myasthenia gravis, Grave's disease, dermatomyositis,
polymyositis, Crohn’s diasease, ulcerative colitis, gastritis, Hashimoto’s thyroiditis, asthma, psoriasis,
psoriatic arthritis, dertmatitis, systemic sclerodema and sclerosis, inflammatory bowel disease (IBD),

respiratory  distress syndrome, meningitis, encephalitis, wuveitis, glmerulonephritis, eczema,
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atherosclerosis, leukocyte adhesion deficiency, Raynaud’s syndrome, Sjogen’s syndrome, Reiter’s
disease, Beheet’s diasease, immune complex nephritis, IgA enphropathy, IgM polyneuropathies, immune-
mediated thrombocytopenias, acute idiopathic thrombocytopenic purpura, chronic idiopathic
thembocytopenic purpura, hemolytic anemia, myasthenia gravis, lupus nephritis, atopic dermatitis,
pemphigus vulgaris, opsoclonus-myocionus syndrome, pure red cell aplasia, mixed cryoglobulinermia,
ankylosing spondylitis, hepatitis C-associated cryoglobulinemic vasculitis, chronic focal encephalitis,
bullous pemphigoid, hemophilia A, membranoproliferative glomerulonephritis, adult and juvenile
dermatomyositis, adult polymyositis, chronic urticaria, primary biliary cirrhosis, neuromyelitis optica,
Graves® dysthyroid disease, bullous pemphigoid, membranoproliferative glomerulonephritis, Churg-
Strauss syndrome, juvenile onset diabetes, hemolytic anemia, atopic dermatitis, systemic sclerosis,
Sjogen’s syndrome and glomerulonephritis, dermatomyositis, ANCA, aplastic anemia, autoimmune
hemolytic anemia (AIHA), factor VIII deficiency, hemophilia A, autoimmune neutropenia, Castleman's
syndrome, Goodpasture's syndrome, solid organ transplant rejection, graft versus host disease (GVHD),
autoimmune hepatitis, lymphoid interstitial pneumonitis, HI'V, bronchiolitis obliterans (non-transplant),
Guillain-Barre Syndrome, large vessel vasculitis, giant cell (Takayasu's) arteritis, medium vessel
vasculitis, Kawasaki's Disease, polyarteritis nodosa. Wegener’s granulomatosis, microscopic polyangiitis
(MPA), Omenn’s syndrome, chronic renal failure, acute infectious mononucleosis, HIV and herpes virus

associated diseases.

BRIEF DESCRIPTION OF THE DRAWINGS/FIGURES

[0040] Figure 1 depicts an FL2-H (PE) histogram overlay for a flow cytometry experiment with
human B-cells. The following conditions are shown: antibody control (dark filled), isotype control stain
(light filled), anti-CD37 stain (thick black line), and anti-CD20 stain (dashed line) for CD19+ B-cells.
[0041] Figure 2 depicts the results of in vitro depletion experiments using purified human PBMC
samples treated with 10 pg/mL of huCD37-3, huCD37-3-SMCC-DM]1, huCD37-50, huCD37-50-SMCC-
DM1, rituximab, TRU-016, or alemtuzumab. Results from two different donors are shown in panel A and
[0042] Figure 3 depicts the results of in vitro depletion experiments using purified human PBMC
samples treated with varying concentrations of huCD37-3-SMCC-DM1. Results from two different
donors are shown in panels A and B. Figure 3 (C) shows the results using huCD37-3, huCD37-38,
huCD37-50 and huCD37-56.

[0043] Figure 4 depicts the results of in vitro depletion experiments using unpurified whole human
blood samples treated with 10 pg/mL of huCD37-3, huCD37-3-SMCC-DM1, huCD37-50, huCD37-50-
SMCC-DMI, rituximab, TRU-016, or alemtuzumab.
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{8044} Figure 5 depicts the results of i virre depletion experiments using vnpurified whole human
blood samples treated with varying concentrations of {A) huCD37.3, huCD37-3-SMCC-DMI, and
rituximab and (B) huCl37-3, huCD37-3-SMCC-DM1, huCD37-56, and rituximab.

[BO45] Figare & depicts release of IFN-y (Interferom}, TNF-a (Tumor Necrosis Factor) and IL-6
{Interlenkin-6) measured by ELISpot as number of spots per Sx10ES peripheral blood mononuclear cells
{(PBMCs) from one healthy human donor incubated for 18-20 hours with compounds at a concentration of
2.5 ng/mb to 250 ug/ml..

{6946] Figure 7 depicts release of IFN-y (Joterferon), TNFea (Tumor Necrosis Factor) and IL-6
(Toterleukin-6) measured by ELISpot as namber of spots per 5x10° peripheral blood mononuclear cells
(PBMCs) from a second healthy human donor incubated for 18-20 hours with compounds at a
concentration of 2.5 ng/mL to 250 pg/mL.

[0047] Figure 8 depicts the binding curve of anti-muCD37 monoclonal antibody clone 252-3.

[0048] Figure 9 shows the activity of the 252-3 antibody in depleting peripheral blood B cells (A)
and in inhibiting EAE (B) in C57Bl/6 mice. In (A), each symbol represent one mouse; to compare the B
cell level in control vs. experimental mice, B cell level was normalized with T cell level and ratio of B/T
cell in control mice was considered 100%. In (B), open and closed symbols represent mean of EAE score
in control group (n=10) and 252-3 antibody treated group (n=10), respectively; arrow indicates day of
antibody injection.

[0049] Figure 10 shows the activity of the 252-3 antibody in depleting peripheral blood B cells (A)
and in inhibiting T1D (B) in NOD mice. In (A), each symbol represent one mouse; to compare the B cell
level in control vs. experimental mice, B cell level was normalized with T cell level and ratio of B/T cell
in control mice was considered 100%. In (B), open and closed symbols represent the diabetes incidence in
control group (n=6) and 252-3 antibody treated group (n=6), respectively.

[0050] Figure 11 shows the activity of the 252-3 antibody in depleting peripheral blood B cells (A)
and in inhibiting CIA (B) in DBA/1 mice. In (A), each symbol represent one mouse; to compare the B cell
level in control vs. experimental mice, B cell level was normalized with T cell level and ratio of B/T cell
in control mice was considered 100%. In (B), open and closed symbols represents mean of CIA score in
control group (n=12) and 252-3 antibody treated group (n=12), respectively; arrow indicates day of

antibody injection.

DETAILED DESCRIPTION OF THE INVENTION

{6051} The present invention provides methods of deplefing B-cells and of treating diseases
associated with aberrant B-cell activity and/or aberrant T-cell stiroulation in connection with a D-cell

pathway using CI37 binding molecules.
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L Definitions
[0052] To facilitate an understanding of the present invention, a number of terms and phrases are
defined below.
[0053] The term CD37 as used herein, refers to any native CD37, unless otherwise indicated. CD37

is also referred to as GP52-40, leukocyte antigen CD37, and Tetraspanin-26. The term "CD37"
encompasses "full-length," unprocessed CD37 as well as any form of CD37 that results from processing
in the cell. The term also encompasses naturally occurring variants of CD37, e.g., splice variants, allelic
variants, and isoforms. The CD37 polypeptides described herein can be isolated from a variety of sources,
such as from human tissue types or from another source, or prepared by recombinant or synthetic
methods,

[0054] The term "antibody" means an immunoglobulin molecule that recognizes and specifically
binds to a target, such as a protein, polypeptide, peptide, carbohydrate, polynucleotide, lipid, or
combinations of the foregoing through at least one antigen recognition site within the variable region of
the immunoglobulin molecule. As used herein, the term "antibody" encompasses intact polyclonal
antibodies, intact monoclonal antibodies, antibody fragments (such as Fab, Fab', F(ab')2, and Fv
fragments), single chain Fv (scFv) mutants, multispecific antibodies such as bispecific antibodies
generated from: at least two intact antibodies, chimeric antibodies, humanized antibodies, human
antibodies, fusion proteins comprising an antigen determination portion of an antibody, and any other
modified immunoglobulin molecule comprising an antigen recognition site so long as the antibodies
exhibit the desired biological activity. An antibody can be of any the five major classes of
immunoglobulins: IgA, IgD, IgE, IgG, and IgM, or subclasses (isotypes) thereof (e.g. 1gG1, 1gG2, 1gG2,
IgG4, IgAl and IgA2), based on the identity of their heavy-chain constant domains referred to as alpha,
delta, epsilon, gamma, and mu, respectively. The different classes of immunoglobulins have different and
well known subunit structures and three-dimensional configurations. Antibodies can be naked or
conjugated to other molecules such as toxins, radioisotopes, etc.

[0055] A "blocking" antibody or an "antagonist” antibody is one which inhibits or reduces biological
activity of the antigen it binds, such as CD37. In some embodiments, blocking antibodies or antagonist
antibodies substantially or completely inhibit the biological activity of the antigen. The biological activity
can be reduced by 10%, 20%, 30%, 50%, 70%, 80%, 90%, 95%, or even 100%.

[0056] The term "anti-CD37 antibody" or "an antibody that binds to CD37" refers to an antibody that
is capable of binding CD37 with sufficient affinity such that the antibody is useful as a diagnostic and/or
therapeutic agent in targeting CD37. The extent of binding of an anti-CD37 antibody to an unrelated, non-
CD37 protein can be less than about 10% of the binding of the antibody to CD37 as measured, e.g., by a
radioimmunoassay (RIA). In certain embodiments, an antibody that binds to CD37 has a dissociation

constant (Kd) of <1 uM, <100 nM, <10 nM, <I nM, or <0.1 nM.
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[0057] The term "antibody fragment” refers to a portion of an intact antibody and refers to the
antigenic determining variable regions of an intact antibody. Examples of antibody fragments include, but
are not limited to Fab, Fab', F(ab')2, and Fv fragments, linear antibodies, single chain antibodies, and
multispecific antibodies formed from antibody fragments.

[0058] A "monoclonal antibody" refers to a homogeneous antibody population involved in the highly
specific recognition and binding of a single antigenic determinant, or epitope. This is in contrast to
polyclonal antibodies that typically include different antibodies directed against different antigenic
determinants. The term “monoclonal antibody” encompasses both intact and full-length monoclonal
antibodies as well as antibody fragments (such as Fab, Fab', F(ab')2, Fv), single chain (scFv) mutants,
fusion proteins comprising an antibody portion, and any other modified immunoglobulin molecule
comprising an antigen recognition site. Furthermore, “monoclonal antibody” refers to such antibodies
made in any number of manners including but not limited to by hybridoma, phage selection, recombinant
expression, and transgenic animals.

[0059] The term "humanized antibody” refers to forms of non-human (e.g. murine) antibodies that
are specific immunoglobulin chains, chimeric immunoglobulins, or fragments thereof that contain
minimal non-human (e.g., murine) sequences.  Typically, humanized antibodies are human
immunoglobulins in which residues from the complementary determining region (CDR) are replaced by
residues from the CDR of a non-human species (e.g. mouse, rat, rabbit, hamster) that have the desired
specificity, afiinity, and capability (Jones et al., 1986, Nature, 321:522-525; Riechmann et al., 1988,
Nature, 332:323-327; Verhoeyen et al., 1988, Science, 239:1534-1536). In some instances, the Fv
framework region (FR) residues of a human immunoglobulin are replaced with the corresponding residues
in an antibody from a non-human species that has the desired specificity, affinity, and capability. The
humanized antibody can be further modified by the substitution of additional residues either in the Fv
framework region and/or within the replaced non-human residues to refine and optimize antibody
specificity, affinity, and/or capability. In general, the humanized antibody will comprise substantially all
of at least one, and typically two or three, variable domains containing all or substantially all of the CDR
regions that correspond to the non-human immunoglobulin whereas all or substantially all of the FR
regions are those of a human immunoglobulin consensus sequence. The humanized antibody can also
comprise at least a portion of an immunoglobulin constant region or domain (Fc), typically that of a
human immunoglobulin. Examples of methods used to generate humanized antibodies are described in
U.S. Pat. §,225,539.

HEITSH A "variable region” of an antibody refers to the variable region of the antibody light chain or
the variable region of the antibody heavy chain, either alove or in combination. The variable regions of
the heavy and light chain cach cousist of four framework regions (FR) connected by three

complementarity determining regions (CDRs) also known as hypervariable regions. The CDRs in each
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chain are held together in close proximity by the FRs and, with the CDRs from the other chain, contribute
to the formation of the antigen-binding site of antibodies. There are at least two techniques for
determining CDRs: (1) an approach based on cross-species sequence variability (i.e., Kabat et al.
Sequences of Proteins of Immunological Interest, (Sth ed., 1991, National Institutes of Health, Bethesda
Md.)); and (2) an approach based on crystallographic studies of antigen-antibody complexes (Al-lazikani
et al (1997) J. Molec. Biol. 273:927-948)). In addition, combinations of these two approaches are
sometimes used in the art to determine CDRs.

[0061] The Kabat numbering system is generally used when referring to a residue in the variable
domain (approximately residues 1-107 of the light chain and residues 1-113 of the heavy chain) (e.g,
Kabat et al., Sequences of Immunological Interest. 5th Ed. Public Health Service, National Institutes of
Health, Bethesda, Md. (1991)).

[0062] The amino acid position numbering as in Kabat, refers to the numbering system used for
heavy chain variable domains or light chain variable domains of the compilation ot antibodies in Kabat et
al., Sequences of Proteins of Immunological Interest, 5th Ed. Public Health Service, National Institutes of
Health, Bethesda, Md. (1991). Using this numbering system, the actual linear amino acid sequence can
contain fewer or additional amino acids corresponding to a shortening of, or insertion into, a FR or CDR
of the variable domain. For example, a heavy chain variable domain can include a single amino acid insert
(residue 52a according to Kabat) after residue 52 of H2 and inserted residues (e.g. residues 82a, 82b, and
82c, etc according to Kabat) after heavy chain FR residue 82. The Kabat numbering of residues can be
determined for a given antibody by alignment at regions of homology of the sequence of the antibody
with a "standard" Kabat numbered sequence. Chothia refers instead to the location of the structural loops
(Chothia and Lesk J. Mol. Biol. 196:901-917 (1987)). The end of the Chothia CDR-H1 loop when
numbered using the Kabat numbering convention varies between H32 and H34 depending on the length of
the loop (this is because the Kabat numbering scheme places the insertions at H35A and H35B; if neither
35A nor 35B is present, the loop ends at 32; if only 35A is present, the loop ends at 33; if both 35A and
35B are present, the loop ends at 34). The AbM hypervariable regions represent a compromise between
the Kabat CDRs and Chothia structural loops, and are used by Oxford Molecular's AbM antibody

modeling software.
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Loop Kabat AbM Chothia
L1 1.24-1.34 1.24-1.34 124-1.34
Lz L30-1.56 L30-156 L50-1.56
L3 1L.89-1.97 1.89-1.97 1.89-1.97
H1 H31-H35R8 H26-H35B  H26-H32..34
(Kabat Numbering)
H1 H31-H335 H26-H35 H26-H32
{Chothia Numbering)
H2 H50-1H65 H50-H58 H52-H56
H3 H93-H102 Ii95-H102  H95-H102
[0063] The term "human antibody" means an antibody produced by a human or an antibody having

an amino acid sequence corresponding to an antibody produced by a human made using any technique
known in the art. This definition of a human antibody includes intact or full-length antibodies, fragments
thereof, and/or antibodies comprising at least one human heavy and/or light chain polypeptide such as, for
example, an antibody comprising murine light chain and human heavy chain polypeptides.

[0064] The term "chimeric antibodies” refers to antibodies wherein the amino acid sequence of the
immunoglobulin molecule is derived from two or more species. Typically, the variable region of both
light and heavy chains corresponds to the variable region of antibodies derived from one species of
mammals (e.g. mouse, rat, rabbit, etc) with the desired specificity, affinity, and capability while the
constant regions are homologous to the sequences in antibodies derived from another (usually human) to
avoid eliciting an immune response in that species.

[0065] The term "epitope" or "antigenic determinant” are used interchangeably herein and refer to
that portion of an antigen capable of being recognized and specifically bound by a particular antibody.
When the antigen is a polypeptide, epitopes can be formed both from contiguous amino acids and
noncontiguous amino acids juxtaposed by tertiary folding of a protein. Epitopes formed from contiguous
amino acids are typically retained upon protein denaturing, whereas epitopes formed by tertiary folding
are typically lost upon protein denaturing. An epitope typically includes at least 3, and more usually, at
least 5 or 8-10 amino acids in a unique spatial conformation.

[0066] "Binding affinity" generally refers to the strength of the sum total of noncovalent interactions
between a single binding site of a molecule (e.g., an antibody) ard its binding partner (e.g., an antigen).
Unless indicated otherwise, as used herein, "binding affinity” refers to intrinsic binding affinity which
reflects a 1:1 interaction between members of a binding pair (e.g., antibody and antigen). The affinity of a
molecule X for its partner Y can generally be represented by the dissociation constant (Kd). Affinity can
be measured by common methods known in the art, including those described herein. Low-affinity

antibodies generally bind antigen slowly and tend to dissociate readily, whereas high-atfinity antibodies
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generally bind antigen faster and tend to remain bound longer. A variety of methods of measuring binding
affinity are known in the art, any of which can be used for purposes of the present invention. Specific
illustrative embodiments are described in the following.

{0067] "Or better" when used herein to refer to binding affinity refers to a stronger binding between a
molecule and its binding partner. "Or better" when used herein refers to a stronger binding, represented by
a smaller numerical Kd value. For example, an antibody which has an affinity for an antigen of "0.6 nM or
better", the antibody's affinity for the antigen is <0.6 nM, i.e. 0.59 nM, 0.58 nM, 0.57 nM etc. or any value
less than 0.6 nM.

[0068] By "specifically binds," it is generally meant that an antibody binds to an epitope via its
antigen binding domain, and that the binding entails some complementarity between the antigen binding
domain and the epitope. According to this definition, an antibody is said to "specifically bind" to an
epitope when it binds to that epitope, via its antigen binding domain more readily than it would bind to a
random, unrelated epitope. The term "specificity" is used herein to qualify the relative affinity by which a
certain antibody binds to a certain epitope. For example, antibody "A" may be deemed to have a higher
specificity for a given epitope than antibody "B," or antibody "A" may be said to bind to epitope "C" with
a higher specificity than it has for related epitope "D."

[0069] By "preferentially binds,"” it is meant that the antibody specifically binds to an epitope more
readily than it would bind to a related, similar, homologous, or analogous epitope. Thus, an antibody
which "preferentially binds" to a given epitope would more likely bind to that epitope than to a related
epitope, even though such an antibody may cross-react with the related epitope.

[0070] An antibody is said to "competitively inhibit" binding of a reference antibody to a given
epitope if it preferentially binds to that epitope to the extent that it blocks, to some degree, binding of the
reference antibody to the epitope. Competitive inhibition may be determined by any method known in the
art, for example, competition ELISA assays. An antibody may be said to competitively inhibit binding of
the reference antibody to a given epitope by at least 90%, at least 80%, at least 70%, at least 60%, or at
least 50%.

[0071] The phrase "substantially similar," or "substantially the same", as used herein, denotes a
sufficiently high degree of similarity between two numeric values (generally one associated with an
antibody of the invention and the other associated with a reference/comparator antibody) such that one of
skill in the art would consider the difference between the two values to be of little or no biological and/or
statistical significance within the context of the biological characteristic measured by said values (e.g., Kd
values). The difference between said two values can be less than about 50%, less than about 40%, less
than about 30%, less than about 20%, or less than about 10% as a function of the value for the

reference/comparator antibody.
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[0072] A polypeptide, antibody, polynucleotide, vector, cell, or composition which is "isolated" is a
polypeptide, antibody, polynucleotide, vector, cell, or composition which is in a form not found in nature.
Isolated polypeptides, antibodies, polynucleotides, vectors, cell or compositions include those which have
been purified to a degree that they are no longer in a form in which they are found in nature. In some
embodiments, an antibody, polynucleotide, vector, cell, or composition which is isolated is substantially
pure.

[0073] As used herein, "substantially pure" refers to material which is at least 50% pure (i.e., free
from contaminants), at least 90% pure, at least 95% pure, at least 98% pure, or at least 99% pure.

[0074] The term "immunoconjugate” or "conjugate” as used herein refers to a compound or a
derivative thereof that is linked to a cell binding agent (i.e., an anti-CD37 antibody or fragment thereof)
and is defined by a generic formula: C-L-A, wherein C — cytotoxin, L. = linker, and A = cell binding agent
or anti-CD37 antibody or antibody fragment. Immunoconjugates can also be defined by the generic
formula in reverse order: A-L-C.

[0075] A "linker" is any chemical moiety that is capable of linking a compound, usually a drug, such
as a maytansinoid, to a cell-binding agent such as an anti CD37 antibody or a fragment thereof in a stable,
covalent manner. Linkers can be susceptible to or be substantially resistant to acid-induced cleavage,
light-induced cleavage, peptidase-induced cleavage, esterase-induced cleavage, and disulfide bond
cleavage, at conditions under which the compound or the antibody remains active. Suitable linkers are
well known in the art and include, for example, disulfide groups, thioether groups, acid labile groups,
photolabile groups, peptidase labile groups and esterase labile groups. Linkers also include charged
linkers, and hydrophilic forms thereof as described herein and know in the art.

[0076] The terms "cancer” and "cancerous” refer to or describe the physiological condition in
mammals in which a population of cells are characterized by unregulated cell growth. Examples of cancer
include, but are not limited to, carcinoma, lymphoma, blastoma, sarcoma, and leukemia. "Tumor" and
"neoplasm" refer to one or more cells that result from excessive cell growth or proliferation, either benign
(noncancerous) or malignant (cancerous) including pre-cancerous lesions. Examples of "cancer" or
"tumorigenic" diseases which can be treated and/or prevented include B-cell lymphomas including NHL,
precursor B-cell lymphoblastic leukemia/lymphoma and mature B-cell neoplasms, such as B-cell chronic
lymphocytic leukemia (CLL)/small lymphocytic lymphoma (SLL), B-cell prolymphocytic leukemia,
lymphoplasmacytic lymphoma, mantle cell lymphoma (MCL), follicular lymphoma (FL), including low-
grade, intermediate-grade and high-grade FL, cutaneous follicle center lymphoma, marginal zone B-cell
lymphoma (MALT type, nodal and splenic type), hairy cell leukemia, diffuse large B-cell lymphoma,
Burkitt's lymphoma, plasmacytoma, plasma cell myeloma, post-transplant lymphoproliferative disorder,

and anaplastic large-cell lymphoma (ALCL). Non-cancerous cells are cells that do not result in the
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formation of tumors or neoplasms or the development of cancer. However, non-cancerous cells can
contribute to disease, e.g., autoimmune dsieases, and include, for example auto-reactive B-cells.

[0077 The terms "cancer cell," "tumor cell,” and grammatical equivalents refer to the total
population of cells derived from a tumor or a pre-cancerous lesion, including both non-tumorigenic cells,
which comprise the bulk of the tumor cell population, and tumorigenic stem cells (cancer stem cells). As
used herein, the term “tumor cell” will be modified by the term "non-tumorigenic" when referring solely
to those tumor cells lacking the capacity to renew and differentiate to distinguish those tumor cells from
cancer stem cells.

[0078] The term "autoreactive" refers to a cell, tissue, protein, antibody or other substance that
produces an immune response directed against an organism's own cells, tissues, proteins, antibodies, or
other substances.

[0079] The term "subject" refers to any animal (e.g., a mammal), including, but not limited to
humans, non-human primates, rodents, and the like, which is to be the recipient of a particular treatment.
Typically, the terms "subject" and "patient" are used interchangeably herein in reference to a human
subject.

[00801 Administration "in combination with" one or more further therapeutic agents includes
simultaneous (concurrent) and consecutive administration in any order.

[0081] The term "pharmaceutical formulation" refers to a preparation which is in such form as to
permit the biological activity of the active ingredient to be effective, and which contains no additional
components which are unacceptably toxic to a sabject to which the formulation would be administered.
The formulation can be sterile.

{0082} An "effective amount” of an antibody as disclosed herein is an amount sufficient to carry out
a specifically stated purpose. An "effective amount” can be determined empirically and in a routine
manner, in relation to the stated purpose.

[0083] The term "therapeutically effective amount” refers to an amount of an antibody or other drug
effective to "treat" a disease or disorder in a subject or mammal. In some embodiments, the
therapeutically effective amount of the drug can reduce the number of B-cells; reduce the number of
autoreactive B-cells; decrease the symptoms of disease; or slow the progression of disease. See the
definition herein of "treating”. A "prophylactically effective amount” refers to an amount effective, at
dosages and for periods of time necessary, to achieve the desired prophylactic result. Typically but not
necessarily, since a prophylactic dose is used in subjects prior to or at an earlier stage of disease, the
prophylactically effective amount will be less than the therapeutically effective amount.

[0084] The word "label" when used herein refers to a detectable compound or composition which is

conjugated directly or indirectly to the antibody so as to generate a "labeled" antibody. The label can be



WO 2012/135740 PCT/US2012/031648
- 20 -

detectable by itself (e.g., radioisotope labels or fluorescent labels) or, in the case of an enzymatic label,
can catalyze chemical alteration of a substrate compound or composition which is detectable.

[0085) Terms such as "treating” or "treatment” or "to treat” or "alleviating” or "to alleviate" refer to
therapeutic measures that cure, slow down, lessen symptoms of, and/or halt progression of a diagnosed
pathologic condition or disorder. Thus, those in need of treatment include those already diagnosed with or
suspected of having the disorder. Prophylactic or preventative measures refer to therapeutic measures that
prevent and/or slow the development of a targeted pathologic condition or disorder. Thus, those in need
of prophylactic or preventative measures include those prone to have the disorder and those in whom the
disorder is to be prevented. In certain embodiments, a subject is successfully "treated" if the patient
shows one or more of the following: decreased B-cells; decreased autoreactive B-cells; decreased B-cell
activity; decreased aberrant B-cell activity; decreased non-malignant B-cells, decreased non-cancerous B-
cells, reduced immunoglobulin level; reduced morbidity and mortality; improvement in quality of life; or
some combination of effects.

[0086] "Polynucleotide," or "nucleic acid,” as used interchangeably herein, refer to polymers of
nucleotides of any length, and include DNA and RNA. The nucleotides can be deoxyribonucleotides,
ribonucleotides, modified nucleotides or bases, and/or their analogs, or any substrate that can be
incorporated into a polymer by DNA or RNA polymerase. A polynucleotide can comprise modified
nucleotides, such as methylated nucleotides and their analogs. If present, modification to the nucleotide
structure can be imparted before or after assembly of the polymer. The sequence of nucleotides can be
interrupted by non-nucleotide components. A polynucleotide can be further modified after
polymerization, such as by conjugation with a labeling component. Other types of modifications include,
for example, "caps", substitution of one or more of the naturally occurring nucleotides with an analog,
internucleotide modifications such as, for example, those with uncharged linkages (e.g., methyl
phosphonates, phosphotriesters, phosphoamidates, cabamates, etc.) and with charged linkages (e.g.,
phosphorothioates, phosphorodithioates, etc.), those containing pendant moieties, such as, for example,
proteins (e.g., nucleases, toxins, antibodies, signal peptides, ply-L-lysine, etc.), those with intercalators
(e.g., acridine, psoralen, etc.), those containing chelators (e.g., metals, radioactive metals, boron, oxidative
metals, etc.), those containing alkylators, those with modified linkages (e.g., alpha anomeric nucleic acids,
etc.), as well as unmodified forms of the polynucleotide(s). Further, any of the hydroxyl groups ordinarily
present in the sugars can be replaced, for example, by phosphonate groups, phosphate groups, protected
by standard protecting groups, or activated to prepare additional linkages to additional nucleotides, or can
be conjugated to solid supports. The 5 and 3' terminal OH can be phosphorviated or substituted with
amines of organic capping group moieties of from 1 to 20 carbon atoms. Other hydroxyls can also be
derivatized to standard protecting groups. Polynucleotides can also contain analogous forms of ribose or

deoxyribose sugars that are generally known in the art, including, for example, 2-O-methyl-, 2%-Orallvl,
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2'-fluoro- or 2'-azido-ribose, carbocyclic sugar analogs, .alpha.-anomeric sugars, epimeric sugars such as
arabinose, xyloses or lyxoses, pyranose sugars, furanose sugars, sedoheptuloses, acyclic analogs and
abasic nucleoside analogs such as methyl riboside. One or more phosphodiester linkages can be replaced
by alternative linking groups. These alternative linking groups include, but are not limited to,
embodiments wherein phosphate is replaced by P(O)S ("thioate”), P(S)S ("dithioate”), "(O)NR,
("amidate"), P(O)R, P(O)OR', CO or CH, ("formacetal"), in which each R or R' is independently H or
substituted or unsubstituted alkyl (1-20 C) optionally containing an ether (--O--) linkage, aryl, alkenyl,
cycloalkyl, cycloalkenyl or araldyl. Not all linkages in a polynucleotide need be identical. The preceding
description applies to all polynucleotides referred to herein, including RNA and DNA.

[0087] The term "vector" means a construct, which is capable of delivering, and optionally
expressing, one or more gene(s) or sequence(s) of interest in a host cell. Examples of vectors include, but
are not limited to, viral vectors, naked DNA or RNA expression vectors, plasmid, cosmid or phage
vectors, DNA or RNA expression vectors associated with cationic condensing agents, DNA or RNA
expression vectors encapsulated in liposomes, and certain eukaryotic cells, such as producer cells..

[0088] The terms "polypeptide,” "peptide," and "protein" are used interchangeably herein to refer to
polymers of amino acids of any length. The polymer can be linear or branched, it can comprise modified
amino acids, and it can be interrupted by non-amino acids. The terms also encompass an amino acid
polymer that has been modified naturally or by intervention; for example, disulfide bond formation,
glycosylation, lipidation, acetylation, phosphorylation, or any other manipulation or modification, such as
conjugation with a labeling component. Also included within the definition are, for example, polypeptides
containing one or more analogs of an amino acid (including, for example, unnatural amino acids, etc.), as
well as other modifications known in the art. It is understood that, because the polypeptides of this
invention are based upon antibodies, in certain embodiments, the polypeptides can occur as single chains
or associated chains.

[0089] The terms "identical” or percent "identity" in the context of two or more nucleic acids or
polypeptides, refer to two or more sequences or subsequences that are the same or have a specified
percentage of nucleotides or amino acid residues that are the same, when compared and aligned
(introducing gaps, if necessary) for maximum correspondence, not considering any conservative amino
acid substitutions as part of the sequence identity. The percent identity can be measured using sequence
comparison software or algorithms or by visual inspection. Various algorithms and software are known in
the art that can be used to obtain alignments of amino acid or nucleotide sequences. One such non-
limiting example of a sequence alignment algorithm is the algorithm described in Karlin et al, 1990,
Proc. Natl. Acad. Sci., 87:2264-2268, as modified in Karlin et al., 1993, Proc. Natl. Acad. Sci., 90:5873-
5877, and incorporated into the NBLAST and XBLAST programs (Altschul et al., 1991, Nucleic Acids
Res., 25:3389-3402). In certain embodiments, Gapped BLAST can be used as described in Altschul et al.,
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1997, Nucieic Acids Res. 25:3389-3402. BLAST-Z, WU-BLAST-2 {Altschud et al., 1996, Adethods in
Enzvmology, 266:460-480), ALIGN, ALIGN-Z {Genentech, South San Francisco, California) or Megalign
{DNASTAR) are additional publicly available software programs that can be used to align sequences. In
certain embaodiments, the percent identity between two nucleotide sequences is determined using the GAP
program in GCG software (e.g., using a NWSgapdna.CMP matrix and a gap weight of 40, 50, 60, 70, or
90 and a length weight of 1, 2, 3, 4, 5, or 6). In certain alternative embodiments, the GAP program in the
GCG software package, which incorporates the algorithm of Needleman and Wunsch (J. Mol. Biol.
(48):444-453 (1970)) can be used to determine the percent identity between two amino acid sequences
(e.g., using either a Blossum 62 matrix or a PAM250 matrix, and a gap weight of 16, 14, 12, 10, 8,6, or 4
and a length weight of 1, 2, 3, 4, 5). Alternatively, in certain embodiments, the percent identity between
nucleotide or amino acid sequences is determined using the algorithm of Myers and Miller (CABIOS,
4:11-17 (1989)). For example, the percent identity can be determined using the ALIGN program (version
2.0) and using a PAM120 with residue table, a gap length penalty of 12 and a gap penalty of 4.
Appropriate parameters for maximal alignment by particular alignment software can be determined by
one skilled in the art. In certain embodiments, the default parameters of the alignment software are used.
In certain embodiments, the percentage identity “X” of a first amino acid sequence to a second sequence
amino acid is calculated as 100 x (Y/Z), where Y is the number of amino acid residues scored as identical
matches in the alignment of the first and second sequences (as aligned by visual inspection or a particular
sequence alignment program) and Z is the total number of residues in the second sequence. If the length
of a first sequence is longer than the second sequence, the percent identity of the first sequence to the
second sequence will be longer than the percent identity of the second sequence to the first sequence.
[0090] As a non-limiting example, whether any particular polynucleotide has a certain percentage
sequence identity (e.g., is at least 80% identical, at least 85% identical, at least 90% identical, and in some
embodiments, at least 95%, 96%, 97%, 98%, or 99% identical) to a reference sequence can, in certain
embodiments, be determined using the Bestfit program (Wisconsin Sequence Analysis Package, Version 8
for Unix, Genetics Computer Group, University Research Park, 575 Science Drive, Madison, WI 53711).
Bestfit uses the local homology algorithm of Smith and Waterman, Advances in Applied Mathematics 2:
482 489 (1981), to find the best segment of homology between two sequences. When using Bestfit or any
other sequence alignment program to determine whether a particular sequence is, for instance, 95%
identical to a reference sequence according to the present invention, the parameters are set such that the
percentage of identity is calculated over the full length of the reference nucleotide sequence and that gaps
in homology of up to 5% of the total number of nucleotides in the reference sequence are allowed.

[0091] In some embodiments, two nucleic acids or polypeptides of the invention are substantially
identical, meaning they have at least 70%, at least 75%, at least 80%, at least 85%, at least 90%, and in

some embodiments at least 95%, 96%, 97%, 98%, 99% nucleotide or amino acid residue identity, when
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compared and aligned for maximum correspondence, as measured using a sequence comparison algorithm
or by visual inspection. Identity can exist over a region of the sequences that is at least about 10, about
20, about 40-60 residues in length or any integral value therebetween, and can be over a longer region
than 60-80 residues, for example, at least about 90-100 residues, and in some embodiments, the sequences
are substantially identical over the full length of the sequences being compared, such as the coding region
of a nucleotide sequence for example.

[0092] A "conservative amino acid substitution" is one in which one amino acid residue is replaced
with another amino acid residue having a similar side chain. Families of amino acid residues having
similar side chains have been defined in the art, ircluding basic side chains (e.g., lysine, arginine,
histidine), acidic side chains (e.g., aspartic acid, glutamic acid), uncharged polar side chains (e.g., glycine,
asparagine, glutamine, serine, threonine, tyrosine, cysteine), nonpolar side chains (e.g., alanine, valine,
leucire, isoleucine, proline, phenylalanine, methionine, tryptophan), beta-branched side chains (e.g.,
threonine, valine, isoleucine) and aromatic side chains (e.g., tyrosine, phenylalanine, tryptophan,
histidine). For example, substitution of a phenylalanine for a tyrosine is a conservative substitution. In
some embodiments, conservative substitutions in the sequences of the polypeptides and antibodies of the
invention do not abrogate the binding of the polypeptide or antibody containing the amino acid sequence,
to the antigen(s), i.e., the CD37 to which the polypeptide or antibody binds. Methods of identifying
nucleotide and amino acid conservative substitutions which do not eliminate antigen binding are well-
known in the art (see, e.g., Brummell et al., Biochem. 32: 1180-1 187 (1993); Kobayashi et al. Protein
Eng. 12(10):879-884 (1999); and Burks et al. Proc. Natl. Acad. Sci. USA 94:.412-417 (1997)).

[0093] As used in the present disclosure and claims, the singular forms "a," "an," and "the" include
plural forms unless the context clearly dictates otherwise.

[0094] It is understood that wherever embodiments are described herein with the language
“comprising,” otherwise analogous embodiments described in terms of “consisting of” and/or “consisting
essentially of” are also provided.

[0095) The term "and/or" as used in a phrase such as "A and/or B" herein is intended to include both
"Aand B," "A or B," "A," and "B." Likewise, the term "and/or" as used in a phrase such as "A, B, and/or
C" is intended to encompass each of the following embodiments: A, B, and C; A, B, or C; A or C; A or
B; BorC; A and C; A and B; B and C; A (alone); B (alone); and C (alone).

1L CD37 binding agents

[0096] The present invention provides agents that specifically bind CD37. These agents are referred
to herein as "CD37 binding agents." Exemplary CD37-binding agents have been described in U.S.
Published Application No. 2011/0256153, which is herein incorporated by reference in its entirety.

[0097] The full-length amino acid sequences for human, macaca, and murine CD37 are known in the

art and also provided herein as represented by SEQ ID NOs:1-3, respectively.
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[0098] Human CD37:

[0099] MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKVL
AISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSLRDVVEXTI(}
KYGTNPEETAAEESWDYVQFQLRCCGWHYPQDWFQVLILRGNGSEAHRVPCSCYNLSATNDSTI
LDKVILPQLSRLGHLARSRHSADICAVPAESHIYREGCAQGLQKWLHNNLISIVGICLGVGLLELG
FMTLSIFLCRNLDHVYNRLAYR (SEQ ID NO:1)

[00100] Macaca mulatta CD37:

[00101] MSAQESCLSLIKYFLFVENLFFFVILGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
LAISGVFITMGLALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSLQDIVEKTI
QRYHTNPEETAAEESWDYVQFQLRCCGWHSPQDWFQVLTLRGNGSEAHRVPCSCYNLSATNDS
TILDKVILPQLSRLGQLARSRHSTDICAVPANSHIYREGCARSLQKWLHNNLISIVGICLGVGLLEL
GFMTLSIFLCRNLDHVYNRLRYR (SEQ ID NO:2)

[00102] Murine CD37 (NP_031671):

[00103] MSAQESCLSLIKYFLFVFNLFFFVLGGLIFCFGTWILIDKTSFVSFVGLSFVPLQTWSKV
LAVSGVLTMALALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRVRLERRVQELVLR
TIQSYRTNPDETAAEESWDYAQFQLRCCGWQSPRDWNKAQMLKANESEEPFVPCSCYNSTATN
DSTVFDKLFFSQLSRLGPRAKLRQTADICALPAKAHIYREGCAQSLQKWLHNNIISIVGICLGVGL
LELGFMTLSIFLCRNLDHVYDRLARYR (SEQ ID NO:3)

[00104] In certain embodiments, the CD37 binding agents are antibodies, immunoconjugates or
polypeptides. In some embodiments, the CD37 binding agents are humanized antibodies.

[00105] In certain embodiments, the CD37-binding agents are capable of inducing complement
dependent cytotoxicity. Examples of CD37-binding agents that are capable of inducing complement
dependent cytotoxicy are disclosed, for example, in U.S. Published Application No. 2011/0256153, which
is herein incorporated by reference in its entirety. For example, treatment of cells with the CD37-binding
agents can result in CDC activity that reduces cell viability to less than about 80%, less than about 70%,
less than about 60%, less than about 50%, less than about 40% or less than about 35% of the cell viability
of untreated cells. Treatment of cells with the CD37-binding agents can also result in CDC activity that
reduces cell viability to about 70-80%, about 60-70%, about 50-60%, about 40-50%, or about 30-40% of
the cell viability of untreated celis. In some particular embodiments, the CD37-binding agents are capable
of inducing complement dependent cytotoxicity in Ramos cells.

[00106] In certain embodiments, the CD37-binding agents are capable of inducing antibody dependent
cell mediated cytotoxicity (ADCC). Examples of CD-37 binding agents that are capable of inducing
antibody dependent cell mediated cytotoxicity (ADCC) are disclosed, for example, in U.S. Published
Application No. 2011/0256153, which is herein incorporated by reference in its entirety. For example,
treatment of cells with the CD37-binding agents can result in ADCC activity that produces at least about
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15%, at least about 20%, at least about 25%, at least about 30%, at least about 35%, at least about 40%, at
least about 45%, at least about 50%, or at least about 60% cell lysis. Treatment of cells with the CD37-
binding agents can result in ADCC activity that produces about 10-20%, about 20-30%, about 30-40%, or
about 40-50% cell lysis. Treatment of cells with the CD37-binding agents can also result in ADCC
activity that produces about 10-50%, about 20-50%, about 30-50%, or about 40-50% cell lysis. In some
particular embodiments, the CD37-binding agents are capable of inducing ADCC in Daudi, Ramos,
and/or Granata-519 cells.

[00107] In some embodiments, the CD37-binding agents are capable of inducing apoptosis. In some
embodiment, the CD37-binding agents are capable of inducing apoptosis in the absence of cross-linking
agents. Examples of CD37-binding agents that are capable of inducing apoptosis in vitro in the absence
of a cross-linking agent are disclosed, for example, in U.S. Published Application No. 2011/0256153,
which is herein incorporated by reference in its entirety. For example, treatment of cells with the CD37-
binding agents can induce apoptosis in at least about 15%, at least about 20%, at least about 25%, at least
about 30%, at least about 35%, at least about 40%, at least about 45%, at least about 50%, or at least about
55% of cells. In some particular embodiments, the CD37-binding agents are capable of inducing
apoptosis in Ramos cells and/or Raji cells.

[00108] In some embodiments, the CD37-binding agents are capable of depleting B-cells. In some
embodiments, the B-cells are autoreactive B-cells. In some embodiments, the B-cells are not cancer cells.
In some embodiments, the B-cells are not tumor cells. In some embodiments, the B-cells are not
cancerous cells. In some embodiments, the B-cells overexpress CD37.  In some embodiments, the B-
cells do not overexpress CD37.

[00109] Treatment of cells with CD37-binding agents can result in depletion of at least about 25%, at
least about 30%, at least about 35%, at least about 40%, at least about 45%, at least about 50%, at least
about 55%, at least about 60%, at least about 65%, at least about 70%, or least about 75% of B-cells.
[00110] In some embodiments, the CD37-binding agents do not deplete T-cells under the same
conditions in which B-cells are depleted. For example, treatment of cells with CD37-binding agents can
result in depletion of less than about 20%, less than about 15%, less than about 10%, or less than about
5% of T-cells. In certain embodiments, the CD37-binding agents deplete at least about 25% of B-cells
and deplete less than about 10% of T-cells. In certain embodiments, the CD37-binding agents deplete at
least about 30% of B-cells and deplete less than about 5% of T-cells.

[00111] In some embodiments, the CD37-binding agents do not deplete monocytes under the same
conditions in which B-cells are depleted. For example, treatment of cells with CD37-binding agents can
result in depletion of less than about 20%, less than about 15%, less than about 10%, or less than about

5% of monocytes. In certain embodiments, the CD37-binding agents deplete at least about 25% of B-cells
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and deplete less than about 10% of monocytes. In certain embodiments, the CD37-binding agents deplete
at least about 30% of B-cells and deplete less than about 5% of monocytes.

[00112] In certain embodiments, immunoconjugates or other agents that specifically bind human
CD37 trigger cell death via a cytotoxic agent. For example, in certain embodiments, an antibody to
buman CD37 is conjugated to a maytansinoid that is activated in cells expressing the CD37 by protein
internalization. In certain alternative embodiments, the agent or antibody is not conjugated to a
maytansinoid or other cytotoxic molecule.

[00113] The CD37-binding agents include CD37 antibodies such as CD37-3, CD37-12, CD37-38,
CD37-50, CD37-51, CD37-56 and CD37-57 and fragments, variants and derivatives thereof. The CD37-
binding agents also include CD37-binding agents that specifically bind to the same CD37 epitope as an
antibody selected from the group consisting of CD37-3, CD37-12, CD37-38, CD37-50, CD37-51, CD37-
56 and CD37-57. The CD37-binding agents also include CD37-binding agents that competitively inhibit
an antibody selected from the group consisting of CD37-3, CD37-12, CD37-38, CD37-50, CD37-51,
CD37-56 and CD37-57.

[00114] In some particular embodiments, CD37-binding agents can be characterized by their ability to
bind chimeric CD37 polypeptides, including murine/human and macaca’human chimeric polypeptides

desribed in U.S. Published Application No. 2011/0256153, which is herein incorporated by reference in

its entirety, and provided in the table below.

Chimeric | Sequence
Poly-
peptide. ) ]
hCD37- | MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
M1 LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRVRLERRV
QELVLRTIQSYRTNPDETAAEESWDYVQFQLRCCGWHYPQDWFQVLILRGNGSEAH
RVPCSCYNLSATNDSTILDKVILPQLSRLGHLARSRHSADICAVPAESHIYREGCAQGL
QKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID
; ) NO:184) 7
muCD37- { ISTORVRLERRVQELVLRTIQSYRTNPDETAAEESWDYAQFQLRCCGWQSPRDWNK
R176 AQMLKANESEEPRVPCSCYNSTATNDSTVFDKLFFSQLSRLGPRAKLRQTADICALPA |
i KAHIYREGCAQSLQ (SEQ ID NO:185) {
hCD37- { MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
M45 LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSLR
DVVEKTIQKYGTNPEETAAEESWDYVQFQLRCCGWHYPQDWFQVLILRGNGSEAH
. RVPCSCYNLSATNDSTILDKVILPQLSRLGPRAKLRQTADICALPAKAHIYREGCAQS
. LQKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID
NO:186) ; A ,
hCD37m | MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
ECD- LAISGIFTMGIALLGCVGALKELECLLGLYFGMLLLLFATQITLGILISTQRVRLERRV
H45 QELVLRTIQSYRTNPDETAAEESWDYAQFQLRCCGWQSPRDWNKAQMLKANESEEP
RVPCSCYNSTATNDSTVFDKLFFSQLSRLGHLARSRHSADICAVPAESHIYREGCAQG
LOQKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID NO:
187)
hCD37m | MSAQESCLSLIKYFLFVFENLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKYV
ECD-H5 : LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTOQRVRLEKKV
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RVPCSCYNSTATNDSTVFDKLFFSQLSRLGPRAKLRQTADICAVPAESHIYREGCAQG
LOQKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID NO:
138

hCD37m { MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
ECD-H4 | LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRVRLERRV
QELVLRTIQSYRTNPDETAAEESWDYAQFQLRCCGWQSPRDWNKAQMLKANESEEP
RVPCSCYNSTATNDSTVFDKLFFSQLSRLGHLARSRHSADICALPAKAHIYREGCAQS
LOQKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID NO:

hCD37- i MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
Mac4 LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSLR
DVVEKTIQKYGTNPEETAAEESWDYVQFQLRCCGWHYPQDWFQVLILRGNGSEAH
RVPCSCYNLSATNDSTILDKVILPQLSRLGQLARSRHSTDICAVPAESHIYREGCAQGL
QKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID NO:
- 190}

BCD37- | MSAQESCLSLIKYFLFVFNLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKYV
Macd5 | LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSLR
' DVVEKTIQKYGTNPEETAAEESWDY VQFQLRCCGWHYPQDWFQVLILRGNGSEAH
RVPCSCYNLSATNDSTILDKVILPQLSRLGQLARSRHSTDICAVPANSHIYREGCARSL

hCD37- | MSAOESCLSILIKYFLFVENLFFFVLGSLIFCFGIWILIDKTSFVSFVGLAFVPLQIWSKV
Mac5 LAISGIFTMGIALLGCVGALKELRCLLGLYFGMLLLLFATQITLGILISTQRAQLERSL®
DVVEKTIQKYGTNPEETAAEESWDYVQFQLRCCGWHYPQDWFQVLILRGNGSEAH
RVPCSCYNLSATNDSTILDKVILPQLSRLGHLARSRHSADICAVPANSHIYREGCARSL
QKWLHNNLISIVGICLGVGLLELGFMTLSIFLCRNLDHVYNRLARYR (SEQ ID NO:
192)

[00115] In some particular embodiments, the binding of the CD37-binding agents to CD37 does not
require human CD37 amino acids 109-138. Thus, some CD37-binding agents bind to a polypeptide
comprising the amino acid sequence of SEQ ID NO:184. In other embodiments, the binding of the CD37-
binding agents to CD37 is disrupted by mutation of human CD37 amino acids 202-243. Thus, some
CD37-binding agents do not bind to a polypeptide comprising the amino acid sequence of SEQ ID
NO:185.

[00116] In some embodiments, the CD37-binding agents bind to a polypeptide of SEQ ID NO:184
and to a polypeptide of SEQ ID NO:186, but do not bind to a polypeptide of SEQ ID NO:185.

[00117] In some embodiments, the CD37-binding agents bind to a polypeptide of SEQ ID NO:187. In
some embodiments, the CD37-binding agents bind to a polypeptide of SEQ ID NO:187 and a polypeptide
of SEQ ID NO:188. In some embodiments, the CD37-binding agents bind to a polypeptide of SEQ ID
NO:187 and a polypeptide of SEQ ID NO:189.

[00118] In some embodiments, the CD37-binding agent binds to a polypeptide of SEQ ID NO:19¢,
but does not bind to a polypeptide of SEQ ID NO:191. In some embodiments, the CD37-binding agent
binds to a polypeptide of SEQ ID NO:192, but does not bind to a polypeptide of SEQ ID NO:191.
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{60119 (D37 peptide fragments to which certain CD37-binding agents bind to include, but are not
fimited to, CD37 fragments comprising, consisting essentially of, or consisting of amino acids 200-243 of
SEQ D NO: 1, amino acids 202-220 or SEQ ID N1, or amino acids 221-243 of SEQ ID NO:1. In
some embodiments, the CD37-binding agent is specifically binds to a human CD37 epitope comprising
amine acids 202-243 of SEQ M NO:1. In some embodiments, the binding of the CD37-binding agent to
CD37 requires amino acids 202-243 of SEQ ID NOG:1. In some embodiments, the binding of the CD37-
binding agent to CD37 requires amino acids 200-220 of SEQ ID NO:1. In some embodiments, the
binding of the CD37-binding agent to CD37 requires amine acids 221-243 of SEQ IDNO:L

{00128y Exaroples of CD37-binding agents with the aforementioned binding properties are described
in U.S. Published Application No. 2011/0256153, which is herein incorporated by reference in its entirety.
[80121] The CD37-binding agents also include CD37-binding agents that comprise the heavy and
light chain CDR sequences of CD37-3, £D37-12, C37-38, CH37-50, CD37-51, C37-56 or CO37-57,
The heavy and light chain CDRs of CD37-38, CD37-50, CD37-81, CD37-56 and CD37-37 coptamn related
sequences. Therefore, the CD37-binding agents can also comprise heavy and light chain CDR sequences
that comprise a consensus sequence obtained by the alignment of CI337-38, CD37-56, CD37-51, CD37-
56 and C37-57. The CDR sequences of CD37-3, CD37-1Z, CD37-38, CD37-50, CD37-51, CD37-56
and CD37-57, as well as the consensus sequence of CD37-38, CD37-50, CO37-51, €D37-56 and CD37-

~3

57 ave described in Tables 1 and 2 below.

Table 1: Variable heavy chain CDR amino acid sequences

~_Antibody VH-CDOR} ) VH-CDRZ VH-CDR3
CD37-3 TSGVS (SEQ ID VIWGDGSTN (SEQ ID GGYSLAH (SEQ ID NO:6)
NO:4y 7 NO:5) )
CD37-12 KYGMN (SECGID WINTNTGESR (SEQ 1D | GTVVAD (SEQ ID NO:%)
NOTY ) Ny oo )
CD37-38 SGFGWH (SEQ TD YILYSGOTD (SEQ 1D GYYGYGAWFVY (SEQID
............. NO:10) NO: L) N NO:12)
CD37-50 SGFAWH (SEQ ID YILYSGSTY (SEQ D GYYGYGAWFAY (SEQID
A NO:13) NO4 ) NO:15) )
CD37-51 SGFAWH (SEQ ID YIHYSGSTN (SEQ I GYYGFGAWFVY (SEQID
NO:16) NO:1T) ) NO:18)
CD37-56 | SGFAWH {SEQ ID YIHYSGGTIN (SEQID ' GYYGFGAWFAY (SEQ ID
_ ) NO: 19 NG203 . NO:21)
- CD37-57 | SGFAWH (SEQ 1D YILYSGSTV (SEQID - GYYGYGAWFAY (SEQID
- NO:22) NO:23) 3 NO:24) ,
CONSENSUS | 3GF[A or G]WH YHL or HIYSG[Goor GYYGLY or FJIGAWEF[V or
{(SEQ IDNO:25) SITID.V,or NJ (SEQ ID AlY (SEQ ID NO:27)
7 ) NG:2ey o 7 X
252-3 SYGMS (SEQ ID - TISSGGSYTYSPDSYKG { HSYYDTSVDY
NO:171) ) (SEQIDNO:ITY (SEQIDNO:173)
252-3 SYGMS (SEQID - TISSGGSYTY (SEQ ID HSYYDTSVDY (SEQ ID
NO:171) I NGii8EY NO:173)
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Table 2: Variable light chain CDR amino acid sequences
__Antibods | VL-CDRI VL-CDR2 , VL-CDR3
CD37-3 RASENIRSNLA (SEQ | VATNLAD (SEGQID QHYWGTTWT (SEQ ID
G DY NG28) I NG:Z9) o NO:30)
CD37-12 RASQSVETSSYSYLY | YASNLAS (SEQID QHSWEIPYT (SEQ ID
(SEQID NO31y Nin32y 7 NO:33)
CD37-38  SASSSVTYMH {SEQ | DTSKLAS (SEQID QQWISNPPT (SEQ 1D
D NO34) . NO:35y NO:36)
CD37-50  SATSSVTYMH (SEQ | DTSKLPY (SEQID QQWSDNPPT (SEQID
DNO3T NO:38} NO:39)
Humnanized
DTSNLPY (SEQID
- NG44 , o i
CD37-51 SATSSVTIYMH (SEQ | DTSKLAS {(SEQID QOWSSNPPT (SEQ ID
1D NO4D F N2y NO:43)
CD37-56  SASSSYTYMH (SEQ | DTSKLAS (SEQ D QOQWISDPPT (SEQID
I NG:44) INOd4sy NO:46)
Humanized
DTSNLAS (SEG ID
3 - NO:A4AT )
CD37-57 SATSSVTYMH (SEQ | DTSKLAS{(SEQ D QQWSDNPPT (SEQ ID
D NO48: L NCn49y NO:50)
i ' Humanized
F DTSNLAS (SEQ 1D
‘ A - NO:51) ,
CONSENSUS SA[T or SISSVTYMH | DTS{K or NIL{A or PJi8 QOQWII or S{[S or D]J[N or
_ (SEQ ID NO:52}% or Y1(SEQ IDNO:53) DiPPT (SEQ ID NO:54}
252-3 RASQDISNYLN (SEQ | YISKLHS {(SEQ D QQGNALPWT (SEQ ID
ID NO:174) NGet7sy i NO:176)

[00122] The CD37 binding molecules can be antibodies or antigen binding fragments that specifically
bind to CD37 that comprise the CDRs of CD37-3, CD37-12, CD37-50, CD37-51, CD37-56, or CD37-57

with up to four (i.e., 0, 1, 2, 3, or 4) conservative amino acid substitutions per CDR.

[00123] The CD37 binding molecules can comprise one of the individual variable light chains or
variable heavy chains described herein. Antibodies and polypeptides can also comprise both a variable
light chain and a variable heavy chain. The variable light chain and variable heavy chain sequences of

murine, chimeric, and humanized CD37-3, CD37-12, CD27-50, CD37-51, CD37-56, and CD37-57

antibodies are provided in Tables 3 and 4 below.

Table 3: Variable heavy chain amino acid sequences

Antibody

YH Amino Acid Sequence { SEQ 1T NOY

“muCD37-3

QOVOVKESGPGLYAPSQSLSITCTVSGFSLTISGVSWVROPPGKGLEWLGVIW
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"¢hCD37-3

QVQV}\L%GP(;E VAPSQQLbITL TVSGRSLTT SGVSWVRQPPGKGLEWLGVIW |
GDGSTNYHSALKSRLSIKMIHSKSOVFLKINSLQTDDTATYYCAKGGYSLA |
HWGOGTLVTVSA(SEQIDNOSey ‘

huCD37-3v1.0

OVGVOESGPGLVAPSOTLSITCTYSGFSLTTSGVSWVROPPGKGLEWLGYIW |
GDGSTNYIPSLKSRLSTKKDHSKSOVFLKLNSLTAADTATY YCAKGGYSLA
AWGQOTLVIVSS SEQIDNOSTYy

ThuCD37-3v1.1

QVOVQESGPGLVAPSQTLSITC TVSGFSLTTSGVSWY RQPP( KGLEWLGVIW
GDGSTNYHSSLKSRLSIKETHSKSQVFLELNSLTAADTATYYCAKGGYSLA |
HWGQGTLVTVSS (SEQ ID NO:SE)

muCD37-12

QIQLVOSGPELKKPGETVKISC KASGYTFTKYGMNW V(! L\Q(x}\( SLKWMG
WINTNTGESRNAEEFKGRFAFSLETSASTAYLQINNLKYEDTATYFCGRGTY
VADWGOQGTTLTYSS (SEQ 1D NO:59) ‘

chCD37-12

QEFPL\/Q‘\UPELKR?UE TVKISCK/ XS(IYTF TRYGMNWY KQAQ( SKGLKWMG
WINTNTGESRNAEEFKGRFAFSLETSASTAYLQINNLKYEDTATYFCGRGTY
VADWGOQGTTLTVSS (SEQ 1D NO:s0)

 muCD37-38

DVOQLOQESGPDLY K?QQ%E SLTCTVTGYSITSGFGWHW ER()}* POGNELEWMAY
1LY ‘%b(} i) DY N Pb‘i K%RESE 1 RDT‘%R\ QFFLRL%\V TIEDTATYYCARGYYGYG

"¢chCD37-38

QVQLQI: SGPDLV kPQQ%LQLTL 1"\/ T U‘l’ SITSGEOWHW IRQFPGNELEWMAY
IL‘I ‘»U(J U)Y \‘P‘ﬁ K%KNITRDT%EQ\QEELRi SSVITEDTATYYCARGYYGYG

"huCD37-38

Q'\/’Qi )= SGPGL \’ RPQQ%L‘%LTL F Y b(;‘z %i SGRGW HWIRGFPGKGLEWMAYI
LYSGGTDYNPSLK SRBE’TRDTSK\JQFFLRL%S\/ TAADTATYYCARGYYGYG
AWEVYWGOQGTLVTVSS (SEQ D MNO:63)

"muCD37-50

DVQLOESGPDLLKPSQSLSLTCY VTIGYSITSGF IXWHWH\OPPUNK} EWMGYT
,YSGST‘V Y%P‘»LK&RI&)E H RD i SK\JHFFLQL\JSV ITEDTATYYCARGYYGYG

- huCD37-50

0\' QLOE‘R :PGLLK‘PSQ‘\K S‘{ i( 1 '\/ %GY bITS(ﬂ" AWHWIROHPONKLEWMGY
. YS(JST\ YSP‘%LKQR}\I T RDJ SKN H} H QI NSVTAADTATYYCARGYYGYG

‘muCD37-51

- WEVYWGQGTLVTVSA (SEQ ID RO:66)

D\/ QL OF QuPDLLkP‘%Q%L 51 TCTVT (;‘x Q %SGT‘AW} {WIRQFPOGNKLEWMGYT
HYSGSTNYSPSLEKSRISITRDSSKMNQFFLOINSVTTEDTATYYCARGYYGFGA

huCD37-51

TRV QUVESGPEVLKPGESLSLTC TVSGYSISSGFAW HWIRQFPGRGLEW MGYI

HYSGSTNYSPSLOGRISITRDSSINQFFLQUNSVTASDTATYYCARGYYGEFGA
WEVYWGOGTLVTVSA (SEQ ID NOiw67)

‘muCD37-56

DVOLQESGPULVKPSQSLSLTCTVTGYSITSGFAWHWIRCFPGNKLEWMGY

IHYSGGTNYNPSLESRYSITRIVISKNOFFLOLNSVTTEDTATYYCARGYYGF
GAWFAYWGOGTLVPVSEA (SEQ 1D NO68)

ThuCD37-56

oV QLQE‘SQPGLVKP&()% SLTC 1VQ&s‘s’SIT%bFAWHWiRQF PCGKGLEWMGYT
HYSGGTNY\TP‘QU\SR‘V SE T REM SKNQ (\‘: FI QLNSVTAADTATYYCARGYYGE

‘muCD37-57

DVQLQJ ‘}GPDLLKP%QSL ‘s} TC ‘5 VT (r‘{ %ET‘Q iFAWHWIRQFPGNKLEW MGYT |
LYSGSTVYSPSLESRISITRDTSEKNQFFLOUNSVTTEDTATYYCARGYYOYG
AWFAYWGOQGTLVTVSA (SEQ ID NG:70)

huCD37-57

OVOLOESGPGLLKPSQSLSLTCTVSGYSY T SGFAWHWIRQFPGKGL BWMGYI
LYSGSTVYSPSLKSRISITRDTSENQFFLOLNSVTAADTATYYCARGYYGYG
AWFAYWGOGTLVTVSA (SEQ ID NOTL)

252.3

EVOVVESGGDLVEPGGSLKLSCAARGFTFSSYGMSWVRQTPDERLEWVATY
SSGGSYTYSPDSVEGRETISRDNAKK TLYLOMSSLKSEDTAMY YCARHSYY
DISVDYWGQGTSVIVSS (SEQ ID NO:177)
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Table 4: Variable light chain amino acid sequences

Antlbody

Vi, Amino Acid Seguence (SEQ 1D NOY

muCD37-3

DIQMTQSPASLSVSVGETVTITCRASENIRSNLAWYQOKQGKSPOQLLVNVAT |
NLADGVPSRFSGSGSGTQYSLKINSLOSEDFGTY YCQUYWGTTWTIFGGGTR |
LEIKR(SEQIDNOYZ)

“chCD373

DIOMTQSPASLEVSVGETVTITCRASENIRSNLAWYQOKQOKSPOLLVNVAT
NLADGVPSRFSGSGSCTOYSLKINSLOSEDFGTY YCQHY WGTTWIFGGGTE
LEIKR (SEQ 1D NO:73)

huCD37-3
(1.0 and 1.1)

- DIOMTQSPSSLSVSVGERVTITCRASE NIRSNLAWYQOKPGKSPKLLYNVAT

NLADGVPSRFSGSGSGTDY SLKINSLOPEDFGTY YCQHYWETTWITGQGTK

LEIKR (SEQ 1D NO:74)

muCD37-12

 DIVLTOSPASLAVSL L:QRAT&SCRABOSVQ'FSS‘X SYLY

VFOOKPGOPPKLLIK
YASNLASGVPARFSGSGSGTDFTLNIHPY BEEDTATY YCQHSWEIFY TFGGG
TKLEIKR (SEQ IDNOTS)

¢hCD37-12

DIVLTOSPASLAVSLGORATISCRASQSVSTSSYSYLYWF QQ{\F(}QPE’KLI IK
YASNLASGVPARFSGSGSGTDETLNIHPVEEEDTATYYCOQHSWEIPY TFGGG
TRLEIKK (SEQ (D NOT6)

' muCD37-38

Qm TOSPAIMSASPGERV TMTCSASSSVTYMHWYQQKSGTSPRKRWIYDTS
KLASGVPARFSGGGSGTSY SLTISSMEARDAATYYCQOWISNPPTFGQGTKL
BIKR(SEQmNOYH

- ¢hCD37-38

GIVETOSPAIMB ASPGERVTMICSASSSVTYMHW Y QOKSGTSPKRWIYDTS
KLASGVPARFAGGGSGTSY SLTISSMEAEDAATY YCQOWISNPPTFGGGTKL
EIKR (SEQ ID NO78)

"huCD37-38

DIVLTOSPASMSASPGERVTMTCS ASSSVTYMHWY QOKPGTSPEKRW VDTS
KLASGVPARFSGSGSGTSYSLTISSMEAEDAATY YCQOWISNPPTTGGGTEL
EIKR (SEQ ID NG9

muCD37-50

IVETOSFAIMSASPORK Y IMICSATSEVTY MAW YOORSGTSPRRWIYDTS
KLPYGVPORFSGSGSGTSYSLTISSMEAEDAATY YCOOWSDNPPTTGSGTKL
BIKR (SEQ ID NO:BK)

- huCD37-50

BIVLTQSPATMSASPGERVIMTCSATSSVIYM HWY QQK PGQ‘?PKR‘&VEY DTS
NEPYGVPARFSGSGEGTSYSLTISSMEAEDAATYY COUWSDNPPITFGOQGTRL |

- EIKR (SEQ ID NO:8 1

 muCD37-51

- QIVLTQSPAIMSASPGERKVTIMTC SATSSYTYMHAW Y(‘QR‘%(;TbPKRWI‘{ DTS

KLASGVPARFRGSGSGTSYSLTISNMEAEDAATYYCOQOWSSNPPTFGSGTKL
EIKK(SEQIDNOS2y

ThuCD37-51

FIVLTOSPATMSASPGERVTIMTCSATSSVTYMHEWY QOF\PGQQPKRW IYDTS
KLASGVPARFSGSGRGTSYSLTISSMEAEDAATYYCOOQWSSNPPTFGOGTKL
IR (SR I N B3y

"muCD37-56

QI\/ LTQSPAFMSASPG IDKVTMTCSASSSVIYMHWY QOKSGTSPKRWIYDTS
KLASGVYPARFSGGGSETSYSLTISTMEAEDAATYYCQOQWISDPPTFGGGTKL
EIKR (SEQ 1D NO:84)

huCD37-56

' DIV LTQSPAFMS ASPGEKVTMTCSASSSVTYMHWY QQKFDQSPKRWFX DTS

LASGVPSRFSGGGSGTDYSLTISSMEAEDAATYYCQOWISDPPTFGQGTKL
LH\I\ {SEQ 1D NORS)

mn(CD37.57

OIVLTOSPATMBASPGEK VIMTCSATSSVTYMHWYQQKSGTSPRRWIYDTS
KLASGYPARFSGSGSGTSYSLTISSMEAEDAATY YCQQWSDNPPTFGSGTKL

- EIKR (SEQ 1D NO:86)

' HIVLTQSPATMSASPGERY TMTCSATSSVTY \EHW Y ()QE\‘P( HISPRRWIYDTS

 huCD37-57
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NLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSDNPPTFGQGTKL
,,,,,, EIKR (SEQ ID NO:87} |

2523 DIQMTQTTSSLSASLGDRVTISCRASQDISNYLNWYQQKPDGTVKLLIYYTS
KLHSGVPSRFSGSGSGTDYSLTISNLEQEDIATYFCQQGNALPWTFGGGTKL

[00124] Also provided are polypeptides that comprise: (a) a polypeptide having at least about 90%
sequence identity to SEQ ID NOs:55-71 or 177; and/or (b) a polypeptide having at least about 90%
sequence identity to SEQ ID NOs:72-87 or 178. In certain embodiments, the polypeptide comprises a
polypeptide having at least about 95%, at least about 96%, at least about 97%, at least about 98%, or at
least about 99% sequence identity to SEQ ID NOs:55-87, 177, or 178. Thus, in certain embodiments, the
polypeptide comprises (a) a polypeptide having at least about 95% sequence identity to SEQ ID NOs:55-
71 or 177, and/or (b) a polypeptide having at least about 95% sequence identity to SEQ [D NOs:72-87 or
178. In certain embodiments, the polypeptide comprises (a) a polypeptide having the amino acid
sequence of SEQ ID NOs:55-71 or 177; and/or (b) a polypeptide having the amino acid sequence of SEQ
ID NOs:72-87 or 178. In certain embodiments, the polypeptide is an antibody and/or the polypeptide
specifically binds CD37. In certain embodiments, the polypeptide is a murine, chimeric, or humanized
antibody that specifically binds CD37. In certain embodiments, the polypeptide having a certain
percentage of sequence identity to SEQ ID NOs:55-87, 177, or 178 differs from SEQ ID NOs:55-87 by
conservative amino acid substitutions only.

[00125] Polypeptides can comprise one of the individual light chains or heavy chains described herein.
Antibodies and polypeptides can also comprise both a light chain and a heavy chain. The light chain and
variable chain sequences of murine, chimeric, and humanized CD37-3, CD37-12, CD37-50, CD37-51,
CD37-56, and CD37-57 antibodies are provided in Tables 5 and 6 below.

Table 5: Full-tength heavy chain amino acid sequences

'A\r\itibodj@»‘ l Full-Length Heavy Chain Amino Acid Segjuence (SEQ ID NO)

muCD37-3 QVQVKESGPGLVAPSQSLSITCTVSGFSLTTSGVSWVRQPPGKGLEWLGVIW
GDGSTNYHSALKSRISIKKDHSKSQVFLKLNSLQTDDTATYYCAKGGYSLA
HWGQGTLVTVSAAKTTAPSVYPLAPVCGDTTGSSVITLGCLVKGYFPEPVTL
TWNSGSLSSGVHTFPAVLQSDLYTLSSSVIVTSSTWPSQSITCNVAHPASSTK
VDKKIEPRGPTIKPCPPCKCPAPNLLGGPSVFIFPPKIKDVLMISLSPIVICVVV
DVSEDDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWM
SGKEFKCKVNNKDLPAPIERTISKPKGSVRAPQVY VLPPPEEEMTKKQVTLT
CMVTDFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKN

chCD37-3 QVQVKESGPGLVAPSQSLSITCTVSGFSLTTSGVSWVRQPPGKGLEWLGVIW

GDGSTNYHSALKSRLSIKKDHSKSQVFLKLNSLQTDDTATYYCAKGGYSLA
- HWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
.- WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNT
KVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
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- DWLNGKEYKC KVSNKAL PA‘PEFKTESI\;\K(:QFRLPQ\"{ TLPPSKDEL TRNQ
‘v SL TC L. \/ K&;FYP‘?DI LXVE: WE 5\ UQP} \INY KTTPP’V LDSDG}P}LYBKL TVDK

huCD37-3v1.0

GDGSTNYHPSLKSRLSIKKDHSKSQVE
HWGQGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

QVQV DE Qt :P(; L‘v’ M’bQ H ‘55 TC { v Q(rF ‘sf TTQL;V§ W VRQPPUKULE WLGVIW
KLNSLTAADTATYYCAKGGYSLA

WNSGALTSGVHTFPAVLOSSGLY SLISVVTVPSSSLGTOQTYICNVNHKPSNT
KVDKKVEPKSCDKTHTCPPCPAPELLGGPSVELFPPRPKDTLMISRTPEVICY

 VVDVSHEDPEVEFNWYVDGVEVHMNAKTKPREEQYNSTYRVVSVLTVLHO

DWENGKEYKCKVSNKALPAPIEKTISKAKGQPREPOQVYTLPPSRDELTKNG
VSLTCLVEGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDK
SRWOOGNVYESCSVMHEALHNHY TOKSLSLEPG (8EQ {13 NOG0;

huCD37-3v1.1

- QVOVOESGPGLVAPSOTLSITCTVSGFSLTTSGVSWVYROPPGKGLEWLC VIW

GDGSTNYHSSLKSRLSIKKDHSKSQVFLKINSLTAADTATYYCAKGGYSLA
HWGQGTLVTVSSASTEGPSVFPLAPSSKSTSGGTAALGCLVEKDYFPEPVTVS

 WHNSGALTSGVHTFPAVLQSSGLYSLSSYVTVPSSSLGTOTYICNVNHKPSNT
 KVDKKVEPKSCDK THTCPPCPAPELLGGPSVFLFPPKPRDTLMISRTPEVTCY
 VYDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQ
 DWLNGKEYKCEVSNKALPAPIEKTISKAKGOQPREPQVY TLPPSRDELTENG

- VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVEK
 SRWOOGNVFSCSVMHEALHNHY TOKSLSLSPG (SEQ ID NO:91)

"muCD37-12

QIQL\/QSGPH KKPGETVKISCKASGYTFTKYGMNWVKQAQGKGLEWMG
WINTNTGESRNABEFKGRFAFSLETSASTAYLOINNLEYEDTATYFCGRGTV
VADWGQGTTLTVSSAKTTAPSYYPLAPVCOGDTTGSSVILGCLVKGYFPERPY

TLTWNSGSLSSGVHTFPAVLQSDLY TLSSSVTVISSTWESOSITCNVAHPASS
TKVDEKKIEPRGPTIKPCPPCKCPAPNLLGOGPSVEIFPPRIKDVEMISLSPIVTCY

VVDVSEDDPDVOISWEVYNNYEVHTAQTQTHREDYNSTLRVVSALPIQHQD
WMSGKEFKCKVNNKDLPAPIERTISKPKGSVRAPOVYVLPPPEEEMTKKQV
TLTCMVTDEMPEDIYVEWINNGETEENY KNTEPVLDSDGSYFMYSKLRVE
KENWVERNSYSCSVVHEGLHNHHTTRSFSRTPGK (SEQ 1D NO:S2Y

chCD37-12

QIOLVOSGPELKKPGETVKISCKASGY TRFTKYGMNW \:’KDAQ(JK&M\W Mz
WINTNTGESRNAEEFKGRFAFSLETSASTAY LOINNLKYEDTATYFCGRGTY
VADWGOQGTTLTVSSASTRKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVT
YSWNSGALTSGVHTFPAVLOSSGLYSLESVVTVESSSLGTOTYIONVNHEKES
MNIKVDEKEVEPKSCDKTHTCPPCPAPELLGOPSVELFPPIPKDTLMISKTPEVT

CYVVDVSHEDPEVKENWYVDGVEVHNAKTRKPREEQYNSTYRVYSVLTVL
HODWINGKEYRCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSRDELTK
NOVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTY

DKSRWOOQGNVESCSVMHEALHNHYTOKSLSLSPGK (SEQ {3 NOO3)y

“muCD37-38

TDVQL OESGPDLVKPSOSLALTCTVTGYSITSGFGWHWIRQFPGNKLEWMA

ILYSGGTDYNPSLESRISITRDTSKNGFFLRLSSVITEDTATYYCARGYYGY (y
AWFVYWGOGTLVTVSAAKTTIPPSVYPLAPGRAAQINSMVYTLGCLVKGYFP
EPVIVTWNSGSLSSGVHTFPAVLESDLY TLSSSVTVPSSMEPSETVTONVAH
PASSTKVDEKIVPRDCGCKPCICTVPEVSSVEIFPPKPKDVLTITLTPRVICVY
VDISKDDPEVOFSWEVDDVEVHTAQTOPREEQENSTFRSVSELPIMHGDWL
NGKEFKCRVYNSAAFPAPIEKTISKTKGRPKAPQVY TIPPPRKEQMAKDEYVSLT

CCMITDFFPEDITVEWOWNGQPAENYENTOPIMNTNGSYFVYSKLNVOKSN
 WEAGNTFTCSVLHEGLHNHHTEKSLSHSPGE (SEQ ID NO:%4)

chCD37-38

QVQLOESGPDLVEPSQSLSLTCTVTG sYSETQLsFGW}EWERQI*P(J\&LE:WE\/{L"\Y

FLYSGGTDYNPSLKSRISITRDTSKNGFFLRLSSVTTEDTATYYCARGYYGYG |
AWEVYWGOGTLVTVSAASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPE
PYVTVSWNSGALTSGYHTEFPAVLOS3GLYSLSSYVTVPSSSLGTQTYICNVNE |
KPSNTKVDRKVEPKSCOKTHTCPPCPAPELLGGPSVFLFPPEPKDTLMISRTP |
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EVTCYVVVDVSHEDPEVKENWYVDGVEVHNAK TKPREEGYNSTYRVVSVLT
VLHODWLNGKEYKCKVSNKALPAPIEK TISKAKGOPREPOVY TLPPSRIELT
KNOQVSLTCLVEGTYPSDIAVEWESNGQPENN YK TTPPVLDSDGSFFLYSKLT

huCD37-38

QVOLQESGPGLVEPSQSLSLTCTVSGY SITSGFGWHWIRQFPGKGLEWMAYL
LYSGGTDYNPSLKSRISTTRDTSKNQFFLRUSSVTAADTATYYCARGYYGYG
AWEFVYWOQGTLVTVSSASTRGPSVEPLAPSSKSTSGGTAALGCLVEDYTPE
PYTVSWNSGALTSGVHIFPAVLOSSGLY SLASVVTVRSSSLGTQTYICNVNH
KPENTKVDEKVEPKSCDKTHTCPPCPAPELLGGPSVELFPPKPKDTLMISKRTE
EVTCVVVDVSHEDPEVEKENWYVDOVEVHNAKTKPREEQYNSTYRVVSEVLT
LHODWELNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNOQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLT

muCD27-50

LYSGSTVYSPSLESRISITRDTSKNHFFLOLNSVTTEDTATYYCARGYYGYG
AWFAYWGOGTLVTVSAAKTTAPSVYPLAPVCGEDTTGSSVTLGCLVEKGYFR |
EPVTLTWNSGSLESGVHTFPAVLQSDLYTLSSSVIVTSSTWPSQSITCNVARP |
ASSTREVDKKIEPRGPTIKPCPPCRCPAPNLLGGPSVEIFPPKIKDVIMISLSPIV |
TCVVVDVSEDDPDVQISWEVNNVEVHTAQTQTHREDYNSTLEVVSALPIQH |
ODWMSGKEFKCKVNNEKDLPAPIERTISKPRGSVRAPQVY VLPFPEEEMTKK
OQVTLTCMVTDFMPEDIY VEWTRNGRKTELNYENTEPVLDSDGSYFMYSKLR
VEKKNWVERNSYSCSVVHEGLHNHHTTKSFSRTPGK (SEQ ID NG:97

"huCD37-50

QVOLQESGPGLLKPSOSLSLTCTVSGY SITSGFAWHWIRQHPGNRLEWMGY

IWYSGSTVYSPSLKSRISITROTSKNHFFLQLNSVTAADTATYYCARGYYGYG
AWFAYWGQGTLVTVSAASTEKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPE
PYTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVESSSLGTQTYICNVNH

KPSNTREVDKKVEPKSCDKTHTCPPCPAPELLGGPSVELFPPRPKDTLMISKRTP
EVICVVVDVSHEDPEVEKFNWYVDGVEVHNAKTKPREEQYNSTYRVVEVLY
VEHQDWELNGEREYRKCKVINKALPAPIEKTISKAKGQPREPQVY TLPPSRDELT
KNQVSLTCLVKGFYPSDIAVEWHESNGOPENNYKTTPPVLDSDGSFFLYSKLT

muCD37-51

| VDKSRWOQGNVESCSVMHEALHNHY TQKSLSLSPG (SEQ 1D NO:98)
DVOLQESGPDLLKPSQSLSLTCTVTGY SISSGFAWHWIRQFPGNKLEWMGY

HYSGSTNYSPSLEKSRISITRDSSENQFFLOQLNSVITEDTATYYCARGYYGOFGA

 WEVYWGOGTLVTVSAAKTTAPSVYPLAPVCGETTGSSVTLGCLVKGYFPER

VTLTWNSGSLISGVHTFPAVLOQSDLY TLASSVTVTSSTWESQSITCNVAHPAS
STKVDKKIEPRGPTIKPCPPCKCPAPNLLGGPSVEIFPPRIKDVIMISLSPIVTC
VVVDVSEDDPDVOISWEFYNNVEVHTAQTOTHREDYNSTLRVVSALPIQHOD
WMSGKEFKCEKVNNKDLPAPIERTISKPKGSVRAPOVY VLPPPEEEMTREQY
TLTCMVTDEMPEDIYVEWINNGKTELNYKNTEPVLDSDGSYFMYSKLRVE
KEENWVERNSYSCSYVHEGLHNHHTTESFSRTPGK {(SEQ 1D NO:99)

huCD37-51

EVOQLVESGPEVLEKPGESLSLTCTVSGY SISSGFAWHWIRQFPGKGLEWMGYT
HYSGYINYSPSLQGRISITRDSSINOQFFLOLNSVTASDTATYYCARGYYGFGA
WEVYWGOQGTLVTVSAASTKGPSVFPLAPSSKETSGGTAALGCLVEDYFPEP
VIVSWNSGALTSGYHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNYNEK
PANTKVDKEVEPKSCBRTHTCPPCPAPELLGGPSVELFPPKPRDTLMISRTPE
VTICVVVDVSHEDPEVKFNWYVDOVEVHNAKTKPREEQYNSTYRVVSVLT
VEHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVY TLPPSRDELT
KNOVSLTCLVKGFYPSDIAVEWESNGUOPENNYKTTEPVLDSDGSFFLYSKLT
VDEKSRWQOQOQONVESCSVMHEALHNHY TOKSLSLSPG (5EQ 1D NG 100

muCD37-56

DVOLOQESGPDLVKPSQSLSLTCTVIGY SITSGFAWHWIRQFPGNKLEWMGY |
IHYSGGTINYNPSLKSRVSITRDTSKNQFFLOLNSVTITEDTATYYCARGYYGF |
GAWFAYWGQGTLVPVSAAKTTPPIVYPLAPGSAAQINSMYTLGCLVKGYF

PEPVTVIWNSGSLSSGVHTFPAVLESDLYTLSSSVTVPSSMRPSETVTCNVA
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| HPASSTKVDKKIVPRDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLTPEVICY |

VYDISKDDPEVOFSWEVDDVEVHTAQTOPREEQFNSTFRSVYSELFIMHQDW

LNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPGVY TIPPPKECOMAKDE VSL

TCMITDFFPEDITVEWQWNGOQPAENYRNTOPIMNTNGSYFVY SKLNVQKSN
WEAGNTFTCSVLHEGELHNHHTERSLSHSPGK (SEQ 1D NG:161)

huCD37-56

QVOLQESGPGLVKPSOSLSLTCTVSGYSITSGFAWHWIRQFPGKG SLEWMGYT
HYSGGTNYNPSLEKSRVSITRDTSENQFFLOLNSVTAADTATYYCARGYYGF

GAWFAYWGQGTLVPVSAASTRKGPSVEPLAPSSKSTSGGTAALGCLVEKDYFP
EPVIVSWNSGALTSGVHTFPAVLOSSGLY SLSSVVTVPSSSLGTOTYICNVN

HKPSNTRVDKKVEPKSCDEKTHTCPPCPAPELLGGPSVILFPPKPKDTLMISRT
PEVICVVVDVSHEDPEVEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHODWINGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSRDEL
TENQVSLTCLVKGFYPSDIAVEWESNGQPENNY KT TPPVLDSDGSEFFLY SKL
TVDEKSRWOOONVESCSVMHEALHNHY TOQRSLSLSPG (SEQ 1D NO: {102

muCD37-57

DVQLOESGPDLLEPSOSLILTCTVTGY SITSGFAWHWIRQFPONKLEWMGY ]
LYSGSTVYSPSLESRISITRDTSKNOQFFLOINSVTTEDTATYYCARGYYGYG
AWFAYWGOGTLVTVSAAKTTAPSVYPLAPVCODTTGSSVTLGCLVKGYFP
EPVTLTWNSGSLSSGVHTFPAVLOSDLY TLESSVIVTESTWPSQSITCNVAHP
ASSTRVDKKIEPRGPTIKPCPPCKCPAPNLLGGPSVEIFPPRKIKDVEMISLSPIV
TCVVVDVSEDDPRDVOISWEREVANNVEVHTAQTOTHREDYNSTLRVVESALPIQH
QDWMSGKEFKCKVNNKDLPAPIERTISKPRGSVRAPQVY VLPPPEEEMTKK
OQVTLTCMVTODFMPEDIY VEWTNNGKTELNYENTEPVLDSDGSYFMYSKLR
VEKKNWVYERNSYSCSVVHEGLHNHHTTKSFSRTPGK (SEQ ID NG:103)

huCD37-57

OVOQLOESGPGLLKPSOSLSLTCTVEGYSITSGFAWHWIRQFPGKGLEWMGYT

LYSGSTVYSPSLESRISITRDTSKNGFFLOQLNSYTAADTATYYCARGYYGYG
AWFAYWGOQGTLVTVSAASTRGPSVHEPLAPSSKSTSGGTAALGCLVEDYFPE |
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVESSSLGTOQIYICNVNE |
KPSNTEVDKKVEPKSCDK THTCPPCPAPELLGGPSVELFPPEPK D TLMISRTR |

CEVTCVYVDVSHEDPEVERFNWY VDOGVEVHNAKTKPREEQYNSTYRVVSVLT

VLHQDWLNGKEYRKCKVINKALPAPIEKTISKAKGOQPREPQVY TLPPSRDELT
ENQVSLTCLYKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLT
YDKSRWOOONVESCSVMHEALHNHYTOKSLSLSPG (SEQ 12 NGO 104y

EVQOVVESGGDLVKPGGSLELSCAASGFTFSSYGMSWVROTPDRKRLEWVATI
SSGOGSYTYSPDSVKGRFTISRDNAKKTLYLOMSSLKSEDTAMY YCARHSYY
DTSVDYWGQGTSVTVSSAKTTAPSVYPLAPVCGDTIGSSVTILGULVRGYFP
EPVTILTWNSGSLSSGVHTFPAVLOQSDLYTLSSSVIVTSSTWPSQSITCNVAHP
ASSTRKVDKKIFPRGPTIKPCPPCKCPAPNLLGGPSVEIFPPRIKDVLMISLSPIV
TCYYVDVIEDDPDVORISWEVNNVEVHTAQTOTHREDYNSTLRVYVSALPIOH
QDWMSGKEFKCKYNNEKDLPAPIERTISKFKGSVRAPQVYVLPPPEEEMTKE
OVTLTCMV T [ FM PF DEYVT EKI’WGKTELN YK_N TF P YL D‘% DG %‘YFWYQKLR

Table 6: Full-length light chain amino acid sequences

Antibody

,,,,, Full-length Light Chain Amine Acid Sequence {SEQ 1D NOY

muCD37-3

DIOMTOSPASLSVSVGETVTITCRASENIRSNLAWYQOKOQGKSPOLLVNVAT |
NLADGVPSRFSGSGSGTOYSLEINSLOSEDFGTYYCQHY WGTTWTFGGGTK |
LEIKRADAAPTYSIFPPSSEQLTSGGASVVCFLNNFYPEKDINVKWEIDGSEROQ
NOVLNSWTDODSKDSTYSMSSTLTLTKDEYERHNSYTCEATHRKTSTSPIVKS
FNRNEC (SEQ 1D NCH105}

DIOMTOSPASLSY SVGETYTITCRASENIRSNLAWY "QOKQGKSPOLLVNVAT

¢hCD37-3
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NLADGVPSRFSGSGSGTQYSLKINSLOQSEDFGTYYCQHYWGTTWTFGGGTK
LEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGEC (SEQ 1D NO:106)

 huCD37-3
(1.0 and 1.1)

DIQMTQSPSSLSVSVGERVTITCRASENIRSNLAWYQQKPGKSPKLLVNVAT
NLADGVPSRFSGSGSGTDYSLKINSLQPEDFGTYYCQHYWGTTWTFGQGTK
LEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGEC (SEQ ID NO:107)

muCD37-12

DIVE ,TQSPASLAVSLGQRATISCRASQSVSTSSYSYLY FQOQKPGQPPKLLIK |
YASNLASGVPARFSGSGSGTDFTLNIHPVEEEDTATYYCQHSWEIPYTFGGG |
TKLEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSE |
RONGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPI
VKSFNRNEC {SEQ ID NO:108)

chCD37-12

DIVLTQSPASLAVSLGQRATISCRASQSVSTSSYSYLYWF QQKPGQPPKLLIK
YASNLASGVPARFSGSGSGTDFTLNIHPVEEEDTATYYCQHSWEIPYTFGGG
TKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPV
TKSFNRGEC {SEQ ID NO:109)

muCD37-38

5 QIVLTQSPAIMSASPGEKVTMTCSASSSVTYMHWYQQKSGTSPKRWIYDTS
' KLASGVPARFSGGGSGTSYSLTISSMEAEDAATYYCQQWISNPPTFGGGTKL

EIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSEROQN
GVILNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSF
NRNEC (SEQ ID NO:110)

chCD37-38

i QIVLTQSPAIMSASPGEKVTMTCSASSSVTYMHWYQQKSGTSPKRWIYDTS '

KLASGVPARFSGGGSGTSYSLTISSMEAEDAATYYCQQWISNPPTFGGGTKL
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC (SEQIDNO:111)

huCD37-38

DIVLTQSPASMSASPGERVTMTCSASSSVTYMHWYQQKPGTSPKRWIYDTS
KLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWISNPPTFGGGTKL
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS |
FNRGEC (SEQ ID NO:112)

muCD37-50

QIVLTQSPAIMSASPGEKVTMTCSATSSVTYMHWYQQKSGTSPKRWIYDTS
KLPYGVPGRFSGSGSGTSYSLTISSMEAEDAATYYCQQWSDNPPTFGSGTKL

EIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSEEQN

GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSY TCEATHKTSTSPIVKSF
NRNEC (SEQIDNO:113)

huCD37-50

EIVLTQSPATMSASPGERVIMTCSATSSVTYMHWYQQKPGQSPKRWIYDTS
NLPYGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSDNPPTFGQGTKL
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC(SEQIDNO:114)

- muCD37-51

QIVLTQSPAIMSASPGEKVTMTCSATSSVTYMHWYQQKSGTSPKRWIYDTS
KLASGVPARFSGSGSGTSYSLTISNMEAEDAATYYCQQWSSNPPTFGSGTKL
EIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSF ¢

. NRNEC (SEQ ID NO:115)

huCD37-51

TEIVLTOSPATMSASPGERVIMTCSATSSVIYMHWY QOKPGOSPKRWIYDTS |

KLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSSNPPTFGQGTKL
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"GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC {SEQ ID NO:116}

muCD37-56 | QIVLTQSPAFMSASPGDKVTMTCSASSSVTYMHWYQQKSGTSPKRWIYDTS
KLASGVPARFSGGGSGTSYSLTISTMEAEDAATYYCQQWISDPPTFGGGTKL
EIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSK{STYSMSSTLTLTKDEYERHNSY TCEATHK TSTSPIVKSF
{NRNEC (SEQIDNO:117)

huCD37-56 DIVL TOSPAFMSASPGEKVTMTCSASSSVTYMHWYQQKPDQSPKRWIYDTS
NLASGVPSRFSGGGSGTDYSLTISSMEAEDAATYYCQQWISDPPTFGQGTKL
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWK VDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC (SEQ ID NO:118)

muCD37-57 QIVLTQSPAIMSASPGEKVTMTCSATSSVIYMHWYQQKSGTSPKRWIYDTS

KLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSDNPPTFGSGTKL
EIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSF

huCD37-57 EIVLTQSPATMSASPGERVTMTCSATSSVIYMHWYQQKPGQSPRRWIYDTS

NLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSDNPPTFGQGTKL
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC (SEQ ID NO:120)

2523 DIOMTQTTSSLSASLGDRVTISCRASQDISNYLNWYQOQKPDGTVKLLIYYTS
KLHSGVPSRFSGSGSGTDY SLTISNLEQEDIATYFCQQGNALPWTFGGGTKL
ELKRADAAPTVSIFPPSSEQLTSGGASV VCFLNNFYPKDINVKWKIDGSERQ
NGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKS
FNRNEC (SEQ ID NO:180)

[00126] Also provided are polypeptides that comprise: (a) a polypeptide having at least about 90%
sequence identity to SEQ ID NOs:88-104 or 179; and/or (b) a polypeptide having at least about 90%
sequence identity to SEQ ID NOs:105-120 or 180. In certain embodiments, the polypeptide comprises a
polypeptide having at least about 95%, at least about 96%, at least about 97%, at least about 98%, or at
least about 99% sequence identity to SEQ ID NOs:88-120, 179, or 180. Thus, in certain embodiments, the
polypeptide comprises (a) a polypeptide having at least about 95% sequence identity to SEQ ID NOs:88-
104 or 179, and/or (b) a polypeptide having at least about 95% sequence identity to SEQ ID NOs:105-120
or 180. In certain embodiments, the polypeptide comprises (a) a polypeptide having the amino acid
sequence of SEQ ID NOs:88-104 or 179; and/or (b) a polypeptide having the amino acid sequence of
SEQ ID NOs:105-120 or 180. In certain embodiments, the polypeptide is an antibody and/or the
polypeptide specifically binds CD37. In certain embodiments, the polypeptide is a murine, chimeric, or
humanized antibody that specifically binds CD37. In certain embodiments, the polypeptide having a
certain percentage of sequence identity to SEQ ID NOs:88-120, 179, or 180 differs from SEQ ID NOs:88-
120, 179, or 180 by conservative amino acid substitutions only.

[00127] In certain embodiments, the CD37 antibody can be the antibody produced from a hybridoma
selected from the group consisting of consisting of ATCC Deposit Designation PTA-10664, deposited
with the ATCC on February 18,2010, ATCC Deposit Designation PTA-10665, deposited with the ATCC
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on February 18, 2010, ATCC Deposit Deisgnation PTA-10666, depostted with the ATCC on Febroary 18,
2010, ATCC Deposit Designation FTA-10667 deposited with the ATCC on February 18, 2010, ATCC
Deposit Designation PTA-10668, deposited with the ATCC on February 18, 2018, ATCC Deposit
Designation PTA-10669, deposited with the ATCC on February 18, 2010, and ATCC Deposit
Designation PTA-10670, deposited with the ATCC on February 18, 2010 {American Type Culture
Collection {ATCC) at 10801 University Boulevard, Manassas, Virginia 26110}, In certain embodiments,
the antibody comprises the VH-CDRs and the VL-CDRS of the antibody produced from a bydridoma
selected from the group consisting of PTA-10665, PTA-10666, PTA-10667, PTA-10668, PTA-10669, and
PTA-10670.

[00128] In certain embodiments, the CD37 antibody can comprise a light chain encoded by the
recombinant plasmid DNA phuCD37-3LC (ATCC Deposit Designation PTA-10722, deposited with the
ATCC on March 18, 2010). In certain embodiments, the CD37 antibody can comprise a heavy chain
encoded by the recombinant plasmid DNA phuCD37-3HCv.1.0 (ATCC Deposit Designation PTA-10723,
deposited with the ATCC on March 18, 2010). In certain embodiments, the CD37 antibody can comprise
a light chain encoded by the recombinant plasmid DNA phuCD37-3LC (PTA-10722) and a heavy chain
encoded by the recombinant plasmid DNA phuCD37-3HCv.1.0 (PTA-10723). In certain embodiments,
the CD37 antibody can comprise the VL-CDRs encoded by the recombinant plasmid DNA phuCD37-3LC
(PTA-10722) and the VH-CDRs encoded by the recombinant plasmid DNA phuCD37-3HCv.1.0 (PTA-
10723).

[00129] Monoclonal antibodies can be prepared using hybridoma methods, such as those described by
Kohler and Milstein (1975) Nature 256:495. Using the hybridoma method, a mouse, hamster, or other
appropriate host animal, is immunized as described above to elicit the production by lymphocytes of
antibodies that will specifically bind to an immunizing antigen. Lymphocytes can also be immunized in
vitro. Following immunization, the lymphocytes are isolated and fused with a suitable myeloma cell line
using, for example, polyethylene glycol, to form hybridoma cells that can then be selected away from
unfused lymphocytes and myeloma cells. Hybridomas that produce monoclonal antibodies directed
specifically against a chosen antigen as determined by immunoprecipitation, immunoblotting, or by an in
vitro binding assay (e.g. radioimmunoassay (RIA); enzyme-linked immunosorbent assay (ELISA)) can
then be propagated either in vitro culture using standard methods (Goding, Monoclonal Antibodies:
Principles and Practice, Academic Press, 1986) or in vivo as ascites tumors in an animal. The monoclonal
antibodies can then be purified from the culture medium or ascites fluid as described for polyclonal
antibodies above.

[00130] Alternatively monoclonal antibodies can also be made using recombinant DNA methods as
described in U.S. Patent 4,816,567. The polynucleotides encoding a monoclonal antibody are isolated

from mature B-cells or hybridoma cell, such as by RT-PCR using oligonucleotide primers that specifically
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amplify the genes encoding the heavy and light chains of the antibody, and their sequence is determined
using conventional procedures. The isolated polynucleotides encoding the heavy and light chains are then
cloned into suitable expression vectors, which when transfected into host cells such as E. coli cells, simian
COS cells, Chinese hamster ovary (CHO) cells, or myeloma cells that do not otherwise produce
immunoglobulin protein, monoclonal antibodies are generated by the host cells. Also, recombinant
monoclonal antibodies or fragments thereof of the desired species can be isolated from phage display
libraries expressing CDRs of the desired species as described (McCafferty et al., 1990, Nature, 348:552-
554; Clackson et al., 1991, Nature, 352:624-628; and Marks et al., 1991, J. Mol. Biol., 222:581-597).
[00131] The polynucleotide(s) encoding a monoclonal antibody can further be modified in a number
of different manners using recombinant DNA technology to generate alternative antibodies. In some
embodiments, the constant domains of the light and heavy chains of, for example, a mouse monoclonal
antibody can be substituted 1) for those regions of, for example, a human antibody to generate a chimeric
antibody or 2) for a non-immunoglobulin polypeptide to generate a fusion antibody. In some
embodiments, the constant regions are truncated or removed to generate the desired antibody fragment of
a monoclonal antibody. Site-directed or high-density mutagenesis of the variable region can be used to
optimize specificity, affinity, etc. of a monoclonal antibody.

[00132] In some embodiments, the monoclonal antibody against the human CD37 is a humanized
antibody. In certain embodiments, such antibodies are used therapeutically to reduce antigenicity and
HAMA (human anti-mouse antibody) responses when administered to a human subject. Humanized
antibodies can be produced using various techniques known in the art. In certain alternative
embodiments, the antibody to CD37is a human antibody.

[00133] Human antibodies can be directly prepared using various techniques known in the art.
Immortalized human B tymphocytes immunized in vitro or isolated from an immunized individual that
produce an antibody directed against a target antigen can be generated (See, e.g., Cole et al., Monoclonal
Antibodies and Cancer Therapy, Alan R. Liss, p. 77 (1985); Boemer et al., 1991, J. Immunol., 147 (1):86-
95; and U.S. Patent 5,750,373). Also, the human antibody can be selected from a phage library, where
that phage library expresses human antibodies, as described, for example, in Vaughan et al., 1996, Nat.
Biotech., 14:309-314, Sheets et al., 1998, Proc. Nat’l. Acad. Sci., 95:6157-6162, Hoogenboom and
Winter, 1991, J. Mol. Biol., 227:381, and Marks et al., 1991, J. Mol. Biol., 222:581). Techniques for the
generation and use of antibody phage libraries are also described in U.S. Patent Nos. 5,969,108,
6,172,197, 5,885,793, 6,521,404; 6,544,731, 6,555,313; 6,582,915; 6,593,081; 6,300,064; 6,653,068;
6,706,484; and 7,264,963; and Rothe et al., 2007, J. Mol. Bio., 376:1182 (each of which is incorporated
by reference in its entirety). Affinity maturation strategies and chain shuftling strategies (Marks et al,,
1992, Bio/Technology 10:779-783, incorporated by reference in its entirety) are known in the art and can

be employed to generate high affinity human antibodies.
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[00134] Humanized antibodies can also be made in transgenic mice containing human
immunoglobulin loci that are capable upon immunization of producing the full repertoire of human
antibodies in the absence of endogenous immunoglobulin production. This approach is described in U.S.
Patents 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; and 5,661,016.

[00135] This invention also encompasses bispecific antibodies that specifically recognize a CD37.
Bispecific antibodies are antibodies that are capable of specifically recognizing and binding at least two
different epitopes. The different epitopes can either be within the same molecule (e.g. the same CD37) or
on different molecules such that both, for example, the antibodies can specifically recognize and bind a
CD37 as well as, for example, 1) an effector molecule on a leukocyte such as a T-cell receptor (e.g. CD3)
or Fc receptor (e.g. CD64, CD32, or CD16) or 2) a cytotoxic agent as described in detail below.

[00136] Exemplary bispecific antibodies can bind to two different epitopes, at least one of which
originates in a polypeptide of the invention. Alternatively, an anti-antigenic arm of an immunoglobulin
molecule can be combined with an arm which binds to a triggering molecule on a leukocyte such asa T
cell receptor molecule (e.g. CD2, CD3, CD28, or B7), or Fc receptors for IgG so as to focus cellular
defense mechanisms to the cell expressing the particular antigen. Bispecific antibodies can also be used
to direct cytotoxic agents to cells which express a particular antigen. These antibodies possess an antigen-
binding arm and an arm which binds a cytotoxic agent or a radionuclide chelator, such as EOTUBE,
DPTA, DOTA, or TETA. Techniques for making bispecific antibodies are common in the art (Millstein
et al., 1983, Nature 305:537-539; Brennan et al., 1985, Science 229:81; Suresh et al, 1986, Methods in
Enzymol. 121:120; Traunecker et al., 1991, EMBO J. 10:3655-3659; Shalaby et al., 1992, J. Exp. Med.
175:217-225; Kostelny et al., 1992, J. Immunol. 148:1547-1553; Gruber et al., 1994, J. Immunol.
152:5368; and U.S. Patent 5,731,168). Antibodies with more than two valencies are also contemplated.
For example, trispecific antibodies can be prepared (Tutt et al., J. Immunol. 147:60 (1991)). Thus, in
certain embodiments the antibodies to CD37 are multispecific.

[00137] In certain embodiments are provided an antibody fragment to, for example, increase tissue
penetration. Various techniques are known for the production of antibody fragments. Traditionally, these
fragments are derived via proteolytic digestion of intact antibodies (for example Morimoto et al., 1993,
Journal of Biochemical and Biophysical Methods 24:107-117; Brennan et al., 1985, Science, 229:81). In
certain embodiments, antibody fragments are produced recombinantly. Fab, Fv, and scFv antibody
fragments can all be expressed in and secreted from E. coli or other host cells, thus allowing the
production of large amounts of these fragments. Such antibody fragments can also be isolated from the
antibody phage libraries discussed above. The antibody fragment can also be linear antibodies as
described in U.S. Patent 5,641,870, for example, and can be monospecific or bispecific. Other techniques

for the production of antibody fragments will be apparent to the skilled practitioner.
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[00138] According to the present invention, techniques can be adapted for the production of single-
chain antibodies specific to CD37 (see U.S. Pat. No. 4,946,778). In addition, methods can be adapted for
the construction of Fab expression libraries (Huse, et al., Science 246:1275-1281 (1989)) to allow rapid
and effective identification of monoclonal Fab fragments with the desired specificity for CD37, or
derivatives, fragments, analogs or homologs thereof. Antibody fragments can be produced by techniques
in the art including, but not limited to: (a) a F(ab")2 fragment produced by pepsin digestion of an antibody
molecule; (b) a Fab fragment generated by reducing the disulfide bridges of an F(ab")2 fragment, (c) a Fab
fragment generated by the treatment of the antibody molecule with papain and a reducing agent, and (d)
Fv fragments.

[00139] It can further be desirable, especially in the case of antibody fragments, to modify an antibody
in order to increase its serum half-life. This can be achieved, for example, by incorporation of a salvage
receptor binding epitope into the antibody fragment by mutation of the appropriate region in the antibody
fragment or by incorporating the epitope into a peptide tag that is then fused to the antibody fragment at
either end or in the middle (e.g., by DNA or peptide synthesis).

[00140] Heteroconjugate antibodies are also within the scope of the present invention.
Heteroconjugate antibodies are composed of two covalently joined antibodies. Such antibodies have, for
example, been proposed to target immune cells to unwanted cells (U.S. Pat. No. 4,676,980). It is
contemplated that the antibodies can be prepared in vitro using known methods in synthetic protein
chemistry, including those involving crosslinking agents. For example, immunotoxins can be constructed
using a disulfide exchange reaction or by forming a thioether bond. Examples of suitable reagents for this
purpose include iminothiolate and methyl-4-mercaptobutyrimidate.

[00141] For the purposes of the present invention, it should be appreciated that modified antibodies
can comprise any type of variable region that provides for the association of the antibody with the
polypeptides of a human CD37. In this regard, the variable region can comprise or be derived from any
type of mammal that can be induced to mount a humoral response and generate immunoglobulins against
the desired antigen. As such, the variable region of the modified antibodies can be, for example, of
human, murine, non-human primate (e.g. cynomolgus monkeys, macaques, etc.) or lupine origin. In some
embodiments both the variable and constant regions of the modified immunoglobulins are human. In
other embodiments the variable regions of compatible antibodies (usually derived from a non-human
source) can be engineered or specifically tailored to improve the binding properties or reduce the
immunogenicity of the molecule. In this respect, variable regions useful in the present invention can be
humanized or otherwise altered through the inclusion of imported amino acid sequences.

1606142} In certain embodiments, the variable domains in both the heavy and light chains are altered by
at least partial replacement of one or more CDRs and, if necessary, by partial framework region

replacement and sequence changing. Although the CDRs can be derived from an antibody of the same
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class or even subclass as the antibody from which the framework regions are derived, it is envisaged that
the CDRs will be derived from an antibody of different class and possibly from an antibody from a
different species. It is not alway necessary to replace all of the CDRs with the complete CDRs from the
donor variable region to transfer the antigen binding capacity of one variable domain to another. Rather,
in some cases it is only necessary to transfer those residues that are necessary to maintain the activity of
the antigen binding site. Given the explanations set forth in U.S. Pat. Nos. 5,585,089, 5,693,761 and
5,693,762, it will be well within the competence of those skilled in the art, either by carrying out routine
experimentation or by trial and error testing to obtain a functional antibody with reduced immunogenicity.
[00143] Alterations to the variable region notwithstanding, those skilled in the art will appreciate that
the modified antibodies of this invention will comprise antibodies (e.g., full-length antibodies or
immunoreactive fragments thereof) in which at least a fraction of one or more of the constant region
domains has been deleted or otherwise altered so as to provide desired biochemical characteristics such as
reduced serum half-life when compared with an antibody of approximately the same immunogenicity
comprising a native or unaltered constant region. In some embodiments, the constant region of the
modified antibodies will comprise a human constant region. Modifications to the constant region
compatible with this invention comprise additions, deletions or substitutions of one or more amino acids
in one or more domains. That is, the modified antibodies disclosed herein can comprise alterations or
modifications to one or more of the three heavy chain constant domains (CH1, CH2 or CH3) and/or to the
light chain constant domain (CL). In some embodiments, modified constant regions wherein one or more
domains are partially or entirely deleted are contemplated. In some embodiments, the modified antibodies
will comprise domain deleted constructs or variants wherein the entire CH2 domain has been removed
(ACH2 constructs). In some embodiments, the omitted constant region domain will be replaced by a short
amino acid spacer (e.g. 10 residues) that provides some of the molecular flexibility typically imparted by
the absent constant region.

[00144] Besides their configuration, it is known in the art that the constant region mediates several
effector functions. For example, binding of the C1 component of complement to antibodies activates the
complement system. Activatior of complement is important in the opsonisation and lysis of cell
pathogens. The activation of complement also stimulates the inflammatory response and can also be
involved in autoimmune hypersensitivity. Further, antibodies bind to cells via the Fc region, with a Fc
receptor site on the antibody Fc region: binding to a Fc receptor (FcR) on a cell. There are a number of Fc
receptors which are specific for different classes of antibody, including IgG (gamma receptors), IgE (eta
receptors), IgA (alpha receptors) and IgM (mu receptors). Binding of antibody to Fc receptors on cell
surfaces triggers a number of important and diverse biological responses including engulfment and

destruction of antibody-coated particles, clearance of immune complexes, lysis of antibody-coated target
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cells by killer cells {called antibody-dependent cell-mediated cytotoxicity, or ADCC), release of

itflaramatory mediators, placental transfer and control of immunoglobulin production.
[68145] i certain embodiments, the CD37-binding antibodies provide for aliered effector functions

that, in turn, affect the biological profile of the administered antibody. For example, the deletion or
inactivation (through point mutations or other means) of a constant region domain can reduce Fo recepior
binding of the circulating modified antibody. In other cases, it can be that constant region modifications,
consistent with this invention, moderate complement binding and thus reduce the serum half hife and
nonspecific association of a conjugated cytotoxin. Yet other modifications of the constant region can be
used to eliminate disulfide linkages or oligosaccharide moieties that allow for enhanced localization due
to increased antigen specificity or antibody flexibility. Similarly, modifications to the constant region in
accordance with this invention can easily be made using well known biochemical or molecular
engineering techniques well within the purview of the skilled artisan.

{80146} In certain embodiments, a CD37-binding agent that is an antibody does not have one or more
effector functions. For instance, in some embodiments, the antibody has no antibody-dependent cellular
cytotoxicity (ADCC) activity and/or no complement-dependent cytotoxicity (CDC) activity. In certain
embodiments, the antibody does not bind to an Fc receptor and/or complement factors. In certain
embodiments, the antibody has no effector function.

[00147] It will be noted that in certain embodiments, the modified antibodies can be engineered to
fuse the CH3 domain directly to the hinge region of the respective modified antibodies. In other
constructs it can be desirable to provide a peptide spacer between the hinge region and the modified CH2
and/or CH3 domains. For example, compatible constructs could be expressed wherein the CH2 domain
has been deleted and the remaining CH3 domain (modified or unmodified) is joined to the hinge region
with a 5-20 amino acid spacer. Such a spacer can be added, for instance, to ensure that the regulatory
elements of the constant domain remain free and accessible or that the hinge region remains flexible.
However, it should be noted that amino acid spacers can, in some cases, prove to be immunogenic and
elicit an unwanted immune response against the construct. Accordingly, in certain embodiments, any
spacer added to the construct will be relatively non-immunogenic, or even omitted altogether, so as to
maintain the desired biochemical qualities of the modified antibodies.

[00148] Besides the deletion of whole constant region domains, it will be appreciated that the
antibodies of the present invention can be provided by the partial deletion or substitution of a few or even
a single amino acid. For example, the mutation of a single amino acid in selected areas of the CH2
domain can be enough to substantially reduce Fc binding. Similarly, it can be desirable to simply delete
that part of one or more constant region domains that control the effector function (e.g. complement CLQ
binding) to be modulated. Such partial deletions of the constant regions can improve selected

characteristics of the antibody (serum half-life) while leaving other desirable functions associated with the
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subject constant region domain intact. Moreover, as alluded to above, the constant regions of the
disclosed antibodies can be modified through the mutation or substitution of one or more amino acids that
enhances the profile of the resulting construct. In this respect it can be possible to disrupt the activity
provided by a conserved binding site (e.g. Fc binding) while substantially maintaining the configuration
and immunogenic profile of the modified antibody. Certain embodiments can comprise the addition of
one or more amino acids to the constant region to enhance desirable characteristics such as decreasing or
increasing effector function or provide for more cytotoxin or carbohydrate attachment. In such
embodiments it can be desirable to insert or replicate specific sequences derived from selected constant
region domains.

[00149] The present invention further embraces variants and equivalents which are substantially
homologous to the chimeric, humanized and human antibodies, or antibody fragments thereof, set forth
herein. These can contain, for example, conservative substitution mutations, i.e. the substitution of one or
more amino acids by similar amino acids. For example, conservative substitution refers to the substitution
of an amino acid with another within the same general class such as, for example, one acidic amino acid
with another acidic amino acid, one basic amino acid with another basic amino acid or one neutral amino
acid by another neutral amino acid. What is intended by a conservative amino acid substitution is well
known in the art.

[00150] The polypeptides of the present invention can be recombinant polypeptides, natural
polypeptides, or synthetic polypeptides comprising an antibody, or fragment thereof, against a human
CD37. Tt will be recognized in the art that some amino acid sequences of the invention can: be varied
without significant effect of the structure or function of the protein. Thus, the invention further includes
variations of the polypeptides which show substantial activity or which include regions of an antibody, or
fragment thereof, against CD37 protein. Such mutants include deletions, insertions, inversions, repeats,
and type substitutions.

{00151) The polypeptides and analogs can be further modified to contain additional chemical moieties
not normally part of the protein. Those derivatized moieties can improve the solubility, the biological half
life or absorption of the protein. The moieties can also reduce or eliminate any desirable side effects of the
proteins and the like. An overview for those moieties can be found in REMINGTON'S
PHARMACEUTICAL SCIENCES, 20th ed., Mack Publishing Co., Easton, PA (2000).

[00152] The isolated polypeptides described herein can be produced by any suitable method known in
the art. Such methods range from direct protein synthetic methods to constructing a DNA sequence
encoding isolated polypeptide sequences and expressing those sequences in a suitable transformed host.
In some embodiments, a DNA sequence is constructed using recombinant technology by isolating or

synthesizing a DNA sequence encoding a wild-type protein of interest. Optionally, the sequence can be
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mutagenized by site-specific mutagenesis to provide functional analogs thereof. See, e.g. Zoeller et al.,
Proc. Nat’l. Acad. Sci. USA 81:5662-5066 (1984) and U.S. Pat. No. 4,588,585.

[00153] In some embodiments a DNA sequence encoding a polypeptide of interest would be
constructed by chemical synthesis using an oligonucleotide synthesizer. Such oligonucleotides can be
designed based on the amino acid sequence of the desired polypeptide and selecting those codons that are
favored in the host cell in which the recombinant polypeptide of interest will be produced. Standard
methods can be applied to synthesize an isolated polynucleotide sequence encoding an isolated
polypeptide of interest. For example, a complete amino acid sequence can be used to construct a back-
translated gene. Further, a DNA oligomer containing a nucleotide sequence coding for the particular
isolated polypeptide can be synthesized. For example, several small oligonucleotides coding for portions
of the desired polypeptide can be synthesized and then ligated. The individual oligonucleotides typically
contain $' or 3' overhangs for complementary assembly.

[00154] Once assembled (by synthesis, site-directed mutagenesis or another method), the
polynucleotide sequences encoding a particular isolated polypeptide of interest will be inserted into an
expression vector and operatively linked to an expression control sequence appropriate for expression of
the protein in a desired host. Proper assembly can be confirmed by nucleotide sequencing, restriction
mapping, and expression of a biologically active polypeptide in a suitable host. As is well known in the
art, in order to obtain high expression levels of a transfected gene in a host, the gene must be operatively
linked to transcriptional and translational expression control sequences that are functional in the chosen
expression host.

[00155] In certain embodiments, recombinant expression vectors are used to amplify and express
DNA encoding antibodies, or fragments thereof, against human CD37. Recombinant expression vectors
are replicable DNA constructs which have synthetic or cDNA-derived DNA fragments encoding a
polypeptide chain of an anti-CD37 antibody, or fragment thereof, operatively linked to suitable
transcriptional or translational regulatory elements derived from mammalian, microbial, viral or insect
genes. A transcriptional unit generally comprises an assembly of (1) a genetic element or elements having
a regulatory role in gene expression, for example, transcriptional promoters or enhancers, (2) a structural
or coding sequence which is transcribed into mRNA and translated into protein, and (3) appropriate
transcription and translation initiation and termination sequences, as described in detail below. Such
regulatory elements can include an operator sequence to control transcription. The ability to replicate in a
host, usually conferred by an origin of replication, and a selection gene to facilitate recognition of
transformants can additionally be incorporated. DNA regions are operatively linked when they are
functionally related to each other. For example, DNA for a signal peptide (secretory leader) is operatively
linked to DNA for a polypeptide if it is expressed as a precursor which participates in the secretion of the

polypeptide; a promoter is operatively linked to a coding sequence if it controls the transcription of the
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sequence; or a ribosome binding site is operatively linked to a coding sequence if it is positioned so as to
permit translation. Structural elements intended for use in yeast expression systems include a leader
sequence enabling extracellular secretion of translated protein by a host cell. Alternatively, where
recombinant protein is expressed without a leader or transport sequence, it can include an N-terminal
methionine residue. This residue can optionally be subsequently cleaved from the expressed recombinant
protein to provide a final product.

[00156] The choice of expression control sequence and expression vector will depend upon the choice
of host. A wide variety of expression host/vector combinations can be employed. Useful expression
vectors for eukaryotic hosts, include, for example, vectors comprising expression control sequences from
SV40, bovine papilloma virus, adenovirus and cytomegalovirus. Useful expression vectors for bacterial
hosts include known bacterial plasmids, such as plasmids from Esherichia coli, including pCR 1, pBR322,
pMB9 and their derivatives, wider host range plasmids, such as M13 and filamentous single-stranded
DNA phages.

[00157] Suitable host cells for expression of a CD37-binding polypeptide or antibody (or a CD37
protein to use as an antigen) include prokaryotes, yeast, insect or higher eukaryotic celis under the control
of appropriate promoters. Prokaryotes include gram negative or gram positive organisms, for example E.
coli or bacilli. Higher eukaryotic cells include established cell lines of mammalian origin as described
below. Cell-free translation systems could also be employed. Appropriate cloning and expression vectors
for use with bacterial, fungal, yeast, and mammalian cellular hosts are described by Pouwels et al.
(Cloning Vectors: A Laboratory Manual, Elsevier, N.Y., 1985), the relevant disclosure of which is hereby
incorporated by reference. Additional information regarding methods of protein production, including
antibody production, can be found, e.g., in U.S. Patent Publication No. 2008/0187954, U.S. Patent Nos.
6,413,746 and 6,660,501, and International Patent Publication No. WO 04009823, each of which is
hereby incorporated by reference herein in its entirety.

[00158] Various mammalian or insect cell culture systems are also advantageously employed to
express recombinant protein. Expression of recombinant proteins in mammalian cells can be performed
because such proteins are generally correctly folded, appropriately modified and completely functional.
Examples of suitable mammalian host cell lines include the COS-7 lines of monkey kidney cells,
described by Gluzman (Cell 23:175, 1981), and other cell lines capable of expressing an appropriate
vector including, for example, L cells, C127, 3T3, Chinese hamster ovary (CHO), HeLa and BHK cell
lines. Mammalian expression vectors can comprise nontranscribed elements such as an origin of
replication, a suitable promoter and enhancer linked to the gene to be expressed, and other 5' or 3' flanking
nontranscribed sequences, and 5' or 3' nontranslated sequences, such as necessary ribosome binding sites,

a polyadenylation site, splice donor and acceptor sites, and transcriptional termination sequences.
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Baculovirus systems for production of heterologous proteins in insect cells are reviewed by Luckow and
Summers, Bio/Technology 6:47 (1988).

[00159] The proteins produced by a transformed host can be purified according to any suitable
method. Such standard methods include chromatography (e.g., ion exchange, affinity and sizing column
chromatography), centrifugation, differential solubility, or by any other standard technique for protein
purification. Affinity tags such as hexahistidine, maltose binding domain, influenza coat sequence and
glutathione-S-transferase can be attached to the protein to allow easy purification by passage over an
appropriate affinity column. Isolated proteins can also be physically characterized using such techniques
as proteolysis, nuclear magnetic resonance and x-ray crystallography.

[00160] For example, supernatants from systems which secrete recombinant protein into culture media
can be first concentrated using a commercially available protein concentration filter, for example, an
Amicon or Millipore Pellicon ultrafiltration unit. Following the concentration step, the concentrate can be
applied to a suitable purification matrix. Alternatively, an anion exchange resin can be employed, for
example, a matrix or substrate having pendant diethylaminoethyl (DEAE) groups. The matrices can be
acrylamide, agarose, dextran, cellulose or other types commonly employed in protein purification.
Alteroatively, a cation exchange step can be employed. Suitable cation exchangers include various
insoluble matrices comprising sulfopropyl or carboxymethyl groups. Finally, one or more reversed-phase
high performance liquid chromatography (RP-HPLC) steps employing hydrophobic RP-HPLC media,
e.g., silica gel having pendant methy! or other aliphatic groups, can be employed to further purify a CD37-
binding agent. Some or all of the foregoing purification steps, in various combinations, can also be
employed to provide a homogeneous recombinant protein.

[o0161] Recombinant protein produced in bacterial culture can be isolated, for example, by initial
extraction from cell pellets, followed by one or more concentration, salting-out, aqueous ion exchange or
size exclusion chromatography steps. High performance liquid chromatography (HPLC) can be employed
for final purification steps. Microbial cells employed in expression of a recombinant protein can be
disrupted by any convenient method, including freeze-thaw cycling, sonication, mechanical disruption, or
use of cell lysing agents.

{00162] Methods known in the art for purifying antibodies and other proteins also include, for
example, those described in U.S. Patent Publication No. 2008/0312425, 2008/0177048, and
2009/0187005, each of which is hereby incorporated by reference herein in its entirety.

[00163] In certain embodiments, the CD37-binding agent is a polypeptide that is not an antibody. A
variety of methods for identifying and producing non-antibody polypeptides that bind with high affinity to
a protein target are known in the art. See, e.g., Skerra, Curr. Opin. Biotechnol., 18:295-304 (2007), Hosse
et al., Protein Science, 15:14-27 (2006), Gill et al., Curr. Opin. Biotechnol., 17:653-658 (2006), Nygren,
FEBS J., 275:2668-76 (2008), and Skerra, FEBS J., 275:2677-83 (2008), each of which is incorporated by
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reference herein in its entirety. In certain embodiments, phage display techrology has been used to
identify/produce the CD37-binding polypeptide. In certain embodiments, the polypeptide comprises a
protein scaffold of a type selected from the group consisting of protein A, a lipocalin, a fibronectin
domain, an ankyrin consensus repeat domain, and thioredoxin.

[00164] In some embodiments, the agent is a non-protein molecule. In certain embodiments, the agent
is a small molecule. Combinatorial chemistry libraries and techniques useful in the identification of non-
protein CD37-binding agents are known to those skilled in the art. See, e.g., Kennedy et al., J. Comb.
Chem, 10:345-354 (2008), Dolle et al, J. Comb. Chem., 9:855-902 (2007), and Bhattacharyya, Curr. Med.
Chem., 8:1383-404 (2001), each of which is incorporated by reference herein in its entirety. In certain
further embodiments, the agent is a carbohydrate, a glycosaminoglycan, a glycoprotein, or a proteoglycan.
[00165] in certain embodiments, the agent is a nucleic acid aptamer. Aptamers are polynucleotide
molecules that have been selected (e.g., from random or mutagenized pools) on the basis of their ability to
bind to another molecule. In some embodiments, the aptamer comprises a DNA polynucleotide. In
certain alternative embodiments, the aptamer comprises an RNA polynucleotide. In certain embodiments,
the aptamer comprises one or more modified nucleic acid residues. Methods of generating and screening
nucleic acid aptamers for binding to proteins are well known in the art. See, e.g., U.S. Patent No.
5,270,163, U.S. Patent No. 5,683,867, U.S. Patent No. 5,763,595, U.S. Patent No. 6,344,321, U.S. Patent
No. 7,368,236, U.S. Patent No. 5,582,981, U.S. Patent No. 5,756,291, U.S. Patent No. 5,840,867, U.S.
Patent No. 7,312,325, U.S. Patent No. 7,329,742, International Patent Publication No. WO 02/077262,
International Patent Publication No. WO 03/070984, U.S. Patent Application Publication No.
2005/0239134, U.S. Patent Application Publication No. 2005/0124565, and U.S. Patent Application
Publication No. 2008/0227735, each of which is incorporated by reference herein in its entirety.

1L Immunoconjugates

[00166] The present invention is also directed to conjugates (also referred to herein as
immunoconjugates), comprising the anti-CD37 antibodies, antibody fragments, and their functional
equivalents as disclosed herein, linked or conjugated to a drug or prodrug. Suitable drugs or prodrugs are
known in the art. The drugs or prodrugs can be cytotoxic agents. The cytotoxic agent used in the
cytotoxic conjugate of the present invention can be any compound that results in the death of a cell, or
induces cell death, or in some manner decreases cell viability, and includes, for example, maytansinoids
and maytansinoid analogs. Other suitable cytotoxic agents are for example benzodiazepines, taxoids, CC-
1065 and CC-1065 analogs, duocarmycins and duocarmycin analogs, enediynes, such as calicheamicins,
dolastatin and dolastatin analogs including auristatins, tomaymycin derivaties, leptomycin derivaties,
methotrexate, cisplatin, carboplatin, daunorubicin, doxorubicin, vincristine, vinblastine, melphalan,

mitomycin C, chlorambucil and morpholino doxorubicin.
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[00167] Such conjugates can be prepared by using a linking group in order to link a drug or prodrug to
the antibody or functional equivalent. Suitable linking groups are well known in the art and include, for
example, disulfide groups, thioether groups, acid labile groups, photolabile groups, peptidase labile
groups and esterase labile groups.

[00168] The drug or prodrug can, for example, be linked to the anti-CD37 antibody or fragment
thereof through a disulfide bond. The linker molecule or crosslinking agent comprises a reactive chemical
group that can react with the anti-CD37 antibody or fragment thereof. The reactive chemical groups for
reaction with the cell-binding agent can be N-succinimidyl esters and N-sulfosuccinimidyl esters.
Additionally the linker molecule comprises a reactive chemical group, which can be a dithiopyridyl group
that can react with the drug to form a disulfide bond. Linker molecules include, for example, N-
succinimidyl 3-(2-pyridyldithio) propionate (SPDP) (see, e.g., Carlsson et al., Biochem. J., 173: 723-737
(1978)), N-succinimidyl 4-(2-pyridyldithio)butanoate (SPDB) (see, e.g., U.S. Patent No. 4,563,304), N-
succinimidyl 4-(2-pyridyldithio)2-sulfobutanoate (sulfo-SPDB) (see US Publication No. 20090274713) ,
N-succinimidyl 4-(2-pyridyldithio) pentanoate (SPP) (see, e.g., CAS Registry number 341498-08-6), 2-
iminothiolane, or acetylsuccinic anhydride. For example, the antibody or cell binding agent can be
modified with crosslinking reagents and the antibody or cell binding agent containing free or protected
thiol groups thus derived is then reacted with a disulfide- or thiol-containing maytansinoid to produce
conjugates. The conjugates can be purified by chromatography, including but not limited to HPLC, size-
exclusion, adsorption, ion exchange and affinity capture, dialysis or tangential flow filtration.

[00169] In another aspect of the present invention, the anti-CD37 antibody is linked to cytotoxic drugs
via disulfide bonds and a polyethylene glycol spacer in enhancing the potency, solubility or the efficacy of
the immunoconjugate. Such cleavable hydrophilic linkers are described in W0O2009/0134976. The
additional benefit of this linker design is the desired high monomer ratio and the minimal aggregation of
the antibody-drug conjugate. Specifically contemplated in this aspect are conjugates of cell-binding
agents and drugs linked via disulfide group (-S-S-) bearing polyethylene glycol spacers ((CH,CH,0),-1.14)
with a narrow range of drug load of 2-8 are described that show relatively high potent biological activity
toward cells and have the desired biochemical properties of high conjugation yield and high monomer
ratio with minimal protein aggregation.

[00170] Specifically contemplated in this aspect is an anti-CD37 antibody drug conjugate of
formula (I) or a conjugate of formula (I'):

CB-[ X~ CH,;—CH,0-);~Y-Dln, D
[D-Y-(—CH;~CH,0-)—X|]+-CB I
wherein:

[00171] CB represents an anti-CD37 antibody or fragment;
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[00172] D represents a drug;

[00173] X represents an aliphatic, an aromatic or a heterocyclic unit attached to the cell-binding agent
via a thioether bond, an amide bond, a carbamate bond, or an ether bond;

[00174] Y represents an aliphatic, an aromatic or a heterocyclic unit attached to the drug via a
disulfide bond;

{08175} FisGort;

{80176} m is an integer from 2 to 8; and

801771 n is an integer from 1 to 24.

{60178} In some embodiments, m is an integer from 2 to 6.

{90179} In some embodiments, m is an integer from 3 to 5.

{0018Y] In some embodiments, n is an integer form 2 to §. Alternatively, as diselosed in, for example,

U.S. Patent No. 6,441,163 and 7,368,565, the drug can be first modified to introduce a reactive ester
suitable to react with a cell-binding agent. Reaction of these drugs containing an activated linker moiety
with a cell-binding agent provides another method of producing a cell-binding agent drug conjugate.
Maytansinoids can also be linked to anti-CD37 antibody or fragment using PEG linking groups, as set
forth for example in U.S. Patent 6,716,821. These PEG non-cleavable linking groups are soluble both in
water and in non-aqueous solvents, and can be used to join one or more cytotoxic agents to a cell binding
agent. Exemplary PEG linking groups include heterobifunctional PEG linkers that react with cytotoxic
agents and cell binding agents at opposite ends of the linkers through a functional sulfhydryl or disulfide
group at one end, and an active ester at the other end. As a general example of the synthesis of a cytotoxic
copjugate using a PEG linking group, reference is again made to U.S. Patent 6,716,821 which s
incorporated entirely by reference herein.  Synthesis begins with the reaction of one or more cytotoxic
agents bearing a reactive PEG moiety with a cell-binding agent, resulting in displacement of the terminal
active ester of each reactive PEG moiety by an amino acid residue of the ecll binding agent, to vield a
cytotoxic conjugate comprising one or more cytotoxic agents covalently bonded to a cell binding agent
through a PEG Hnking group. Alternatively, the cell binding can be modified with the bifunctional PEG
crossiinker to introduce a reactive disulfide moiety {such as a pyridyidisuifide}, which can then be treated
with a thiol-containing maytansinoid to provide a conjugate. o another method, the cell binding can be
modified with the bifimetional PEG crosslinker to mtroduce a thiol moiety which can then can be treated
with a reactive disulfide-containing maytansinoid {such as a pyridyldisulfide), to provide a conjugate.

[00181] Antibody-maytansinoid conjugates with non-cleavable links can also be prepared. Such
crosslinkers are described in the art (see US Publication No. 20050169933) and include but are not limited
to, N-succinimidyl 4-(maleimidomethyl) cyclohexanecarboxylate (SMCC). In some embodiments, the
antibody is modified with crosslinking reagents such as succinimidyl 4-(N-maleimidomethyl)-

cyclohexane-1-carboxylate (SMCC), sulfo-SMCC, maleimidobenzoyl-N-hydroxysuccinimide ester
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(MBS), sulfo-MBS or succinimidyl-iodoacetate, as described in the literature, to introduce 1-10 reactive
groups (Yoshitake et al, Eur. J. Biochem., 101:395-399 (1979); Hashida et al, J. Applied Biochem., 56-63
(1984); and Liu et al, Biochem., 18:690-697 (1979)). The modified antibody is then reacted with the thiol-
containing maytansinoid derivative to produce a conjugate. The conjugate can be purified by gel filtration
through a Sephadex G25 column or by dialysis or tangential flow filtration. The modified antibodies are
treated with the thiol-containing maytansinoid (1 to 2 molar equivalent/maleimido group) and antibody-
maytansinoid conjugates are purified by gel filtration through a Sephadex G-25 column, chromatography
on a ceramic hydroxyapatite column, dialysis or tangential flow filtration or a combination of methods
thereof. Typically, an average of 1-10 maytansinoids per antibody are linked. One method is to modify
antibodies with succinimidyl 4-(N-maleimidomethyl)-cyclohexane-1-carboxylate (SMCC) to introduce
maleimido groups followed by reaction of the modified antibody with a thiol-containing maytansinoid to
give a thioether-linked conjugate. Again conjugates with 1 to 10 drug molecules per antibody molecule
result. Maytansinoid conjugates of antibodies, antibody fragments, and other proteins are made in the
same way.
[00182] In another aspect of the invention, the CD37 antibody is linked to the drug via a non-
cleavable bond through the intermediacy of a PEG spacer. Suitable crosslinking reagents comprising
hydrophilic PEG chains that form linkers between a drug and the anti-CD37 antibody or fragment are
also well known in the art, or are commercially available (for example from Quanta Biodesign, Powell,
Ohio). Suitable PEG-containing crosslinkers can also be synthesized from commercially available PEGs
themselves using standard synthetic chemistry techniques known to one skilled in the art. The drugs can
be reacted with bifunctional PEG-containing cross linkers to give compounds of the following formula, Z
—X~(—CHy~CH,~0-),~Y,—D, by methods described in detail in US Patent Publication 20090274713 and
in W02009/0134976, which can then react with the cell binding agent to provide a conjugate.
Alternatively, the cell binding can be modified with the bifunctional PEG crosslinker to introduce a thiol-
reactive group (such as a maleimide or haloacetamide) which can then be treated with a thiol-containing
maytansinoid to provide a conjugate. In another method, the cell binding can be modified with the
bifunctional PEG crosslinker to introduce a thiol moiety which can then be treated with a thiol-reactive
maytansinoid (such as a maytansinoid bearing a maleimide or haloacetamide), to provide a conjugate.
[00183] Accordingly, another aspect of the present invention is an anti-CD37 antibody drug conjugate
of formula (II) or of formula (I{'):

CB-[X~H—CH,~CHy-0-);—Y,—Dln $1))

[D-Y ,~(—~CH,~CH,-0-),—X]»-CB (i1
wherein, CB represents an anti-CD37 antibody or fragment;

[00184] D represents a drug;
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[00185] X represents an aliphatic, an aromatic or a heterocyclic unit bonded to the cell-binding agent
via a thioether bond, an amide bond, a carbamate bond, or an ether bond;

[00186] Y represents an aliphatic, an aromatic, or a heterocyclic unit bonded to the drug via a covalent
bond selected from the group consisting of a thioether bond, an amide bond, a carbamate bond, an ether
bond, an amine bond, a carbon-carbon bond and a hydrazone bond;

(00187} lisOorl;

[0D188] pisOor1;

190189] m is an integer from 2 to 15; and

[50196) n is an integer from 1 to 2000.

[80191] In some embodiments, m is an integer from 2 to 8; and

[00152] In some embodiments, n is an integer from 1 to 24.

[00193] In some embodiments, m is an integer from 2 to 6.

[00194] In some embodiments, m is an integer from 3 to 5.

[00195] In some embodiments, n is an integer from 2 to 8. Examples of suitable PEG-containing

linkers include linkers having an N-succinimidyl ester or N-sulfosuccinimidyl ester moiety for reaction
with the anti-CD37 antibody or fragment thereof, as well as a maleimido- or haloacetyl-based moiety for
reaction with the compound. A PEG spacer can be incorporated into any crosslinker known in the art by
the methods described herein.

[00196] Many of the linkers disclosed herein are described in detail in U.S. Patent Publication
Nos. 20050169933 and 20090274713, and in WO02009/0134976; the contents of which are entirely
incorporated herein by reference.

[00197] The present invention includes aspects wherein about 2 to about 8 drug molecules ("drug
load"), for example, maytansinoid, are linked to an anti-CD37 antibody or fragment thereof. "Drug load",
as used herein, refers to the number of drug molecules (e.g., a maytansinoid) that can be attached to a cell
binding agent (e.g., an anti-CD37 antibody or fragment thereof). In one aspect, the number of drug
molecules that can be attached to a cell binding agent can average from about 2 to about 8 (e.g., 1.9, 2.83,
2.1,2.2,23,2.4,25,2.6,2.7,2.8,29,3.0,3.1,3.2,33,34,3.5,3.6,3.7,3.8,3.9,4.0,4.1,42,43, 4.4,
45,46,4.7,4.8,49,5.0,5.1,52,53,54,5.5,5.6,5.7,5.8,59,6.0,6.1,6.2, 6.3, 6.4, 6.5, 6.6, 6.7, 6.8,
6.9,7.0,71,72,73,74,7.5,76,7.7, 78, 7.9, 8.0, 8.1). N*-deacetyl-N" -(3-mercapto-1-oxopropyl)-
maytansine (DM1) and N’ -deacetyl-N? -(4-mercapto-4-methyl-1-oxopentyl) maytansine (DM4) can be
used.

[00198] Thus, in one aspect, an immunocongugate comprises 1 maytansinoid per antibody. in
another aspect, an immunocongugate comprises 2 maytansinoids per antibody. In another aspect, an
immunocongugate comprises 3 maytansinoids per antibody. In another aspect, an immunocongugate

comprises 4 maytansinoids per antibody. In another aspect. an immunocongugate comprises 5



WO 2012/135740 PCT/US2012/031648
-53-

maytansinoids per antibody. In another aspect, an immunocongugate comprises 6 maytansinoids per
antibody. In another aspect, an immunocongugate comprises 7 maytansinoids per antibody. In another
aspect, an immunocongugate comprises 8 maytansinoids per antibody.

[00199] In one aspect, an immunoconjugate comprises about 1 to about § maytansinoids per antibody.
In another aspect, an immunoconjugate comprises about 2 to about 7 maytansinoids per antibody. In
another aspect, an immunoconjugate comprises about 2 to about 6 maytansinoids per antibody. In another
aspect, an immunoconjugate comprises about 2 to about 5 maytansinoids per antibody. In another aspect,
an immunoconjugate comprises about 3 to about 5 maytansinoids per antibody. In another aspect, an
immunoconjugate comprises about 3 to about 4 maytansinoids per antibody.

[00200] In one aspect, a composition comprising immunoconjugates has an average of about 2 to
about 8 (e.g., 1.9,2.0,2.1,2.2,2.3,24,2.5,2.6,2.7,2.8,2.9,3.0,3.1,3.2,3.3,3.4, 3.5, 3.6, 3.7, 3.8, 3.9,
4.0,4.1,4.2,4.3,44,4.5,4.6,4.7,4.8,4.9,5.0,5.1,52,53,54,55,5.6,5.7,58,5.9,6.0,6.1,6.2, 6.3,
6.4, 6.5, 6.6, 6.7,6.8,69,70, 7.1, 72,73, 74, 75,76, 7.7, 78, 7.9, 8.0, 8.1) drug molecules (e.g.,
maytansinoids) attached per antibody. In one aspect, a composition comprising immunoconjugates has an
average of about 1 to about 8 drug molecules (e.g., maytansinoids) per antibody. In one aspect, a
composition comprising immunoconjugates has an average of about 2 to about 7 drug molecules (e.g.,
maytansinoids) per antibody. In one aspect, a composition comprising immunoconjugates has an average
of about 2 to about 6 drug molecules (e.g., maytansinoids) per antibody. In one aspect, a composition
comprising immunoconjugates has an average of about 2 to about 5 drug molecules (e.g., maytansinoids)
per antibody. In one aspect, a composition comprising immunoconjugates has an average of about 3 to
about 5 drug molecules (e.g., maytansinoids) per antibody. In one aspect, a composition comprising

immunoconjugates has an average of about 3 to about 4 drug molecules (e.g., maytansinoids) per

antibody.
160201} In one aspect, a composition comprising immunoconjugates has an average of about 2 £ 0.5,
about 3 & 0.5, about 4 & 0.5, about 5 = 0.5, about 6 £ 0.5, about 7 & 1.5, or about & + 8.5 drug molecules

{¢.g., maytansinoids) attached per antibody. In one aspect, a composition comprising inwnanoconjugates
has an average of about 3.5 + 8.5 drug molecules {e.g., mayiansinoids) per antibody.

(0202} The anti-CT37 antibody or fragment thereof can be modified by reacting a bifunctional
crosstinking reagent with the anti-CD37 antibody or fragment thereof, thereby resulting in the covalent
attachment of a linker molecule to the anti-CD37 antibody or fragment thereof.  As used herein, a
"bifunctional crosslinking reagent” is any chemical moiety that covalently links a cell-binding agent to a
drug, such as the drugs described herein. In another method, a portion of the linking moiety is provided
by the drug. In this respect, the drug comprises a linking moiety that is part of a larger linker molecule
that is used to join the cell-binding agent to the drug. For example, to form the maytansinoid DM1, the

side chain at the C-3 hydroxyl group of maytansine is modified to have a free sulthydryl group (SH). This
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thiolated form of maytansine can react with a modified cell-binding agent to form a conjugate. Therefore,
the final linker is assembled from two components, one of which is provided by the crosslinking reagent,
while the other is provided by the side chain from DM1.

[00203] The drug molecules can also be linked to the antibody molecules through an intermediary
carrier molecule such as serum albumin.

[00204] As used herein, the expression "linked to a cell-binding agent” or "linked to an anti-CD37
antibody or fragment" refers to the conjugate molecule comprising at least one drug derivative bound to a
cell-binding agent anti-CD37 antibody or fragment via a suitable linking group, or a precursor thereof.
One linking group is SMCC.

100205] In certain embodiments, cytotoxic agents useful in the present invention are maytansinoids
and maytansinoid analogs. Examples of suitable maytansinoids include esters of maytansinol and
maytansinol analogs. Included are any drugs that inhibit microtubule formation and that are highly toxic
to mammalian cells, as are maytansinol and maytansinol analogs.

[00206] Examples of suitable maytansinol esters include those having a modified aromatic ring and
those having modifications at other positions. Such suitable maytansinoids are disclosed in U.S. Patent
Nos. 4,424,219, 4,256,746, 4,294,757, 4,307,016; 4,313,946; 4,315,929; 4,331,598; 4,361,650; 4,362,663;
4,364,866; 4,450,254; 4,322,348; 4,371,533; 5,208,020; 5,416,064; 5,475,092; 5,585,499; 5,846,545;
6,333,410; 7,276,497 and 7,473,796.

[00207] In a certain embodiment, the immunoconjugates of the invention utilize the thiol-containing
maytansinoid (DM1), formally termed N -deacetyl-N* -(3-mercapto-1- oxopropy1)-maytansine, as the

cytotoxic agent. DM1 is represented by the following structural formula (1iI):

\\\ ) o \‘O
| | oH
MeO (1I1)
[00208] In another embodiment, the conjugates of the present invention utilize the thiol-containing

maytansinoid N -deacetyl-N (4-methy1-4-mercapto-1- oxopentyl)-maytansine (e.g, DM4) as the

cytotoxic agent. DM4 is represented by the following structural formula (IV):
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[00209] Another maytansinoid comprising a side chain that contains a sterically hindered thiol bond is

N* -deacetyl-N-" (4-mercapto- 1-oxopentyl)-maytansine (termed DM3), represented by the following

structural formula (V):

QI \ O
MeO - \N \ \\? ~ ,\,.\T
i b
\’\\ / ~ \/ ‘\\'\k"? ‘\NNH/KO
{ OH
MeO (V)

[00210] Each of the maytansinoids taught in US Patent No. 5,208,020 and 7,276,497, can also be used
in the conjugate of the present invention. In this regard, the entire disclosure of 5,208,020 and 7,276,697
is incorporated herein by reference.

[00211] Many positions on maytansinoids can serve as the position to chemically link the linking
moiety. For example, the C-3 position having a hydroxy! group, the C-14 position modified with
hydroxymethyl, the C-15 position modified with hydroxy and the C-20 position having a hydroxy group
are all expected to be useful. In some embodiments, the C-3 position serves as the position to chemically
link the linking moiety, and in some particular embodiments, the C-3 position of maytansinol serves as the
position to chemically link the linking moiety.

00212} Structural representations of some conjugates are shown below:
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[00213]
U.S. Patent Nos. 6,333,410, 6,441,163, 6,716,821, and 7,368,565, each of which is incorporated herein in

Several descriptions for producing such antibody-maytansinoid conjugates are provided in

its entirety.
[00214] In general, a solution of an antibody in aqueous buffer can be incubated with a molar excess
of maytansinoids having a disulfide moiety that bears a reactive group. The reaction mixture can be
quenched by addition of excess amine (such as ethanolamine, taurine, etc.). The maytansinoid-antibody
conjugate can then be purified by gel filtration.

[00215] The number of maytansinoid molecules bound per antibody molecule can be determined by
measuring spectrophotometrically the ratio of the absorbance at 252 nm and 280 nm. The average
number of maytansinoid molecules/antibody can be, for example, about 1-10, 2-5, 3-4, or about 3.5. In
one aspect, the average number of maytansinoid molecules/antibody is about 3.5 £ 0.5.

[00216] Anthracycline compounds, as well as derivatives, intermediates and modified versions
thereof, can also be used to prepare anti-CD37 immunoconjugates. For example, doxorubicin,
doxorubicin derivatives, doxorubicin intermediates, and modified doxorubicins can be used in anti-CD37
conjugates. Exemplary compounds are described in WO 2010/009124, which is herein incorporated by

reference in its entirety. Such compounds include, for example, compounds of the following formula:
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wherein R, is a hydrogen atom, hydroxy or methoxy group and R, is a C;-C, alkoxy group, or a
pharmaceutically acceptable salt thereof.
[00217) Conjugates of antibodies with maytansinoid or other drugs can be evaluated for their ability to
suppress proliferation of various unwanted cell lines in vitro. For example, cell lines such as the human
lymphoma cell line Daudi and the human lymphoma cell line Ramos, can easily be used for the
assessment of cytotoxicity of these compounds. Cells to be evaluated can be exposed to the compounds
for 4 to 5 days and the surviving fractions of cells measured in direct assays by known methods. 1Cs
values can then be calculated from the results of the assays.
[00218] The immunoconjugates can, according to some embodiments described herein, be internalized
into cells. The immunocongugate, therefore, can exert a therapeutic effect when it is taken up by, or
internalized, by a CD37-expressing cell. In some particular embodiments, the immunoconjugate
comprises an antibody, antibody fragment, or polypeptide, linked to a cytotoxic agent by a cleavable
linker, and the cytotoxic agent is cleaved from the antibody, antibody fragment, or polypeptide, wherein it
is internalized by a CD37-expressing cell.
[00219] In some embodiments, the immunoconjugates are capable of depleting B-cells, e.g.
autoreactive B-cells. For example, in some embodiments, treatment with an immunoconjugate results in a
depletion of at least about 25%, at least about 30%, at least about 35%, at least about 40%, at least about
45%, at least about 50%, at least about 55%, at least about 60%, at least about 65%, at least about 70%, or
at least about 75% of B-cells.
[00220] In another aspect of the invention siRNA molecules can be linked to the antibodies of the
present invention instead of a drug. siRNAs can be linked to the antibodies of the present invention by
methods commonly used for the modification of oligonucleotides (see, for example, US Patent
Publications 20050107325 and 20070213292). Thus the siRNA in its 3’ or 5’-phosphoromidite form can
be reacted with one end of the crosslinker bearing a hydroxyl functionality to give an ester bond between
the sikKMA and the crosslinker. Similarly reaction of the siRNA phosphoramidite with a crosslinker
bearing a terminal amino group results in linkage of the crosslinker to the siRNA through an amine.

Alternatively, the siRNA can be derivatized by standard chemical methods to introduce a thiol group.
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This thiol-containing siRNA can be reacted with an antibody, that has been modified to introduce an
active disulfide or maleimide moiety, to produce a cleavable or non cleavable conjugate. Between 1 - 20

siRNA molecules can be linked to an antibody by this method.

IIL. Polynucleotides

[00221)] In certain embodiments, the invention encompasses polynucleotides comprising
polynucleotides that encode a polypeptide that specifically binds CD37 or a fragment of such a
polypeptide. For example, the invention provides a polynucleotide comprising a nucleic acid sequence
that encodes an antibody to a human CD37 or encodes a fragment of such as antibody. The
polynucleotides of the invention can be in the form of RNA or in the form of DNA. DNA includes
cDNA, genomic DNA, and synthetic DNA; and can be double-stranded or single-stranded, and if single
stranded can be the coding strand or non-coding (anti-sense) strand.

[00222] In certain embodiments, the polynucleotides are isolated. In certain embodiments, the
polynucleotides are substantially pure.

[00223] The invention provides a polynucleotide comprising a polynucleotide encoding a polypeptide
comprising a sequence selected from the group consisting of SEQ ID NOs:4-120.

[00224] The invention further provides a polynucleotide comprising a sequence selected from those

shown in Tables 7-10 below.

Table 7: Variable heavy chain polynucleotide sequences

Antibody VH Polvnucleotlde Seguence (SEQ 1D NO)
muCD37-3 5' caOgtgcagOtgaaggagtcaggacctggcctggtggcgccctcacagagcctgtccattacatgcactg
tetcagggticteattaaccacctetggtgtaagetgggticgecagectccaggaaagggtctggagte
gctgggagtaatatggegtogacgggageacaaactatcaticagetctcaaatccagactgageatcaag
aaggatcactccaagagccaagttticttaaaactgaacagtctgecaaactgatgacacagecacgtact
actgtgccaaaggaggctactegttggctcactggggecaagggactetggtcacagtetetgea (SEQ 1D
NO:121)
chCD37-3 aagcttgccaccatggctgtcctggcactgctcctctgcctggtgacatacccaagctgtgtcctatcacaggtgcaggtg
aaggagtcaggacctggectggtggegecctcacagagectgtecattacatgcactgtetcagggttcteattaaccac
ctetggtgtaagetggaticgccagectccaggaaagggtetggagtggctggoagtaatatggggteacgggagcac
aaactatcattcagctctcaaatccagactgagcatcaagaaggatcactccaagagecaagttttcttaaaactgaacagt
ctgcaaactgatgucacagecacgtactactgtgecaaaggaggctactegttggctcactggggecaagggactetgg
___________ 1 teacagtetetgcagectetacgaageecce (SEQ ID NO:122) )
huCD37-3v1.0 aagcttgccaccatgggttggagctgcattattctgtttctggtggccaccgccaccggtgtgcactcacaagtccaagtc
caagaatctggtccaggtctggtggccecticccaaactetgageatcacctgtacegttictggttitagecttaccaccic
tggtgtgagttgggtacgecaaccacceggtaaggotctegaatggctgggtotaatetggootgatggticcacaaatt
accatccttcectcaagtcecgecttagcatcaaaaaggatcacagcaaaagtcaagttttcctgaaactgaatagtctgac
agcagccgatacagccacctactattgcgccaagggtggttatagtcttgcacactggggtcaaggtaccctcgttaccgt

huCD37-3v1.1 i aagcttgccaccatgggctggagctgtatcattctgtttctggtggcgacagctactggggtccactcccaagtgcaggta :
- caagagtcegggectggattggtegeaccaagecagaccectctetatcactigtacegttagegggttetetetgacaace |

_agtgragtgagtigooigasrcagecaccaggaaagooactysagteoctgooootoattteanscpacggcagea |
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caaactatcaitccao{maaatu‘fcggtwnaatida wasagaccalagiaaatctoaagtiticctgaaacicaatagoect
gacagecgeagacacigotacgiatiactgegecaaaggagpatacagictggctcactgggzacagggaaceetggt

Lo

muCD37-12

- gaccaipteatcegeateaacaaaggecee {SEQ 1D NO:124)

1041{(;;219‘&&51;,&&4@1 clggaccion gg Tgaag&agLgis)gd”agacag,tczmg stetectge aac:g

ctictgggtatacoticacaaagialggaatgaacigggtgaageaggciCaaggaaaggetitaaagty
gatgggciggatasacaccdacactggagagtcaaganatgoigaagaaticaaggoacggtttgoctic
tctttégaaacctctgccaavcactf-rceﬁ‘a’t’tiﬁcaaatcaae:aaccn.aaatatgaggacacgg,ummt
atifetgtgeaaggggeacggtagiageggactggggecaaggeaccactetcacagictectea (SEQ ID
NO:125)

chCD37-12

i gtacgocatgaacigpgicaagoagge

aagotigecaccalegsy *tcgicawoa‘uai\,atc:tictggt\.gctaxtuaum getoto Mctca“aaaﬁcaﬂctog
ftcasagiggeccagagotgaaaangeoaggggaaacagiganastaagitgeaaggcatocggttacactticacaaa
oo -fgocaaggwctcadatﬁga‘tg Y t:g caamccaax aciggeg
agtetaggaatgeigaggagtitaaggoocggitigecticagectgeagacaagioocageacageitaccigeaaste
aacaatctgaagiatgageatacageaaccia mctﬂcgg geggcactgiegtigeagactggggacaaggtacea

cettgactiiatecagigecagcactaaggocee (SEQ 1D NO126)

muCD37-38

awwcaﬁut aggagicaggaccigac ggtgaaacctmtcagt actitcactcaccigeactg
tc,-agvtggutavtc catcaccagtggititggetggeaciggatceggcagtitecaggaaacaageigga
atggatggectacatacictacagipgiggcactgactacaacecatetCteaaaagiogaatoictate
actcgagacacticcaagaaccagiicttccigoegetiganttcigtgactiacigaggacacagecacat
aftacigtzeaagaggetactalggttacggpecciggtitptiiactggggccaagggacte ,ggtcaa

tgtetetgea (SEQ 1D NO 2Ty

chCD37-38

aagcﬁgcc&ccatmf%i‘ggagttgjatcattctgmﬁongcamwacacig,&aaicum ceaagtgoaacics
aggaatciggeccigacotggtiaggecatticagagecicteoctigaceigeactghtacaggatacicaatcacateag
gctﬁgt‘:otgﬁcact;*oatcasaca:»ﬁ’itccc ggaacaagitggaatggatsscttacaticigtalageggggataceg
attgcaatecitocoicaagagecgaatctotateaccagggatacaagoeaagaaccaatititictecgecteagetetstg
dciaccgadgatac gctactiactatigigocaggpgctactaiggatatggtocatgpticptetatiggogecagega
acce fe:s‘igag?gif agegelgoctotaccaageoced (SEQ Y NO: 128}

i fa

>4

»

¢!

huCi>37-38

wc*ig. ceatggotigeagctgcaicatictiticctggiogetactgoaactggaptcoacicacaggiccage g,
aagagtecggicotggectigionaacceagecagicecicagicteaccigiacigioietiggetacictatiaccagigg
ghicggoigeattggattaggeagtticeegglaagopectpgartogalpocatatatostglacageggagaaace
gattacaacccaagicigaagageaggaicageatiaccogggacacaagiagaaaccagititiceiteggoigictagt
gitacagcetgcagacaccgetactiactatigigetog g oitactatgactatggooctigpitigtgiatiggosacaay
geactettgteaceatyageagegecteaacaaagggece (SEQ 1D NO: 129

o8

“muCD37-50

gaigigcageticaggagic agg,ucdgacuoﬁg,aaautt Steagleacittcacteacctgeactg
teactgectaciceaicaccagtggtitigoctiggeaciggatocggoagtitccaggaaacaaacigss
atggalgggotacatactotacagiggtageacigictacageceatcictCasaagiogaatotctale
actegagacacatecaagaaccactictioctgeagtiganticigigaciacigaggacacagecacat
attactgtgeaagaggetactatggitacggogectggttigettacigggoceaaggracictggteac

tgictetgea (SEQ ID NO:130)

huCD37-50

aggagtecggeccogecetgelcaagecticicagagtctgagtcigacttgtactgtitctggetacagoataacoageg
gittegettggeactiggateagacagoatecegglaacasactggagiggatggoatacatac tz,taataaz,gct(,a.a\.,t
{ctaticececticeotgaaateecggateagtatiace "tg* racaciictaagaaccattititictgeagetigaacagegit
accgeagetgacactgeaacctaciacigigeceggggatatiatggatacggagetigetiogettaciggegocaagg
cacccicgtaactgtgagipetgeticcaccaagggec (Qt Q2 ID NG 193)

aagut{z,ccaua=yr§>s_tg'rtc,«tmataatmﬁmctwtwciad ctaccggagtccat‘tca g geageige

]

muCD37.51

gatgigeageticaggagicaggaccigaccigity a%ammb@\uf Miimci&wtgcacﬁg
teaciggetaciocatciceagiggiittgectggraciggatecggeagiticeagganacaaadgga
atgeatgggotacatacactacagiggtageactaactacageccaicicicaaaagicgaatetctate
actogagacicatecaagaaccaghictoctgeagitgaaticigigactacigaggacacagecacat
aﬁaatgtgcaaé&ggamut.a,tgjgmcgg@gcctggjmg‘(ttas:tgg reccaaggracictggicac

tgictetgea (SEQ IDNO:131)

ey

 huCD37-51

f\'«xgcﬁwc cca&gggitggwﬁgc itcatc tgvtta,ctgg“woc»,au‘sgucaciﬂucgﬁgca&tcagz&a&magtigg

fggagtccgucecagaagiyctyaaaccoggcgaatcactptocciyactidaceptpicagatiatageatcageass
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ggctttgcttggcactggdttcggcagtttccaggcaagggactogaatggatgggctacatccattacagtggctcaac |
caattacagccctagectgeagggcecgaatetetattaccagggatagttctattaaccagtttttcctgeagettaatteegt |
gactgcctctgacacagcaacttactattgcgcccotggctactacoggttcogagcct ofttgtatactgggetcagge |

uCD37-56

gatgtgcagcttcaggagtcaggacctgacct0gtgaaaccttctcagtcactttcactcacctgcactg
tcactggctactecatcaccagtggttttgcctggeactggatcecggeagtttccaggaaacaaactgga
atggatgggctacatacactacagtggtggceactaactacaacccatctctcaaaagtegagtctctate
actcgagacacatccaagaaccagttcttcctgcagttgaattcetgtgactactgaggacacagecacatattactgtgcaa
gaggctactatggtitcggegcctggtitgcttactgggeccaagggactctggteee '
tytetetgca {SEQ D NO:132)

huCD37-56

aagcttgccaccatgg0gtggagctgcattatcctgttcctcgtcgccaccgcaaocggcgtccactcccaggtgcagct
gcaagaaagcegggccaggattgotaaaaccttcccagtetctgagtcttacttgtacegtatetggatacagtatcacatct
ggcttegectggeattggattegecagtttcccggeaagggecttgagtggatggogtatatteattattctggaggtacea |
actacaacccttccctgaagagtcgagtctcaattaccagggacacticcaagaaccaattetttttgcagcettaattcagtg
accgcetgecgacaccgetacttactactgegeceggggetactatgggtttggtgcctggttcgectactggggecaggg |

_gaccetggtycecgtutetgctgectecacaaagggcee (SEQ ID NO:133)

muCD37-57

gatgtgcagcttcaggagtcaggacctgacctgﬂgaaaccttctcaotcactttcactcacctgcactg

tcactggctactccatcaccagtggttttgectggeactggatocggcagtttccaggaaacaaactgga
atggatgggctacatactctacagtggtageactgtctacageccatctctcaaaagtcgaatetctate :
actcgagacacatccaagaaccagttcttcctgeagttgaattctgtgactactgaggacacagecacatattactgtgeaa |
gagggtactatggttacggcgcctggtttgettactgggeccaagggactctggteactgtetetgea (SEQ ID

| NO:134)

huCD37-57

_ggggacactcgtaaccgtticegecgectecacaaagggcee (SEQ ID NO:135)

aagcttgccaccatgggetggagcetgcatcattctgttictggtgeccacageaactggegttcacagtcaagtccaactg
caggagagcggccccggactectgaaaccatcteagtcactcagictgacatgtactgtgageggcetacagcattacete
aggcttcgcettggcattggatcaggeagttccccggaaaaggtctggagtgoatgoostacatictgtacageggeagta
cagtgtattcaccctcettgaaatctaggatatcaatcacacgtgatacaagcaaaaatcagttcttcciccagetgaactcee
gtcaccgecgeagacacageaacctattattgtgetcgeggatactacggatatggcgeatggitegectattggggcca ‘

95523

gaggtecaggtogtogaptctggoooagacttagtgaagectggagggtecctgaaactetectgtgcagectetggat
tcactttcagtagetatggeatgtettgggticgecagactccagacaagaggcetggagtgggtegeaaccattagtagtg
gtggtagttacacctactctccagacagtgtgaagggecgattcaccatctccagagacaatgecaagaaaaccctgtac

. ctgcaaatgagcagtctgaagtctgaggacacagecatgtattactgtgcaagacatagttactacgatactagegtcgac
tactgggetcaaggaaccteagteaccgtctectea (SEQ ID NO:182)

Table 8: Variable light chain polynucleotide sequences

AAAA Antibody

VL Polynucleotide Sequence (SEQ ID”NO)

muCD37-3

gacatccagatgactcagtctccagectecctttetgtatctgtggoagaaactgtcaccatcacatgtc
gagcaagtgagaatattcgcagtaatttagcatggtatcagcagaaacagggaaaatctectcagetect
ggtcaatgttgcaacaaacttagecagatggtgtgecatcaaggttcagtggcagtgeatcaggcacacag
tattccctcaagatcaacagectgeagtctgaagattitggeacttattactgtcaacattattgggota
ctacgiggacgticggigeacocaccaauctggaaatcaaacgt (SEQIDNO:136)

chCD37-3

gaattcgccaccatgagtgtgcecactecaggicciggggttectgctgetgtggcttacagatgecagatgtgacatecag
atgactcagtctccagectecctttctgtatetgtgggagaaactgtcaccatcacatgtcgageaagtgagaatattcgea
gtaatttagcatggtatcagcagaaacagggaaaatctccteagetectggicaatgttgcaacaaacttageagatggtot
gccatcaaggticagtggcagtggatcaggcacacagtattccctcaagatcaacagectgeagtetgaagatittggea
cttattactgtcaacattattggggtactacgtggacgttcggtggaggcaccaagetggaaatcaaacgtacg (SEQ
ID NO:137)

huCD373

(1.0and 1.1)

gaattcgccaccatgggttggtcctgcatcatcttgtttctcgtggccacagccaccggtgttcactctgatatacaaatgac
tcaaagcccttccagtttgagc gtaagtgtgggtgaac 2c gtaacaatcacctgtaoagctagtgaaaacatccgcagta
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cﬁcacgaﬁctctggﬁcaqgﬁ ggaccoaita*t'°' Cttaagatcaactcacicca ccagfwg'ﬁmwtawwtm
cigicaacactactggeotacgacciggacaticggicaaggtactasgeiggaaaicaagegtacg (SEQ {D

muCD37-12

NO:138y
gacattgtgctaacacagicicotgotic cita chgmmgg gecagaggeccaccatcicatzea
geepccagocanagigtoagtacaictagotatagiiatifgtactggticcageagaaaccaggacagec
acceaaaciccteatcaagiatgeatecaacciageatciggggiocctgeeaggticagiggeagtosy
fetgggacagacticacectcaacatecatectgipgaggageag gatacigeaacatatiacigteaac
acagtigooagaticogtacacyiteggaggogeeaccaaaciggaaatanaacyg (SEQ 1D NO:139)

chCD37-12

gaattegecaccatggattaatoctgtatagtoctglictigatgoccacegetactggegticatagtgatatigliactoact
cagioaccagocagictggeagigteoctgggecagogigcoaccaicicctgocgggecteacagtcegtgageacia
gotettaticotatcictactggtticaacagaagecaggacagococciaagotgotgatcaagtacgeotocaacctege
caﬁcggcgtiu cgotagattetetggttecgglageggaacigatticactitgaacatccaceeogitgaggaagagea

cegocactiaciatigicaacactetigggagaticetiacaccttigeapgaggaacaaageicgasatiaagegtacy
g;%hQ_ NG440y

muCD37-38

caamOttcts:accc:agtc‘{ccagcaatcatgtciffcatctccaggggagaaoetcaccatmcctgca
ghgeoage tﬁaaﬂ'igtaamacatocactwmc:s,a cagaagtcaggoaccioccccaaaagaiggat

p)

ttatgacacaiecaaactggcticiggagteccigeiogoticagtggeggtpggictgggaceicitac

tctotn-auaatcagm_ HtA) a;.g,ctmaoatﬁctgmucmﬂmiccca%&ﬂg attagtaace
cacocacgtieyaverspgaccaagolgraaatiagacgg (SEQ ID NO:i41y

chCD37-38

o
s _"'\;.*\
gaattcgecaccat wgctgg‘tcctomfc cigtticte Ltgmcaca%iaa agg’to‘itcmctcaoaﬁgtoctﬁac
ccanteaccagetatiatgtocgotagocecggegagaaagigacaatgacalgiagegctageictictgigactiacat

<

geattgaiaicaacagaagicaggtaccagicocaagegtiggaictacgacacaiccagactggecicogpagicocty

- ceaggitcageggaggigpatecggcaccagtiaticacigaceatatectctatggaagetgaagatgctgctacitatia
- tigtcaacaaiggaitictaacecccocacetiiggtegcggaacanagoiggagatcaagegtacy (SEQ ID
F NO:142)

huCD37-38

l?

cagicteeagectcaatgictgeticeccoggtgagegggtgaccatgacatgeicigecagiiccicegigacatataige

ped

jgdattcé,wacaatg gea ggi ge ilalti.E;,ti(iiggtcg»cac?okTSC‘W%‘CgJC%&.iCi cattgtgoicaca
ig

atiggtatcagCaaaaaccoggiacciciccaaaaay atgﬁatc* cgacacticaaagotigeateaggogticctgeca
gattitecgggictgegictgocacticatacagictgaccatfaghiceatggasgotgaagatgeagceacciatiacigt
cageagtggatticaaatectectaccticggepecggaaccaaactggagataaagegtacg (SEQ ID
NO:143)

muCD37-50

caaartﬂmtuau:gagi ima% watcatgicigeatete caggggaavaag gtcaccatgacctgea

gigecaccicaagigigactiacatgeaciggtaccageagaagicaggeaccicocecaaaagatggatitatgacaca
tecaaactgoctiaiggagtocciggiogtitcagigaiagipoaicigo saccic ttuctctcLcaxam;abca.éca».cg,
aggoctgaagatgctoccacttatiactgeeageagiggagigataacccacccacgiicggcicggegacasagiigea

satasagegs (SEQ 1D NO:144)

huCD37 50

gzmu geoac catgﬁﬁ*tm* ‘atffcma’zmiﬁi"‘iggvtt;.um, g aac '3gg%‘ncamﬁtodoamang&ac,

gca&tggtatca%aaaa gvcctg gcwaa&cwmdadgff?gjz,atctac gatacticiaatcigecataczgigigeeege

T

aaggticlkecgggagigoeagtggcaccagiiatagictgaccatcagiicastggaagcagaggatocagaacciatt

attgtcageagiggiocgataatcoccctactitiggicagggtacaaageigganatiasgegtacg (SEQ ID
NG 1453

muCD37-51

caaattgttctcacccagtctccagcaatcatgtctgcatctccaggggagaaggtcaccatgacctgca

gtgccacctcaagtgtgacttacatgcactggtaccageagaagicaggeaccteccccaaaagatggatttatgacaca
tccaaactggcettctggagteectgetegettcagtggcagtggotctgepacctettactctetcacaatcageaacatgg
aggctgaagatgctgccacttattactgccagcagtggagtagtaacccacccacgttc ggcteggggacaaagttgga

"huCD37-51

gaattc gccaccatgggatggagctgtattattctgttcCtggttgctactgctactggcgtccattccgagatagtcctcac
ccagagecccgeaaccatgagtgectecectggggagegagtgactatgacttgticegecacttettcagttacctatat
geattggtatcagcagaaacctggacagtctccaaagegttggatttacgacacctecaacctggettcaggagttectge
taggttcageggatetgggtetgecacaagttattcactcaccattagttccatggaggecgaagatgecgcetacttactac
tgtcagcagtggageagceaacceecctacattcgggeagggaactaagetggagatcaaacgtacg (SEQ ID

NO:147)

N
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muCD37-56

caaattgttctcacccagtctccagcattcatgtctgcatctccaggggataaggtcaccatoacctoca
gtgccagttcaagtsgtiacttacatgeactggtatcagcagaagtcaggeaccteccccaaaagatgeatttatgacacat
ccaaactggcttetggagteectgetegettcagtggeggtogotctgggacctettac
tetetcacaatcageaccatggaggctgaagatgetgecacttattactgecageagtggattagtgace
cacccacgttcapagagvaoaccaagetggaaataaaacgy (SEQ ID NO:148)

huCD37-56

' gaattcgccaccatgggetggtectgtatcatectgtttetggtgocaacegetactggggttcactetgatattgtectgac

acagagtccagcecttcatgagtgcttetcceggagaaaaggtcacaatgacttgttcagettectectecgtcacatacatg

. cattggtaccagcagaagcectgaccagagtectaagaggtgoatctatgatacaageaatctggeticeggtgtececte
. cegcettttcaggeggeggaageggaactgactatagecttaceatctectcaatggaagecgaggacgetgetacatatt
- actgccagcaatggatcagegaccctectactttcggacagggaacaaaattggaaattaagegtacg (SEQ 1D

- NO:149)

muCD37-57

o caaattfrttctcacccagtctccagcaatcatgtctgcatctccaggggagaaggtcaccatgacctgca

gtgccacctcaagtgtgacttacatgeactgygtaccagecagaagtcaggeacctcocccaaaagatggatttatgacaca
tccaaactggcetictggagteectgetegettcagtggeagtgggtetgggacctcttactetetcacaatcageageatgg
aggctgaagatgctgecacttattactgeccageagtggagtgataacccacccacgticggetegggoacaaagtigga
aataaagcig {SEQ ID NO:150)

"huCD37-57

gaattcgccaccatggggtggtcctgtattatcctgttcctggtcgcaaccgccacaggcgttcactccgagatcgtgttga
ctcagageccagcecaccatgteegettcececcggggagagagtgacaatgacttgticegecacaagttctgtaacctac
atgcattggtaccagcaaaaaccaggacagagtccccgtegttggatttatgataccictaacctggettcaggegticetg
ccegcttitctggtagtggatcigggacticetatagecttaccataageictatggaagecgaggacgecgctacatacta
ctgccageagtggagtgataacceccccaccttcgggeagggaaccaaattggagatcaaacgtacg (SEQ ID
NO:151)

2523

gatatccagatgacacagactacatcctccctgtctgcctctctgggagacagagtcaccatcagttocagggc
aagtcaggacattagcaattatttaaactggtatcagcagaaacccgatggaactgttaaactcctgatctactac
acatcaaaattacactcaggagtcccatcaaggttcagtggeagtgggtctggaacagattattetetcaccatt
agcaacctggagcaagaagatattgecacttacttttgeccaacagggtaatgegetteegtggacgttcggteg
aggcaccaagctigaactcaaacgg (SEQ ID NO:183)

Table 9: Full-length heavy chain polynucleotide sequences

Antibody

Full-Length Heavy Chain Poi}fnuciéotide Seguence (SEQ ID NO}

chCD37-3

aagcttgecaccatggetgtectggeactgetectetgectggtgacatacccaagetgtgtectatcacaggtgcaggts
aaggagtcaggacctggectggtggegecctcacagagectgtecattacatgeactgtetcagggttctcattaaccac

ctetggtgtaagetggettegecagectccaggaaagggtetggagtgectgggagtaatatgggetoacgggageac
aaactatcattcagctctcaaatccagactgagcatcaagaaggatcactccaagagecaagttticttaaaactgaacagt
ctgcaaactgatgacacagccacgtactactgtgccaaaggagectactegttggetcactggggecaagggactetgg
tcacagtctctgecagectctacgaagggcccatcagtittceccttggetecaagtictaaatccacaageggtggaacag
ctgcactgggatgcctegttaaagattatticcctgagectgtgacagtgagetggaatageggageattgacticaggtgt
geacacttttccegetgtgttgeagtecteeggtetgtactcactgtecagtgtegtaacegteccttctageagetigggaa
cccagacctacatctgtaacgtcaaccataaaccatccaacacaaaggtggataagaaggttgaaccaaagagetgtga
taagacacatacatgccctecttgtectgeaccagagetectecggaggtecatetgtgttectgtitceccecaaacccaag
gacactcttatgatctetcgtactccagaggteacctgtgtigttgtecgacgtgagecatgaagatecccgaggtiaadtcaa

. ctggtacgtggatggagtegaggticacaatgeccaagaccaageccagggageagceaatataattctacatatcgggta

gtgagcegtictgaccgtgetccaccaagattggetcaatggaaaagagtacaagtgeaaggtgtccaacaaggetettce
cgcteccattgagaaaactatctccaaagecaaggggcagecacgggaaccccaggtgtatacattgececcatetaga
gacgagcetgaccaagaaccaggtgagtetcactigtctggtcaaggggtittacccttctgacattgetgtagagtgggag
tctaacggacagccagaaaacaactacaagacaacteececagtgetggacagegacgggagettettectetacteea |
agttgactgtagacaagtctagatggcagcaaggaaacgttitctcctgetcagtaatgeatgaggcetetgeacaatcacta ‘
tacccaaaaatcactgtcccttaacccagggtgactc» ag (SEQ ID NO: 152)

 huCD37-3v1.0
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a&ga&t 1g giccaggtctgg'w cectteccanacietgageatcaceigtaceg mcmgmtagwitaccacctc

igotgtpaghigegiacgccaaccacceggtaagegictegaatggcigggigtaatciggaaioatggiiccacanatt
accatccttx,-wtcaagtc«,cgmita,gcau.,adadaggazcacagcaduabicdagiﬁtcctgaaa(ttgaatagtctoac
am:agccgatacaﬁccacctacmﬁgc;zccaa@,‘ﬁﬁtggﬁatagtct{ocacactngs;tcaagg accotogiiacegt
cicoicagelaglaccaaggeceeatcagificecotigeciccangitotaaaiccacaagiggiggaacagaigeadct
grgatoecicgiaaagattatticoctgagectgigacagigagetgeaalagesgage aﬁgautimggtbtgcacac

fitteceg gtgttc,cactwtwgg.,i tmducautmcpagwtwmawaLwcmtawaocﬁggma“ ‘”aga

R

dca,tacaiggcutcs,ttﬁ’n,ctgcagca&&%i"* szw ;tcgatctofgmcigtﬁcccccw\mhchaaogacact
ciatgalcicteglaciccagaggtcacetgtgtigtigtogacgtgagcratgangatcecgaggtiaaaticaacizgia
cgiggatggagicgagpticacaatgecaagaceaagoccagggaggagcaatataatictacataicgggiagigage
gitctgacegtgetecaccaagattggetcaaiggnanagagiacaayg temaﬁggtgtmaucaagsddicwgctcg
cattgagaa dauid‘{a_.i&badag. ceaaggepeagecacgggaaccocaggigtatacatigoceccatctagagacga

getgaccaagaaccaggigagicieactigiciggicaaggggittiace ‘Lm tgacatigetglagagigggagictaac

. ggacagecagaaaacaactacaagacaactoccecagigetggacagegacgggagoticticetctaciccaagiiga
| ctgtagacaagictagatggeageaaggaaacgiiticiccigeicagtaaigeatgagectetgoacaateactatacee

agasatcacigtocetiageccagnutgactogag (SEQ 1D NO:153)

ThuCDAT3v1

aagetigecaccatgggotggagcigtateaticigtitciggtggegacagetactggpaiccacicecaagigeaggia
caagagtecgggectggatigeicgeaccaagecagaccctciciateactigtacegiiagegggticicictgacaace
agtegagigagitgootraggcagecaccaggaaaggpaciggagtgactegyggigatitpoppcgacgglagea
caaactlaicaticcagtetianateteggtigtcoatianaaaagaccatagtaaatctcaagttitoctgaaacicaatagedt
gacagoecgeagacactgetacgtaftactgegecaanggaggatacagiciggcicacigggoacaggggaccoiggt
gacegteteatcogeateaacaaagggeecateagitifococtiggoiccaagticiaaatccacaageggtggaacag
cigeactgggatgectegttaaagatiatticectgagoctgigacagigagoiggaatageggageatigacticaggigt
gc&cacttmx-cgdgm*tgaaﬂtcctccuz«viommadotwagmtcfzm cgteecticiageagetiggpaa

fetiel

cccagacclacatctgiaacgicaaccataasceatecancacaaaggigpataagaaggitgaaccaaagagetgtga
taagacacatacatgecctoctigiodt gc =agag octeg g getecatctgigttcctgiticececcaanccraag
gacacieitatgatcteicglactecagaggtcacctgigligtigicgacgtgagocatgaagatecegaggiiandtcas

bgta\@tgmt-lgag&g&ﬁfftlc,ac&atOCx.aag ccaageccaggraggagoaatataatictacatatoggata
gigagegticigacegigeiccaccaagatiggote acﬁgg aaagagiacaagigeaaggigiceaacaaggetotico

cgetoccatigagaaaactatctecaaag Cua&wgg, C .cgjgoaacwg aggigtatacattgeococatctaga
gacgagelgaccaagaaccaggigagictcactigicty ggﬁ..gjmtm. cettetgacatigetigtagagigprag

tctaacggacagccagaadcuaagtaa.«augabaactc rc‘ g,tgc ggacagegacggsageticticotctacteca
agiigactgtagacaagictagalggoagoaageaaacgtifictecigeteagtaatgeatgaggoteigeacaatcacta
tacccagaaatcacigtecctiageccagaglgactegag (SEQ 1D NO: 1543

chCP37-12

| aagctigecaccatgggatgeicat

| teocgotoccatigagaaaaciaiciccaaagooaaggygoagocacgggaaccecaggigtatacatigoec

_actatacccagaaaicacipicecttagoceagy

geataatectotifctggiogetacigotaccggigtgcacteac an‘a,agﬁ 4

tteaaagiggoccagageigaaaaagecaggggasacagigaaaataagtigeaagecaticeggitacaciticacaas
gtacggcatgaactgggicaageaggoccagggcaageapctcaaatggatgggtigoatcaataceaacactggeg
zwtctaggaatﬁciﬂagcvag*tt‘aaggg&c%mxuits,asrccwgaoagadﬁtéw geacagetfaccigeaaaic
aacaaictgaagtatgagoatacageaacotatitcigoggcogeggeactigtegtigeagacipgegacaaggiacca
cotfgactgtatecagigocageactaagggeceateagitticcoctiggotccaagiictaaatecacaageggliggaa
cagelgcactgggatgectogtiaaagatiatticectgagoctgtgacagigagaigzaatageggageatigacticag
gtetgeacacttitecegeigigtigeagtcctecggivigtactcacigiceagigtcgtaacegiocctictagragoetigy
gaacccagacctacatetgtaacgicaaccataaaccatocaacacaaaggiggataagaageitpaaccaaagagety
tgpataagacacatacaigecctectigiocigeaceagagetccioggaggtceatetgigitceigiticeececaaacce
aaggacaciclalgateicicgtactecagaggicacctgigtigtigtogacglgagicatgaagateccgaggtiaaati
caactggtacgigeatggagtcpagpticacaatgecaagaccaagoccagggagaagcaatataatictacataiegy
gtagtpagcgtictgacegtgeicoaccaagatigocicaatggaanagagiacaagigeaaggigiceaacaggtet

cocatet
agagacgageigaccasgaaccaggtgagtcteactigictggicaaggaatittacecitvigacatigoigtagagios
gagictaacggacagecagaaaacascltacaggacaacicecccagtgeiggacagegacgggagoitoticeictact
ccaagtigactgiagacaagictagatggoageaaggaaacgttiictoctgetcagtaatgeatgaggotcigoacaate
gheactopar (SEQ ID NG:155)
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chCD37-38

aagcttgeccaccatgggcetggagttgtatcattetgtitttggtooccaccgecactggagtecaticccaagtgeaactee
aggaatctggccctgacctggttaagcecatctcagagecteteectgaccetgeactgttacaggatactcaatcacatcag
getttggctggeactggatcagacaatttcccgggaacaagttggaatggatggcttacattctgtatagegggogtaceg |
attacaatccttcectcaagagecgaatctctatcaccagggatacaagcaagaaccaatittftctccgectcagetetgtg |
actaccgaagataccgctacttactattgtgccaggggctactatggatatggtecatggticgtctatigggeccaggga
accctggtgactgtgagegctgectctaccaagggceccatcagttttccecttggctecaagttctaaatccacaageggt
ggaacagctgcactgggatgectcgttaaagattatttccctgagectgtgacagtgagetggaatageggageattgact
tcaggtgtgcacacttttcccgetgtgttgcagtecteeggtcetgtactcactgtecagigtcgtaaccgteectictageag
cttgggaacccagacctacatctgtaacgtcaaccataaaccatccaacacaaaggtggataagaaggttoaaccaaag
agctgtgataagacacatacatgecctecttgicctgeaccagagetcecteggaggtecatctgtgttectgtttcececca
aacccaaggacacicttatgatctetegtactccagaggtcacctgtgttgttgtcgacgtgagecatgaagatccegagg
ttaaattcaactggtacgtggatggagtcgaggttcacaatgccaagaccaageccagggaggagcaatataattctaca
tatcgggtagtgagegttctgaccgtgetccaccaagattggetcaatggaaaagagtacaagtgcaaggtotecaacaa
ggctettcccgetcecattgagaaaactatctccaaagecaaggggcagecacgggaaccecaggtgtatacattgece
ccatctagagacgagctgaccaagaaccaggtgagtctcacttgtetggtcaaggggtittacecttctgacattgetgtag
agtgggagtctaacggacagccagaaaacaactacaagacaactccceeagtgetggacagegacgggagcttctice
tctactccaagtigactgtagacaagtctagatggeageaaggaaacgtttictectgetcagtaatgeatgaggcetetgea

huCD37-38

aagcttgccaccatgggttggagetgeatcattcttttectggtegetactgeaactggagtccactcacaggtecagetge
aagagtccggtcctgggettgtegaaacccagecagteectcagtetcacctgtactgtetetggetactctattaccagtgg
gttcggetggceattggattaggeagtitcecggtaagogectggagtooatgocatatatcetgtacageggaggaace
gattacaacccaagtctgaagagcaggatcageattacccgggacacaagceaaaaaccagtttttccttcggetgtctagt
gttacagetgcagacaccgcetacttactattgtgcteggggttactatggctatgggocttggtttgtotattgeosacaag
geactettgtgaccgtgageagegectcaacaaagggcccatcagttttccccttggetecaagttctaaatccacaageg,
gtggaacagcetgeactgggatgcctegttaaagattatticectgagectgtgacagtgagetggaatageggageattg
acttcaggtgtgcacacttticccgetgtgttgcagtectecggtctgtactcactgtecagtgtegtaacegteccttetage
agcttgggaacccagacctacatetgtaacgtcaaccataaaccatccaacacaaaggtggataagaaggttgaaccaa
agagctgtgataagacacatacatgccctecttgtcetgeaccagagetecteggaggtecatetgtgttectgtitceece
caaacccaaggacactcttatgatetetegtactccagaggtcacctgtgtigtigtcgacgtgagecatgaagateeega
ggttaaattcaactggtacgtggatggagtcgaggticacaatgecaagaccaageccagggaggagcaatataaticta
catatcgggtagtgagegttctgaccgtgetccaccaagattggctcaatggaaaagagtacaagtgcaaggtgtecaac
aaggctcticcegeteccattgagaaaactatctccaaagecaaggggeagecacgggaaccccaggtgtatacattge
ccccatctagagacgagetgaccaagaaccaggtgagtctcacttgtetggtcaaggggttttaccctictgacattgetgt
agagtggoagtctaacggacagcecagaaaacaactacaagacaactceeccagtgetggacagegacgggagetictt
cctctactccaagttgactgtagacaagtctagatggcagcaaggaaacgttttctectgctcagtaatgeatgaggetetg
cacaatcactatacccagaaatcactytcecttageccagggtgactczag (SEQ ID NO:157)

huCD37-50

aagcttgecaccatggggtgotectgeataatecttttectggtigetactgetaceggagtecattcacaggtgcagetge
aggagtccggeeccggectgetcaagectictcagagtctgagtctgacttgtactgttictggctacagcataaccageg
gtttecgettggeactggatcagacageatcccggeaacaaactggagtgoatggeatacatactgtactcaggetcaact
gtetattccceeteectgaaateccggatcagtattacccgtgacactictaagaaccatttttttctgecagcetgaacagegtt
accgcagctgacactgcaacctactactgtgcccggggatattatggatacggagettggticgettactggggoccaagg
caccctegtaactgtgagtgctgcttccaccaagggcccatcagtittcecectiggetccaagttctaaatccacaageggt
ggaacagctgeactgggatgectcgttaaagattatitccctgagectgtgacagtgagetggaatageggagceattgact
tcaggtgtgcacacttttcccgetgtgttgcagtectecggtetgtactcactgtecagtgtegtaaccgteectictageag
cttgggaacccagacctacatctgtaacgtcaaccataaaccatccaacacaaaggtggataagaaggttgaaccaaag
agctgtgataagacacatacatgecctecttgicctgecaccagagetecteggaggiccatetgtgttcetgtttceececa
aacccaaggacactcttatgatctetegtactccagaggtcacctgtgttettogtcgacgtgagecatgaagatecegagg
ttaaattcaactggtacgtggatggagtcgagettcacaatgccaagaccaageccagggaggagcaatataattctaca
tatcgggtagtgagegttctgaccgtgetccaccaagatiggctcaatggaaaagagiacaagtgcaaggtgtccaacaa
ggctettecegeteccattgagaaaactatctccaaagecaaggggcagecacgggaaccecaggtgtatacattgeee
ccatctagagacgagcetgaccaagaaccaggtgagictcadtgtetggtcaaggggttitacccttctgacattgetgtag
agtggoagotctaacggacagecagaaaacaactacaagacaactceeccagigetggacagegacgggagettcttee
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: toaeﬁxgag {SEQ D NO: 158}

huCD37-51

‘C&C(/dtgjzjﬂ‘ﬁ}.]("ffﬁgk atc&twtm‘twt gis,%m-& ccactggeptgcaticagaagiicagiigpt
geagtocggeccagaagtgctgaaaceeggegaatcactgtooctgactigtaccgiotoagpitatageatcagage
gecttigeitggeactygaticggeagiticcaggeaaggaciggaatggatggectacatecatiacagiggcicaac
caatiacagoertagecigeaggeeegaatciciatiaccaggpataghiciatiaaccagititicotgoagotiaaticegt
gactgecicigacacagoaaciiactatigegeccgigectactacgguticgoagoectggitigiatactagasicages
caccetgoicactgiclcagoeglototaccaagggoccateagititococtiggaiceaagticiaaatocacaageg ot
ggascageigeacigepalscctogitaaagatiaticectgagectgigacagigageiggaatagoggageatigact
tcaggigtgcacactificecgetigigtigeagiocicoggivtgtacicacigicoagtglestianccgicocticiageag
ctigggaacccagacotacatcigiancgicaaceataaacoaticcaacacasaggigeatuagaagatioaacoasay
agctgtgataagacacatacaigeccicottgiccigeaccagagoticicggaggiceatetgigticetgiticececca

aaccoaaggacaciciiatgatcivicgiaciccagaggtoac tgagiott cgacgtgagocalgangalocogagy

tinaaticaactggiacglipgatgeagiogagglicacaalgecaggaccaagoco agvgg ggageaatataatictaca
tateggetagigagegticipacegizoiccaccaay a'tiogctcaaifwaaaw agtacaagigcaaggigiccascaa

ggotcticcegeteocaitgagaaaactaleteoaaagocasgggecageoacggraaceccaggigiatacatigece

2 i

coatclagagacgagetgaccaagaacoaggigagicicadigiciggicaasggegitttacecitotgacatigetgtag
agigegagictaacggacagetagaaaacaaciacaagacaaciceceragigelgeacagogacgoragctictice
ictactccaagiigacigtagacaagictagatgaiagiaaggaaac ffmttct" “tgt {caffw&im. atgagpotoigea

caatcactaiaccearaaatcacigicoctiagoccagygins

‘"huCD37-56

tggaacagetgoacigggatgectogtizaagatiatitocoigs

aagetigecaccatggrutgeaniod qttatca&m cts:;ncga,cavc %Céd@bé&bgtb&d@l(ﬁ. caggigeagot
graagaaagegggecaggatigelaanacciiccoagicictgagictiactigtacegtatctggatacagiatcacalet

bten) 2

gecticgectegeatiggattegecagtticecggcaaggeoctigagigpatg e gtataitcattaticiggagptacoa

feete) BEERVHRARIEEA bnr g tatdilbaditatiiin g

actacaacocttocrigaagagicgagicicaattaceaggpacaciiccaagaaccaaticttitigeagetanticagte
acogetgeogacacogoiactiactacigegeccgggactactatgggtiippipcotggticgoctaciggrgecagsg

DODST DD

gacceiggigcocgioteigoigectocacaaagggeccatcagititcoeciiggciccaagitciaaatecacaageg

s;g

age Igt@auavwag tz)gadta%ggauattgax.

ticaggiotpcacactiticocgoigtetipeagicotceggicigiacicacigioeagigiogtaacegtecctictagoag
ctiggoancecagaceiacaicigtaacgtcascealagaccaiccaacacanaggipgataagaaggtigasccasag
agotgigataggacacatacatgeocioctigicctgeaceagageiccicggagpicoaictgtgiivetgtiicooccca
aacecaaggacacictiatgatcictogtactecagaggtcaccigigtigtigtegac ,tg coalgaagalCcCEagg
taaaticaaciggtacgiggatggasicgagagticacaaipeoaagaccaagoeocagggaggageaatatanticiaca
tatcgggtagtoaocgn‘cmawgwmccaccaagatwm:Ecagitgga’amgagrac%agﬁﬁc&aggmmcamaﬁ
gucicticecgeteceatigagaaaactatotocaangecaagggpcagecacgggaacocoaggigiatacatigee

cea tat%mamagat gacoaagaaccagatgagicicadigiciggicasggrottifacecticvigacatigetaiag
agtgggagictaacggacageoagaaaacaaciacaagacaacicocccagigoiggacagogacgggagcticites
i

ictactocaagiigactalagacasgiclagatogcageaaggaaacgititctecigeicagiaatgeatgagsoicigea

fte

caalcactatacceagaaatcacigtocctiagrecagggtioactegag (SEQ 1D NO:160)

huCD37-57

aageitgecaccatggecipoapcipratcatictgiticiggtpgccacageaactggegifeacagicaagiccaacty

feted

caggagageggoeceggactecigaaaccatoicagicastcagicigacaigtacigigagogpotacagoaliacotc
aggcticgetiggeatiggatcaggeagticcecggaaaaggicigeagtggatggooiacaticigtacagogpcagia

cagigtaticacceiccitgnaatetaggatatcantcacacgigatacaageaaaaaicagticticcicengotgaactoe

gteacCgocgoagacacageaacciatiatigigolocgepgatactacggatatggogeatgpitcgectatiggeecca

-f)

| gesgacactegigacegiticegeegeciceacaangggeccateagtiticeecitgectocaagiivtaaatocacaag

D

cggiggancagelgeaciggealpocicgitaangattaificcoigageoigigacagteagotpgaatageggageat

igacticaggigtucacacitticecgotgigitecagtoctecggtoigtacicacigo cagiff?uﬁdaucgtwcuua

gcagcttg ggaag cea gacwacatuwtdaugtmac calaaaccaliCoaacacaaag gtggatad aw—rrfti‘gaacc

cctc:aaac‘Lraaagg&maiwaigauictc;;ag,t. agaggtcaa@gagtigitgwacO‘igdgwa‘tgaagat«ccc
wgaggtiaaattcaactyggtacgiggatgpagtogageticacaatgecaagacraggeccagggagaagcaatataatt
ctacatatcggpiagipago Oﬂctaawgtgc‘fwmL&dga‘ goctcantggaaaagagtacaagigrasggtoies

aacaaggetetcecgetcocatigagaaaactateiccaaagocaaggggeagecacgegaacacraggigtatacat
teceoccatctagagacg g ia*mcaagaaccaggt ragictcactigictggicaaggggttttaccctictgacatiy

aglclaacgpacagccagasaacasciacaagacaacicececagipciegacagopad

JARC

Ctgtaparty
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tlcmctotaumaw"tmdgmg,ac agtctagatggcagcaaggaaa%ﬁttamc tgeteagiaatgeaigagge
teigeacaatcactatacecaganatcactgiocottageccagputgacteyag (SEQ IR NO:161)

“““‘1

Table 10: Full-length light chain polynuclectide sequences

Antibody

Full-length }A“ it Chain Polynucleotide Sequence (b}*() 1D NO3

chCD37-3

gaati cag{.abca‘(gfiotg%wacua rofectggegitpotsc t?ttgt%uﬁamgaﬁg"*&;aigi racatecag
atgacteagictecagecteectiteigtatetgtggragaaacigicaccatcacalgiogageaagiygagaataticgea
gtaatttagcatggtatcageagaaacagggaaaatciccieageicctiggleaaigiigeaacaaactiageagatggiot
gccatcaagattcagiopcagtgeatcaggcacacagiattcectcaagalcaacagecigeagicigaagatitiggga
citattactgicaacatiatigggelactacgiggacgticggtegagecaccaagotggaaatcaaacgtacggtggcly
caccatetgicticatcticocgecatcigaigageagitgaaateiggaacigectdgtigigigectgcigaataacticta
tcecagagaggecasagtacagtegaaggtegataacgoociccaateggglaactoccaggagagigtcacagage
aggacageaaggacageacciacagectcagoagoaccctigacgeigageaaageagactacgagaaacacaaagt
clacgectgogaagicacccatcagggoctgagolcgecegicacaaagageiicaacagaggagagiotiag
(SEQIDNO:d62y

huCD37-3
(1.0 and 1.1)

‘ &%aagmeaogavaacaocm_aéc ageac

gaai:tcgchawatgégﬂmm(,tg catcatetigitic gtggucacagccaccggigtkau&igcaatagaaatoa»
tcaaagoecticcagitgagegtaagigipgoigaacgcgiaacaatcaceigtagagetagigaaaacaiccgoagia

atotegeatggtaccaacaaaagecaggiaagteacctaageiocicgigaatgligctaccaascciogeigatggigtac
cticacgaticiciggticaggticeggtaccgattaticacttaagaicaactcaciceaaccagaagatiteggtacatatia

clgteaacactactggeptacgacciggacaticggicaagatactasgotggaaaicaagegtacggiggctgeaccat :

ctgicttcateticecgecatoigatgagcagtigaaalctggaactgeateigiigigtyecigcigaataactictatceca

gaaaggcca&avtacagtgg'=aggtgxaﬁt&acOcc CiCH aarwfggimgtc,-uaggasmg‘iglmcagagcaggdc "
accotgacgoigageaaggeagactacgagasacacaaagiotacge |
- ctgcgaagicacccaicagggoctgagetegeeegicacaaagageticaacaggegagagigtiag (SEQ ID

&

NO:163)

chCD37-12

gmtiaz,cms.La&ggg’nbg,tcctgta‘aam Bttctifif: goccaccgotactggegticatagtgatatiglactoact
cagteaccagecagictggeagtgtoccigggocagegtygecaccateicetgecggecotcacagicegigagencia
geictiaftoctateictactggtticaacagaageraggacagocoeciangeigetgatcaagiacgoctccaaccicge
cagogpegtcccgetagaliciciggticeggtageggaacigatitcactitgaacatccaccecgtigaggaagagsa
taccgccacﬁavtattgt\,aacaatcﬁggz)dcdﬁwﬁdmca tiiggagoaggancanageicgaaatiaagegiacg
gtooctgcaceatetgicticateticcegecatetgatgagoagtigaaatcig gaacigecicigtigigtuceigetgaat
aacttcmtcccagag ggc ‘.aaagtacagt?foadﬁgtwaia&c gcuhca&twg*tam tcccaOOdgagwtca
maagtctac”ut%gadgt acccats.a £20C tgaoctcggc fgitc* aaag Wtuaamggqagagﬁgﬁa
g {SEG 1D NO164)

chCD37-38

gaattc g‘”accats;guvtogt tgtaﬁatcwgﬁt&twtwg cacagotaca ggtgtt aﬁﬁt“agéﬁﬁgﬂgaa
ceaatcaccagetatiatgtecgetageocoggegagaaagigacaatgacatgtagogetagetofictgtgacttacat
geattggiatcaacagaagicaggtaccagicocaagegiiggatctacgacacatocaaactggeoteeggagioccty

- coaggl cagcggaoo‘wwtwgg caccagtiattcactgaccatatecictatggangeigaagatgotgotactiatta

SHEE

| tigtcaacaatggattictaacccececaceitiggiggcggaacasagotggagattaageglacggiggotgoaccat

ctgtetteateticec gecatetgatgageagtiganate gaaci%@ntottot tgcotzotgaataaciiciatecea
gagageoeaaagtacagigeaagetiggataacgecciocasteggglaacteccaggagagiotcacagageaggac

agcaaggacageacctacagecteageageaccetga c;vctgag; agageagactacgagasacacaaagictacge
ctgegaagicacceaicagggocigagetegocegicacaaagagcticaacaggggagagtgtiag (SEQ 1D

N(3:165) o

gaaticgecaccatgggal ggtcctgeatiattetgtictiggtegecactgetaciggc %ttcaactm cattgtgcteaca
cagtctecagectcaatgicigeticcocoggigagogggtgaccatgacatgetetgecagticeteegigacatatatge
atiggtateageaaaaacceggtaccictocasanagatgoaictacgacacticaaagetigeatcaggogttectoona
gattttecgggiciggpictgacacticatacagicigaccattagticeatggaagcigaagatgeagecaceiatiacig!
cagcagipeatticaaatoctectaccitcggogecrraaceaanciggaoataaancotacgptonety graccatetst
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ﬂttcatcmcéﬁc catctgatgageagtigaa aa‘ctggéxactgs: ctetgtiginte ctgctgaa taacitctatoccagaga |

goccaaagtacagiggaaggigsataacgucctceaatoggataacteccaggagagtgicacagageaggacagea
aggacagracctacagectcageageacecigacgetigageaaageagactacgagasacacaaagictacgoecige

gaagteacecateagggoctgagoetegoeagicacasagagcoticaacaggggagagtgtiag (SEQ 1D
NO: 166}

NO:167)

gaaticge ac«.atzgg‘ﬁqgtcatgcatiaﬁctgttccngrtgaac sgCaacaggagtacatagiga
ceaaagtoctgotactatglietgecageccaggagagogtgigaccatgactigoicigeaacct Ca.i"tgi taoa{
geattggtaicageaanagectggecaateecctasaaggtgpatctacgatactictaaictgecatacggigtgoeoge
aaggitcteegggagtgacagiggeaccaghatagictgaccateagticaalggaagcagaggatgeagcaacetati
attgtcageagiggtcegataatcococtacititggicagggtacaaagotggagatiaagogiacggiggeigeaccat
cligicticatcttecegecatetgatgagoagtigaaalciggaacigedictattgigigectgetgaataactictatccea
$245

gagaggecaaagtacagiggaaggiggataacgocotocaateggglaactcecaggagagtatoacagageageac

ageaaggacageacciacagecicageageacceigacgcigagraaageagactacgagaaacacasagictacge
cigegaagtcacceateaggecctgageicgecogicacasagagoitcaacageggagagtattag (SEQ ID

bedeed Lo

huCix37-51

gaattcgocaccatgggat gO'agfctéié'itattcit’tt uggjttgctaagumctog;m ccattcogagatagtocteac
ccagagecocgeaaccatgagtgectococtggegagegagtgactatgactigticegecacticticagtiaceiatat
geattggtaicageagaaacciggacagiciocasagegtiggattiacgacacciccaacctggeticaggagticcige

| taggticageggateiggptotgpeacaagtiaticacteaccattagliccatggaggcegaagatgeegetactiactac

igteageagiggagcageaaccccectacaticgggcagggaaciaageiggagateaaacgtacggiggcigeacca
totgteticateitccegecatcigatgageagtigaaatctggaactgecicigigigigectgeigaataactictateoca
gagaggccaaagtacagigeaaggtogataacgoccticoaateggglaactoocaggagagigtcacagageaggac
agoaaggacageacctacagecicageageacoetgacgeigageaaageagactacgagaaacacaaagictacge
ctgegaagicacocatcagggectgageicgecegicacaaagageticaacaggggagagtigtiag (SEQ 1D
NO:168)

-

- huCD37-56

gaaticgee u,c&tgvg,gct;fouctm‘at"ﬁtw*f{ttt-;:tggtggcaaccgctactggg-*ttaa ctgatatigicctgac
acagagtecagectcatgagtgotictcecggagaaaaggicacaatgactigitcagettectecteogteacatacaty
cattggtaccageagaageeigaceagagioctangagotoratctalgatacaggoaaiciggott cggtgtccoatc
cegetiticaggeggeggaagegeaacigactatagectiaceateioctoantggaageogaggacgetgctacatatt
actgecageaatggatcagegaccatoctactticggacaggaaacaaaatiggaaatiangegtacy gtgg‘.tccacc
afctgtcticateticeegecatctgatgageagiigaaatetganactgecicigtigigige ctgci raataacttctatece
agagaggecaaagtacagiggaaggiggataacgecciccaategggtaactcccaggagagigicacagageagga
cageaaggacageacctacagecteageageacectgacgitgageaaageagactacgagasacacaaagictacg
cetgegaagicacceaicagggecigagetegeecgicacaaaga Gd‘txa&aavf"m.ig_,agigttagé (SEQ 1D
NO:169)

gaaticgecaccatggggtegtoctgtattatecigiicct cgcaaccm\,&caoo gitcac ga%mgtvﬂﬂa

cleagageccagecaccatgteogctic uvm\mh aa agtgacaatgacttgticegeoac ,aagitctataawtau
= hete =3 & o & &

tgcmw taccageaaanaccaggacagagiocecgicgtiggattiaigataceiotaacciggcticaggegticely

petet &

ceegettifctgetagtagateiggga cticctata.@u.Ltac\.ataaoctcta‘sgoaavcawaawwg.gmcatacta
ctgecageagiggagtoataacecccceaccitegggeageoaaccaaatiggagatcaaacglacggtgpetigcace
atctgicttcatcticcogecatotgatgageagiigaaatetggaactgocictgtigigtooctgetgaataactictatece
agagaggecasagtacagiggaaggiggataacgecciceaaticggglaactcccaggagagtatcacagagagga
ca g aaggacageacctacageotoagoageacceigacgoigageanageagactacgagaaacacaaagictacy

tgegaagteaccoatcagggectgageicgenegicacaaagagetivaacaggggagagietiag (SEQ ID
NO:}?(}";

[00225% Also provided ts a polynucleotide having at least about 95%, at least about 96%, at least about

97%, at least about 98%, or at least about 99% sequence identity to SEQ 1D NOs:121-170, 182, or 183,

Thus, in certain embodiments, the polynucleotide comprises {a} 2 polynucleotide having at least about

95% sequence identity to SEQ ID NOs:121-135, 152-161, or 182, and/or (b} a polynucleotide having at

least about #5% sequenc

ce identity to SEQ D NOs:136-151, 162-176, or 183, In certain embodiments, the
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polynucleotide comprises (a) a polynucleotide having the nucleic acid sequence of SEQ ID NGs: [21-
135, 152-161 or 182; and/or (b) a polynucleotide having the nucleic acid sequence of SEQ ID NOs: 136-
151, 162-170, or 183,

{50226} In scine embodiments, the polynucleotide encodes the light chain encoded by the recombinant
plasmid DNA phuCD37-3LC (ATCC Deposit Designation PTA-10722, deposited with the ATCC on
March 18, 2010) or a light chain that is at least about 85%, at least about 90%, at least about 95%, or at
least about 99% to the light chain encoded by phuCD37-3LC (PTA-10722). In some embodiments, the
polynucleotide encodes the heavy chain encoded by the recombinant plasmid DNA phuCD37-3HCv.1.0
(ATCC Deposit Designation PTA-10723, deposited with the ATCC on March 18, 2010) or a heavy chain
that is at least about 85%, at lesat about 90%, at least about 95%, or at least about 99% identical to the
heavy chain encoded by phuCD37-3HCv.1.0 (PTA-10723). In certain embodiments the polynucleotide is
the recombinant plasmid DNA phuCD37-3LC (PTA-10722) or the recombinant plasmid phuCD37-
3HCv.1.0 (PTA-10723).

[00227] In certain embodiments the polynucleotides comprise the coding sequence for the mature
polypeptide fused in the same reading frame to a polynucleotide which aids, for example, in expression
and secretion of a polypeptide from a host cell (e.g. a leader sequence which functions as a secretory
sequence for controlling transport of a polypeptide from the cell). The polypeptide having a leader
sequence is a preprotein and can have the leader sequence cleaved by the host cell to form the mature
form of the polypeptide. The polynucleotides can also encode for a proprotein which is the mature protein
plus additional 5' amino acid residues. A mature protein having a prosequence is a proprotein and is an
inactive form of the protein. Once the prosequence is cleaved an active mature protein remains.

[00228] In certain embodiments the polynucleotides comprise the coding sequence for the mature
polypeptide fused in the same reading frame to a marker sequence that allows, for example, for
purification of the encoded polypeptide. For example, the marker sequence can be a hexa-histidine tag
supplied by a pQE-9 vector to provide for purification of the mature polypeptide fused to the marker in
the case of a bacterial host, or the marker sequence can be a hemagglutinin (HA) tag derived from the
influenza hemagglutinin protein when a mammalian host (e.g. COS-7 cells) is used.

[00229] The present invention further relates to variants of the hereinabove described polynucleotides
encoding, for example, fragments, analogs, and derivatives.

[00230] The polynucleotide variants can contain alterations in the coding regions, non-coding regions,
or both. In some embodiments the polynucleotide variants contain alterations which produce silent
substitutions, additions, or deletions, but do not alter the properties or activities of the encoded
polypeptide. In some embodiments, nucleotide variants are produced by silent substitutions due to the

degeneracy of the genetic code. Polynucleotide variants can be produced for a variety of reasons, e.g., to
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optimize codon expression for a particular host {change codons in the human mRNA to those preferred by
a bacterial hosi such as H. cali).

{00231} Vectors and cells comprising the polymucleotides described herein are also provided.

iV, Methods of use and pharmaceutical compositions

{80232} The CD37-binding agents (including antibodies, immunoconjugates, and polypeptides) of the
invention are useful in a variety of applications including, but not limited to, therapeutic treatment
methods, such as the treatment of cancer, such as B-cell malignancies, autoimmune diseases, and
inflammatory diseases. In certain embodiments, the agents are useful for depleting B-cells. In certain
embodiments, the agents are useful for depleting autoreactive B-cells. In certain embodiments, the agents
are useful for depleting peripheral B-cells. In certain embodiments, the agents are useful for preventing
inappropriate T-cell stimulation. The T-cell stimulation can be in connection with a B-cell pathway. The
methods of use can be in vitro, ex vivo, or in vivo methods. In certain embodiments, the CD37-binding
agent or antibody or immunoconjugate, or polypeptide is an antagonist of the human CD37 to which it
binds.

[00233] In one aspect, anti-CD37 antibodies and immunoconjugates of the invention are useful for
detecting the presence of CD37 in a biological sample. The term "detecting” as used herein encompasses
quantitative or qualitative detection. In certain embodiments, a biological sample comprises a cell or
tissue. In certain embodiments, such tissues include tissues that express CD37 at higher levels relative to
other tissues, for example, B-cells and/or B-cell associated tissues.

[00234] In one aspect, the invention provides a method of detecting the presence of CD37 in a
biological sample. In certain embodiments, the method comprises contacting the biological sample with
an anti-CD37 antibody under conditions permissive for binding of the anti-CD37 antibody to CD37, and
detecting whether a complex is formed between the anti-CD37 antibody and CD37.

[00235] In one aspect, the invention provides a method of diagnosing a disorder associated with
increased expression of CD37. In certain embodiments, the method comprises contacting a test cell with
an anti-CD37 antibody; determining the level of expression (either quantitatively or qualitatively) of
CD37 by the test cell by detecting binding of the anti-CD37 antibody to CD37; and comparing the level of
expression of CD37 by the test cell with the level of expression of CD37 by a control cell (e.g., a normal
cell of the same tissue origin as the test cell or a cell that expresses CD37 at levels comparable to such a
normal cell), wherein a higher level of expression of CD37 by the test cell as compared to the control cell
indicates the presence of a disorder associated with increased expression of CD37. In certain
embodiments, the test cell is obtained from an individual suspected of having an autoimmune disorder or
inflammatory disorder. In some embodiments, the disorder is associated with increased expression of
CD37. In some embodiments, the disorder is associated with increased number of B-cells. {n some

embodiments, the disorder is associated with increased activity of B-cells.
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[00236] In certain embodiments, a method of diagnosis or detection, such as those described above,
comprises detecting binding of an anti-CD27 antibody ti CD37 expressed on the surface of a cell or in a
membrane preparation obtained from a cell expressing CD37 on its surface. In certain embodiments, the
method comprises contacting a cell with an anti-CD37 antibody under conditions permissive for binding
of the anti-CD37 antibody to €37, and detecting whether a complex is formed between the anti-CD37
antibody and CD37 on the cell surface. An exemplary assay for detecting binding of an anti-CD37
antibody to CD37 expressed on the surface of a cell is a "FACS" assay.
106237 Certain other methods can be used to detect binding of amti-CID37 antibodies to CD37. Such
moethods include, but are not fooited to, antigen-binding assays that are well known in the art, such as
estern blots, radioimmunocassays, FELISA (enzyme linked mmmunosorbent assay), "sandwich”
Immunoassays, immanoprecipitation assays, fluorescent inununoassays, protein A immunoassays, and
immunohistochemistey (THC).
[60238] in certatn embodiments, anti-CD37 antibodies are labeled. Labels include, but are not himited
to, labels or moleties that are detected directly (such as fluorescent, chromophoric, electron-dense,
cheriluminesceni, and radioactive labels), as well as moicties, such as enzymes or ligands, that are
detected indivectly, e.g., through an enzymatic reaction or molecular interaction.
(602384 In certain embodiments, anti-CID37 antibodies are immobilized on an insoluble matrix.
Immobilization entails separating the amti-CD37 antibody from any CD37 that remains free in solution
This conventionally is accomplished by either insolubihzing the anti-CD37 antibody before the assay
procedure, as by adsorption o a water-insoluble matrix or surface {Beunich et al, U.S. Pat. No.
3,720,760), or by covalent coupling (for example, using glutaraldehyde cross-linking), or by
insolobilizing the anti-CD37 antibody after formation of a complex between the anti-CD37 antibody and
CD37, e.g., by tomunoprecipitation.
{B02401 Any of the above embodiments of diagnosis or detection can be carried out psing an
impunoconjugate of the mvention in place of or in addition to an anti-CH37 antibody.
[00241] In certain embodiments, the disease treated with the CD37-binding agent i5 an aufobmnume or
inflammatory disease. In certain embodiments, the autoimmune or inflammatory disease is selected from
the group consisting of psoriasis, dermatitis, systemic scleroderma and sclerosis, responses associated
with inflammatory bowel disease, Crohn's disease, ulcerative colitis, respiratory distress syndrome, adult
respiratory distress syndrome (ARDS), dermatitis, meningitis, encephalitis, uveitis, colitis,
glomerulonephritis, allergic conditions, eczema, asthma, conditions involving infiltration of T cells and
chronic inflammatory responses, atherosclerosis, leukocyte adhesion deficiency, rheumatoid arthritis,
systemic lupus erythematosus (SLE), diabetes mellitus, multiple sclerosis, Reynaud's syndrome,
autoimmune thyroiditis, allergic encephalomyelitis, Sjorgen's syndrome, juvenile onset diabetes, immune

responses associated with acute and delaved hypersensitivity mediated by cytokines and T-lymphocytes,
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tuberculosis, sarcoidosis, polymyositis, granulomatosis, vasculitis, pernicious anemia (Addison's disease},
diseases involving leukocyte diapedesis, ceniral nervous system {(CNS} inflammatory disorder, multiple
organ injury syndrome, hemolyiic anemia, myasthemia gravis, antigen-antibody complex mediated
diseases, anti-glomerular basement membrave disease, antiphospholipid syndrome, allergic neurttis,
Graves' disease, Lambert-Eaton myasthenic syndrome, pemphigoid bullous, pempbigus, autolmmune
polyendocrinopathies, Reiter's disease, stiff-man syndrome, Beheet disease, giant cell arteritis, immune
complex nephritis, IgA nephropathy, IgM polyneuropathies, idiopathie thrombocyiopenic purpura (ITP}
and autoimmune thrombocyiopenia.

j08242] In some embodiments, the autoimnuine or inflammatory disease is selected from the group
conpsisting oft KA, lupus, immune thrombocytopenic purpura, pure red cell aplasia, aufoimmune anemia,
cold agglutinin disease, type B syndrome of severe ipsulin resistance, mixed cryoglobulinermia,
myasthenia gravis, Wegener's granulomatosis, microscopic polyangiitis (MPA), refractory pemphigus
vuigaris, dermatomyositis, Sjogrew's syndrome, active type-lf mixed coryoglobulinemia, pemphigus
vilgaris, auvtoimmune neuwropathy, parancoplastic opsoclonus-myoclonus syndrome, and relapsing-
renutiing multiple sclerosis (RRMS),

100243} In certain embodiments, the antoimmune disease or inflammatory disease is characterized by
CD37 expressing ceils to which the CD37-binding agent (2.g., antibody} binds.

{00244 The present mvention provides for methods of treating autoimmune and inflammatory
diseases comprising administering a therapeutically effective amount of a CD37-binding agent o a
subject (e.2., g subject in need of treatment}, In certain evibodiments, the subject i1s a human.

[00245) The present invention further provides methods for depleting B-cells, e.g., autoreactive B-
cells, vsing the antibodies or other agents described herein.  In certain embodiments, the method of
depleting B-cells comprises contacting a B-cell with a CD37-binding agent {e.g., antibody) in viro. For
exarnple, a cell line that expresses CD37 is cultured in medium to which is added the antibody or other
agent to deplete the cells. In some embodiments, the cells are isolated from a patient sample such as, for
example, a tissue blopsy, pleural effusion, or blood sample and cultured in medium to which is added an
CD37-binding agent {o deplets the cells.

[63246] In some embodiments, the method of depleting B-cells, e.g. autoreactive B-cells, comprises
contacting the cells with the CD37-binding agent {(e.g.. antibody) i vive. In certain embodiments,
contacting a cell with a CD37-binding agent is undertaken in an animal model. For example, CD37-
binding agents can be administered to xenografts expressing one or more CD37s that have been grown in
immunocompromised mice (e.g. NOD/SCID mice). In some embodiments, cells are isolated from a
patient sample such as, for example, a tissue biopsy, pleural effusion, or blood sample and injected into

immunocompromised mice that are then administered a C£¥37-binding agent to deplete B-cells. In some

embodiments, the CD37-binding agent is administered at the same time or shortly after introduction of
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cells into the animal.  In further examples, CD37 binding agents can be administered in vivo to mice
expressing one or more CD37 antigens. In some embodiments, these mice can be engineered to express
human CD37 in addition to, or instead of, murine CD37. In some embodiments, these mice are disease
models, e.g. models for autoimmune disease. In some embodiments, administering a CD37 binding agent
depletes B-cells in vivo. In some embodiments, a CD37 binding agent prevents T-cell stimulation. In
some embodiments, administering a CD37 binding agent prevents or alleviates an autoimmune disease.
190247} In certain embodiments, the B-cells overexpress CD37. In other embodiments, the B-cells do
not overexpress CN37. In some embodiments, the B-cells are not cancer cells. In some embodiments, the
B-cells are not tumor cells. In some embodiments, the B-cells are not cancerous cells.

[00248] The present invention further provides pharmaceutical compositions comprising one or more
of the CD37-binding agents described herein. In certain embodiments, the pharmaceutical compositions
further comprise a pharmaceutically acceptable vehicle. These pharmaceutical compositions find use in
treating autoimmune and inflammatory disease in human patients.

[00249] In certain embodiments, formulations are prepared for storage and use by combining a
purified antibody or agent of the present invention with a pharmaceutically acceptable vehicle (e.g.
carrier, excipient) (Remington, The Science and Practice of Pharmacy 20th Edition Mack Publishing,
2000). Suitable pharmaceutically acceptable vehicles include, but are not limited to, nontoxic buffers
such as phosphate, citrate, and other organic acids; salts such as sodium chloride; antioxidants including
ascorbic acid and methionine; preservatives (e.g. octadecyldimethylbenzyl ammonium chloride;
hexamethonium chloride; benzalkonium chloride; benzethonium chloride; phenol, butyl or benzyl
alcohol; alkyl parabens, such as methyl or propyl paraben; catechol; resorcinol; cyclohexanol; 3-pentanol;
and m-cresol); low molecular weight polypeptides (e.g. less than about 10 amino acid residues); proteins
such as serum albumin, gelatin, or immunoglobulins; hydrophilic polymers such as polyvinylpyrrolidone;
amino acids such as glycine, glutamine, asparagine, histidine, arginine, or lysine; carbolhydrates such as
monosacchandes, disaccharides, glucose, mannose, or dextrins; chelating agents such as EDTA; sugars
such as sucrose, mannitol, trehalose or sorbitol; salt-forming counter-ions such as sodium; metal
complexes (e.g. Zn-protein complexes); and non-ionic surfactants such as TWEEN or polyethylene glycol
(PEG).

[00250] The pharmaceutical compositions of the present invention can be administered in any number
of ways for either local or systemic treatment. Administration can be topical (such as to mucous
membranes including vaginal and rectal delivery) such as transdermal patches, ointments, lotions, creams,
gels, drops, suppositories, sprays, liquids and powders; pulmonary (e.g., by inhalation or insufflation of
powders or aerosols, including by nebulizer; intratracheal, intranasal, epidermal and transdermal); oral; or
parenteral including intravenous, intraarterial, subcutaneous, intraperitoneal or intramuscular injection or

infusion; or intracranial (e.g., intrathecal or intraventricular) administration.
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[00251] An antibody or immunoconjugate of the invention can be combined in a pharmaceutical
combination formulation, or dosing regimen as combination therapy, with a second compound having
anti-autoimmune or inflammatory properties. The second compound of the pharmaceutical combination
formulation or dosing regimen can have complementary activities to CD37-binding agent of the
combination such that they do not adversely affect each other. Pharmaceutical compositions comprising
the CD37-binding agent and the second agent are also provided. For example, CD37-binding agents can
be administered in combination with CD20-binding agents, such as Rituximab. In other embodiments,
CD37-binding agents can be administered in combination with salicylate; nonsteroidal anti-inflammatory
drugs such as indomethacin, phenylbutazone, phenylacetic acid derivatives (e.g., ibuprofen and
fenoprofen), naphthalene acetic acids (naproxen), pyrrolealkanoic acid (tometin), indoleacetic acids
(sulindac), halogenated anthranilic acid (meclofenamate sodium), piroxicam, zomepirac and diflunisal;
antimalarials such as chloroquine; gold salts; penicillamine; or immunosuppressive agents such as
methotrexate or corticosteroids. In some embodiments, the CD37-binding agent is administered in
combination with a second therapeutic selected from the group consisting of methotrexate, an anti-CD20
therapeutic, an anti-IL-6 receptor therapeutic, an anti-IL-12/23p40 therapeutic, a chemotherapeutic, an
immunosuppressant, an anti-interferon beta-la therapeutic, glatiramer acetate, an anti-o4-integrin
therapeutic, fingolimod, an anti-BLys therapeutic, CTLA-Fc, or an anti-TNF therapeutic. In some
embodiments, the CD37-binding agent is administered in combination with a second therapeutic that is an
antibody directed against an antigen selected from a group consisting of CD3, CD14, CD19, CD20,
CD22, CD25, CD28, CD30, CD33, CD36, CD38, CD40, CD44, CD52, CD55, CD59, CD56, CD70,
CD79, CD80, CD103, CD134, CD137, CD138, and CD152. In some embodiments, the CD37-binding
agent is administered in combination with a second thereapeutic that is an antibody directed against a
target selected from the group consisting of 1L-2, IL-6, IL-12, IL-23, IL-12/23 p40, IL-17, IFNy, TNFq,
IFNq, TL-15, 1L-21, IL-1a, IL-1b, 1L-18, IL-8, IL-4, GM-CSF, IL-3, and I1L-5. In some embodiments, the
CD37-binding agents are administered in combination with methotrexate.

[00252] For the treatment of the disease, the appropriate dosage of an antibody or agent of the present
invention depends on the type of disease to be treated, the severity and course of the disease, the
responsiveness of the disease, whether the antibody or agent is administered for therapeutic or
preventative purposes, previous therapy, patient’s clinical history, and so on all at the discretion of the
treating physician. The antibody or agent can be administered one time or over a series of treatments
lasting from several days to several months, or until a cure is affected or a diminution of the disease state
is achieved. Optimal dosing schedules can be calculated from measurements of drug accumulation in the
body of the patient and will vary depending on the relative potency of an individual antibody or agent.
The administering physician can easily determine optimum dosages, dosing methodologies and repetition

rates. In certain embodiments, dosage is from 0.01 pg to 100 mg per kg of body weight, and can be given
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once or more daily, weekly, monthly or vearly. In certain embodiments, the antibody or other CD37-
binding agent is given once every two weeks or once every three weeks. In certain embodiments, the
dosage of the anitbody or other CD37-binding agent is from about 0.1 mg to about 20 mg per kg of body
weight. The treating physician can estimate repetition rates for dosing based on measured residence times
and concentrations of the drog in bodily fluids or tissues.

86283 The combination therapy can provide "synergy” and prove "synergistic”, te. the effect
achieved when the active ingrodients used together is greater than the sum of the effects that results from
using the compounds separately. A synergistic effect can be attained when the active ingredients are: (1)
co-formulated and administered or delivered simultanecusly in a combined, unit dosage formulation; (2)
delivered by alternation or in parallel as separate formulations; or {3} by some other regimen. When
delivered in alternation therapy, a synergistic effect can be attained when the compounds are administered
or delivered sequentially, e.g. by different fnjections in separate syringes. In general, during altemation
therapy, an effective dosage of each active ingredient is administered sequentially, t.e. serially, whereas i

combination therapy, effective dosages of two or more active ingredients are administered fogether,

VI Kits comprising CD37-binding agents

[00254] The present invention provides kits that comprise the antibodies, immunoconjugates or other
agents described herein and that can be used to perform the methods described herein. In certain
embodiments, a kit comprises at least one purified antibody against CD37 in one or more containers. In
some embodiments, the kits contain all of the components necessary and/or sufficient to perform a
detection assay, including all controls, directions for performing assays, and any necessary software for
analysis and presentation of results. A label or indicator describing, or a set of instructions for use of, kit
components in a ligand detection method of the present invention, can also be included. The instructions
may be associated with a package insert and/or the packaging of the kit or the components thereof. One
skilled in the art will readily recognize that the disclosed antibodies, immunoconjugates or other agents of
the present invention can be readily incorporated into one of the established kit formats which are well
known in the art. Such kits can also include, for example, other compounds and/or compositions, a
device(s) for administering the compounds and/or compositions, and written instructions in a form
prescribed by a governmental agency regulating the manufacture, use or sale of pharmaceuticals or
biological products.

[00255] Further provided are kits comprising a CD37-binding agent (e.g., a CD37-binding antibody),
as well as a second agent. In certain embodiments, the second agent is rituximab. In certain
embodiments, the second agent is methotrexate.

* * *
{00256] Embodiments of the present disclosure can be further defined by reference to the following

non-limiting examples, which describe in detail preparation of certain antibodies of the present disclosure
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and methods for using antibodies of the present disclosure. It will be apparent to those skilled in the art
that many modifications, both to materials and methods, can be practiced without departing from the

scope of the present disclosure.

Examples

[60257] It is understood that the examples and embodiments described herein are for illustrative
purposes only and that various modifications or changes in light thereof will be suggested to persons
skilled in the art and are to be included within the spirit and purview of this application.

[00258] All publications, patents, patent applications, internet sites, and accession numbers/database
sequences (including both polynucleotide and polypeptide sequences) cited herein are hereby incorporated
by reference in their entirety for all purposes to the same extent as if each individual publication, patent,
patent application, internet site, or accession number/database sequence were specifically and individually

indicated to be so incorporated by reference.

Example 1

CD37 exgression in normal human PBMCs

[00259] The CD37 antigen was reported to be expressed on B-cells from the pre-B stage to the
peripheral mature B-cell stage, while being absent on B-cell progenitors and terminally differentiated
plasma cells. (Link et al., 1987, J Pathol. 152:12-21). In addition, the CD37 antigen is only weakly
expressed on T-cells, myeloid cells and granulocytes (Schwartz-Albiez et al. 1988, J. Immunol.,
140(3)905-914).

[00260] The ability of antibodies (including certain CD37 antibodies and immunoconguates
previously described in U.S. Published Application No. 2011/0256153, which is herein incorporated by
reference in its entirety) to bind to normal human B-cells was measured using flow cytometry assays with
fluorescently labeled antibodies. In addition, the commercially available QuantiBRITE system from BD
Biosciences was used to estimate antigen density based on the number of antibodies bound to the cells
(ABC). The QuantiBRITE system from BD Biosciences utilizes the following reagents: anti-CD20-PE
supplied at 100 pg/mL and QuantiBRITE PE supplied as lyophilized PE-labeled beads. In addition, the
huCD37-3 antibody was labeled with PE to obtain an antibody-PE conjugate with an Ab:PE ratio of
approximately 1:1.

[00261] Fresh buffy coats from healthy donors were obtained from Research Blood Components
(Brighton, MA, US) as a source of normal blood cells. Buffy coats were prepared by centrifugation of a
unit of whole blood and collecting the interface between the plasma and the red blood cells. This

unpurified buffy coat contains PBMCs, neutrophils, platelets, red blood cells, and plasma and was used
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for experiments on the same day it was drawn. Peripheral blood mononuclear cells (PBMCs) were
prepared from buffy coats by standard density gradient centrifugation using Ficoll-Paque as follows.
Blood was diluted 1:3 with 1x HBSS containing SmM EDTA and up to 30 mL were added to a 50 mL
conical tube. Ten mL of Ficoll-Paque (GE Healthcare) were slowly added to the bottom of each tube.
Samples were centrifuged at 500 x g with no brake at RT for 30 minutes to obtain a layer of PBMCs
below the plasma and to remove red blood cells and most granulocytes. The PBMCs were transferred to
new tubes and washed twice with 1x HBSS containing 5mM EDTA by centrifugation at 400 x g for 10
minutes at RT. Staining buffer (1x HBSS, 1% BSA, 0.1% sodium azide) was then used to resuspend the
PBMC pellets at 6.25 x 10° cells/mL. Eighty pL of cells were transferred to a round-bottom 96-well plate
to achieve 5 x 10° cells/assay and 20 pL of human serum (Sigma H4522) were added to block Fc receptor-
mediated binding and incubated with cells on ice for 20 min in the dark. Fluorescently labeled antibodies
obtained from Miltenyi were used to identify PBMC populations: anti-CD3-allophycocyanin (APC) was
used to identify T-cells, anti-CD19-APC for B-cells, anti-CD56-APC for natural killer (NK) cells and
anti-CD14-APC for monocytes.

[00262] Cells were co-stained for CD37 expression using 20 pL. of huCD37-3-PE for a final
concentration of approximately 10 pg/mL. Likewise, cells were co-stained for CD20 expression using 20
pL of anti-CD20-PE. As a control a non-binding PE-labeled hulgG1 isotype control antibody was used at
10 pg/mL. Staining was carried out for 1 hour on ice in the dark. Samples were washed twice with
staining buffer and fixed in 200 pL of 1% formaldehyde in 1x PBS. Samples were stored at 4°C in the
dark until acquisition, which was performed within 4 days of sample preparation.

[00263] A fresh tube of QuantiBRITE beads was reconstituted in the supplied tube with 0.5 mL of
staining buffer just prior to sample acquisition. Samples were acquired on a FACSCalibur flow cytometer
(BD Biosciences). Compensation controls were run with each assay to select appropriate instrument
settings and at least 10,000 events were collected for each sample. Instrument settings for fluorescence
and compensation were kept the same for both cell sample and bead sample acquisition to allow for an
accurate comparison. CellQuest (version 5.2.1, BD Biosciences) was used for acquisition control and
analysis.

[00264] The QuantiBRITE analysis utilizes on a bead standard with 4 bead populations conjugated
with a known number of PE molecules. For data analysis, a G1 gate was drawn around the bead singlets
on an FSC-H/SSC-H scatter plot. This gated bead population was subsequently analyzed using a
histogram plot of FL2-H to evaluate the level of PE staining. Separate markers were drawn around the
peaks of the four bead populations (M1-M4) and the geometric mean for FL2 of each bead population was
determined. The FL2 geometric mean of each bead was plotted against the lot specific PE/bead values in
a log-log plot. Linear regression was performed to obtain a standard curve using the following equation:

y =mx + ¢, with “m” equal to the slope and “c” equal to the y-intercept.
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(0265} For PBMC sample analysis, a Gl gate was drawn around the positive fluorescent celil
poputation of interest on an SSC-H/FLA4-H dot plot. This gated cell population was subsequently analyzed
using a histogram plot of FL2-H to evaluate the level of PE-labeled antibody staining. The FLZ geometric
mean was determined for each biood cell sample stamed with anti-CD37-PE or anti-CID20-PE, as well as
unstained control samples. All geometric mean valaes for FLZ were plotted against the bead standard
curve and values for PE per cell were extrapolated. Since both antibody-PE conjugates were at a PE:Ab
ratio of approximately 1:1, the values for PE per cell correspond to the number of antibodies bound per
cell (ABC) value. Experiments were performed with duplicate samples for each assay., The mean and
standard deviation was determined from several assays for each blood cell population.

{00266] D37 expression was evaluated in normal blood cells from 4 independent donors. Results
were compared to CD20 staining, unstained cells and a non-binding hulgG-PE conjugate as controls. An
example of a typical staining profile of normal B-cells is given in a histograms in Figure 1. The average
ABC values of 4 different experiments for CD37 and CD20 were calculated and listed in Table 1.

[00267] Table 1: ABC values for CD37 and CD20 expression on human PBMC samples

CD37 ABC ©b2¢ aBc  NeAb  hulgG-PE

control control
CDI9+Becells 77,440 94,598 80 76
CD3+ T cells 2,016 336 74 68
CD56+ NK cells 3,090 264 85 88
CD14+ monocytes 5,244 794 180 215

[00268] The highest overall CD37 staining level was found in CD19+ B-cells at approximately 77,000
ABC. In addition, CD37 staining was seen at low levels in other PBMC populations examined, with
CD14+ monocytes showing CD37 staining at approximately 5,000 ABC, CD56+ NK cells at 3,000 ABC,
and CD3+ T cells at 2,000 ABC. Staining with the non-binding hulgG-PE control resulted in ABC values
of approximately 70 — 90 for B, T and NK cells and approximately 200 for monocytes. In the same 4
donors CD20 expression was evaluated in comparison to CD37. In accordance with published findings,
the CD20 staining was restricted mainly to CD19+ B-cells with an ABC value of approximately 95,000
ABC. The CD20 expression level was just slightly higher than the CD37 expression level. Only minimal
CD20 staining was observed in other PBMC populations examined, with CD14+ monocytes showing
CD?20 staining at 794 ABC, CD56+ NK cells at 264 ABC and CD3+ T cells at 336 ABC.

1002691 This result demonstrates that high CD37 expression is mainly restricied to B-cells in
peripheral blood samples with only minor expression on peripheral T cells, NK cells and monocytes, This
is consistent with published findings ((Moore et al. 1986, J Immunol. 137(93:3013-8; Schwartz-Albiex et

al, 1988, J. Immmuncl, 140(3)905-814). s addition, we found that the CD37 expression levels on
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peripheral B-cells is similar to the level of CD20 expression. This expression pattern strongly suggest that
CD37 directed therapies may be a suitable for targeting B-cells in diseases such as B-cell malignancies,
autoimmune diseases, inflammatory diseases or other disorders of the immune system analogous to the

use of CD20 directed therapies.

Example 2A

In vitro B-cell deyletion using purified PB

{88276} The ability of humanized antibodies to deplete B-cells was measured using in vitro assays
with human PBMCs according to published studies performed with rituximab (Vogmeyster et al.
Cytometry A, 2003:32(2):101-9 and Vugmeyster ¢t all Int Immunophbarmacol. 2004:4(8)1117-24).
Alemiuzamab (Campath) was used as appositive control, sinee it has been reported to efficiently deplete
fymphocytes i vive and in vigro (Hale, Blood. 1983 Oct;62(4):873-82 and Waldmann, Fhilos Trans R So¢
Lond B Biol Sci. 2005 Sep 29;360(1461:1707-11).

[00271] Fresh buffy coats from healthy donors were obtained from Research Blood Components
(Brighton, MA, US) as a source of normal blood cells for all experiments within this study. Buffy coats
were prepared by centrifugation of a unit of whole blood and collecting the interface between the plasma
and the red blood cells. This unpurified buffy coat contains PBMCs, neutrophils, platelets, red blood
cells, and plasma and was used for experiments on the same day it was drawn. Peripheral blood
mononuclear cells (PBMCs) were prepared from buffy coats by standard density gradient centrifugation
using Ficoll-Paque as follows. Blood was diluted 1:3 with 1x HBSS containing SmM EDTA and up to
30 mL were added to a 50 mL conical tube. Ten mL of Ficoll-Paque (GE Healthcare) were slowly added
to the bottom of each tube. Samples were centrifuged at 500 x g with no brake at RT for 320 minutes to
obtain a layer of PBMCs below the plasma and to remove red blood cells and most granulocytes. The
PBMCs were transferred to new tubes and washed twice with 1x HBSS containing 5SmM EDTA by
centrifugation at 400 x g for 10 minutes at RT. Staining buffer (1x HBSS, 1% BSA, 0.1% sodium azide)
was then used to resuspend the PBMC pellets in the initial blood volume to achieve the original cell
density.

[69272] To assess the effect of haCD37-3, buCD37-3-SMCC-DM1T, huCD37-50, huCD37-50-SMOC-
DM, rituximab, alemtuzumab (Campath), and TRU-016 on PBMC depletion, 96 ul of purified cells
were added 1o 12 x 75 mm polystyrene tubes and incubated with 10 pl of 2 100 po/mi. solution of each
sample or a hulg(s isotype control antibody for | hr at 37°C in a humidified 5% CQO, incubator. The final
antibody {Ab} conceniration was 10 ug/ml in a final volume of 100 pl in staining buffer. Three
independent samples were prepared for cach treatment.

[00273] To identify populations of PBMCs, all samples were co-stained tmmediately after Ab

incubation with 10-20 pb of fluorescently labeled Abs obtained from, for example, BD Biosciences or
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Miltenyi. Anti-CD3-PerCP-Cy5.5 was used to identify T cells, anti-CD19-APC for B-cells, and anti-
CDI14-FITC for monocytes. Staining was carried out in a total of 150 pL for 30 min in the dark at RT.
CountBright Absolute Counting Beads (Invitrogen) were vortexed and added to each sample at 50 pL per
tube. For PBMC prep samples, cells were washed once with 1 mL staining buffer and centrifuged at 400 x
g for 3-5 min. Supernatant was removed with a 1 mL pipette and cells were resuspended in 500 puL of 1%
formaldehyde in 1x PBS. Samples were stored at 4°C in the dark until acquisition, which was performed
within 4 days of sample preparation.

[00274] TreeStar FlowJo software (version PC 7.5) was used for data analysis. A gate was drawn
around the CountBright bead population on an FSC-H vs SSC-H dot plot to determine a total bead count
for the sample. To determine the total count for each PBMC population of interest, a separate gate was
drawn around the positive fluorescent population on an SSC-H vs FL(x)-H dot plot, where x is the
channel of interest. Specifically, a total count for T cells in a sample was found by gating the positive
population on an SSC-H vs FL3-H dot plot; for B-cells, the positive population was found on an SSC-H
vs FL4-H dot plot; for NK cells, an SSC-H vs FL2-H dot plot was used; for monocytes, an SSC-H vs
FL1-H dot plot was used. The ratio of CD19+ cells for B-cells (CD3+ cells for T cells, CD56+ cells for
NK cells, or CD14+ cells for monocytes) relative to beads was determined and multiplied by 100. Percent
depletion was then calculated by taking the ratio of the cell to bead ratio in treated samples relative to the
cell to bead ratio in isotype control treated samples, subtracting this from 1 and multiplying by 100. This
corresponds to the following formula: Percent Depletion = 100 x (1 —cell to bead ratio of treated sample/
cell to bead ratio of control sample). Data for all cell types was analyzed in the same manner.

[00275] For two donors tested, treatment of purified PBMC samples with huCD37-3, huCD37-3-
SMCC-DM1, huCD37-50 or huCD37-50-SMCC-DM1 resulted in approximately 55-70% depletion of B-
cells (see Figure 2). There was less than 10% depletion of T cells or monocytes. The B-cell restricted
depletion effect indicates that this activity is linked to the high CD37 expression on B-cells. In
comparison, treatment with the anti-CD20 antibody rituximab resulted in approximately 30-40% depletion
of B-cells. Treatment with the anti-CD37 SMIP™ TRU-016 resulted in only 20-30% depletion of B-cells.
Alemtuzumab treatment resulted in depletion of 60-70% of B-cells, 55-65% of T cells and 40-65% of
monocytes.

Example 2B

[00276] To evaluate the dose-response of the antibodies and conjugates, purified PBMCs from 2
donors were incubated with a 5-fold sample dilution series. Each sample dilution was added at 10 pL per
tube to 90 pL of purified cells in triplicate and incubated for 1 hour at 37°C in a humidified 5% CO,
incubator. The final concentration ranged from 10 pg/mL to 0.13 ng/mL. The same amount of a non-

binding hulgG Ab was used as an isotype control.
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[00277] For two donors tested, treatment of purified PBMC samples with huCD37-3-SMCC-DM1
resulted in a clear dose-response for the B-cell depletion activity (see Figure 3A and B). Incubation with
huCD37-3-SMCC-DM1 caused in vitro depletion of approximately 60% of B-cells with an EC50 of 40-75
ng/mL. For an additional donor tested, treatment of purified PBMC samples with huCD37-3, huCD37-38,
huCD37-50, and huCD37-56 antibodies also resulted in a clear dose-response for the B-cell depletion
activity (see Figure 3C). Incubation with these antibodies caused in vitro depletion of approximately 60-

70% of B-cells with an EC50 of 20-30 ng/mL.

Example 2C

[00278] The ability of humanized antibodies to deplete B-cells was measured using in vitro assays
with whole blood according to published studies performed with rituximab (Vugmeyster et al. Cytometry
A.2003;52(2):101-9 and Vugmeyster et al. Int Iinmunopharmacol. 2004;4(8):1117-24).

[00279] Fresh buffy coats from healthy donors were obtained from Research Blood Components
(Brighton, MA, US) as a source of normal blood cells for all experiments within this study. To assess the
effect of huCD37-3, huCD37-3-SMCC-DM1, rituximab, alemtuzumab (Campath), and TRU-016 on
peripheral blood cells (PBCs) in a whole blood matrix, 90 pL of whole blood from a buffy coat were
incubated with Abs or isotype control as detailed above in a total volume of 100 uL. Three independent
samples were prepared for each Ab treatment.

[00280] To identify populations of blood cells, all samples were co-stained immediately after Ab
incubation with 10 - 20 pL of fluorescently labeled Abs obtained from, for example, BD Biosciences or
Miltenyi. Anti-CD3-PerCP-Cy5.5 was used to identify T cells, anti-CD19-APC for B-cells, anti-CD56-
PE for NK cells, and anti-CD14-FITC for monocytes. Staining was carried out in a total of 150 pL for 30
min in the dark at RT. CountBright Absolute Counting Beads (Invitrogen #C36950) were vortexed and
added to each sample at 50 pL per tube to allow standardization of cell counts.

[00281] Following cell staining, 2 mL of BD FACS Lysing Solution (BD Biosciences, diluted 1:10 in
dH,0 according to the manufacturer’s instructions) were added to each sample in order to lyse the RBCs
present. Samples were incubated at RT for 15-20 min in the dark, centrifuged at 400 x g for 3-5 min, and
resuspended in 500 pL of 1% formaldehyde in 1x PBS. Samples were stored at 4°C in the dark until
acquisition, which was performed within 4 days of sample preparation. Samples were acquired on a BD
FACSCalibur. Compensation controls were run with each assay to confirm instrument settings. A total of
160,000 ungated events were acquired for each sample using BD CellQuest software (version 5.2).
TreeStar FlowJo software (version PC 7.5) was used for data analysis as described above.

[00282] For one donors tested, treatment of purified PBMC samples with huCD37-3, huCD37-3-
SMCC-DM1, huCD37-50 or huCD37-50-SMCC-DM1 resulted in approximately 40% depletion of B-



WO 2012/135740 PCT/US2012/031648
-83 -

cells (see Figure 4). There was less than 10% depletion of T cells, NK cells or monocytes. As seen for v
purified PBMCs, the in vitro depletion is restricted to B-cells indicating that the activity is linked to the
high CD37 expression on B-cells. In comparison, treatment with the anti-CD20 antibody rituximab or the
anti-CD37 SMIP™ TRU-016 resulted in a less than 10% depletion of B-cells. Alemtuzumab treatment
resulted in depletion of 40% of B-cells, 80% of T cells, 15% of NK cells and 20% of monocytes.

Example 2D

Dose response for in vigre B-cell depletion using whole bloond

{69283] To evaluate the dose-response of the antibodies and conjugates, whole blood from 2 donors
was incubated with a 16-fold sample difution series. Each sample dilution was added at 10 gL per tube fo
96 pl of purified cells in triplicate and incubated for | hr at 37°C in a humidified 5% CO; incubator. The
finral concentration ranged from 10 pg/mL to 6.1 ng/mb., The same amount of a nop-binding hulgG Ab
was used as an isolype control.

{60284 For two donors tested, treatment of whole blood samples with haCD37-3 or huCD37-3-
SMCC-DM1 resulted in a clear dose response for the B-cell depletion activity {see Figure 5A and B} In
addition, huCD37-50 was tested for one donor and alse showed a similar dose response for the B-eell
depletion activity {see Figure 5B} Incubation with haCD37-3, huaCD37-3-SMCC-DM!I or huCD37-50
caused a maximum response of in vitro depletion of approximately 30-45% of B-cells with an EC50 of
40-120 ng/ml.

[00285] In addition to the in vitro experiment described above, the capacity of CD37 antibodies to
deplete B cells in vivo can be tested in huCD37 expressing mice (described in Example 3) and, for

antibodies that crossreact with macaque CD37, in monkey.

Example 2E

In vitro evtokine release studies using human PBMCs

[00286] In vitro cytokine release was measured by ELISpot for IFN-y (Interferon), TNF-a (Tumor
Necrosis Factor) and IL-6 (Interleukin-6) using peripheral blood mononuclear cells (PBMCs) from
healthy human donors incubated for 18-20 hours with compounds at a concentration of 2.5 ng/mL to 250
pug/mL. The ELISpot method is designed to measure the number of cells secreting cytokine by capturing
the cytokine onto the assay plate during the entire length of the incubation. In all assays the positive
control anti-CD3 antibody CD3-2, as well as a negative non-binding isotype hulgG contro} antibody was
included. Alemtuzumab (Campath®) and rituximab (Rituxan®) were used in comparison, since both have
been reported to induce cytokine release in patients (Wing. J Clin Invest. 98:2819-26 (1996) and Winkler,
Blood 94:2217-2224 (1999)). The assay conditions were chosen to reflect conditions that are relevant for

antibody therapeutics. The highest concentration of 250 pg/mL tested corresponds to the maximum
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serum concentration of an antibody, such as for example the CD20-directed rituximab, in patient plasma
after an infusion of 10 mg/kg of antibody.

[00287] As can be seen in Figures 6 and 7, the positive control anti-CD3 antibody induced release of
very high levels of IFN-y, TNF-a and IL-6 with PBMCs from two different donors. In the same assays,
alemtuzumab caused intermediate cytokine release, while rituximab caused moderate cytokine release
with PBMCs from two different donors. In contrast, huCD37-3, huCD37-50, huCD37-3-SMCC-DM1 or
huCD37-50-SMCC-DM]1 did not cause significant cytokine release in our assays.

[00288] This underscores the utility of the described CD37-targeting antibodies or conjugates as
therapeutics as they combine potent activity, such as B-cell depletion, with a favorable safety profile with

respect to cytokine release.

Example 3

[00289] B-cell depletion is known to ameliorate autoimmune diseases. In fact, rituximab has been
approved for rheumatoid arthritis treatment (Edwards JC et al. Nat Rev Immunol. 6: 119 (2006)). In
animal models, B-cell depletion using antibodies against B-cell antigens such as CD20, CD19 and CD79
has been shown to inhibit or ameliorate several autoimmune diseases including systemic lupus
erythematosus (SLE), experimental autoimmune encephalomyelitis (EAE; mouse model of multiple
sclerosis), type-1 diabetes (T1D) and rheumatoid arthritis (RA). The CD37 antigen is expressed at high
levels in human B-cells. Therefore, antibodies or immunoconjugates directed against the CD37 antigen
could potentially deplete B-cells and be therefore useful to treat multiple autoimmune diseases.

[00290] To test the utility of CD37 targeting antibodies and immunoconjugates to treat human
autoimmune diseases, the activity of such CD37 targeting antibodies and immunoconjugates can be
studied in mice using several murine autoimmune disease models.

[00291] For example, anti-murine CD37 antibodies can be generated using CD37-knock-out mice or
other species such as rat and hamster, and antibodies that deplete B-cell in vivo effectively can be selected.
The therapeutic potential of anti-CD37 antibodies can be tested in mouse models representing human
autoimmune diseases, for example, a spontaneous T1D model in NOD mice, a myelin oligodendrocyte
glycoprotein (MOG) peptide induced EAE model in wild type C57/Bl6 mice, a collagen induced
rheumatoid arthritis model in DBA/1 mice or a spontaneous systemic lupus erythematosus (SLE) model in
MRL/lpr mice. Examples of murine CD37 antibodies and their therapeutic efficacy in various animal
models of autoimmune disease are provided below.

[00292] Alternatively, the therapeutic potential of anti-human CD37 antibodies and

immunoconjugates can also be tested in murine autoimmune disease models that have been engineered to
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express the human CD37 antigen. Such human CD37 (huCD37) expressing mice can be generated using
standard knock in (KI) or transgenic (Tg) approaches. For example, to generate huCD37 KI mice, human
CD37 ¢cDNA can be inserted into the murine CD37 locus in the C57/Bl6 embryonic stem (ES) cells. The
homozygous huCD37 KI mice will express human CD37 ¢cDNA under the regulation of the endogenous
murine CD37 promoter, thus the expression pattern of the huCD37 would mimic that of the endogenous
muCD37. The different approach utilizes bacterial artificial chromosome (BAC) containing the human
CD37 gene that can be randomly inserted into the mouse genome. This transgenic approach has been used
successfully to generate huCD20 Tg mice resulting in B-cell specific high level expression of the antigen.

{30293} The resulting huCD37 expressing mice based on the C57/Bl6 background can be used to
further develop several autoimmune disease model. For examples, MOG peptide immunization in the
C57/B16 strain background can induces severe EAE in two weeks. In addition, introducing a FcyRIIB
knock out phenotype by breeding huCD37 expressing mice with C57/Bl6 FcyRIIB knock out mice should
yield a mouse model that spontaneously develop SLE and develop RA upon immunization with collagen
II antigen. Alternatively, backcrossing of the huCD37 expressing C57/Bl6 mice into the NOI¥ or
MRL/lpr background for 10 generations can provide spontaneous T1D and SLE models, respectively.

Example 4A

[00294] To develop proof of concept that CD37 targeting antibody and immunoconjugate can inhibit
autoimmune disease, anti-murine CD37 (muCD37) monoclonal antibodies were generated by immunizing
CD37-knock-out C57B1/6 mice with 300-19, a murine pre-B cell line that endogenously expresses the
muCD37 antigen. The immunogen was injected subcutaneously at the dose of 5x10° cells per mouse
every 2 weeks for 5 times. Three days before being sacrificed for hybridoma generation, the immunized
mice received intraperitoneal injection of another dose of antigen. The spleen cells were fused with
murine myeloma P3X63Ag8.653 cells (P3 cells) (J. F. Kearney et al. 1979, J Immunol, 123: 1548-1550)
at ratio of 1 P3 cells: 3 spleen cells according to standard procedure. The fused cells were cultured in
RPMI-1640 selection medium containing hypoxanthine-aminopterin-thymidine (HAT) (Sigma Aldrich) in
5% CO, incubator at 37°C until hybridoma clones were ready for antibody screening.

[00295] Screening was done using flow cytometric binding assay with spleen cells from wild type
mice and CD37-knock-out mice. The spleen cells were counterstained with anti-CD45R (B220) antibody
to identify B cells that constitutively express CD37 antigen. The hybridomas producing antibody that
bound the wild type, but not CD37-knock-out, B cells were subcloned by limiting dilution. One stable
subclone (clone 252-3) was obtained. The 252-3 hybridoma was expanded in low IgG serum containing

media and the antibody was purified using standard methods with protein A/G chromatography.
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Example 4B

[00296] The purified 252-3 monoclonal antibody was identified as a mouse IgG2a with IsoStrip
mouse monoclonal antibody isotyping kit (Roche Diagnostics Corporation, Indianapolis, IN). To
determine the binding affinity to the muCD37 antigen, various concentrations of 252-3 antibody were
incubated with 300-19 cells, a murine pre-B cell line that expresses the muCD37 antigen, for 30 minutes
at 4°C. Cells were then washed and counterstained with anti mulgG-PE conjugate (Jackson
Immunoresearch, West Grove, PA) for 30 minutes at 4°C. The cells were finally washed, fixed in
formalin and analyzed by flow cytometry using a FACSarray (BD Bioscience, San Jose, CA). The flow
cytometry data were analyzed using FlowJo (Tree Star Inc., Ashland, OR) and the geometric mean
fluorescence intensity was plotted against the antibody concentration in a semi-log plot (Figure 8). A
dose-response curve was generated by non-linear regression and the EC50 value of the curve, which
corresponds to the apparent dissociation constant (Kd) of the antibody, was calculated using GraphPad
Prism (GraphPad Software Inc., La Jolla, CA). It was found that the Kd of the 252-3 antibody was 14 nM.
In contrast, the 252-3 antibody did not bind to human tumor cells expressing the human CD37 antigen.
The 252-3 antibody was then used as a surrogate antibody in murine autoimmune disease models to
demonstrate the therapeutic potential of a CD37-targeting antibody for the treatment of autoimmune

diseases (Examples 5-7).

Example 5

Anti-muCD37 monoclonal antibody inhibits experimental autoimmune encepshalomyelitis

[00297] Experimental autoimmune encephalomyelitis (EAE) is an animal model of inflammatory
demyelinating disease of the central nervous system (CNS), including multiple sclerosis in human.
Murine EAE is commonly induced by immunization of spinal cord homogenates, brain extracts, or CNS
protein such as myelin protein or peptide, followed by injection of pertussis toxin to break down the
blood-brain barrier and allow immune cells access to the CNS tissue. This immunization leads to multiple
small disseminated lesions of demyelination in the brain and spinal cord, causing tail paralysis followed
by limb paralysis.

[00298] To test the activity of anti-muCD37 antibody in the EAE model, we first studied the capacity
of the 252-3 antibody to deplete B cells in vivo. C57Bl/6 mice were injected intraperitoneally with 25
mg/kg of 252-3 antibody or polyclonal murine 1gG (Jackson Immunoresearch, West Grove, PA) as a
control. Peripheral blood was collected at different time points and analyzed for B and T cell levels by

flow cytometry. Allophycocyanin (APC)-conjugated anti-mouse CD45R (B220) antibody (ebioscience,
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San Diego, CA) and fluorescein isothiocyanate (FITC)-conjugated anti CD3e antibody (ebioscience, San
Diego, CA) were used to stain B and T cell populations, respectively. B cell depletion was assessed by
calculating the ratio of B to T cells for each sample and the B/T ratio was normalized by setting the
average B/T ratio of murine IgG-treated samples to 100%. The normalized B/T cell ratio was plotted for
mulgG control mice and 252-3 antibody treated mice (Figure 9A). The result show that the B cell level of
the mice treated with 252-3 antibody was rapidly reduced within a few hours after the antibody injection.
The B cell depletion reached ~70% at 3h and peaked at day 3 (> 95%). After day 3, the B cell level slowly
increased and reached ~60% of the normal level at day 14. This data suggests that the 252-3 antibody can
rapidly and efficiently deplete peripheral blood B cells, and this effect was sustained for at least 7 days
after the antibody injection.

[00299] The second study tested the capacity of 252-3 antibody to inhibit EAE. In this study, EAE
was induced in C57B1/6 mice by subcutaneous immunization of MOGss.ss peptide emulsified in complete
Freund’s adjuvant (EAE kit from Hooke Laboratories, Lawrence, MA) into the upper and lower back at
day 0 and two intraperitoneal injections of pertussis toxin at 2h and 24h after antigen immunization. Mice
were checked for EAE signs daily starting on day 7 after immunization. The disease severity was scored

on a scale of 0 to 5 using the following criteria:

Score i Clinical Observations

0 No obvious changes in motor functions of the mouse in comparison to non-immunized mice.

When picked up by the tail, the tail has tension and is erect. Hind legs are usually spread apart.
When the mouse is walking, there is no gait or head tilting.

1 Limp tail.

When the mouse is picked up by tail, instead of being erect, the whole tail drapes over your
finger.

2 Limp tail and weakness of hind legs.

When the mouse is picked up by tail, legs are not spread apart, but held closer together. When
- the mouse is observed when walking, it has clearly apparent wobbly walk.

3 Limp tail and complete paralysis of hind legs (most common)
OR,
Limb tail with paralysis of one front and one hind leg.

OR, ALL of:
+  Severe head tilting
¢«  Walking only along the edges of the cage
=  Pushing against the cage wall
#+  Spinning when picked up by the tail
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4 Limp tail, complete hind leg and partial front leg paralysis.

Mouse is minimally moving around the cage but appears alert and feeding. Usually, euthanasia
is recommended after the mouse scores level 4 for 2 days. When the mouse is euthanized
- because of severe paralysis, a score of 5 is entered for that mouse for the rest of the experiment.

5 Complete hind and front leg paralysis, no movement around the cage.
OR,

Mouse is spontaneously rolling in the cage.
OR,

Mouse is found dead due to paralysis.

If mouse is alive, euthanize the mouse immediately if it scores 5. Once mouse scored 5, the
same score is entered for all the days for the rest of the experiment.

[00300] All mice started to show signs of EAE between 12 to 18 days after antigen immunization. At
the disease onset, mice were randomized and the 252-3 antibody or polyclonal mulgG was injected once
intraperitoneally at a 25 mg/kg dose. A total of 10 mice were enrolled for each group. At the end of the
study (18 days after the disease onset), the data were synchronized based on the day of disease onset for
each mouse. The disease progression plot (Figure 9B) shows that mice from both groups had relapsing-
remitting form of EAE. During the first wave of clinical symptoms, the control mice reached the mean of
3 while the mice treated with 252-3 antibody had a mean of 2. The difference in disease severity between
these two groups was sustained for more than 2 weeks after the disease onset. Taken together, this data

suggests that the 252-2 antibody treatment rapidly depletes the B cell population and alleviates EAE.

Example 6

Anti-muCD37 monoclonal antibody inhibits t¥pe-1 diabetes in NOD mice

[00301] Type-1 diabetes (T1D) or juvenile diabetes or insulin-dependent diabetes millitus (IDDM) is
caused by auto-immune reaction against insulin-producing pancreatic beta cells. Destiuction of beta cells
reduces insulin production and increases glucose level that produces various clinical symptoms. T1D
incidence in Northern Europe and the US is between 8 and 17/100,000. Insulin supplement is the most
common treatment of the disease.

100302] Non-obese diabetic (NOD) mice spontaneously develop T1D and have been widely used to
model the human disease. In NOD mice, the disease starts with Jeukocytic infiltration of the pancreatic
islets (called insulitis) as early as 4 weeks of age. The insulitis progresses rapidly, leading to destruction
of pancreatic islets and diabetes starting at 12-15 weeks of age. B cell depletion using anti-CD20 antibody
in the early stage of insulitis has been reported to delay the disease onset (Hu et al., J Clin Inves. 117,

3857 (2007)), suggesting that B cells play a critical role in the disease pathogenesis in NOD mice.
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[00303] To test the activity of anti-muCD37 antibody, the 252-3 antibody was injected into six female
NOD mice intraperitoneally at 25 mg/kg every 10 days for a total of 4 injections starting at 5 weeks of age
(n=6). The control mice (n=6) were injected with polyclonal murine IgG (Jackson Immunoresearch, West
Grove, PA). Three days after the last injection, the B and T cell levels in peripheral blood were examined
by flow cytometry. Allophycocyanin (APC)-conjugated anti-mouse CD45R (B220) antibody
(ebioscience, San Diego, CA) and fluorescein isothiocyanate (FITC)-conjugated anti CD3e antibody
(ebioscience, San Diego, CA) were used to stain B and T cell populations, respectively. The B/T cell ratio
was normalized to murine IgG control treated samples as described above and the normalized B/T cell
ratio was plotted for mulgG control mice and 252-3 antibody treated mice (Figure 10A). The results show
that the B cell level of the mice treated with 252-3 antibody was significantly reduced as compared to the
control mice, suggesting that the 252-3 antibody efficiently depletes peripheral blood B cells in NOD
mice. To examine the effect of B cell depletion by anti-muCD37 antibody, blood glucose level was
measured weekly starting at 12 weeks of age. Mice with blood glucose level > 250 mg/dL in two
consecutive weeks are considered diabetic. The data in Figure 10B shows that the control mice started to
develop diabetes on week 15 and 83% of the mice had diabetes on week 22. In contrast, the mice treated
with 252-3 antibody started to develop diabetes on week 17 and only 50% of the mice were diabetic on
week 27. This data shows that treatment of 252-3 antibody efficiently depletes B cells in NOD mice,

delays the onset of diabetes and significantly reduces the disease incidence.

Example 7

[00304] Collagen-induced arthritis (CIA) is an animal model of rheumatoid arthritis (RA) that is
widely used to investigate disease pathogenesis and to validate therapeutic targets. Arthritis is normally
induced in mice or rats by immunization with autologous or heterologous type II collagen in adjuvant.
This immunization elicits a robust T- and B- cell response to the antigen leading to proliferative synovitis
with infiltration of polymorphonuclear and mononuclear cells, pannus formation, cartilage degradation,
bone erosion and fibrosis.

[00305] Since different mouse strains have different susceptibility to antibody-mediated B cell
depletion (Ahvja et al., J. Immunol., 179: 3351-3361 (2007)), to test the activity of anti-muCD37 antibody
in CIA model, we first studied the capacity of the 252-3 antibody to deplete B cells in DBA/I mice. Mice
were injected intraperitoneally with 25 mg/kg of 252-3 antibody or polyclonal murine IgG (Jackson
Immunoresearch, West Grove, PA) as control. Peripheral blood was collected at different time points and
analyzed for B and T cell levels by flow cytometry. Allophycocyanin (APC)-conjugated anti-mouse
CD45R (B220) antibody (ebioscience, San Diego, CA) and fluorescein isothiocyanate (FITC)-conjugated

anti CD3e antibody (ebioscience, San Diego, CA) were used to stain B and T cell populations,
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respectively. The normalized B/T cell ratio was was calculated as described above and compared between
the mulgG control mice and 252-3 antibody treated mice (Figure 11A). The result show that the 252-3
antibody significantly reduced the peripheral blood B cell level to ~20% and ~8% in 1 and 3 days after the
antibody injection, and this low B cell level was maintained at 7 days after the antibody injection. This
data suggests that the 252-3 antibody can rapidly and efticiently deplete peripheral blood B cells, and this
effect was sustained for at least 7 days after the antibody injection.

[00306] The second study tests the capacity of 252-3 antibody to inhibit CIA. In this study, CIA was
induced in DBA/I mice by subcutaneous immunization of chicken collagen/CFA (complete Freund’s
adjuvant) on day 0 and chicken collagen/IFA (incomplete Freund’s adjuvant) on day 21 (Hooke
Laboratories, Lawrence, MA). Mice were checked for CIA signs daily starting ou day 21 after
immunization. The CIA severity was scored on a scale of 0 to 16 (based on a score of 0 to 4 for each paw)

using the following criteria:

Paw Score { Clinical Observations
0 Normalpaw.
""" 1 One toe inflamed and swollen.
2 More than one toe, but not entire paw, inflamed and swollen,
OR
Mild swelling of entire paw.
3 Entire paw inflamed and swollen.
4 Very inflamed and swollen paw or ankylosed paw. If the paw

[00307] At the onset of arthritis symptoms, mice were randomized into two groups and injected with
the 252-3 antibody or polyclonal mulgG intraperitoneally at 10 mg/kg dose at three consecutive days. A
total of 12 mice were enrolled for each group. At the end of the study (21 days after the disease onset), the
data were synchronized based on the day of disease onset for each mouse. The disease progression plot
(Figure 11B) shows that the disease severity in control mice increased rapidly from mean score of 2 at day
1 t0 9.5 at day 7. In contrast, the disease in mice treated with the 252-3 antibody progressed significantly
slower with mean score of 4.4 at day 7. Altogether, this data suggests that the 252-2 antibody treatment
significantly depletes the B cell population and alleviates CIA.

[00308] In conclusion, the above experiments using a surrogate anti-muCD37 antibody provide
evidence that a CD37-targeting antibody, or an immunoconjugate that includes a CD37 antibody, can

inhibit autoimmune diseases in animal models.

kokok

[00309] It is to be appreciated that the Detailed Description section, and not the Abstract section, is

intended to be used to interpret the claims. The Abstiact Abstract may set forth one or more but not all
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exemplary embodiments of the present invention as contemplated by the inventors, and thus, is not
intended to limit the present invention and the appended claims in any way.

[00310] The present invention has been described above with the aid of functional building blocks
illustrating the implementation of specified functions and relationships thereof. The boundaries of these
functional building blocks have been arbitrarily defined herein for the convenience of the description.
Alternate boundaries can be defined so long as the specified functions and relationships thereof are
appropriately performed.

[00311] The foregoing description of the specific embodiments will so fully reveal the general nature
of the invention that others can, by applying knowledge within the skill of the art, readily modify and/or
adapt for various applications such specific embodiments, without undue experimentation, without
departing from the general concept of the present invention. Therefore, such adaptations and
modifications are intended to be within the meaning and range of equivalents of the disclosed
embodiments, based on the teaching and guidance presented herein. It is to be understood that the
phraseology or terminology herein is for the purpose of description and not of limitation, such that the
terminology or phraseology of the present specification is to be interpreted by the skilled artisan in light of
the teachings and guidance.

[00312] The breadth and scope of the present invention should not be limited by any of the above-
described exemplary embodiments, but should be defined only in accordance with the following claims
and their equivalents.

[00313] All publications, patents, and patent applications mentioned in this specification are herein
incorporated by reference to the same extent as if each independent publication, patent, or patent

application was specifically and individually indicated to be incorporated by reference.
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WHAT IS CLAIMED IS:

A method for depleting a B-cell comprising contacting a population of cells comprising a
non-cancerous B-cell with an antibody or antigen binding fragment thereof that
specifically binds to CD37, wherein said antibody or fragment thereof is capable of

inducing apoptosis in vitro in the absence of a cross-linking agent.

A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of an antibody or antigen-binding
fragment thereof that specifically binds to CD37, wherein said antibody or fragment thereof is

capable of inducing apoptosis in vitro in the absence of a cross-linking agent.

The method of claim 1 or 2, wherein said antibody or antigen-binding fragment thereof is also

capable of inducing complement dependent cytotoxicity (CDC).

The method of any of claims 1-3, wherien said antibody or antigen-binding fragment thereof is

also capable of inducing antibody dependent cell mediated cytotoxicity (ADCC).

A method for depleting a B-cell comprising contacting a population of cells comprising a non-

cancerous B-cell with an antibody or antigen binding fragment thereof that specifically binds to

the same CD37 epitope as an antibody selected from the group consisting of:

(a) an antibody comprising the polypeptide of SEQ ID NO:55 and the polypeptide of SEQ ID NO:72;
(b) an antibody comprising the polypeptide of SEQ ID NO:56 and the polypeptide of SEQ ID NO:73;
(c) an antibody comprising the polypeptide of SEQ ID NO:57 and the polypeptide of SEQ ID NO:74;
(d) an antibody comprising the polypeptide of SEQ ID NO:58 and the polypeptide of SEQ ID NO:74;
(e) an antibody comprising the polypeptide of SEQ ID NO:59 and the polypeptide of SEQ ID NO:75;
() an antibody comprising the polypeptide of SEQ ID NO:60 and the polypeptide of SEQ ID NO:76;
(g) an antibody comprising the polypeptide of SEQ ID NO:61 and the polypeptide of SEQ ID NO:77;
(h) an antibody comprising the polypeptide of SEQ ID NO:62 and the polypeptide of SEQ ID NO:78;
(i) an antibody comprising the polypeptide of SEQ ID NO:63 and the polypeptide of SEQ ID NO:79;
(j) an antibody comprising the polypeptide of SEQ ID NO:64 and the polypeptide of SEQ ID NO:8§0;
(k) an antibody comprising the polypeptide of SEQ ID NO:65 and the polypeptide of SEQ ID NO:81;
(1) an antibody comprising the polypeptide of SEQ ID NO:66 and the polypeptide of SEQ ID NO:82;
(m) an antibody comprising the polypeptide of SEQ ID NO:67 and the polypeptide of SEQ ID NO:83;
(n) an antibody comprising the polypeptide of SEQ ID NO:68 and the polypeptide of SEQ ID NO:84;
(0) an antibody comprising the polypeptide of SEQ ID NO:69 and the polypeptide of SEQ ID NO:85;
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(p) an antibody comprising the polypeptide of SEQ ID NO:70 and the polypeptide of SEQ ID NO:86;
(q) an antibody comprising the polypeptide of SEQ ID NO:71 and the polypeptide of SEQ ID NO:87; and
(r) an antibody comprising the polypeptide of SEQ ID NO:177 and the polypeptide of SEQ ID NO:178.

6. A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of an antibody or antigen-binding
fragment thereof that specifically binds to the same CD37 epitope as an antibody selected from

the group consisting of:

(a) an antibody comprising the polypeptide of SEQ ID NO:55 and the polypeptide of SEQ ID NO:72;
(b) an antibody comprising the polypeptide of SEQ ID NO:56 and the polypeptide of SEQ ID NO:73;
(c) an antibody comprising the polypeptide of SEQ ID NO:57 and the polypeptide of SEQ ID NO:74;
(d) an antibody comprising the polypeptide of SEQ ID NO:58 and the polypeptide of SEQ ID NO:74;
(e) an antibody comprising the polypeptide of SEQ ID NO:59 and the polypeptide of SEQ ID NO:75;
(f) an antibody comprising the polypeptide of SEQ ID NO:60 and the polypeptide of SEQ ID NO:76;
(g) an antibody comprising the polypeptide of SEQ ID NO:61 and the polypeptide of SEQ ID NO:77;
(h) an antibody comprising the polypeptide of SEQ ID NO:62 and the polypeptide of SEQ ID NO:78;
(i) an antibody comprising the polypeptide of SEQ ID NO:63 and the polypeptide of SEQ ID NO:79;
(j) an antibody comprising the polypeptide of SEQ ID NO:64 and the polypeptide of SEQ ID NO:80;
(k) an antibody comprising the polypeptide of SEQ ID NO:65 and the polypeptide of SEQ ID NO:81;
(1) an antibody comprising the polypeptide of SEQ ID NO:66 and the polypeptide of SEQ ID NO:82;
(m) an antibody comprising the polypeptide of SEQ ID NO:67 and the polypeptide of SEQ ID NO:83;
(n) an antibody comprising the polypeptide of SEQ ID NO:68 and the polypeptide of SEQ ID NO:84;
(o) an antibody comprising the polypeptide of SEQ ID NO:69 and the polypeptide of SEQ ID NO:85;
(p) an antibody comprising the polypeptide of SEQ ID NO:70 and the polypeptide of SEQ ID NO:86;
(q) an antibody comprising the polypeptide of SEQ ID NO:71 and the polypeptide of SEQ ID NO:87; and
(r) an antibody comprising the polypeptide of SEQ ID NO:177 and the polypeptide of SEQ ID NO:178.

7. The method of claim 5 or 6, wherein the antibody or antigen-binding fragment thereof

competitively inhibits an antibody selected from the group consisting of:

(a) an antibody comprising the polypeptide of SEQ ID NO:55 and the polypeptide of SEQ ID NO:72;
(b) an antibody comprising the polypeptide of SEQ ID NO:56 and the polypeptide of SEQ ID NO:73;
(c) an antibody comprising the polypeptide of SEQ ID NO:57 and the polypeptide of SEQ ID NO:74;
(d) an antibody comprising the polypeptide of SEQ ID NO:58 and the polypeptide of SEQ ID NO:74;
(e) an antibody comprising the polypeptide of SEQ ID NO:59 and the polypeptide of SEQ ID NO:75;
(f) an antibody comprising the polypeptide of SEQ ID NO:60 and the polypeptide of SEQ ID NO:76;
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(g) an antibody comprising the polypeptide of SEQ ID NO:61 and the polypeptide of SEQ ID NO:77;
(h) an antibody comprising the polypeptide of SEQ ID NO:62 and the polypeptide of SEQ ID NO:78;
(1) an antibody comprising the polypeptide of SEQ ID NO:63 and the polypeptide of SEQ ID NO:79;
(j) an antibody comprising the polypeptide of SEQ ID NO:64 and the polypeptide of SEQ ID NO:80;
(k) an antibody comprising the polypeptide of SEQ ID NO:65 and the polypeptide of SEQ ID NO:81;
(1) an antibody comprising the polypeptide of SEQ ID NO:66 and the polypeptide of SEQ ID NO:82;
(m) an antibody comprising the polypeptide of SEQ ID NO:67 and the polypeptide of SEQ ID NO:83;
(n) an antibody comprising the polypeptide of SEQ ID NO:68 and the polypeptide of SEQ ID NO:84;
(0) an antibody comprising the polypeptide of SEQ ID NO:69 and the polypeptide of SEQ 1D NO:85;
(p) an antibody comprising the polypeptide of SEQ ID NO:70 and the polypeptide of SEQ ID NO:86;
(9) an antibody comprising the polypeptide of SEQ ID NO:71 and the polypeptide of SEQ ID NO:87; and
(r) an antibody comprising the polypeptide of SEQ ID NO:177 and the polypeptide of SEQ ID NO:178.

8. A method for depleting a B-cell comprising contacting a population of cells comprising non-
cancerous B-cell with an antibody or antigen-binding fragment thereof produced by hybridoma
selected from the group consisting of ATCC Deposit Designation PTA-10664, deposited
with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10665, deposited
with the ATCC on February 18, 2010, ATCC Deposit Deisgnation PTA-10666, deposited
with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10667 deposited
with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10668, deposited
with the ATCC on February 18, 2010, ATCC Deposit Designation PTA-10669, deposited
with the ATCC on February 18, 2010, and ATCC Deposit Designation PTA-10670,
deposited with the ATCC on February 18, 2010.

a. A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of an antibody or antigen-binding
fragment thereof produced by hybridoma selected from the group consisting of ATCC Deposit
Designation PTA-10664, deposited with the ATCC on February 18, 2010, ATCC Deposit
Designation PTA-10665, deposited with the ATCC on February 18, 2010, ATCC Deposit
Deisgnation PTA-10666, deposited with the ATCC on February 18, 2010, ATCC Deposit
Designation PTA-10667 deposited with the ATCC on February 18, 2010, ATCC Deposit
Designation PTA-10668, deposited with the ATCC on February 18, 2010, ATCC Deposit
Designation PTA-10669, deposited with the ATCC on February 18, 2010, and ATCC
Deposit Designation PTA-10670, deposited with the ATCC on February 18, 2010.
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10. A method for depleting a B-cell comprising contacting a population of cells comprising a non-
cancerous B-cell with an antibody or antigen-binding fragment thereof that specifically binds to
CD37, wherein said antibody comprises polypeptide sequences selected from the group consisting

of:

(a) SEQ ID NOs: 4, 5, and 6 and SEQ ID NOs: 28, 29, and 30;

(b) SEQID NOs: 7, 8, and 9 and SEQ ID NOs: 31, 32, and 33;

(c) SEQ ID NOs: 10, 11, and 12 and SEQ ID NOs: 34, 35, and 36;

(d) SEQ ID NOs: 13, 14, and 15 and SEQ ID NOs: 37, 38, and 39;

(e) SEQ ID NOs: 13, 14, and 15 and SEQ ID NOs: 37, 40, and 39;

(f) SEQ ID NOs: 16, 17, and 18 and SEQ ID NOs: 41, 42, and 43;

(2) SEQ ID NOs: 19, 20, and 21 and SEQ ID NOs: 44, 45, and 46;

(h) SEQ ID NOs: 19, 20, and 21 and SEQ I¥¥ NOs: 44, 47, and 46;

(i) SEQ ID NOs: 22, 23, and 24 and SEQ ID NOs: 48, 49, and 50;

() SEQ ID NOs: 22, 23, and 24 and SEQ ID NOs: 48, 51, and 50;

(k) SEQ ID NOs: 25, 26, and 27 and SEQ ID NOs: 52, 53, and 54;

(1) SEQ ID NOs: 171, 172, and 173 and SEQ ID NOs: 174, 175, and 176;
(m) SEQ ID NOs: 171, 181, and 173 and SEQ ID NOs: 174, 175, and 176; and

(n) variants of (a) to (m) comprising 1, 2, 3, or 4 conservative amino acid substitutions.

11. A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of an antibody or antigen-binding
fragment thereof with an antibody or antigen-binding fragment thereof that specifically binds to
CD37, wherein said antibody comprises polypeptide sequences selected from the group consisting

of:

(a) SEQID NOs: 4, 5, and 6 and SEQ ID NOs: 28, 29, and 30;

(b) SEQ ID NOs: 7, 8, and 9 and SEQ ID NOs: 31, 32, and 33;

(¢) SEQID NOs: 10, 11, and 12 and SEQ ID NOs: 34, 35, and 36;
(d) SEQ ID NOs: 13, 14, and 15 and SEQ ID NOs: 37, 38, and 39;
(¢) SEQID NOs: 13, 14, and 15 and SEQ ID NOs: 37, 40, and 29;
(f) SEQ ID NOs: 16, 17, and 18 and SEQ ID NOs: 41, 42, and 43;
(g) SEQ ID NOs: 19, 20, and 21 and SEQ ID NOs: 44, 45, and 46;
(h) SEQ ID NOs: 19, 20, and 21 and SEQ ID NOs: 44, 47, and 46;
(1) SEQ ID NOs: 22, 23, and 24 and SEQ ID NOs: 48, 49, and 50;
() SEQ ID NOs: 22, 23, and 24 and SEQ ID NOs: 48, 51, and 50;
(k) SEQ ID NOs: 25, 26, and 27 and SEQ ID NOs: 52, 53, and 54; and
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(1) variants of (a) to (k) comprising 1, 2, 3, or 4 conservative amino acid substitutions.

12. The method of claim 10 or 11, wherein the antibody or antigen-binding fragment thereof
comprises polypeptide sequences that are at least 90% identical to polypeptide sequences selected

from the group consisting of:

(a) SEQ ID NO:55 and SEQ ID NO:72;
(b) SEQ ID NO:56 and SEQ ID NO:73;
(c) SEQ ID NO:57 and SEQ ID NO:74;
(d) SEQ ID NO:58 and SEQ ID NO:74;
(e) SEQ ID NO:59 and SEQ ID NO:75;
(H) SEQ ID NO:60 and SEQ ID NO:76;
(2) SEQ ID NO:61 and SEQ ID NO:77;
(h) SEQ ID NO:62 and SEQ ID NO:78;
(1) SEQ ID NO:63 and SEQ ID NO:79;
(j) SEQ ID NO:64 and SEQ ID NO:80;
(k) SEQ ID NO:65 and SEQ ID NO:81;
(1) SEQ ID NO:66 and SEQ ID NO:82;
(m) SEQ ID NO:67 and SEQ ID NO:83;
(n) SEQ ID NO:68 and SEQ ID NO:84;
(o) SEQ ID NO:69 and SEQ ID NO:85;
(p) SEQ ID NO:70 and SEQ ID NO:86;
(@) SEQ ID NO:71 and SEQ ID NO:87; and
(r) SEQ ID NO:177 and SEQ ID NO:178.

13. The method of claim 12, wherein the polypeptide sequences are at least 95% identical to

polypeptide sequences selected from the group consisting of:

(a) SEQ ID NO:55 and SEQ ID NO:72;
(b) SEQ ID NO:56 and SEQ ID NO:73;
(c) SEQ ID NO:57 and SEQ ID NO:74;
(d) SEQ ID NO:58 and SEQ ID NO:74;
(e) SEQ ID NO:59 and SEQ ID NO:75;
(f) SEQ ID NO:60 and SEQ ID NO:76;
(2) SEQ ID NO:61 and SEQ ID NO:77;
(h) SEQ ID NO:62 and SEQ ID NO:78;
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(1) SEQ ID NO:63 and SEQ ID NO:79;

(§) SEQ ID NO:64 and SEQ ID NO:80;

(k) SEQ ID NO:65 and SEQ ID NO:81;

(I) SEQ ID NO:66 and SEQ ID NO:82;

(m) SEQ ID NO:67 and SEQ ID NO:83;

(n) SEQ ID NO:68 and SEQ ID NO:84;

(0) SEQ ID NO:69 and SEQ ID NO:85;

p) SEQ ID NO:70 and SEQ 1D NO:86;

(@) SEQ ID NO:71 and SEQ ID NO:87; and
(r) SEQ ID NO:177 and SEQ ID NO:178.

14. The method of claim 13, wherein the polypeptide sequences are at least 99% identical to

polypeptide sequences selected from the group consisting of:

(a) SEQ 1D NO:55 and SEQ ID NO:72;
{b) SEC 1D NO:56 and SEQ ID NOG:73;

(c) SEQ ID NO:57 and SEQ 1D NO:74;

(d) SEQ 1D NO:58 and SEQ 1D NO:74;

(e) SECQ ID NO:59 and SEQ 1D NG:75;

(£ SEQ ID NO:160 and SEQ 1D NO:T6;

(23 SEQ ID NO:61 and SBEQ ID NO:7T;

(hy SEQ 1D NO:62 and SEQ 1D NO:78;

(i) SEQ ID NO:63 and SEQ ID NO:79;

(i) SEQ ID NO:64 and SEQ ID NO:80;

(k) SEQ ID NO:65 and SEQ ID NO:81;

(1) SEQ ID NO:66 and SEQ ID NO:82;

(m) SEQ ID NO:67 and SEQ ID NO:83;

(n) SEQ ID NO:68 and SEQ ID NO:84;

(0) SEQ ID NO:69 and SEQ ID NO:85;

p) SEQ ID NO:70 and SEQ ID NO:86;

(q) SEQ ID NO:71 and SEQ ID NO:87; and
(r) SEQ ID NO:177 and SEQ ID NO:178.

15. The method of any one of claims 1-14, wherein said antibody or antigen binding fragment thereof

is murine, non-human, humanized, chimeric, resurfaced, or human.
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The method of any one of claims 5-15, wherein said antibody or antibody fragment is capable of

inducing apoptosis of a cell expressing CD37 in vitro in the alssence of cross-linking agents.

The method of any one of claims 5-15, wherein said antibody or antigen binding fragment is

capable of inducing complement dependent cytotoxicity (CDC).

The method of any one of claims 5-15, wherein said antibody is capable of inducing antibody

dependent cell mediated cytotoxicity (ADCC).

A method for depleting a B-cell comprising contacting a population of cells comprising a non-
cancerous B-cell with a human or humanized antibody or antigen binding fragment thereof that
specifically binds to CD37, wherein said antibody or fragment thereof is capable of inducing

complement dependent cytotoxicity (CDC).

A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of a human or humanized
antibody or antigen binding fragment thereof that specifically binds to CD37, wherein said

antibody or fragment thereof is capable of inducing complement dependent cytotoxicity (CDC).

The method of claim 19 or 20, wherein said human or humanized antibody or antigen binding
fragment thereof is also capable of inducing inducing apoptosis in vitro in the absence of a cross-

linking agent.

The method of any one of claims 20-21, wherein said human or humanized antibody or antigen
binding fragment thereof is also capable of inducing antibody dependent cell mediated

cytotoxicity (ADCC).

The method of any one of claims 1-22 wherein said antibody binds to human CD37 and macaque

CD37.
The method of any one of claims 1-22, which is a full length antibody.
The method of any one of claims 1-22, which is an antigen-binding fragment.

The method of any one of claims 1-22, wherien said antibody or antigen-binding fragment thereof
comprises a Fab, Fab', F(ab"),, Fd, single chain Fv or scFv, disulfide linked Fv, V-NAR domain,
IgNar, intrabody, IgGACH2, minibody, F(ab');, tetrabody, triabody, diabody, single-domain
antibody, DVD-Ig, Fcab, mADb?, (scFv),, or scFv-Fe.
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The method of any one of claims 1-26, wherein the antibody or antigen-binding fragment thereof

is linked via a linker (L) to a cytotoxic agent (C) to form an immunoconjugate.

A method for depleting a B-cell comprising contacting a population of cells comprising a non-
cancerous B-cell with a composition comprising an immunoconjugate having the formula (A) -

(L) - (C), wherein:

(A) is an antibody or antigen binding fragment that specifically binds to CD37;
(L) is a non-cleavable linker; and
(C) is a cytotoxic agent; and

wherein said linker (L) links (A) to (C).

A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of a composition comprising an

immunoconjugate having the formula (A) - (L) - (C), wherein:

(A) is an antibody or antigen binding fragment that specifically binds to CD37;
(L) is a non-cleavable linker; and

(C) is a cytotoxic agent; and

wherein said linker (L) links (A) to (C).

A method for depleting a B-cell comprising contacting a population of cells comprising a non-
cancerous B-cell with a composition comprising an immunoconjugate having the formula (A) -

(L) - (C), wherein:

(A) is an antibody or antigen binding fragment that specifically binds to CD37;
(L) is a linker; and
(C) is a maytansinoid; and

wherein said linker (L) links (A) to (C).

A method for treating a patient having an autoimmune or inflammatory disease comprising
administering to said patient a therapeutically effective amount of a composition comprising an

immunoconjugate having the formula (A) - (L) - (C), wherein:

(A} is an antibody or antigen binding fragment that specifically binds to CD37,
(1) is a linker; and
(C) 1s a maytansinoid; and

wherein said linker (L) tinks {A) to (C}).
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The method of claim 30 or 31, wherein the linker is a non-cleavable linker.

The method of any one of claims 27-32, wherein the immunoconjugate further comprises a

second (C).

The method of claim 33, wherein the immunoconjugate further comprises a third (C).
The method of claim 34, wherein the immunoconjugate further comprises a fourth (C).
The method of one of claims 27-32, wherein the immunoconjugate comprises 2-6 (C).
The method of claim 36, wherein the immunoconjugate comprises 3-4 (C).

The method of anyone of claims 27-37, wherein said linker is selected from the group consisting
of a cleavable linker, a non-cleavable linker, a hydrophilic linker, and a dicarboxylic acid based

linker.

The method of any one of claims 27-38, wherein said linker is selected from the group consisting
of: N-succinimidyl 4-(2-pyridyldithio)pentanoate (SPP); N-succinimidyl 4-(2-
pyridyldithio)butanoate (SPDB) or N-succinimidyl 4-(2-pyridyldithio)-2-sulfobutanoate (sulfo-
SPDB); N-succinimidyl 4-(maleimidomethyl) cyclohexanecarboxylate (SMCC); N-
sulfosuccinimidyl 4-(maleimidomethyl) cyclohexanecarboxylate (sulfoSMCC); N-succinimidyl-
4-(iodoacetyl)-aminobenzoate  (SIAB); and N-succinimidyl-[(N-maleimidopropionamido)-

tetraethyleneglycol] ester (NHS-PEG4-maleimide).

The method of claim 39, wherein said linker is N-succinimidyl-[(N-maleimidopropionamido)-

tetraethyleneglycol] ester (NHS-PEG4-maleimide).

The method of any one of claims 27-29 and 33-40, wherein said cytotoxic agent is selected from
the group consisting of a maytansinoid, maytansinoid analog, doxorubicin, a modified
doﬁiorubicin, benzodiazepine, taxoid, CC-1065, CC-1065 analog, duocarmycin, duocarmycin
analog, calicheamicin, dolastatin, dolastatin analog, aristatin, tomaymycin derivative, and

leptomycin derivative or a prodrug of the agent.
The method of claim 41, wherein said cytotoxic agent is a maytansinoid.

The method of any ove of claims 30-32 or 41, wherein said cytoloxic agent is N(2'}-deacetyl-
N(2-(3-mercapto-1-oxopropyl Fmaviansine (DM1} or N{2-deacetyl-N2-(4-mercapto-4-methyl-

{-oxopentyiymaytansine (DM4).
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The method of any one of claims 27-43, wherein the composition comprising o

immunoconjugate comprises multiple cytotoxic agents (C) with an average of about 3 to about 4

(C) per (A).

The method of claim 44, wherein the immunoconjugates have an average of about 3.5 = 0.5 (C)

per (A).
The method of claim 45, wherein the immunoconjugates have an average of about 3.5 (C) per (A).

The method of any one of 1-46, wherein said antibody or antigen-binding fragment is capable of

depleting B-cells.

The method of any one of claims 1-47, wherein said antibody or antigen-binding fragment is

capable of inhibiting T-cell responses.

The method of any one of claims 1, 3-5, 7, §, 10, 12-19, 21-28, 30, or 32-48, wherein, the

population of cells comprises a T-cell.

The method of any one of claims 1, 3-5, 7, 8, 10, 12-19, 21-28, 30, or 32-49, wherein the

population of cells comprises peripheral blood mononuclear cells.

The method of claim 50, wherein the peripheral blood mononuclear cells were obtained from a

human.

The method of any one of claims 1, 3-5, 7, 8, 10, 12-19, 21-28, 30, or 32-49, wherein the

population of cells is in whole blood.
The method of claim 52, wherein the whole blood was obtained from a human.

The method of any one of claims 1, 3-5, 7, 8, 10, 12-19, 21-28, 30, or 32-49, wherein the

population of cells is in an organism.

The method of claim 54, wherein the population of cells is in a patient having an autoimmune or

inflammatory disease.

The method of any one of claims 1, 3-5,7,8, 10, 12-19, 21-28, 30, or 32-55, wherein the B-cell is

an autoreactive B-cell.

The method of any one of claims 1, 3-5, 7, 8, 10, 12-19, 21-28, 30, or 32-56, wherein at least
about 30% of B-cells in the population of cells are depleted.
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The method of any one of claims 49-57, wherein less than about 5% of T-cells are depleted.

The method of any one of claims 2-4, 6, 7, 9, 11-18, 20-27, 29, or 31-48, further comprising

administering a second therapeutic agent.

The method of claim 59, wherein the second therapeutic is selected from the group consisting of
methotrexate, an anti-CD20 therapeutic, an anti-IL-6 receptor therapeutic, an anti-1L.-12/23p40
therapeutic, a chemotherapeutic, an immunosuppressant, an anti-Interferon beta-1a therapeutic,
glatiramer acetate, an anti-o4-integrin therapeutic, fingolimod, an anti-BLys therapeutic, CTLA-

Fc, or an anti-TNF therapeutic.

The method of claim 59, wherein the second therapeutic is an antibody directed against an antigen
selected from a group consisting of CD3, CDI4, CDi9, D20, CD22, CD2s, CD2E, B39,
CD33, CD36, CH38, CH40, Ch44, CDS2, D535, CDSY, D356, CD70, CLT9, CDRG, CD103,
Ci3134, CD137, CDI38, and CD152.

The method of claim 59, wherein the second therapeutic is an antibody directed against an antigen
selected from the group consisting of IL-2, IL-6, IL-12, IL-23, 1L-12/23 p40, 1L-17, IFNy, TNFa,
IFNa, I1L-15, IL-21, IL-1a, IL-1b, IL-18, IL-8, IL-4, GM-CSF, IL-3, and IL-5.

The method of any one of 2-4, 6, 7, 9, 11-18, 20-28, 30, 32-47, or 58-62, wherein said
autoimmune or inflammatory disease is selected from the group consisting of rheumatoid arthritis,
multiple sclerosis, type I diabetes mellitus, idiopathic inflammatory myopathy, systemic lupus
erythematosus (SLE), myasthenia gravis, Grave's disease, dermatomyositis, polymyositis,
Crohn’s diasease, ulcerative colitis, gastritis, Hashimoto’s thyroiditis, asthma, psoriasis, psoriatic
arthritis, dertmatitis, systemic sclerodema and sclerosis, inflammatory bowel disease (IBD),
respiratory distress syndrome, meningitis, encephalitis, uveitis, glmerulonephritis, eczema,
atherosclerosis, leukocyte adhesion deficiency, Raynaud’s syndrome, Sjogen’s syndrome, Reiter’s
disease, Beheet’s diasease, immune complex nephritis, IgA enphropathy, [gM polyneuropathies,
immune-mediated thrombocytopenias, acute idiopathic thrombocytopenic purpura, chronic
idiopathic thembocytopenic purpura, hemolytic anemia, myasthenia gravis, lupus nephritis, atopic
dermatitis, pemphigus vulgaris, opsoclonus-myoclonus syndrome, pure red cell aplasia, mixed
cryoglobulinermia, ankylosing spondylitis, hepatitis C-associated cryoglobulinemic vasculitis,
chronic focal encephalitis, bullous pemphigoid, hemophilia A, membranoproliferative
glomerulonephritis, adult and juvenile dermatomyositis, adult polymyositis, chronic urticaria,
primary biliary cirrhosis, neuromyelitis optica, Graves’ dysthyroid disease, bullous pemphigoid,

membranoproliferative glomerulonephritis, Churg-Strauss syndrome, juvenile onset diabetes,
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hemolytic anemia, atopic dermatitis, systemic sclerosis, Sjogen’s syndrome and
glomerulonephritis, dermatomyositis, ANCA, aplastic anemia, autoimmune hemolytic anemia
(AIHA), factor VIII deficiency, hemophilia A, autoimmune neutropenia, Castleman's syndrome,
Goodpasture's syndrome, solid organ transplant rejection, graft versus host disease (GVHD),
autoimmune hepatitis, lymphoid interstitial pneumonitis, HIV, bronchiolitis obliterans (non-
transplant), Guillain-Barre Syndrome, large vessel vasculitis, giant cell (Takayasu's) arteritis,
medium vessel vasculitis, Kawasaki's Disease, polyarteritis nodosa. Wegener’s granulomatosis,
microscopic polyangiitis (MPA), Omenn’s syndrome, chronic renal failure, acute infectious

mononucleosis, HIV and herpes virus associated diseases.

An antibody or antigen binding fragmert thereof that specifically binds to the same CD37 epitope
as an antibody comprising the polypeptide of SEQ ID NO:177 and the polypeptide of SEQ ID
NO:178.

An antibody or antigen binding fragment thereof that specifically binds to CD37, wherein said
antibody or fragment comprises the sequences of SEQ ID NOs: 171, 172 or 181, and 173 and
SEQ ID NOs: 174, 175, and 176.

The antibody or antigen binding fragment of claim 64 or 65, wherein said antibody or fragment
comprises polypeptide sequences at least 90%, at least 95%, or at least 99% identical to the

sequences of SEQ ID NO:177 and SEQ ID NO:178.

An immunoconjugate comprising the antibody or antigen binding fragment of any one of claims

64-66, a linker, and a cytotoxic agent.

A method for depleting a B-cell comprising contacting a population of cells comprising a B-cell
with the antibody or antigen-binding fragment of any one of claims 64-66 or the

immunoconjugate of claim 67.



