<110> GENENTECH, INC. ET AL.

P5707R1-wWO_SL

SEQUENCE LISTING

<120> ANTI-IL-13/IL-17 BISPECIFIC ANTIBODIES AND USES THEREOF
<130> P5707R1-wO

<140>
<141>

<150> 61/983,945
<151> 2014-04-24

<150> 61/942,823

<151> 2014-02-21
<160> 124

<170> PatentIn version 3.5

<210> 1

<211> 132
<212> PRT
<213> Homo sapiens

<400> 1
get Ala

Phe Ala
Ile Glu
Asn Gly

50

Ala Ala
65

Lys Thr
Gly Gln
Gln pPhe
Gly Arg

130

<210> 2

Leu Leu Leu
5

Ser

Glu

35

Ser

Leu

Gln

Phe

val

115

Phe

<211> 114
<212> PRT
<213> Homo sapiens

Pro

20

Leu

Met

Glu

Arg

Ser

100

Lys

Asn

Gly

val

val

Ser

Met

85

Ser

Asp

Thr

Pro

Asn

Trp

Leu

70

Leu

Leu

Leu

Thr

val

Ile

ser

55

Ile

Ser

His

Leu

val

Pro

Thr

40

Ile

Asn

Gly

val

Leu
120

Ile

Pro

25

Gln

Asn

val

Phe

Ala Leu

10

Ser Thr

Asn G1n

Leu Thr

Ser Gly

75

Cys Pro

Asp Thr

Leu Lys

Page 1

Thr

Ala

Lys

Ala

60

Cys

His

Lys

Lys

Cys

Leu

Ala

45

Gly

Ser

Lys

Ile

Leu
125

Leu

Arg

30

Pro

Met

Ala

val

Glu

110

Phe

Gly

15

Glu

Leu

Tyr

Ile

Ser

95

val

Arg

Gly

Leu

Cys

Cys

Glu

80

Ala

Ala

Glu



<400> 2
ier Pro

Glu Leu
Ser Met
Leu Glu

50
Gln Arg
65
Phe Ser
val Lys

Phe Asn

<210> 3

Gly

val

val

35

Ser

Met

Ser

Asp

<211> 122
<212> PRT
<213> Homo sapiens

<400> 3

Pro

Asn

20

Trp

Leu

Leu

Leu

Leu
100

val

Ile

Ser

Ile

Ser

His

85

Leu

&eu Thr Cys Leu g1y

Thr Ala

GIn Lys

Thr Ala

50

Gly Cys
65
Pro His

Thr Lys

Lys Lys

Leu

Ala

35

Gly

Ser

Lys

Ile

Leu

Arg

20

Pro

Met

Ala

val

Glu

100

Phe

Glu

Leu

Tyr

Ile

Ser

85

val

Arg

Pro

Thr

Ile

Asn

Gly

70

val

Leu

Gly

Leu

Cys

Cys

Glu

70

Ala

Ala

Glu

Pro

Gln

Asn

val

55

Phe

Arg

His

Phe

Ile

Asn

Ala

55

Lys

Gly

Gln

Gly

ser

Asn

Leu

40

ser

Cys

Asp

Leu

Ala

Glu

Gly

40

Ala

Thr

Gln

Phe

Gln

P5707R1-wWO_SL

Thr Ala Leu Arg
10

Gln

25

Thr

Gly

Pro

Thr

Lys
105

ser

Glu

25

ser

Leu

Gln

Phe

val

105

Phe

Lys

Ala

Cys

His

Pro

10

Leu

Met

Glu

Arg

Ser

90

Lys

Asn

Ala

Gly

Ser

Lys

Ile

Leu

Gly

val

val

Ser

Met

75

Ser

Asp

Page 2

Pro

Met

Ala

60

val

Glu

Phe

Pro

Asn

Trp

Leu

60

Leu

Leu

Leu

Glu

Leu

Tyr

45

Ile

Ser

val

Arg

val

Ile

ser

45

Ile

Ser

His

Leu

Leu

Cys

30

Cys

Glu

Ala

Ala

Glu
110

Pro

Thr

30

Ile

Asn

Gly

val

Leu
110

Ile

15

Asn

Ala

Lys

Gly

Gln

95

Gly

Pro

15

Gln

Asn

val

Phe

Arg

95

His

Glu

Gly

Ala

Thr

Gln

80

Phe

Arg

Ser

Asn

Leu

Ser

Asp

Leu



<210> 4
<211> 13

<212>
<213>

<400> 4
get Ala Leu Leu Eeu Thr Met

Phe

Ile

Asn

Ala

65

Lys

Gly

Gln

Gly

Ala

Glu

Gly

50

Ala

Thr

Gln

Phe

Gln
130

<210> 5
<211> 8

<212>
<213>

<400> 5
E]u Ser Leu Ile gsn val Ser Gly

<210> 6
<211> 13

<212>
<213>

<400> 6
Iyr Cys Ala Ala Eeu Glu Ser Leu Ile Asn val Ser Gly

<210> 7
<211> 155
<212> PRT

115

2

PRT . .
Macaca fascicularis

Ser

Glu

35

Ser

Leu

Gln

Phe

val

115

Phe

PRT .
Homo sapiens

PRT .
Homo sapiens

Pro

20

Leu

Met

Glu

Arg

Ser

100

Lys

Asn

Ser

val

val

Ser

Met

85

Ser

Asp

Pro

Asn

Trp

Leu

70

Leu

Leu

Leu

val

Ile

ser

55

Ile

Asn

Arg

Leu

120

val

Pro

Thr

40

Ile

Asn

Gly

val

val
120

P5707R1-wWO_SL

Ile

Pro

25

Gln

Asn

val

Phe

Ala

10

ser

Asn

Leu

sSer

Cys

Asp

Leu

Leu

Thr

Gln

Thr

Gly

75

Pro

Thr

Lys

Page 3

Thr

Ala

Lys

Ala

60

Cys

His

Lys

Lys

Cys

Leu

Ala

45

Gly

Ser

Lys

Ile

Leu
125

Leu

val

Ala

val

Glu

110

Phe

Gly

15

Glu

Leu

Tyr

Ile

Ser

95

val

Arg

Gly

Leu

Cys

Cys

Glu

80

Ala

Ala

Glu



<213> Homo sapiens

<400> 7

Met
1
Leu
Cys
Leu
Asp
65
Asp
Leu
val

Cys

Thr
145

Thr

Glu

Pro

Asn

50

Tyr

Pro

Gly

Pro

Pro

130

Cys

<210> 8

<211>
<212>
<213>

<400> 8
g]y Ile Thr Ile Ero

Pro Gly Eys

Ala

Asn

35

Ile

Tyr

Glu

Cys

Ile

115

Asn

val

132
PRT .
Homo sapiens

Ile

20

Ser

His

Asn

Arg

Ile

100

Gln

Ser

Thr

val

Glu

Asn

Arg

Tyr

85

Asn

Gln

Phe

Pro

Asn Phe Pro Arg Thr

20

Thr Asn Thr Asn Pro

Ser Pro Trp Asnh Leu

val Ile Trp Glu Ala

65

Thr

Lys

Asp

Arg

Ser

70

Pro

Ala

Glu

Arg

Ile
150

Arg

val

Lys

His

sSer

Ala

Lys

Asn

55

Thr

ser

Asp

Ile

Leu

135

val

Asn

Met

Arg

Arg

55

Cys

Leu

Gly

Asn

40

Thr

Ser

val

Gly

Leu

120

Glu

His

Pro

val

ser

40

Asn

Arg

P5707R1-wWO_SL

val

Ile

25

Phe

Asn

Pro

Ile

Asn

105

val

Lys

His

Gly

Asn

25

ser

Glu

His

Ser Leu Leu

10

Thr

Pro

Thr

Trp

Trp

90

val

Leu

Ile

val

Cys

10

Leu

Asp

Asp

Leu

Ile

Arg

Asn

Asn

75

Glu

Asp

Arg

Leu

Ala
155

Pro

Asn

Tyr

Pro

Gly
75

Page 4

Pro

Thr

Pro

60

Leu

Ala

Tyr

Arg

val
140

Asn

Ile

Tyr

Glu

60

Cys

Leu

Arg

val

45

Lys

His

Lys

His

Glu

125

Ser

Ser

His

Asn

45

Arg

Ile

Leu

Asn

30

Met

Arg

Arg

Cys

Met

110

Pro

val

Glu

Asn

30

Arg

Tyr

Asn

Leu

15

Pro

val

Ser

Asn

Arg

95

Asn

Pro

Gly

Asp

15

Arg

Ser

Pro

Ala

Ser

Gly

Asn

Ser

Glu

80

His

Ser

His

Cys

Lys

Asn

Thr

Ser

Asp
80



Gly Asn val Asp Tyr His Met Asn
85

Leu val Leu Arg Arg Glu Pro Pro
100

Glu Lys Ile Leu val Ser val Gly
115

His His val Ala

130

<210> 9

<211>
<212>
<213>

<400> 9

Met

1

Leu

Ile

Pro

Asn

65

Pro

val

Lys

val

Lys

His

<210> 10

Thr

Ser

Pro

val

50

Gln

Trp

val

Glu

val

130

val

val

163
PRT .
Homo sapiens

val Lys Ehr

Ile

Lys

35

Pro

Arg

Asn

Gln

Arg

Leu

Gln

Leu

20

val

Gly

val

Tyr

Ala

100

Ile

Arg

val

Gly

Gly

Gly

Ser

Thr

85

Gln

Ser

Lys

Thr

Leu

Leu

His

Ser

Met

70

val

Cys

Met

His

val
150

His

Ala

Thr

Met

55

Ser

Thr

Arg

Asn

Gln

135

Gly

120

Gly

Phe

Phe

40

Lys

Arg

Trp

Asn

ser

120

Gly

Cys

P5707R1-wWO_SL

Ser val Pro Ile

His
105

Cys

Pro

Leu

25

Phe

Leu

Asn

Asp

Leu

105

val

Cys

Thr

Cys Pro Asn

Thr Cys val

Ala

10

ser

Gln

Asp

Ile

Pro

90

Gly

Pro

Ser

Cys

Met

Glu

Lys

Ile

Glu

75

Asn

Cys

Ile

val

val
155

Page 5

val

Ala

Pro

Gly

60

Ser

Arg

Ile

Gln

Ser

140

Thr

Gln

sSer

Thr
125

Lys

Ala

Glu

45

Ile

Arg

Tyr

Asn

Gln

125

Phe

Pro

Gln
Phe

110

Pro

Tyr

Ala

30

Ser

Ile

Ser

Pro

Ala

110

Glu

Gln

val

Glu
95
Arg

Ile

Leu

15

Arg

Cys

Asn

Thr

Ser

95

Gln

Thr

Leu

Ile

Ile

Leu

val

Leu

Lys

Pro

Glu

Ser

80

Glu

Gly

Leu

Glu

His
160



<211> 13

3

<212> PRT
<213> Homo sapiens

<400> 10

Arg Lys Ile Pro Lys
1 5

Cys Pro

Asn Glu

Thr Ser
50

Ser Glu
65

Gln Gly

Thr Leu

Leu Glu

Ile His

130

<210> 11
<211> 11

Pro

Asn

35

Pro

val

Lys

val

Lys

His

8

<212> PRT
<213> Artificial Sequence

<220>

<221> source

val

20

Gln

Trp

val

Glu

val

100

val

val

Pro

Arg

Asn

Gln

Asp

85

Arg

Leu

Gln

val

Gly

val

Tyr

Ala

70

Ile

Arg

val

Gly

Gly

sSer

Thr

55

Gln

ser

Lys

Thr

<223> /note="Description of
polypeptide"

<400> 11

§1n val Thr Leu érg Glu Ser

Thr Leu Thr Egu Thr Cys Thr

Ser val Asn Trp Ile Arg Gln

35

Ala Met Ile Trp Gly Asp Gly
50 55

His

Ser

Met

40

val

Cys

Met

His

val
120

Artificial Sequence:

P5707R1-wWO_SL

Thr

Met

25

ser

Thr

Arg

Asn

Gln

105

Gly

Phe

10

Lys

Arg

Trp

Asn

ser

90

Gly

Cys

Phe

Leu

Asn

Asp

Leu

75

val

Cys

Thr

Gln

Asp

Ile

Pro

60

Gly

Pro

Ser

Cys

Gly Pro Ala Leu Vval
10

val %gr Gly Phe Ser

Pro Pro Gly Lys Ala
40

Lys Ile val Tyr Asn
60

Page 6

Lys

Ile

Glu

45

Asn

Cys

Ile

val

val
125

Pro

Gly

30

Ser

Arg

Ile

Gln

sSer

110

Thr

Glu

15

Ile

Arg

Tyr

Asn

Gln

95

Phe

Pro

Synthetic

Lys Pro Thr
15

Leu Ser Ala

Leu Glu Trp

45

Ser Ala Leu

Ser

Ile

Ser

Pro

Ala

80

Glu

Gln

val

Gln

Tyr

Leu

Lys



65

P5707R1-wWO_SL

75

Thr Met Thr Asn Met Asp Pro val Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Gly Asp Gly Tyr Tyr Pro Tyr Ala Met Asp Asn Trp Gly GIln Gly
100 105 110

Leu val Thr val Ser Ser

115

<210> 12
<211> 112
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide"

<400> 12

Asp Ile val Met Thr
1 5

Glu Arg Ala

Gly Asn Ser
35

Lys Leu Leu
50

Arg Phe Ser
65

Ser Leu Gln

Glu Asp Pro

<210> 13
<211> 118
<212> PRT

Thr

20

Phe

Ile

Gly

Ala

Ile

Met

Tyr

Ser

Glu

85

Thr

Gln

Asn

His

Leu

Gly

70

Asp

Phe

ser

Cys

Trp

Ala

55

Ser

val

Gly

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide"

<400> 13

§1u val Thr Leu Arg Glu Ser

5

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gly

Artificial Sequence:

Asp

Ala

25

Gln

Asn

Thr

val

ser

10

ser

Gln

Leu

Asp

Tyr

90

Thr

Leu

Lys

Lys

Glu

Phe

75

Tyr

Lys

Ser

Ser

Pro

ser

60

Thr

Cys

val

Synthetic

val

val

Gly

45

Gly

Leu

Gln

Glu

Ser

Asp

30

Gln

val

Thr

Gln

Ile
110

Leu

15

Ser

Pro

Pro

Ile

Asn

95

Lys

Synthetic

Ser Arg Leu Thr Ile Sgr Lys Asp Thr Ser Lys Asn Gln val val Leu
7

Ala

ser

Gly

Tyr

Pro

Asp

ser

80

Asn

Arg

Gly Pro Ala Leu val Lys Pro Thr Gln
10 15

Page 7



Thr Leu Thr Leu Thr Cys Thr

20

Ser val Asn Trp Ile Arg Gln

35

Ala Met Ile Trp Gly Asp Gly

50

55

Ser Arg Leu Thr Ile Ser Lys

65

70

Thr Met Thr Asn Met Asp Pro

85

Gly Asp Gly Tyr Tyr Pro Tyr

Leu val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

115

14

112

PRT

Artificial Sequence

source
/note="Description of
polypeptide"

14

ésp Ile val Leu Thr Gln Ser

5

Glu Arg Ala Thr Ile Asn Cys

20

Gly Asn Ser Phe Met His Trp

35

Lys Leu Leu Ile Tyr Leu Ala

50

55

Arg Phe Ser Gly Ser Gly Ser

65

70

Ser Leu GIn Ala Glu Asp val

85

Glu Asp Pro Arg Thr Phe Gly

val

Pro

40

Lys

Asp

val

Ala

Artificial Sequence:

Pro

Arg

Tyr

40

ser

Gly

Ala

Gly

P5707R1-wWO_SL

Ser Gly Phe Ser
25

Pro

Ile

Thr

Asp

Met
105

Asp

Ala

25

Gln

Asn

Thr

val

Gly

Gly Lys

val Tyr

ser Lys
75

Thr Ala
90

Asp Asn

ser Leu
10

ser Lys

GIn Lys

Leu Glu

Asp Phe
75

TYr Tyr
90

Thr Lys

Page 8

Ala

Asn

60

Asn

Thr

Trp

Ser

Ser

Pro

ser

60

Thr

Cys

val

Leu

Leu

45

ser

Gln

Tyr

Gly

ser

30

Glu

Ala

val

Tyr

Gln
110

Ala

Trp

Leu

val

Cys

Gly

Synthetic

val

val

Gly

45

Gly

Leu

Gln

Glu

Ser

Asp

30

Gln

val

Thr

Gln

Ile
110

Leu

15

Ser

Pro

Pro

Ile

Asn

95

Lys

Tyr

Leu

Lys

Leu

80

Ala

ser

Gly

Tyr

Pro

Asp

ser

80

Asn

Arg



P5707R1-wWO_SL

<210> 15

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 15
?1a Tyr Ser val ésn

<210> 16

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 16
get Ile Trp Gly gsp Gly Lys ITle val Igr Asn Ser Ala Leu igs Ser

<210> 17

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 17
?sp Gly Tyr Tyr Ero Tyr Ala Met Asp ésn

<210> 18

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 18 .
érg Ala Ser Lys ger val Asp Ser Tyr ggy Asn Ser Phe Met His

<210> 19

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

Page 9



<400>

peptide"”
19

Leu Ala Ser Asn Leu Glu Ser
1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

20

9

PRT

Artificial Sequence

source

P5707R1-wWO_SL
<223> /note="Description of Artificial Sequence: Synthetic

/note="Description of Artificial Sequence: Synthetic

peptide"
20

g]n Gln Asn Asn g1u Asp Pro Arg Thr

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

21
445
PRT
Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic

polypeptide"
21

§1u val Thr Leu érg Glu Ser

Thr Leu Thr Leu Thr Cys Thr

20

Ser val Asn Trp Ile Arg Gln

35

Ala Met Ile Trp Gly Asp Gly

50

55

Ser Arg Leu Thr Ile Ser Lys

65

70

Thr Met Thr Asn Met Asp Pro

85

Gly Asp Gly Tyr Tyr Pro Tyr

Leu val Thr val Ser Ser Ala

115

Leu Ala Pro Cys Ser Arg Ser
130 135

Gly

val

Pro

40

Lys

Asp

val

Ala

Ser

120

Thr

Pro

Ser

25

Pro

Ile

Thr

Asp

Met

105

Thr

Ser

Ala Leu val Lys
10

Gly Phe Ser Leu

Gly Lys Ala Leu
45

val Tyr Asn Ser
60

Ser Lys Asn Gln
75

Thr Ala Thr Tyr
90

Asp Asn Trp Gly

Lys Gly Pro Ser
125

Glu Ser Thr Ala
140

Page 10

Pro

ser

30

Glu

Ala

val

Tyr

Gln

110

val

Ala

Thr

15

Ala

Trp

Leu

val

Cys

Gly

Phe

Leu

Gln

Tyr

Leu

Lys

Leu

80

Ala

sSer

Pro

Gly



Cys
145
ser
ser
sSer
Ash
Pro
225
Phe
val
Phe
Pro
Thr
305
val
Ala
Gln
Gly
Pro

385

ser

Leu

Gly

ser

Leu

Thr

210

Pro

Pro

Thr

Asn

ser

Lys

Glu

Phe

370

Glu

Phe

val

Ala

Gly

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

355

Tyr

Asn

Phe

Lys

Leu

Leu

180

Thr

val

Pro

Lys

val

260

Tyr

Glu

His

Lys

Gln

340

Met

Pro

Asn

Leu

Asp

Thr

165

TYyr

Lys

Asp

Ala

Pro

245

val

val

Gln

Gln

Gly

Pro

Thr

Ser

TYyr

Tyr
150
ser
ser
Thr
Lys
Pro
230
Lys
val
Asp
Phe
310
Leu
Arg
Lys
Asp
Lys

390

Ser

Phe

Gly

Leu

TYyr

Arg

Glu

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

Arg

Pro

val

Ser

Thr

200

val

Phe

Thr

val

val

280

Ser

Leu

Ser

Pro

Gln

360

Ala

Thr

Leu

P5707R1-wWO_SL

Glu Pro val Thr

His

Ser

185

Cys

Glu

Leu

Leu

Ser

265

Glu

Thr

Asn

Ser

Gln

345

val

val

Pro

Thr

Thr

170

val

Asn

Ser

Gly

Met

250

Gln

val

Tyr

Gly

Ile

330

val

Ser

Glu

Pro

155

Phe

val

val

Lys

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

val
395

Pro
Thr
Asp
Tyr
220
Pro
ser
Asp
Asn
val
300
Glu
Lys
Thr
Trp
Glu

380

Leu

val Asp Lys

410

Page 11

val

Ala

val

His

205

Gly

ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

Cys

ser

Asp

ser

ser

val

Pro

190

Lys

Pro

val

Thr

Glu

270

Lys

ser

Lys

Ile

Pro

350

Leu

Asn

ser

Arg

Trp

Leu

175

ser

Pro

Pro

Phe

Pro

255

val

Thr

val

Cys

ser

335

Pro

val

Gly

Asp

Asn

160

Gln

Ser

sSer

Cys

Leu

240

Glu

Gln

Lys

Leu

Lys

320

Lys

ser

Lys

Gln



Glu Gly Asn val Phe Ser Cys
420

His Tyr Thr Gln Lys Ser Leu

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

435

22

218

PRT

Artificial Sequence

source
/note="Description of
polypeptide"

22

ésp Ile val Leu Ehr Gln Ser

Glu Arg Ala Thr Ile Asn Cys

20

Gly Asn Ser Phe Met His Trp

35

Lys Leu Leu Ile Tyr Leu Ala

50

55

Arg Phe Ser Gly Ser Gly Ser

65

70

Ser Leu Gln Ala Glu Asp val

85

Glu Asp Pro Arg Thr Phe Gly

Thr val Ala Ala Pro Ser val

115

Leu Lys Ser Gly Thr Ala Ser
130 135

Pro Arg Glu Ala Lys val Gln

145

150

Gly Asn Ser Gln Glu Ser val

165

Tyr Ser Leu Ser Ser Thr Leu

180

P5707R1-wWO_SL

Ser val Met His Glu Ala Leu His Asn

425

Ser Leu Ser Leu Gly Lys

440

Artificial Sequence:

Pro

Arg

Tyr

40

sSer

Gly

Ala

Gly

Phe

120

val

Trp

Thr

Thr

Asp

Ala

25

Gln

Asn

Thr

val

val

Lys

Glu

Leu
185

ser

10

ser

Gln

Leu

Asp

Tyr

90

Thr

Phe

Cys

val

Gln

170

ser

Leu

Lys

Lys

Glu

Phe

75

Tyr

Lys

Pro

Leu

Asp

Lys

Page 12

Ser

Ser

Pro

ser

60

Thr

Cys

val

Pro

Leu

140

Asn

Ser

Ala

445

Synthetic

val

val

Gly

45

Gly

Leu

Gln

Glu

ser

125

Asn

Ala

Lys

Asp

Ser

Asp

30

Gln

val

Thr

Gln

Ile

110

Asp

Asn

Leu

Asp

TYr
190

Leu

15

Ser

Pro

Pro

Ile

Asn

95

Lys

Glu

Phe

Gln

Ser

175

Glu

Gly

Tyr

Pro

Asp

sSer

80

Asn

Arg

Gln

Tyr

Ser

160

Thr

Lys



His Lys val Tyr Ala Cys Glu
195

val Thr Lys Ser Phe Asn Arg

210

<210> 23
<211> 44

<212>
<213>

<220>

<221>
<223>

Thr
ser
Ala
ser
65

Thr
Gly
Leu
Leu
Cys
145
ser

ser

5

PRT_ L.
Artificial Sequence

source o
/note="Description of

polypeptide"

<400> 23
§1n val Thr Leu érg Glu Ser

Leu

val

Met

50

Arg

Met

Asp

val

Ala

130

Leu

Gly

ser

Thr

Asn

35

Ile

Leu

Thr

Gly

Thr

115

Pro

val

Ala

Gly

Leu

20

Trp

Trp

Thr

Asn

Cys

Lys

Leu

Leu
180

Thr

Ile

Gly

Ile

Met

85

Tyr

Ser

Ser

Asp

Thr

165

TYyr

Cys
Arg
Asp
ser
70

Asp
Pro
ser
Arg
Tyr
150
ser

Ser

215

Thr

Gln

Gly

55

Lys

Pro

Tyr

Ala

Ser

135

Phe

Gly

Leu

200

P5707R1-wWO_SL

Gly Glu Cys

Artificial Sequence:

Gly

val

Pro

40

Lys

Asp

val

Ala

Ser

120

Thr

Pro

val

Ser

Pro

Ser

25

Pro

Ile

Thr

Asp

Met

105

Thr

Ser

Glu

His

ser
185

Ala Leu val

Gly

Gly

val

Ser

Thr

90

Asp

Lys

Glu

Pro

Thr

170

val

Phe

Lys

Tyr

Lys

75

Ala

Asn

Gly

ser

val

155

Phe

val

Page 13

sSer

Ala

Asn

60

Asn

Thr

Trp

Pro

Thr

140

Thr

Pro

Thr

Synthetic

Lys

Leu

Leu

45

ser

Gln

Tyr

Gly

ser

125

Ala

val

Ala

val

Pro

ser

30

Glu

Ala

val

Tyr

Gln

110

val

Ala

ser

val

Pro
190

Thr

15

Ala

Trp

Leu

val

Cys

Gly

Phe

Leu

Trp

Leu

175

ser

val Thr His GIn Gly Leu Ser Ser Pro
205

Gln

Tyr

Leu

Lys

Leu

80

Ala

ser

Pro

Gly

Asn

160

Gln

ser



ser

Asn

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Gln

Gly

Pro

385

ser

Glu

His

Leu

Thr

210

Pro

Pro

Thr

Asn

ser

Lys

Glu

Phe

370

Glu

Phe

Gly

Tyr

<210> 24

<211>
<212>
<213>

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

355

Tyr

Asn

Phe

Asn

Thr
435

218
PRT
Artificial Sequence

Thr

val

Pro

Lys

val

260

TYyr

Glu

His

Lys

Gln

340

Met

Pro

Asn

Leu

val

420

Gln

Lys

Asp

Ala

Pro

245

val

val

Gln

Gln

Gly

Pro

Thr

Ser

Tyr

Lys

Thr

Lys

Pro

230

Lys

val

Asp

Phe

310

Leu

Arg

Lys

Asp

Lys

390

Ser

Ser

Ser

TYyr

215

Glu

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

Arg

Cys

Leu

Thr

200

val

Phe

Thr

val

val

280

Ser

Leu

Ser

Pro

Gln

360

Ala

Thr

Leu

Ser

Ser
440

P5707R1-wWO_SL
Cys Asn val Asp

Glu

Leu

Leu

Ser

265

Glu

Thr

Asn

Ser

Gln

345

val

val

Pro

Thr

val

425

Leu

Ser

Gly

Met

250

Gln

val

Tyr

Gly

Ile

330

val

Ser

Glu

Pro

val

410

Met

Ser

Lys

Gly

Ile

Glu

His

Arg

Tyr

Leu

Trp

val

395

Asp

His

Leu

Page 14

TYr

220

Pro

sSer

Asp

Asn

val

300

Glu

Lys

Thr

Trp

Glu

380

Leu

Lys

Glu

Gly

His

205

Gly

ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

365

ser

Asp

ser

Ala

Lys

Lys

Pro

val

Thr

Glu

270

Lys

ser

Lys

Ile

Pro

350

Leu

Asn

ser

Arg

Leu
430

Pro

Pro

Phe

Pro

255

val

Thr

val

Cys

ser

335

Pro

val

Gly

Asp

Ser

Cys

Leu

240

Glu

Gln

Lys

Leu

320

Lys

Ser

Lys

Gln

Asn



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 24

Asp Ile val Met Thr
1 5

Glu

Gly

Lys

Arg

65

Ser

Glu

Thr

Leu

Pro

145

Gly

Tyr

His

val

Arg

Asn

Leu

50

Phe

Leu

Asp

val

Lys

Arg

Asn

Ser

Lys

Thr
210

<210> 25

<211>
<212>
<213>

Ala

Ser

35

Leu

Ser

Gln

Pro

Ala

115

Ser

Glu

Ser

Leu

val

195

Lys

106
PRT_ L.
Artificial Sequence

Thr

20

Phe

Ile

Gly

Ala

Gly

Ala

Gln

Ser

180

Tyr

Ser

Ile

Met

Tyr

Ser

Glu

85

Thr

Pro

Thr

Lys

Glu

165

Ser

Ala

Phe

Gln

Asn

His

Leu

Gly

70

Asp

Phe

Ser

Ala

val

150

Ser

Thr

Cys

Asn

Ser

Cys

Trp

Ala

55

ser

val

Gly

val

ser

135

Gln

val

Leu

Glu

Arg

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gly

Phe

120

val

Trp

Thr

Thr

val

200

Gly

P5707R1-wWO_SL

Asp

Ala

25

Gln

Asn

Thr

val

val

Lys

Glu

Leu

185

Thr

Glu

ser

10

ser

Gln

Leu

Asp

Tyr

90

Thr

Phe

Cys

val

Gln

170

ser

His

Cys

Leu

Lys

Lys

Glu

Phe

75

Tyr

Lys

Pro

Leu

Asp

Lys

Gln

Page 15

Ser

Ser

Pro

ser

60

Thr

Cys

val

Pro

Leu

140

Asn

Ser

Ala

Gly

Synthetic

val

val

Gly

45

Gly

Leu

Gln

Glu

Ser

125

Asn

Ala

Lys

Asp

Leu
205

Ser

Asp

30

Gln

val

Thr

Gln

Ile

110

Asp

Asn

Leu

Asp

Tyr

190

Ser

Leu

15

Ser

Pro

Pro

Ile

Asn

95

Lys

Glu

Phe

Gln

Ser

175

Glu

Ser

Gly

Tyr

Pro

Asp

ser

80

Asn

Arg

Gln

Tyr

sSer

160

Thr

Lys

Pro



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 25

?sp Ile val Leu Thr

GIn Arg

ser Tyr

Lys Leu
50

Arg Phe
65

Pro val

Glu Ile

Ala

ser

35

Leu

Ser

Glu

Pro

<210> 26

<211> 12

3

<212> PRT
<213> Artificial Sequence

<220>

<221> source

Thr

20

TYyr

Ile

Gly

Glu

Tyr

5

Ile

Met

Lys

Ser

Glu

85

Thr

Gln

Ser

Asn

Tyr

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Thr

Gly

<223> /note="Description of
polypeptide"

<400> 26

E]n val Thr Leu Eys Glu Ser

Thr Leu

Asp Met

Trp Leu
50

Leu Lys
65

Phe Leu

Ser

Gly

35

Ala

Ser

Lys

Leu

20

val

His

Arg

Ile

Thr

Gly

Ile

Leu

Ala
85

cys

Trp

Trp

Thr

70

Ser

ser

Ile

Trp

55

Ile

val

Artificial Sequence:

Pro

Arg

Gly

Ala

Gly

Artificial Sequence:

P5707R1-wWO_SL

Ala

Ala

25

Gln

Asn

Thr

Thr

ser Leu
10

Ser Gln

Gln Thr

Leu Glu

Asp Phe

75

TYr Tyr

Ala

Ser

Pro

ser

60

Thr

Cys

Gly Pro Gly Ile Leu
10

Phe

Arg

40

Asp

ser

Asp

Ser

25

Gln

Asp

Lys

Thr

Gly Phe
Pro Ser
val Lys
Asp Thr
75

Ala Asp
90

Page 16

Ser

Gly

Arg

60

Ser

Thr

Synthetic

val

val

Gly

45

Gly

Leu

Gln

ser

ser

30

Gln

Ile

Asn

His

Leu

15

Thr

Pro

Pro

Ile

ser
95

Synthetic

Gln

Leu

Tyr

Ser

Ala

Pro

Ser

30

Gly

Asn

Ser

Thr

Ser

15

Thr

Leu

Pro

Gln

Tyr
95

Gly

ser

Pro

Ala

His

80

Trp

Gln

Ser

Glu

Ala

val

80

Tyr



Cys Ala Arg Ile Gly Thr Asn
100

Trp Gly GIn Gly Thr Thr Leu
115

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

27

218
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

27

?sp Ile val Met ;hr

Glu

ser

Lys

Arg

65

ser

Glu

Thr

Leu

Pro

145

Gly

Tyr

Arg

Tyr

Leu

50

Phe

Leu

Ile

val

Lys

Arg

Asn

ser

Ala

ser

35

Leu

Ser

Gln

Pro

Ala

115

ser

Glu

Ser

Leu

Thr
20

Tyr
Ile

Gly

Ala

Gly

Ala

Gln

ser
180

Ile

Met

Lys

Ser

Glu

85

Thr

Pro

Thr

Lys

Glu

165

Ser

Gln

Asn

Asn

Tyr

Gly

70

Asp

Phe

Ser

Ala

val

150

Ser

Thr

Ser

Cys

Trp

Ala

55

Ser

val

Gly

val

Ser

135

Gln

val

Leu

P5707R1-wWO_SL

Tyr Gly Tyr Asp Gly Leu Phe Asp Tyr
105 110

Thr val Ser Ser

120

Artificial Sequence: Synthetic

Pro

Arg

TYyr

40

Ser

Gly

Ala

Gln

Phe

120

val

Trp

Thr

Thr

Asp

Ala

25

Gln

Asn

Thr

val

val

Lys

Glu

Leu
185

Ser Leu Ala

Ser

Gln

Leu

Asp

Tyr

Thr

Phe

Cys

val

Gln

170

Ser

Gln

Lys

Glu

Phe

75

Tyr

Lys

Pro

Leu

Asp

Lys

Page 17

sSer

Pro

ser

60

Thr

Cys

val

Pro

Leu

140

Asn

Ser

Ala

val

val

Gly

45

Gly

Leu

Gln

Glu

ser

125

Asn

Ala

Lys

Asp

ser

ser

30

Gln

val

Thr

His

Ile

110

Asp

Asn

Leu

Asp

Tyr
190

Leu

15

Thr

Pro

Pro

Ile

ser

95

Lys

Glu

Phe

Gln

ser

175

Glu

Gly

ser

Pro

Asp

ser

80

Trp

Arg

Gln

Tyr

ser

160

Thr

Lys



His Lys val Tyr Ala Cys Glu
195

val Thr Lys Ser Phe Asn
210

<210> 28
<211> 45

<212>
<213>

<220>

<221>
<223>

Thr

Asp

Trp

Leu

65

val

Cys

Trp

Pro

Thr

145

Thr

Pro

Thr

3

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

<400> 28
g]u val GIn Leu ¥a1 Glu Ser

Leu

Met

Leu

50

Lys

Leu

Ala

Gly

Ser

130

Ala

val

Ala

val

Thr

Gly

35

Ala

Ser

Thr

Arg

Gln

115

val

Ala

Ser

val

Pro

Leu

20

val

His

Arg

Met

Ile

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Thr

Gly

Ile

Leu

Thr

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Ser

Cys

Trp

Trp

Thr

70

Asn

Thr

Leu

Leu

150

Ser

Ser

Ser

Arg
215

Thr

Ile

Trp

55

Ile

Met

Asn

val

Ala

135

Leu

Gly

Ser

Leu

200

P5707R1-WO_SL
val Thr His Gln Gly Leu Ser Ser Pro

Gly Glu Cys

Artificial Sequence:

Gly Pro Ala Leu Vval
10

Phe

Arg

40

Asp

Ser

Asp

Tyr

Thr

120

Pro

val

Ala

Gly

Gly

Ser

25

Gln

Asp

Lys

Pro

ser

Lys

Leu

Leu

185

Thr

Gly

Pro

val

Asp

val

90

Tyr

Ser

Ser

Asp

Thr

170

Tyr

Phe

Pro

Lys

Thr

75

Asp

Asp

Ser

Lys

Tyr

155

Ser

Ser

Ser

Gly

Arg

60

Ser

Thr

Ala

Ala

Ser

140

Phe

Gly

Leu

GIn Thr Tyr
Page 18

205

Synthetic

Lys Pro Thr
15

Leu

Tyr

Lys

Ala

Leu

Ser

125

Thr

Pro

val

Ser

Ile

Ser

30

Ala

Asn

Asn

Thr

Phe

110

Thr

Ser

Glu

His

ser

190

Cys

Thr

Leu

Pro

Gln

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Gln

Ser

Glu

Ala

val

80

Tyr

Tyr

Gly

Gly

val

160

Phe

val

val



Asn

Ser

225

Leu

Leu

Ser

Glu

Thr

305

Asn

Pro

Gln

val

val

385

Pro

Thr

val

Leu

<210> 29

His

210

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Met

ser
450

195

Lys

Asp

Gly

Ile

Glu

275

His

Arg

Lys

Glu

Tyr

355

Leu

Trp

val

Asp

His

435

Pro

Pro

Lys

Pro

Ser

260

Asp

Asn

val

Glu

Lys

Thr

Thr

Glu

Leu

Lys

Glu

Gly

Ser

Thr

Ser

245

Arg

Pro

Ala

val

Tyr

325

Thr

Leu

Cys

Ser

Ala

Lys

Asn

His

230

val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

215

Thr

Phe

Pro

val

Thr

295

val

Cys

sSer

Pro

val

375

Gly

Asp

Trp

His

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

ser

360

Lys

Gln

Gly

Gln

AsSn
440

P5707R1-wWO_SL

val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

ser

Gln

425

His

Asp Lys Lys
220

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Page 19

Pro

Lys

val

Tyr

Glu

300

His

Lys

Gln

Met

Pro

380

Asn

Leu

val

Gln

205

val

Ala

Pro

val

val

285

Gln

Gln

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

ser

430

Ser

Pro

Glu

Asp

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

Cys

Leu

Lys

Leu

240

Thr

val

val

Ser

Leu

320

Ala

Pro

Gln

Ala

Thr

400

Leu

Ser

Ser



<211> 111
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 29

?sp Ile val Met ;hr

Glu Arg

ser Tyr

Lys Leu
50

Arg Phe
65

Ser Leu

Glu Ile

<210> 30

Ala

ser

35

Leu

Ser

Gln

Pro

<211> 123
<212> PRT
<213> Artificial Sequence

<220>

<221> source

Thr
20

Tyr
Ile

Gly

Ala

Ile

Met

Lys

Ser

Glu

85

Thr

Gln

Asn

Asn

Tyr

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

val

Gly

<223> /note="Description of
polypeptide"

<400> 30

g]u val GIn Leu ¥a1 Glu Ser

Thr Leu Thr Egu Thr Cys Thr

Asp Met g}y val Gly Trp Ile

Trp Leu Ala His Ile Trp Trp
50 55

Leu Lys Ser Arg Leu Thr Ile
65 70

Artificial Sequence:

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gln

Artificial Sequence:

Gly
Phe
Arg
40

AsSp

ser

P5707R1-wWO_SL

Asp

Ala

25

Gln

Asn

Thr

val

Pro

ser

25

Gln

Asp

Lys

Ser Leu

10

ser Gln

GIn Lys

Leu Glu

Asp Phe
75

TYr Tyr

Thr Lys

Ala Leu
10

Gly Phe

Pro Pro

val Lys

Asp Thr
75

Page 20

Ala

Ser

Pro

ser

60

Thr

Cys

val

val

Ser

Gly

Arg

60

Ser

Synthetic

val Ser Leu
15

val Sser Thr
30

Gly GIn Pro
45

Gly val Pro
Leu Thr Ile

Gln His Ser
95

Glu Ile Lys
110

Synthetic

Lys Pro Thr
15

Leu Ser Thr
30

Lys Ala Leu

45

Tyr Asn Pro

Lys Asn Gln

Gly

ser

Pro

Asp

ser

80

Trp

Gln

Ser

Glu

Ala

val
80



P5707R1-wWO_SL

val Leu Thr Met Thr Asn Met Asp Pro gg] Asp Thr Ala Thr ;gr Tyr
Cys Ala Arg Ile Gly Thr Asn Tyr Gly Tyr Asp Ala Leu Phe Asp Tyr
100 105 110

Trp Gly Gln Gly Thr Leu val Thr val Ser Ser
115 120

<210> 31

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 31
g1y Phe Ser Leu §er Thr Ser Asp Met gAy val Gly

<210> 32

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 32
é]a His Ile Trp Erp Asp Asp val Lys égg Tyr Asn Pro Ala igu Lys

Ser

<210> 33

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 33
?1a Arg Ile Gly ;hr Asn Tyr Gly Tyr ésp Ala Leu Phe Asp Igr

<210> 34

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
Page 21



<221> source

P5707R1-wWO_SL

<223> /note="Description of Artificial Sequence: Synthetic

peptide"

<400> 34
érg Ala Ser GIn ger val Ser

<210> 35

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221>
<223>

source
peptide"”

<400> 35
Iyr Ala Ser Asn Eeu Glu Ser

<210> 36

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221>
<223>

source L
/note="Description of
peptide"

<400> 36
g]n His Ser Trp g1u Ile Pro

<210> 37

<211> 123

<212> PRT

<213> Artificial Sequence

<220>
<221>
<223>

source o
/note="Description of
polypeptide"

<400> 37
§1u val Gln Leu ¥a1 Glu Ser

Ser Leu Arg Leu Ser Cys Ala
20
Ala Met ggs Trp val Arg Gln
Ser Gly Ile Asn Trp Asn Ser
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Thr Ser Ser Tyr Ser Tyr Met Asn
10

/note="Description of Artificial Sequence:

Artificial Sequence:

15

Synthetic

Synthetic

Tyr Thr

Artificial Sequence:

Gly Gly

Ala ser
25

Ala Pro

40

Gly Gly

Arg Asp

Synthetic

Gly Leu val GIn Pro
10

Gly Phe Thr Phe Asp
30

Gly Lys Gly Leu Glu
45

Ile Gly Tyr Ala Asp
60

Asn Ala
75

Page 22

Lys Asn Ser

Gly Arg
15

Asp Tyr
Trp val
Ser val

Leu Tyr
80



Leu GIn Met Asn Ser Leu Arg
85

Ala Arg Asp Met Gly Gly Phe
100

Trp Gly Arg Gly Thr Leu val
115

<210> 38
<211> 108
<212> PRT

<213> Artificial Sequence

<220>

<221> source

P5707R1-wWO_SL

Ala Glu Asp Thr Ala Leu Tyr Tyr Cys
90 95

Gly

05

Thr val Ser Ser

120

g1u Phe Tyr Trp Asn

Phe Gly Leu
110

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 38

g]u ITe val Leu Ehr Gln Ser

Glu Arg Ala

Leu Ala Trp
35

Tyr Asp Ala
50

Ser Gly Ser
65

Glu Asp Phe

Ala Thr Phe

<210> 39
<211> 123
<212> PRT

Thr

20

Tyr

Ser

Gly

Ala

Leu

Gln

Asn

Thr

val

85

Gly

Ser

Gln

Arg

Asp

70

Tyr

Gly

Cys

Lys

Ala

55

Phe

Tyr

Thr

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 39

§1u val Gln Leu ¥a1 Glu Ser

Pro Ala Thr Leu

Arg

Pro

40

Thr

Thr

Cys

Lys

Ala

25

Gly

Gly

Leu

Gln

val
105

10

ser

Gln

Ile

Thr

Gln

90

Glu

Gln

Ala

Pro

Ile

75

Arg

Ile

Ser

Ser

Pro

Ala

60

ser

Ser

Lys

Leu

val

Arg

45

Arg

Ser

Asn

Ser

Arg

30

Leu

Phe

Leu

Trp

Pro

15

Ser

Leu

Ser

Glu

Pro
95

Artificial Sequence: Synthetic

Gly

Tyr

Ile

Gly

Pro

80

Pro

Gly Gly Gly Leu val GIn Pro Gly Arg
10 15

Page 23



Ser Leu

Ala Met

Ser Gly

50

Lys Gly

Leu GIn

Ala Arg

Trp Gly

<210> 40
<211> 5

<212> PRT

Arg

His

35

Ile

Arg

Met

Asp

Arg
115

Leu
20

Trp
Asn
Phe
Ash
Ile
100

Gly

Ser

val

Trp

Thr

ser

85

Gly

Thr

Cys

Arg

Ser

Ile

70

Leu

Gly

Leu

Ala

Gln

Ser

55

Ser

Arg

Phe

val

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
peptide"

<400> 40

Asp Tyr Ala Met His
1 5

<210> 41
<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source L .
<223> /note="Description of Artificial Sequence:

peptide"

<400> 41

Ala

Ala

40

Gly

Arg

Ala

Gly

Thr
120

Artificial Sequence:

P5707R1-wWO_SL
Ser Gly Phe Thr

25

Pro

Gly

Asp

Glu

Glu

105

val

Gly

Ile

Asn

Asp

90

Phe

Ser

Lys Gly

Gly Tyr
60

Ala Lys
75
Thr Ala

Tyr Trp

Ser

Phe Asp Asp
30

Leu Glu Trp
45

Ala Asp Ser

Asn Ser Leu

Leu Tyr Tyr
95

Asn Phe Gly
110

Synthetic

Synthetic

Tyr

val

val

TYyr

Cys

Leu

g1y Ile Asn Trp ésn Ser Gly Gly Ile gAy Tyr Ala Asp Ser Xg1 Lys

Gly

<210> 42
<211> 14

<212> PRT

<213> Artificial Sequence

<220>

Page 24



P5707R1-wO_SL
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 42
ésp Met Gly Gly Ehe Gly Glu Phe Tyr Igp Asn Phe Gly Leu

<210> 43

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 43
g1y Ile Asn Trp §er Ser Gly Gly Ile gAy Tyr Ala Asp Ser Xg1 Lys

Gly

<210> 44

<211> 14

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 44
ésp Ile Gly Gly Ehe Gly Glu Phe Tyr Igp Asn Phe Gly Leu

<210> 45

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 45
?rg Ala Ser Gln §er val Arg Ser Tyr igu Ala

<210> 46
<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

Page 25



<400>

46

ésp Ala Ser Asn grg Ala Thr

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

47

10

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"”
47

P5707R1-wWO_SL

§1n Gln Arg Ser ésn Trp Pro Pro Ala Ihr

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

48

126

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

polypeptide"
48

g]n val GIn Leu ¥a1 Gln Ser

Ser val Lys val Ser Cys Lys

20

Asp Ile Asn Trp val Arg Gln

35

Gly Trp Met Asn Pro Asp Ser

50

55

GIn Gly Arg val Thr Met Thr

65

70

Met Glu Leu Asn Ser Leu Arg

85

Ala Arg Glu Trp Phe Gly Glu

Met Asp val Trp Gly Gln Gly

<210>
<211>
<212>
<213>

115

49

107

PRT

Artificial Sequence

Gly

Ala

Ala

40

Gly

Arg

Ser

Leu

Thr
120

Ala

ser

25

Thr

val

Asn

Glu

Pro

105

Thr

Glu

10

Gly

Gly

Ile

Thr

Asp

90

ser

val

val

Tyr

Gln

Arg

Ser

75

Thr

Tyr

Thr

Page 26

Lys

Thr

Gly

Tyr

60

Ile

Ala

Tyr

val

Synthetic

Synthetic

Lys

Phe

Leu

45

Ala

Ser

val

Phe

ser
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Ser

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 49

§1u Ile val Leu Thr GIn Ser

Glu Arg Ala

Leu Ala Trp

35

Tyr Asp Ala

50

ser Ser

65

Gly

Glu Asp Phe

Thr Phe Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

50
126
PRT

source o
/note="Description of

Thr

20

TYyr

Ser

Gly

Ala

Pro
100

5

Leu

Gln

Asn

Thr

val

85

Gly

polypeptide"

<400> 50

Ser

Gln

Arg

Asp

70

TYyr

Thr

Cys

Lys

Ala

55

Phe

TYyr

Lys

Artificial Sequence

E]n val GIn Leu ¥a1 Gln Ser

Ser val Lys

Ile Asn
35

Asp
Gly

Trp Leu
50

Gln
65

Gly Arg

Met Glu Leu

val

20

Trp

Asn

val

Ser

Ser

val

Pro

Thr

ser
85

cys

Arg

Asp

Met

70

Leu

Lys

Gln

ser

55

Thr

Arg

P5707R1-wWO_SL

Artificial Sequence:

Pro Ala

Ala
25

Arg

Pro
40

Gly
Thr Gly
Thr Leu
Cys Gln

val

Artificial Sequence:

Thr Leu
10

Ser Gln

Gln Ala
Ile

Pro

Ile
75

Thr

Gln
90

Arg

Ile Lys

sSer

Ser

Pro

Ala

60

ser

Ser

Gly Ala Glu val Lys
10

Ala Ser

25

Ala Thr

40

Gly val

Arg

Asp

Ser Glu

Gly Tyr

Gly GIn

Ile Arg

Thr Ser
75

Asp Thr
90

Page 27

Thr

Gly

Tyr

60

Ile

Ala

Synthetic

Pro
15

Leu Ser

val Ser Ser

30

Arg Leu Leu

45

Arg Phe Ser

Ser Leu Glu

Pro
95

Asn Trp

Synthetic
Lys Pro Gly
15

Phe Thr
30

Ser

Leu Glu
45

Trp

Ala Gln Lys

ser Thr Ala

val Tyr Tyr

95

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Tyr

Met

Phe

Tyr

80

Cys



P5707R1-wWO_SL

Ala Arg Glu Trp Phe Gly Glu Leu Pro Ser Tyr Tyr Phe Tyr Ser Gly
100 105 110

Met Asp Xi} Trp Gly GIn Gly Thr Thr val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

120 125

51

5

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide"”

51

Ser Tyr Asp Ile Asn
1 5

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

52

17

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide"

52

Irp Met Asn Pro gsp Ser Gly val Ile égg Tyr Ala GIn Lys ;Ee Gln

Gly

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

53

17

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide"

53

Irp Leu Asn Pro ésp Ser Gly val Ile égg Tyr Ala GIn Lys zge Gln

Gly

<210>
<211>
<212>
<213>

<220>

54

17

PRT

Artificial Sequence

Page 28



P5707R1-wO_SL
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 54
g]u Trp Phe Gly §1u Leu Pro Ser Tyr Igr Phe Tyr Ser Gly ggt Asp

val

<210> 55

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 55
?rg Ala Ser Gln §er val Ser Ser Tyr igu Ala

<210> 56
<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 56
ésp Ala Ser Asn grg Ala Thr

<210> 57

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 57
§1n Gln Arg Ser ésn Trp Pro Pro Thr

<210> 58

<211> 127

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

Page 29



<400> 58

Gln val Gln
1

Ser

Ala

Gly

Gln

65

Met

Ala

val

Phe

Gly

50

Gly

Glu

Arg

Lys

Ser

35

Ile

Arg

Leu

Asp

Gly Met Asp

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

59

107
PRT
Artificial Sequence

115

source o
/note="Description of

Leu

val

20

Trp

Ile

val

Ser

val

Ser

val

Pro

Ile

Gly

85

Asp

Trp

polypeptide"”

59

Gln

Cys

Arg

Phe

Ile

70

Leu

Tyr

Gly

sSer

Lys

Gln

Phe

55

Thr

Arg

Tyr

Gln

§1u Ile val Leu ;hr Gln Ser

Glu

Leu

Lys

ser

65

Glu

Lys

His

Asp

val

Trp

35

Ala

Ser

Ala

Thr
20

Tyr
ser

Gly

Ala

Ile

Gln

Gln

Thr

Ala
85

Thr

Gln

Ser

Asp

70

TYyr

Cys

Lys

Phe

55

Phe

Tyr

Gly

Ala

Ala

40

Gly

Ala

ser

Gly

Gly

Artificial Sequence:

Pro

Arg

Pro

40

Ser

Thr

Cys

P5707R1-wWO_SL

Ala Glu val Lys
10

Ser
25

Pro
Thr
Asp
Glu
Leu
105

Thr

Asp

Ala

25

Asp

Gly

Leu

His

Gly

Gly

Thr

Glu

Asp

90

Gly

Thr

Gly

Gln

Asn

Ser

75

Thr

Ser

val

Thr

Gly

Tyr

60

Thr

Ala

Pro

Thr

Phe Gln Ser

10

Ser

Gln

val

Thr

Gln
90

Gln

ser

Pro

Ile

75

ser

Page 30

ser

Pro

ser

60

Asn

ser

Lys

Leu

Leu

45

Ala

Asn

val

Phe

val
125

Pro

Ser

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Tyr

Ser

Synthetic

val

Ile

Arg

ser

ser

Thr

Gly

30

Leu

Phe

Leu

Leu

Pro

15

Ser

Leu

Ser

Glu

Pro
95

Ser

Tyr

Met

Phe

Tyr

80

Cys

Tyr

Lys

sSer

Ile

Gly

Ala

80

Trp



Thr Phe Gly Gln Gly Thr Lys
100

<210> 60
<211> 107
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

polypeptide"

<400> 60

g]u Ile val Leu Ehr Gln Ser

Glu Lys val

Leu His Trp
35

Lys Tyr Ala
50

Ser Gly Ser
65

Glu Asp Ala

Thr Phe Gly

<210> 61
<211> 5
<212> PRT

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Ile

Gln

Gln

Thr

Thr

85

Gly

Thr

Gln

Ser

Asp

70

Tyr

Thr

Cys

Lys

Phe

55

Phe

Tyr

Lys

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

peptid
<400> 61

ier Tyr Ala Phe Ser

<210> 62
<211> 17
<212> PRT

ell

5

<213> Artificial Sequence

<220>
<221> source

P5707R1-wO_SL
val Glu Ile Lys

105

Artificial Sequence: Synthetic

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Asp

Ala

25

Asp

Gly

Leu

His

Glu
105

Phe G1n
10

Ser GIn

Gln Ser

val Pro

Thr Ile
75

Gln Ser
90

Ile Lys

Ser

Ser

Pro

ser

60

Asn

Ser

val

Ile

Arg

Ser

Ser

Thr

Gly

30

Leu

Phe

Leu

Leu

Pro

15

Ser

Leu

Ser

Glu

Pro
95

Artificial Sequence: Synthetic

<223> /note="Description of Artificial Sequence: Synthetic

peptid

e"

Page 31

Lys

Ser

Ile

Gly

Ala

80

Trp



P5707R1-WO_SL
<400> 62
Gly Ile Ile Pro Ehe Phe Gly Thr Thr égn Tyr Ala GIn Lys ;Ee Gln
1

Gly

<210> 63

<211> 18

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 63
?sp Arg Asp Tyr ;yr Gly Leu Gly Ser 550 Phe Tyr Tyr Tyr g}y Met

Asp Vval

<210> 64

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 64 .
érg Ala Sser GIn ger Ile Gly Ser Ser ieu His

<210> 65

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 65
Iyr Ala Ser Gln §er Phe Ser

<210> 66

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

Page 32



<400> 66
Tis Gln Ser Ser ger Leu Pro

<210> 67
<211> 33

<212>
<213>

<220>

<221>
<223>

ser

Phe

Gly

Leu

65

Tyr

Lys

Pro

Lys

val

145

Tyr

Glu

His

0

PRT_ L.
Artificial Sequence

source o
/note="Description of

polypeptide"

<400> 67
?1a Ser Thr Lys §1y Pro Ser

Thr

Pro

val

50

ser

Ile

val

Ala

Pro

130

val

val

Gln

Gln

Ser

Glu

35

His

Ser

Cys

Glu

Pro

115

Lys

val

Asp

Tyr

Gly

20

Pro

Thr

val

Asn

Pro

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Gly

val

Phe

val

val

85

Lys

Leu

Thr

val

val

165

Ser

Leu

Thr

Thr

Pro

Thr

70

Asn

Ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Ala

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Trp

Artificial Sequence:

val

Ala

ser

40

val

Pro

Lys

Asp

Glu

His

Arg

Lys

P5707R1-wWO_SL

Thr

Phe

Leu

25

Trp

Leu

Ser

Pro

Ser

Asp

Asn

val

185

Glu

Pro Leu

Gly Cys

Asn Ser

Gln Ser

Ser Ser

75

ser Asn
90

Thr His

Ser val

Arg Thr

Pro Glu

155

Ala Lys
170
val Ser

Tyr Lys

Page 33

Ala

Leu

Gly

ser

60

Leu

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Synthetic

Pro

val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

205

ser

Leu

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

ser

15

Asp

Thr

Tyr

Gln

Asp

95

Pro

Pro

Thr

Asn

Ser

Lys

Tyr

ser

ser

Thr

80

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn



Lys Ala Leu Pro Ala Pro Ile
210 215

GIn Pro Arg Glu Pro Gln val

225

230

Met Thr Lys Asn Gln val Ser

245

Pro Ser Asp Ile Ala val Glu

260

Asn Tyr Lys Thr Thr Pro Pro

Leu Tyr Ser Lys Leu Thr val
290 295

val Phe Ser Cys Ser val Met

305

310

Gln Lys Ser Leu Ser Leu Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

325

68

330

PRT

Artificial Sequence

source
/note="Description of
polypeptide"

68

Ala Ser Thr Lys Gly Pro Ser
1 5

Ser Thr ser Gly Gly Thr Ala

20

Phe Pro Glu Pro val Thr val

Gly ¥81 His Thr Phe Pro Ala

35

55

Leu Ser Ser val val Thr val

65

70

Tyr Ile Cys Asn val Asn His

85

Lys val Glu Pro Lys Ser Cys

Glu

TYyr

Leu

Trp

val

280

Asp

His

Pro

Artificial Sequence:

val

Ala

ser

40

val

Pro

Lys

Asp

P5707R1-wWO_SL
Lys Thr Ile Ser

Thr

Trp

Glu

265

Leu

Lys

Glu

Gly

Phe

Leu

25

Trp

Leu

ser

Pro

Lys

Leu Pro
235

Cys Leu
250

ser Asn
Asp Ser

ser Arg

Ala Leu
315

Pro Leu

Gly Cys

Asn Ser

Gln Ser

ser ser
75

ser Asn
90

Thr His
Page 34

220

Pro

val

Gly

Asp

Ala

Leu

Gly

ser

60

Leu

Thr

Thr

Lys

ser

Lys

Gln

Gly

Gln

Asn

Ala

Arg

Gly

Pro

270

ser

Gln

His

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Synthetic

Pro

val

Ala

45

Gly

Gly

Lys

Cys

Ser

Leu

Thr

val

Pro

Ser

15

Asp

Thr

Tyr

Gln

Asp

95

Pro

Gly

Glu

240

Tyr

Asn

Phe

Asn

Thr
320

Lys

Tyr

Ser

Ser

Thr

80

Lys

Cys



Pro

Lys

val

145

Tyr

Glu

His

Lys

Gln

225

Met

Pro

Asn

Leu

val
305

Ala

Pro

130

val

val

Gln

Gln

Ala

210

Pro

Thr

Ser

Tyr

val

290

Phe

Pro

115

Lys

val

Asp

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

GIn Lys Ser

<210> 69
<211> 32

<212>
<213>

<220>

<221>
<223>

7

PRT_ L.
Artificial Sequence

source o
/note="Description of

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Cys

Leu

Leu

Thr

val

val

165

Ser

Leu

Ala

Pro

Gln

245

Ala

Thr

Leu

Ser

Ser
325

polypeptide"

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Gln

230

val

val

Pro

Thr

val

310

Leu

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

sSer

Glu

Pro

val

295

Met

ser

Glu
His
Arg
Lys
2

Glu
Tyr
Leu
Trp
val
280
Asp
His

Pro

P5707R1-wWO_SL

105

Pro

ser

Asp

Asn

val

185

Glu

Lys

Thr

ser

Glu

265

Leu

Lys

Glu

Gly

Ser val Phe

Arg

Pro

Ala

170

val

Tyr

Thr

Leu

250

Ser

Asp

ser

Ala

Lys
330

Thr

Glu

155

Lys

Ser

Lys

Ile

Pro

235

Ala

Asn

Ser

Arg

Leu
315

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

Asp

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

Gln

Gly

Gln

Asn

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro

270

Ser

Gln

His

Pro

Thr

Asn

Arg

val

Ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Artificial Sequence: Synthetic

Page 35

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

240

Tyr

Asn

Phe

Asn

Thr
320



<400> 69

?1a ser Thr

ser

Phe

Gly

Leu

65

Tyr

Arg

Glu

Asp

Asn

Trp

Pro

Glu

225

Asn

Ile

Thr

Pro

val

50

ser

Thr

val

Phe

Thr

130

val

val

ser

Leu

ser

210

Pro

Gln

Ala

Ser

Glu

35

His

Ser

Cys

Glu

Leu

115

Leu

ser

Glu

Thr

Asn

195

sSer

Gln

val

val

Lys

Glu

20

Pro

Thr

val

Asn

Ser

100

Gly

Met

Gln

val

Tyr

Gly

Ile

val

Ser

Glu
260

Gly
5
sSer
val
Phe
val
val
85
Lys
Gly
Ile
Glu
His
165
Arg
Lys
Glu
Tyr
Leu

245

Trp

Pro

Thr

Thr

Pro

Thr

70

Asp

TYyr

Pro

Ser

val

Glu

Lys

Thr

230

Trp

Glu

Ser

Ala

val

Ala

55

val

His

Gly

Ser

Arg

Pro

Ala

val

Tyr

Thr

215

Leu

Cys

Ser

val

Ala

ser

40

val

Pro

Lys

Pro

val

120

Thr

Glu

Lys

Ser

Lys

200

Ile

Pro

Leu

Asn

P5707R1-wWO_SL

Phe

Leu

25

Trp

Leu

Ser

Pro

Pro

105

Phe

Pro

val

Thr

val

185

Cys

Ser

Pro

val

Gly

Pro Leu Ala

Gly

Asn

Gln

Ser

Ser

90

Cys

Leu

Glu

Gln

Lys

Leu

Lys

Lys

Ser

Lys

250

Gln

Cys

Ser

sSer

ser

75

Asn

Pro

Phe

val

Phe

155

Pro

Thr

val

Ala

Gln

235

Gly

Pro

Page 36

Leu

Gly

ser

60

Leu

Thr

Pro

Pro

Thr

140

Asn

Arg

val

ser

Lys

220

Glu

Phe

Glu

Pro

val

Ala

45

Gly

Gly

Lys

Cys

Pro

125

Cys

Trp

Glu

Leu

Asn

205

Gly

Glu

Tyr

Asn

Leu

Thr

val

Pro

110

Lys

val

Tyr

Glu

His

190

Lys

Gln

Met

Pro

Asn
270

ser

15

Asp

Thr

Tyr

Lys

Asp

95

Ala

Pro

val

val

Gln

175

Gln

Gly

Pro

Thr

Ser

255

Tyr

Arg

Tyr

Ser

sSer

Thr

80

Lys

Pro

Lys

val

Asp

Leu

Arg

Lys

Asp

Lys



Thr

Arg

305

Leu

Thr Pro Pro val Leu Asp

275

Leu Thr val Asp Lys Ser

290

295

Ser val Met His Glu Ala

310

Ser Leu Ser Leu Gly Lys
325

<210> 70
<211> 32

<212>
<213>

<220>

<221>
<223>

1

Ser

Phe

Gly

Leu

65

Tyr

Arg

Glu

Asp

Asp

7

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"
<400> 70

Thr

Pro

val

50

Ser

Thr

val

Phe

Thr

130

val

Ser

Glu

35

His

Ser

Cys

Glu

Leu

115

Leu

Ser

Glu

20

Pro

Thr

val

Asn

Ser

100

Gly

Met

Gln

Ala Ser Thr Lys g1y

Ser

val

Phe

val

val

85

Lys

Gly

Ile

Glu

Pro

Thr

Thr

Pro

Thr

70

Asp

Tyr

Pro

Ser

Asp

ser

Ala

val

Ala

55

val

His

Gly

sSer

P5707R1-wWO_SL

Ser Asp Gly Ser Phe

280

Arg Trp GIn Glu Gly

300

Leu His Asn His Tyr

Artificial Sequence:

val

Ala

ser

40

val

Pro

Lys

Pro

val

120

Thr

Glu

Phe

Leu

25

Trp

Leu

ser

Pro

Pro

105

Phe

Pro

val

Pro

10

Gly

Asn

Gln

ser

Ser

90

Cys

Leu

Glu

Gln

315

Leu

Cys

Ser

Ser

Ser

75

Asn

Pro

Phe

val

Phe
155

Page 37

Ala

Leu

Gly

ser

60

Leu

Thr

Pro

Pro

Thr

140

Asn

Phe Leu Tyr Ser

285

Asn val Phe Ser

Thr Gln Lys Ser

Synthetic

Pro

val

Ala

45

Gly

Gly

Lys

Cys

Pro

125

Cys

Trp

Cys

Leu

Thr

val

Pro

110

Lys

val

Tyr

Ser

15

Asp

Thr

Tyr

Lys

Asp

95

Ala

Pro

val

val

320

Arg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Lys

val

Asp



Gly
Asn
Trp
Pro
Glu
225
Asn
Ile
Thr
Arg
Cys
305

Leu

<210>
<211>
<212>
<213>

val

Ser

Leu

Ser

210

Pro

Gln

Ala

Thr

Leu

290

Ser

Ser

<220>

<221>
<223>

<400>

Glu

Thr

Asn

195

Ser

Gln

val

val

Pro

275

Thr

val

Leu

71
450
PRT
Artificial Sequence

source o
/note="Description of

val

TYyr

180

Gly

Ile

val

Ser

Glu

260

Pro

val

Met

Ser

His

165

Arg

Lys

Glu

Tyr

Leu

245

Trp

val

Asp

His

Leu
325

polypeptide"

71

Asn

val

Glu

Lys

Thr

230

Ser

Glu

Leu

Lys

Glu

310

Gly

Ala

val

Tyr

Thr

215

Leu

Cys

Ser

Asp

Ser

295

Ala

Lys

§1u val Gln Leu ¥a1 Glu Ser

Ser Leu Arg Egu Ser Cys Ala

Ala Met ggs Trp val Arg Gln

Lys

sSer

Lys

Ile

Pro

Ala

Asn

Ser

280

Arg

Leu

Artificial Sequence:

P5707R1-wWO_SL

Thr

val

185

Cys

sSer

Pro

val

Gly

Asp

Trp

His

Lys

170

Leu

Lys

Lys

ser

Lys

Gln

Gly

Gln

Asn

Pro

Thr

val

Ala

Gln

235

Gly

Pro

Ser

Glu

His
315

Arg

val

Ser

Lys

220

Glu

Phe

Glu

Phe

Gly Gly Gly Leu val
10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly
40

Page 38

Glu

Leu

Asn

205

Gly

Glu

Tyr

Asn

Phe

285

Asn

Thr

Glu

His

190

Lys

Gln

Met

Pro

Asn

270

Leu

val

Gln

Gln

175

Gln

Gly

Pro

Thr

Ser

255

Tyr

val

Phe

Lys

Synthetic

Phe

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser
320

GIn Pro Gly Arg
15

Phe Asp Asp Tyr
30

Leu Glu Trp val
45



ser

Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asp
Tyr
225
Pro
ser
Asp

Asn

val
305

Gly

50

Gly

Gln

Arg

Gly

ser

130

Ala

val

Ala

val

His

210

Gly

ser

Arg

Pro

Ala

290

val

Ile

Arg

Met

Asp

Ala

Ser

val

Pro

195

Lys

Pro

val

Thr

Glu

275

Lys

ser

Asn

Phe

Asn

Met

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Pro

Phe

Pro

260

val

Thr

val

Trp

Thr

ser

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Asn

Ile

70

Leu

Gly

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Pro

230

Phe

val

Phe

Pro

Thr
310

Ser

55

Ser

Arg

Phe

val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

val

Gly

Arg

Ala

Gly

Thr

120

Pro

val

Ala

Gly

Lys

Cys

Pro

Cys

Leu

P5707R1-wWO_SL
Gly Ile Gly E%r

Asp

Glu

Glu

105

val

Cys

Lys

Leu

Leu

185

Thr

val

Pro

Lys

val

265

Tyr

Glu

His

Asn

Asp

90

Phe

Ser

Ser

Asp

Thr

170

Tyr

Lys

Asp

Ala

Pro

250

val

val

Gln

Gln

Ala

75

Thr

TYyr

Ser

Arg

TYr

155

sSer

ser

Thr

Lys

Pro

235

Lys

val

Asp

Phe

Asp

Page 39

Lys

Ala

Trp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Ala

Asn

Leu

Asn

ser

125

Thr

Pro

val

ser

Thr

205

val

Phe

Thr

val

val

285

ser

Leu

Asp

ser

Tyr

Phe

110

Thr

Ser

Glu

His

ser

190

Cys

Glu

Leu

Leu

ser

270

Glu

Thr

Asn

Ser

Leu

TYyr

95

Gly

Lys

Glu

Pro

Thr

175

val

Asn

Ser

Gly

Met

255

Gln

val

Tyr

Gly

val

TYyr

Cys

Leu

Gly

Ser

val

160

Phe

val

val

Lys



Glu

Lys

Thr

ser

Glu

385

Leu

Lys

Glu

Gly

<210>
<211>
<212>
<213>

Tyr

Thr

Leu

Cys

370

ser

Asp

ser

Ala

Lys
450

<220>

<221>
<223>

<400>
Glu val GIn Leu ¥a1 Glu Ser

1

Ser

Ala

Ser

72

450
PRT
Artificial Sequence

Lys

Ile

Pro

355

Ala

Asn

Ser

Arg

Leu
435

source o
/note="Description of

Cys

Ser

340

Pro

val

Gly

Asp

Lys

325

Lys

Ser

Lys

Gln

Asn

polypeptide"

Leu

Met

Gly

50

Gly

Gln

72

Arg

His

35

Ile

Arg

Met

Leu

20

Trp

Asn

Phe

Asn

Ser

val

Trp

Thr

Ser

val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Cys

Arg

Ser

Ile

70

Leu

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Ala
Gln
Ser
55

Ser

Arg

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ala

P5707R1-wWO_SL
Lys Gly Leu Pro
330

Gln

345

Met

Pro

Asn

Leu

val

425

Gln

Gly

sSer

25

Pro

Gly

Asp

Glu

Pro

Thr

Ser

Tyr

val

410

Phe

Lys

Arg

Lys

Asp

Ser

sSer

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Gly Leu val
10

Gly

Gly

Phe

Lys

Thr

Gly

Ile Gly Tyr

60

Asn Ala Lys

Asp

75

Thr

Page 40

Ala

Ser Ser

Pro GIn
350

Gln val
365

Ala val

Thr Pro

Leu Thr

Ser val

430

Ser Leu
445

Ile

335

val

Ser

Glu

Pro

val

415

Met

ser

Synthetic

Gln Pro

Phe Asp
30

Leu Glu

45

Ala Asp

Asn Ser

Leu Tyr

Gly

15

Asp

Trp

Ser

Leu

Tyr

Glu

Tyr

Leu

Trp

val

400

Asp

Leu

Arg

Tyr

val

val

Tyr

80

Cys



Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asp

Tyr

225

Pro

Ser

Asp

Asn

val

305

Glu

Lys

Thr

Arg

Gly

Ser

130

Ala

val

Ala

val

His

210

Gly

Ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Ala

Ser

val

Pro

195

Lys

Pro

val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

Ile

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Pro

Phe

Pro

260

val

Thr

val

Cys

Ser

340

Pro

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

Ser

Gly

Leu

Leu

Ser

Ser

Asn

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Gln

Phe

val

Ala

135

Leu

Gly

sSer

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

val

ser

Lys

Glu

Gly

Thr

120

Pro

val

Ala

Gly

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

P5707R1-wWO_SL

Glu

105

val

Cys

Lys

Leu

Leu

185

Thr

val

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Met

90

Phe

ser

ser

Asp

Thr

170

Tyr

Lys

Asp

Ala

Pro

250

val

val

Gln

Gln

Thr

Tyr

Ser

Arg

Tyr

155

Ser

Ser

Thr

Lys

Pro

235

Lys

val

Asp

Phe

Asp

315

Leu

Arg

Lys

Page 41

Trp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Asn

Ser

125

Thr

Pro

val

Ser

Thr

205

val

Phe

Thr

val

val

285

Ser

Leu

Ser

Pro

Gln

Phe

110

Thr

Ser

Glu

His

sSer

190

Cys

Glu

Leu

Leu

Ser

270

Glu

Thr

Asn

Ser

Gln

350

val

95

Gly

Lys

Glu

Pro

Thr

175

val

Asn

Ser

Gly

Met

255

Gln

val

Tyr

Gly

Ile

335

val

Ser

Leu

Gly

Ser

val

160

Phe

val

val

Lys

Gly

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu



ser Cys
370

Glu Ser

385

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

<210> 73

355

Ala

Asn

Ser

Arg

Leu
435

<211> 215
<212> PRT
<213> Artificial Sequence

<220>

<221> source

val

Gly

Asp

Lys

Gln

Asn

Gly

Pro

390

Ser

Glu

His

Phe

375

Glu

Phe

Gly

Tyr

<223> /note="Description of
polypeptide"

<400> 73

§1u Ile val Leu ;hr Gln Ser

Glu Arg
Leu Ala
Tyr Asp

50

Ser Gly
65
Glu Asp

Ala Thr

Ala Pro

Ala

Trp

35

Ala

Ser

Phe

Phe

Ser
115

Thr
20

Tyr
ser

Gly

Ala

Leu

Gln

Asn

Thr

val

85

Gly

Phe

Ser

Gln

Arg

Asp

70

TYyr

Gly

Ile

Cys

Lys

Ala

55

Phe

Tyr

Thr

Phe

360

Tyr

Asn

Phe

Asn

Thr
440

Artificial Sequence:

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Pro
120

P5707R1-wWO_SL

Pro

Asn

Leu

val

425

Gln

Ala

Ala

25

Gly

Gly

Leu

Gln

val

105

Pro

ser Asp

Tyr Lys
395

val Ser
410

Phe Ser

Lys Ser

Thr Leu
10

Ser Gln

Gln Ala

Ile Pro

Thr Ile
75

Gln Arg
90

Glu Ile

ser Asp

Page 42

Ile

380

Thr

Arg

Cys

Leu

Ser

Ser

Pro

Ala

60

ser

Ser

Lys

Glu

365

Ala

Thr

Leu

Ser

Ser
445

val

Pro

Thr

val

430

Leu

Glu

Pro

val

415

Met

Ser

Synthetic

Leu

val

Arg

45

Arg

ser

Asn

Arg

Gln
125

ser

Arg

30

Leu

Phe

Leu

Trp

Thr

110

Leu

Pro

15

ser

Leu

ser

Glu

Pro

95

val

Lys

Trp
val
400
Asp

His

Leu

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

sSer



Gly Thr Ala Ser val val Cys
130 135

Ala Lys val Gln Trp Lys val

145

GIn Glu Ser val Thr Glu Gln

165

Ser Ser Thr Leu Thr Leu Ser

180

Tyr Ala Cys Glu val Thr His

Ser Phe Asn Arg Gly Glu Cys
210 215

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

74

453

PRT

Artificial Sequence

source
/note="Description of
polypeptide"

74

g]n val GIn Leu ¥a1 Gln Ser

Ser val Lys val Ser Cys Lys

20

Asp Ile Asn Trp val Arg Gln

35

Gly Trp Met Asn Pro Asp Ser

50

55

GIn Gly Arg val Thr Met Thr

65

70

Met Glu Leu Asn Ser Leu Arg

85

Ala Arg Glu Trp Phe Gly Glu

Met Asp val Trp Gly Gln Gly

115

Leu

Asp

Asp

Lys

Gln
200

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Leu

Thr
120

P5707R1-wWO_SL

Leu Asn Asn

Asn Ala Leu
155

ser Lys Asp
170

Ala Asp Tyr
185

Gly Leu Ser

Ala Glu val
10

Ser Gly Tyr
25

Thr Gly GIn
val Ile Arg

Asn Thr Ser
75

Glu Asp Thr
90

Pro Ser Tyr
105

Thr val Thr

Page 43

Phe

140

Gln

Ser

Glu

sSer

Lys

Thr

Gly

Tyr

60

Ile

Ala

Tyr

val

Tyr

ser

Thr

Lys

Pro
205

Pro

Gly

Tyr

His

190

val

Arg

Asn

ser

175

Lys

Thr

Synthetic

Lys

Phe

Leu

45

Ala

Ser

val

Phe

ser
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Ser

Ala

Glu

ser

160

Leu

val

Lys

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

Ser



Thr

Ser

145

Glu

His

Ser

Cys

Glu

225

Leu

Leu

Ser

Glu

Thr

305

Asn

Ser

Gln

val

val
385

Lys

Glu

Pro

Thr

val

Asn

210

Ser

Gly

Met

Gln

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Gly

Ser

val

Phe

val

195

val

Lys

Gly

Ile

Glu

275

His

Arg

Lys

Glu

Tyr

355

Leu

Trp

Pro

Thr

Thr

Pro

180

Thr

Asp

Tyr

Pro

Ser

260

Asp

Asn

val

Glu

Lys

Thr

Ser

Glu

Ser

Ala

val

165

Ala

val

His

Gly

Ser

245

Arg

Pro

Ala

val

TYyr

325

Thr

Leu

Cys

Ser

val

Ala

150

Ser

val

Pro

Lys

Pro

230

val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Ala

Asn
390

Phe

135

Leu

Trp

Leu

ser

Pro

215

Pro

Phe

Pro

val

Thr

295

val

Cys

Ser

Pro

val

375

Gly

Pro

Gly

Asn

Gln

Ser

200

ser

Cys

Leu

Glu

Gln

280

Lys

Leu

Lys

Lys

ser

360

Lys

Gln

P5707R1-wWO_SL

Leu Ala Pro Cys
140

Cys

ser

ser

185

ser

Asn

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Gln

Gly

Pro

Leu

Leu

Thr

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

val

155

Ala

Gly

Gly

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn
395

Page 44

Lys

Leu

Leu

Thr

val

220

Pro

Lys

val

Tyr

Glu

300

His

Lys

Gln

Met

Pro

380

Asn

Ser

Asp

Thr

Tyr

Lys

205

Asp

Ala

Pro

val

val

285

Gln

Gln

Gly

Pro

Thr

365

Ser

Tyr

Arg

Tyr

Ser

Ser

190

Thr

Lys

Pro

Lys

val

270

Asp

Phe

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Phe

Tyr

Arg

Glu

Asp

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Thr

Pro

160

val

Ser

Thr

val

Phe

240

Thr

val

val

Ser

Leu

320

Ser

Pro

Gln

Ala

Thr
400



P5707R1-wWO_SL

Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
405 410

Thr val Asp k¥8 Ser Arg Trp GIn Glu Gly Asn val

425

val Met His Glu Ala Leu His Asn His Tyr Thr Gln
440

435

Leu Ser Leu Gly Lys
450

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

75

453

PRT

Artificial Sequence

source o
/note="Description of
polypeptide"

75

§1n val Gln Leu ¥a1 Gln Ser

Ser val Lys val Ser Cys Lys

20

Asp Ile Asn Trp val Arg Gln

35

Gly Trp Leu Asn Pro Asp Ser

50

55

GIn Gly Arg val Thr Met Thr

65

70

Met Glu Leu Ser Ser Leu Arg

85

Ala Arg Glu Trp Phe Gly Glu

Met Asp val Trp Gly Gln Gly

115

Thr Lys Gly Pro Ser val Phe
130 135

Ser Glu Ser Thr Ala Ala Leu

145

150

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Leu

Thr

120

Pro

Gly

Ala

Ser

25

Thr

val

Asp

Glu

Pro

105

Thr

Leu

Cys

Glu

10

Gly

Gly

Ile

Thr

Asp

90

Ser

val

Ala

Leu

val

Tyr

Gln

Arg

Ser

75

Thr

TYyr

Thr

Pro

val
155

Page 45

Lys
Thr
Gly
Tyr
60

Ile
Ala
Tyr
val
Cys
140

Lys

val Ser Arg Leu

415

Phe Ser Cys

430

Lys Ser Leu

445

Synthetic

Lys

Phe

Leu

45

Ala

ser

val

Phe

ser

125

ser

Asp

Pro

Thr

30

Glu

Gln

Thr

Tyr

TYyr

110

ser

Arg

Tyr

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

ser

Ala

Ser

Phe

Ser

Ser

Ala

Tyr

Met

Phe

Cys

Gly

ser

Thr

Pro
160



Glu

His

ser

Cys

Glu

225

Leu

Leu

ser

Glu

Thr

305

Asn

ser

Gln

val

val

385

Pro

Thr

Pro

Thr

val

Asn

210

ser

Gly

Met

Gln

val

290

Tyr

Gly

Ile

val

ser

370

Glu

Pro

val

val

Phe

val

195

val

Lys

Gly

Ile

Glu

275

His

Arg

Lys

Glu

Tyr

355

Leu

Trp

val

Asp

Thr

Pro

180

Thr

Asp

TYyr

Pro

ser

260

Asp

Asn

val

Glu

Lys

340

Thr

Ser

Glu

Leu

Lys

val

165

Ala

val

His

Gly

Ser

245

Arg

Pro

Ala

val

Tyr

Thr

Leu

Cys

Ser

Ser

val

Pro

Lys

Pro

230

val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Ala

Asn

390

Ser

Arg

Trp

Leu

Ser

Pro

215

Pro

Phe

Pro

val

Thr

295

val

Cys

Ser

Pro

val

375

Gly

Asp

Trp

Asn

Gln

Ser

200

Ser

Cys

Leu

Glu

Gln

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Gln

Gly

Gln

P5707R1-wWO_SL
Ser Gly Ala Leu

Ser

185

Ser

Asn

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Gln

Gly

Pro

Ser

Glu
425

170

Ser

Leu

Thr

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Gly

Gly

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

TYyr

Asn

395

Phe

Asn

Page 46

Leu

Thr

val

220

Pro

Lys

val

Tyr

Glu

300

His

Lys

Gln

Met

Pro

380

Asn

Leu

val

Thr

Tyr

205

Asp

Ala

Pro

val

val

285

Gln

Gln

Gly

Pro

Thr

365

ser

Tyr

val

Phe

ser

ser

190

Thr

Lys

Pro

Lys

val

270

Asp

Phe

Asp

Leu

Lys

Asp

Lys

ser

ser
430

Gly

Leu

Tyr

Arg

Glu

Asp

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

val

Ser

Thr

val

Phe

240

Thr

val

val

ser

Leu

320

ser

Pro

Gln

Ala

Thr

400

Leu

ser



435

Leu Ser Leu Gly Lys
450

<210> 76
<211> 214
<212> PR

<213>

<220>

<221>
<223>

Glu

Leu

Tyr

ser

65

Glu

Thr

Pro

Thr

Lys

Glu

Ser

Ala

T

source o
/note="Description of

polypeptide"

<400> 76
g]u Ile val Leu Ehr Gln Ser

Arg

Ala

Asp

50

Gly

Asp

Phe

Ser

Ala

130

val

Ser

Thr

Cys

Ala

Trp

35

Ala

Ser

Phe

Gly

val

115

Ser

Gln

val

Leu

Glu

Thr

20

Tyr

Ser

Gly

Ala

Pro

100

Phe

val

Trp

Thr

Thr

180

val

Leu

Gln

Asn

Thr

val

85

Gly

Ile

val

Lys

Glu

165

Leu

Thr

Ser

Gln

Arg

Asp

70

Tyr

Thr

Phe

Cys

val

150

Gln

Ser

His

Artificial Sequence

Cys

Lys

Ala

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

440

Artificial Sequence:

] _ P5707R1-WO_SL
val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser

Pro Ala Thr Leu Ser

Arg

Pro

40

Thr

Thr

Cys

val

Pro

120

Leu

Asn

ser

Ala

Gly

Ala

25

Gly

Gly

Leu

Gln

Asn

Ala

Lys

ser

Gln

Ile

Thr

Gln

90

Ile

Asp

Asn

Leu

Tyr

ser

Gln

Ala

Pro

Ile

75

Arg

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Page 47

Ser

Pro

Ala

60

Ser

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

445

Synthetic

Leu

val

Arg

45

Arg

Ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

His

val

Ser

Ser

30

Leu

Phe

Leu

Trp

val

110

Lys

Arg

Asn

Ser

Lys

Thr

Pro

15

Ser

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



195

Phe Asn Arg Gly Glu Cys
210

<210> 77
<211> 45

<212>
<213>

<220>

<221>
<223>

ser

Ala

Gly

Gln

65

Met

Ala

Gly

ser

Thr

145

Pro

val

ser

4

PRT_ L.
Artificial Sequence

source o
/note="Description of

polypeptide"

<400> 77
§1n val GIn Leu val Gln Ser

val

Phe

Gly

50

Gly

Glu

Arg

Met

Thr

130

ser

Glu

His

ser

Lys

ser

35

Ile

Arg

Leu

Asp

Lys

Glu

Pro

Thr

val
195

val
20

Trp
Ile

val

Ser

Gly

Ser

val

Phe

180

val

5

Ser

val

Pro

Ile

Gly

85

Asp

Trp

Pro

Thr

Thr

165

Pro

Thr

Cys

Arg

Phe

Ile

70

Leu

Tyr

Gly

Ser

Ala

150

val

Ala

val

Lys

Gln

Phe

55

Thr

Arg

Tyr

Gln

val

135

Ala

Ser

val

Pro

200

Artificial Sequence:

Gly Ala

Ala

Ala

40

Gly

Ala

Ser

Gly

Gly

Phe

Leu

Trp

Leu

ser
200

P5707R1-wWO_SL

Ser

25

Pro

Thr

Asp

Glu

Leu

105

Thr

Pro

Gly

Asn

Gln

185

Ser

Glu val Lys
10

Gly

Gly

Thr

Glu

Asp

90

Gly

Thr

Leu

Cys

Ser

170

Ser

Ser

Gly

Gln

Asn

Ser

75

Thr

sSer

val

Ala

Leu

155

Gly

ser

Leu

Page 48

Thr

Gly

Tyr

60

Thr

Ala

Pro

Thr

Pro

140

val

Ala

Gly

Gly

205

Synthetic

Lys

Leu

Leu

45

Ala

Asn

val

Phe

val

125

Cys

Lys

Leu

Leu

Thr
205

Pro
ser
30

Glu
Gln
Thr
Tyr
Tyr
110
Ser
ser
Asp
Thr
Tyr
190

Lys

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Tyr

Ser

Arg

Tyr

ser

175

ser

Thr

Ser

Tyr

Met

Phe

TYyr

Cys

Tyr

Ala

ser

Phe

160

Gly

Leu

Tyr



Thr

val

225

Phe

Thr

val

val

ser

305

Leu

ser

Pro

Gln

Ala

385

Thr

Leu

ser

ser

<210> 78

Cys

Glu

Leu

Leu

ser

Glu

290

Thr

Asn

ser

Gln

val

370

val

Pro

Thr

val

Leu
450

Asn

Ser

Gly

Met

Gln

275

val

Tyr

Gly

Ile

val

355

ser

Glu

Pro

val

Met

435

ser

<211> 214

val

Lys

Gly

Ile

260

Glu

His

Arg

Lys

Glu

340

Tyr

Leu

Trp

val

Leu

Asp

TYyr

Pro

245

Ser

Asp

Asn

val

Glu

325

Lys

Thr

Ser

Glu

Leu

405

Lys

Glu

Gly

His

Gly

Ser

Arg

Pro

Ala

val

310

Tyr

Thr

Leu

Cys

Ser

390

Asp

Ser

Ala

Lys

Lys

215

Pro

val

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Ala

375

Asn

Ser

Arg

Leu

Pro

Pro

Phe

Pro

val

280

Thr

val

Cys

Ser

Pro

360

val

Gly

Asp

Trp

His
440

P5707R1-wWO_SL

Ser Asn Thr Lys

Cys

Leu

Glu

265

Gln

Lys

Leu

Lys

Lys

Gln

Gly

Gln

425

Asn

Pro

Phe

250

val

Phe

Pro

Thr

val

330

Ala

Gln

Gly

Pro

Ser

410

Glu

His

Pro

235

Pro

Thr

Asn

Arg

val

315

Ser

Lys

Glu

Phe

Glu

395

Phe

Gly

TYyr

Page 49

220

Cys
Pro
Cys
Trp
Glu
300
Leu
Asn
Gly
Glu
Tyr
380
Asn
Phe

Asn

Thr

val
Pro
Lys
val
Tyr
285
Glu
His
Lys
Gln
Met
365
Pro
Ash
Leu

val

Gln
445

Asp

Ala

Pro

val

270

val

Gln

Gln

Gly

Pro

350

Thr

ser

Tyr

val

Phe

430

Lys

Lys

Pro

Asp

Phe

Asp

Leu

335

Arg

Lys

Asp

Lys

ser

415

Ser

sSer

Arg

Glu

240

Asp

Asp

Gly

Asn

Glu

Asn

Ile

Thr

400

Arg

Cys

Leu



<212>
<213>

<220>

<221>
<223>

<400> 78

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

g]u Ile val Leu Ehr Gln Ser

Glu

Leu

Lys

ser

65

Glu

Thr

Pro

Thr

Lys

Glu

Ser

Ala

Phe

<210> 79

Lys

His

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

val

Ser

Thr

Cys

Asn
210

val

Trp

35

Ala

Ser

Ala

Gly

val

115

Ser

Gln

val

Leu

Glu

195

Arg

<211> 214
<212> PRT

Thr

20

Tyr

Ser

Gly

Ala

Gln

100

Phe

val

Trp

Thr

Thr

180

val

Gly

Ile

Gln

Gln

Thr

Ala

85

Gly

Ile

val

Lys

Glu

165

Leu

Thr

Glu

Thr

Gln

Ser

Asp

70

Tyr

Thr

Phe

Cys

val

150

Gln

Ser

His

Cys

Cys

Lys

Phe

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Artificial Sequence:

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Pro

120

Leu

Asn

ser

Ala

P5707R1-wWO_SL

Asp

Ala

25

Asp

Gly

Leu

His

Glu

105

ser

Asn

Ala

Lys

Asp

Leu

Phe G1n
10

Ser Gln
Gln Ser
val Pro
Thr Ile

75

Gln Ser

90

Ile Lys

Asp Glu

Asn Phe

Leu GIn

155

Asp Ser

Tyr Glu

Ser Ser

Page 50

Ser

Ser

Pro

ser

60

Asn

Ser

Arg

Gln

Tyr

140

ser

Thr

Lys

Pro

Synthetic

val

Ile

Lys

45

Arg

Ser

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

val
205

Thr

Gly

30

Leu

Phe

Leu

Leu

val

110

Lys

Arg

Asn

Ser

Lys

Thr

Pro

15

Ser

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

val

Lys

Lys

Ser

Ile

Gly

Ala

80

Trp

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



<213>

<220>

<221>
<223>

<400> 79

source o
/note="Description of

polypeptide"

Artificial Sequence

§1u Ile val Leu ;hr Gln Ser

Glu

Leu

Lys

ser

65

Glu

Thr

Pro

Thr

Lys

Glu

ser

Ala

Phe

Lys

His

Asp

Phe

ser

Ala

130

val

ser

Thr

Cys

Asn
210

val

Trp

35

Ala

Ser

Ala

Gly

val

115

Ser

Gln

val

Leu

Glu

195

Arg

<210> 80

<211> 17

<212> PRT
<213> Artificial Sequence

Thr

20

TYyr

Ser

Gly

Ala

Gln

100

Phe

val

Trp

Thr

Thr

180

val

Gly

Ile

Gln

Gln

Thr

Thr

85

Gly

Ile

val

Lys

Glu

165

Leu

Thr

Glu

Thr

Gln

Ser

Asp

70

TYyr

Thr

Phe

Cys

val

150

Gln

Ser

His

Cys

Cys

Lys

Phe

55

Phe

TYyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Artificial Sequence:

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Pro

120

Leu

Asn

Ser

Ala

P5707R1-wWO_SL

Asp

Ala

25

Asp

Gly

Leu

His

Glu

105

Ser

Asn

Ala

Lys

Phe

10

Ser

Gln

val

Thr

Gln

90

Ile

Asp

Asn

Leu

Tyr

Ser

Gln

Gln

Ser

Pro

Ile

75

Ser

Lys

Glu

Phe

Gln

155

ser

Glu

sSer

Page 51

sSer

sSer

Pro

ser

60

Asn

Ser

Arg

Gln

Tyr

140

ser

Thr

Lys

Pro

Synthetic

val

Ile

Arg

ser

ser

Thr

Leu

125

Pro

Gly

Tyr

His

val
205

Thr

Gly

30

Leu

Phe

Leu

Leu

val

110

Lys

Arg

Asn

ser

Lys

Thr

Pro

15

Ser

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

val

Lys

Lys

sSer

Ile

Gly

Ala

80

Trp

Ala

Gly

Ala

Gln

160

ser

Tyr

ser



P5707R1-wWO_SL

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Any amino acid except Asn

<400> 80
g]y Ile Xaa Trp ger Ser Gly Gly Ile ggy Tyr Ala Asp Ser X§1 Lys

Gly

<210> 81

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Any amino acid except Ser or Thr

<400> 81
g1y Ile Asn Trp éaa Ser Gly Gly Ile gAy Tyr Ala Asp Ser Xg1 Lys

Gly

<210> 82

<211> 123

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> MOD_RES

<222> (52)..(52)

<223> Any amino acid except Asn

<400> 82
g]u val Gln Leu ¥a1 Glu ser Gly Gly ggy Leu val Gln Pro g}y Arg

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
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Ala Me

Ser GI
50

Lys GI

Leu G1

Ala Ar

Trp GI1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<400>

20

t g;s Trp val Arg Gln

y Ile Xaa Trp Ser §§r

y Arg Phe Thr Ile Ser
70

n Met Asn Ser Leu Arg
85

g Asp Ile Gly Gly Phe
100

y Arg Gly Thr Leu val
115

83

123

PRT

Artificial Sequence

source o
/note="Description of
polypeptide"

MOD_RES
(54)..(54)
Any amino acid except

83

§1u val Gln Leu ¥a1 Glu Ser

ser Le
Ala Me
Ser GI

50

Lys GI1

Leu G1

u Arg Leu Ser Cys Ala
20

t ggs Trp val Arg Gln

y ITle Asn Trp Xaa ggr

y Arg Phe Thr Ile Ser
70

n Met Asn Ser Leu Arg
85

P5707R1-WO_SL
25

Ala Pro Gly Lys Gly
40

Gly Gly Ile Gly Tyr
60

Arg Asp Asn éga Lys

Ala Glu Asp Thr Ala
90

Gly Glu Phe Tyr Trp
105

Thr val Ser Ser
120

Artificial Sequence:

Ser or Thr

Gly Gly Gly Leu val
10

Ala %gr Gly Phe Thr

Ala Pro Gly Lys Gly
40

Gly Gly Ile Gly Tyr
60

Arg Asp Asn ?}a Lys

Ala Glu Asp Thr Ala
90

Page 53

Leu

45

Ala

Asn

Leu

Asn

30

Glu

Asp

Ser

Tyr

Phe
110

Trp

Ser

Leu

Tyr

95

Gly

Synthetic

Gln

Phe

Leu

45

Ala

Asn

Leu

Pro

Asp

30

Glu

Asp

ser

Tyr

Gly

15

Asp

Trp

ser

Leu

TYyr
95

val

val

Tyr

80

Cys

Leu

Arg

Tyr

val

val



Ala Arg Asp Ile Gly Gly Phe
100

Trp Gly Arg Gly Thr Leu val
115

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<400>

84

450

PRT

Artificial Sequence

source
/note="Description of
polypeptide"

MOD_RES
(52)..(52)

Any amino acid except

84

g]u val GIn Leu ¥a1 Glu Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp val Arg Gln

35

Ser Gly Ile Xaa Trp Ser Ser

50

55

Lys Gly Arg Phe Thr Ile Ser

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Arg Asp Ile Gly Gly Phe

100

Trp Gly Arg Gly Thr Leu val

Pro Ser val Phe Pro Leu Ala
130 135

Thr Ala Ala Leu Gly Cys Leu

145

Thr val Ser Trp Asn Ser Gly

165

P5707R1-wO_SL
Gly Glu Phe Tyr Trp Asn

105

Thr val Ser Ser

120

Phe Gly Leu
110

Artificial Sequence: Synthetic

Asn

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Thr

120

Pro

val

Ala

Gly

sSer

25

Pro

Gly

Asp

Glu

Glu

105

val

Cys

Lys

Leu

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Phe

sSer

ser

Asp

Thr
170

Leu

Phe

Lys

Gly

Ala

75

Thr

Tyr

Ser

Arg

Tyr

155

Ser

Page 54

val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Ala

Ser

140

Phe

Gly

Gln

Phe

Leu

45

Ala

Asn

Leu

Asn

sSer

125

Thr

Pro

val

Pro

Asp

30

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

His

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Lys

Glu

Pro

Thr
175

Arg

Tyr

val

val

Tyr

80

Cys

Leu

Gly

Ser

val

160

Phe



Pro

Thr

Asp

Tyr

225

Pro

Ser

Asp

Asn

val

305

Glu

Lys

Thr

Ser

Glu

385

Leu

Lys

Glu

Ala
val
His
210
Gly
Ser
Arg
Pro
Ala
290
val
Tyr
Thr
Leu
Cys
370
Ser
Asp

Ser

Ala

val

Pro

195

Lys

Pro

val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Ala

Asn

Ser

Arg

Leu
435

Leu

180

Ser

Pro

Pro

Phe

Pro

260

val

Thr

val

Cys

Ser

340

Pro

val

Gly

Asp

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

325

Lys

Ser

Lys

Gln

Asn

Ser

Ser

Asn

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Ser

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

val

sSer

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Lys

Cys

Pro

Cys

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

P5707R1-wWO_SL

Leu Tyr Ser Leu

185

Thr

val

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

val

425

Gln

Lys

Asp

Ala

Pro

250

val

val

Gln

Gln

Gly

Pro

Thr

ser

Tyr

val

410

Phe

Lys

Thr

Lys

Pro

235

Lys

val

Asp

Phe

Asp

315

Leu

Arg

Lys

Asp

Ser

sSer

Page 55

Tyr

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Ser

Thr

205

val

Phe

Thr

val

val

285

Ser

Leu

Ser

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Ser

190

Cys

Glu

Leu

Leu

Ser

270

Glu

Thr

Asn

Ser

Gln

350

val

val

Pro

Thr

val

430

Leu

val

Asn

Ser

Gly

Met

255

Gln

val

Tyr

Gly

Ile

335

val

Ser

Glu

Pro

val

415

Met

Ser

val

val

Lys

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

val

400

Asp

His

Leu



Gly

<210>
<211>
<212>
<213>

Lys
450

<220>

<221>
<223>

85

450
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

<220>

<221>
<222>
<223>

<400>

MOD_RES
(54)..(54)
Any amino acid except

85

§1u val Gln Leu

ser

Ala

sSer

Ala

Trp

Pro

Thr

145

Thr

Pro

Leu

Met

Gly

50

Gly

Gln

Arg

Gly

ser

130

Ala

val

Ala

Arg

His

35

Ile

Arg

Met

Asp

Ala

Ser

val

Leu

20

Trp

Asn

Phe

Asn

Ile

100

Gly

Phe

Leu

Trp

Leu
180

¥a1 Glu Ser

Ser

val

Trp

Thr

ser

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Cys

Arg

Xaa

Ile

70

Leu

Gly

Leu

Leu

Ser

Ala

Gln

Ser

55

Ser

Arg

Phe

val

Ala

135

Leu

Gly

Ser

Artificial Sequence:

ser

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Thr

120

Pro

val

Ala

Gly

P5707R1-wWO_SL

or Thr

Gly

Ser

25

Pro

Gly

Asp

Glu

Glu

105

val

Cys

Lys

Leu

Leu
185

Gly
10

Gly
Gly
Ile
Asn
Asp
90

Phe
Ser
Ser
Asp
Thr

170

Tyr

Leu

Phe

Lys

Gly

Ala

75

Thr

Tyr

sSer

Arg

TYr

155

ser

ser

Page 56

val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Ala

Ser

140

Phe

Gly

Leu

Synthetic

Gln

Phe

Leu

45

Ala

Asn

Leu

Asn

ser

125

Thr

Pro

val

ser

Pro

Asp

30

Glu

Asp

ser

Tyr

Phe

110

Thr

ser

Glu

His

ser
190

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Lys

Glu

Pro

Thr

175

val

Arg

Tyr

val

val

Cys

Leu

Gly

Ser

val

160

Phe

val



Thr

Asp

TYyr

225

Pro

ser

Asp

Asn

val

305

Glu

Lys

Thr

ser

Glu

385

Leu

Lys

Glu

Gly

val

His

210

Gly

ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Cys

370

ser

Asp

Ser

Ala

Lys

Pro

195

Lys

Pro

val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Ala

Asn

sSer

Arg

Leu
435

ser

Pro

Pro

Phe

Pro

260

val

Thr

val

Cys

ser

340

Pro

val

Gly

Asp

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

Lys

Ser

Lys

Gln

Asn

Ser

Asn

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

P5707R1-wWO_SL

Thr Lys Thr Tyr

val

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

val

425

Gln

Asp

Ala

Pro

250

val

val

Gln

Gln

Thr

Ser

Tyr

val

410

Phe

Lys

Lys

Pro

235

Lys

val

Asp

Phe

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

ser

ser
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Arg

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Thr

205

val

Phe

Thr

val

val

285

ser

Leu

ser

Pro

Gln

365

Ala

Thr

Leu

ser

Ser
445

Cys

Glu

Leu

Leu

ser

270

Glu

Thr

Asn

ser

Gln

350

val

val

Pro

Thr

val

430

Leu

Asn

Ser

Gly

Met

255

Gln

val

Tyr

Gly

Ile

335

val

Ser

Glu

Pro

val

415

Met

ser

val

Lys

Gly

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

val

400

Asp

His

Leu



<210> 86
<211> 86
<212> PR

<213>

<400> 86
%et Gly Ala Ala érg

Gly

Leu

Asn

Pro

65

His

Glu

Glu

Phe

Thr

145

val

ser

Thr

val

Asn
225

Leu

Arg

Arg

Phe

Trp

Leu

Glu

130

Phe

His

Lys

Thr

Glu

210

Glu

6
T

Leu

Leu

35

Thr

Asn

Ala

Thr

ser

115

Phe

ser

His

Asn

Pro

195

Thr

Ser

Leu

20

Leu

val

Leu

His

Leu

100

val

Leu

His

Leu

Phe

180

Cys

Leu

Thr

Homo sapiens

Leu

Asp

Lys

Thr

Thr

85

Gln

Leu

Ser

Phe

Pro

165

Leu

Met

Glu

His

Ser

Leu

His

Asn

Pro

70

Gln

Thr

Gln

Lys

val

150

Lys

val

Ser

Ala

TYr

Pro

Leu

Arg

Ser

55

Ser

Gln

Asp

Leu

Leu

135

val

Pro

Pro

Ser

His

215

Gln

Pro

Gly

Ala

40

Thr

Ser

Gly

Ala

Asn

120

Arg

Asp

Ile

Asp

Ile

P5707R1-wWO_SL

Ser

val

25

Leu

Cys

Pro

Asp

Ser

105

Thr

His

Pro

Pro

Leu

Leu

Ala

10

Leu

val

Leu

Lys

Leu

90

Ile

Asn

His

Asp

Leu

Arg

Leu

val

Ala

Cys

Asp

Asp

75

Phe

Leu

Glu

His

Gln

155

Gly

His

Trp

val

Thr
235
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Pro

Pro

Ser

Asp

60

Leu

Pro

Tyr

Arg

Asp

Ala

Asp

ser

220

ser

Gly

Gly

Gln

45

ser

Gln

val

Leu

Leu

125

Arg

Tyr

Pro

Arg

Pro

205

Phe

Phe

Pro

Gly

30

Pro

Trp

Ile

Ala

Glu

110

Cys

Trp

Glu

Asn

Met

190

Asn

Thr

Pro

Leu

15

Ala

Gly

Ile

Gln

His

95

Gly

val

Arg

val

His

175

Lys

Ile

Leu

His

Leu

Ser

Leu

Leu

80

Ile

Ala

Arg

Phe

Thr

160

Gln

val

Thr

Trp

Met
240



Glu

Pro

Leu

ser

Glu

305

val

Ile

Glu

Asp

ser

385

Phe

Glu

Lys

Arg

val

465

Ala

Gly

Asn

Glu

Lys

Cys

Met

Tyr

Leu

Lys

Leu

370

Ala

Leu

Gln

Gln

Arg

Ala

Thr

His

Glu

Gly

Leu

Pro

Trp

Leu

TYyr

355

Ile

Asp

Leu

Ala

Glu

435

Thr

Leu

Met

Tyr

ser

Phe

260

Cys

Asn

Asp

Phe

Ile

340

Ser

Pro

His

Thr

Ile

420

Met

Arg

Arg

Asn

val
500

Cys

Asp

Thr

Ile

325

val

Asp

Pro

Pro

Ala

405

Ser

val

Ala

Cys

Met

485

val

Phe

Gln

Arg

Cys

Pro

310

Thr

Cys

Asp

Pro

Leu

390

Cys

Glu

Glu

Lys

Cys

Glu

Arg

His

Leu

295

Glu

Gly

Met

Thr

Leu

375

Tyr

Gly

Ala

Ser

Leu

Tyr

His

Ser

Gln

280

Arg

Pro

Ile

Thr

Lys

Lys

val

Thr

Gly

Asn

440

Gln

Gly

Pro

Phe

P5707R1-wWO_SL
Met His His Ile

Asn

265

val

His

Ile

Ser

Trp

TYyr

Pro

Asp

Glu

val

425

Ser

Ala

Lys

Asp

ser
505

250

val

Gln

Ser

Pro

Ile

330

Arg

Thr

Arg

val

val

410

Met

Lys

Leu

Pro

Phe

490

Glu

Thr

Ile

Ala

315

Leu

Leu

Asp

Lys

val

395

Ala

Thr

Ile

Leu

val

475

Lys

val
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Leu

Gln

Thr

300

Tyr

Leu

Ala

Gly

val

380

Leu

Leu

Trp

Ile

Arg

sSer

Pro

Thr

Pro

285

val

Met

val

Gly

Leu

365

Trp

Lys

Asp

val

val

445

Arg

Asp

Pro

Cys

Ala

Leu

270

Phe

ser

Pro

Gly

Pro

350

Pro

Ile

Phe

Leu

Gly

Leu

Ala

Pro

255

Arg

Phe

Cys

Leu

ser

335

Gly

Ala

Ile

Ala

Leu

415

Arg

Cys

Ala

Phe

Cys

Gly

Arg

Asn

ser

Pro

Trp

val

Ser

Ala

Tyr

Gln

400

Glu

Gln

ser

Pro

Thr

480

Phe

Asp



val

Phe

Trp

Ala

Pro

Arg

Glu

Gly

Leu

705

val

Pro

Leu

ser

Pro

Glu

530

Arg

Pro

Gln

Asp

Leu

610

Glu

Glu

Gly

Glu

Ala

690

Leu

Asp

Asp

ser

Arg

515

Glu

Met

Gly

val

Asp

595

Leu

Pro

Gly

Gln

Gly

Ala

Gly

Pro

Leu

Leu

755

Pro

Leu

val

His

Gly

Pro

Gly

Gly

Pro

660

Ala

val

Ser

Glu

Leu

740

Phe

Ala

Phe

TYyr

Arg

Cys

Asp

Pro

Ser

Ala

645

Ala

Leu

Arg

Pro

Asp

725

Pro

Glu

Met

Gly

Phe

val

550

Gln

Pro

Ala

Gly

Gln

630

Ala

Pro

val

Leu

Glu

Gln

val

Ala

Arg

535

Gly

Leu

Asp

Pro

Thr

615

Ala

val

Gln

Ala

Ala

695

Ala

Pro

Asp

Ser

Leu
775

Ala

520

Ile

Glu

Arg

Trp

sSer

600

Gly

Cys

Ala

Pro

Ala

680

Leu

Gly

Leu

val

Leu

760

Thr

P5707R1-wO_SL
Pro Arg Tyr Pro

Gln

Leu

Ala

Phe

585

Leu

Ile

Leu

Lys

Leu

665

val

Ala

Arg

Gly

Arg

Ser

Asp

Asp

Ser

Ala

570

Glu

Asp

val

Ala

Leu

650

His

Glu

Gly

Asn

Ser

730

Glu

Cys

Pro

Leu

Gly

Leu

Cys

Glu

Lys

Ile

635

Glu

Thr

Pro

Glu

Ser

715

Ser

His

Gln

His
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Glu
540
Asp
Asp

Glu

Glu

Asp

Pro

Leu

Gly

Thr

Leu

Ala

Thr
780

Leu

525

Met

Asn

Arg

Asn

val

605

Ala

Pro

His

val

Pro

685

Glu

Leu

Pro

Glu

Gln

765

Pro

Met

Phe

Tyr

Phe

Leu

590

Phe

Pro

Leu

Leu

Leu

670

Leu

Ala

Phe

Met

Tyr

Asp

Gln

Leu

Arg

Tyr

Glu

Leu

val

Gln

655

Ala

Ala

Cys

Leu

Ala

735

Leu

Gly

Glu

Arg

Pro

Asp

ser

Glu

val

Gly

Pro

Ala

Asp

Pro

Pro

720

Ser

Met

Cys

Glu



Glu G1n

785

ser Pro

Glu Glu

Leu Glu

GIn Lys

Ser Ala
865

<210> 87

Arg

Gln

Gln

ser

835

Asn

<211> 833
<212> PRT
<213> Homo sapiens

<400> 87
?rg Leu Leu Asp His

Cys Thr

Arg Asn

Phe Ala
50

Trp Thr
65

Leu Ser

Glu Phe

Phe Ser

His His

130

Lys Asn

val

Leu

35

His

Leu

val

Leu

His

115

Leu

Phe

Gln

Pro

sSer

Thr

Gln

Leu

Ser

100

Phe

Pro

Leu

ser
Pro
805
Pro

Arg

Gly

5

Asn

Pro

Gln

Thr

Gln

85

Lys

val

Lys

val

val
790
Glu
Gly

Ser

Trp

Arg

Ser

Ser

Gln

Asp

70

Leu

Leu

val

Pro

Pro
150

Gln

Gly

Lys

Leu

855

Ala

Thr

Ser

Gly

55

Ala

Asn

Arg

Asp

Ile

135

Asp

Ser

Leu

Pro

Gln

840

Thr

Leu

Cys

Pro

40

Asp

Ser

Thr

His

Pro

120

Pro

Cys

P5707R1-wWO_SL

Asp Gln 91y

Thr

Ala

825

Arg

Met

val

Leu

25

Lys

Leu

Ile

Asn
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Pro

Trp

Leu

155

ser

Trp

Pro

Ile

Lys

235

Ala

Page 77

Asp

Asn

sSer

val

60

Leu

Pro

Thr

Pro

Ser

140

Glu

Tyr

ser

Phe

Leu

220

Glu

Ile

Tyr

Cys

Glu

45

Cys

Asp

ser

Asn

Pro

Arg

Glu

Glu

205

Ala

Trp

Ile

Met

ser

30

Ala

His

Leu

Glu

val

110

Asn

Asn

ser

Ala

val

Trp

Ile

ser

15

Thr

His

Leu

Trp

His

95

Ser

Tyr

Asp

Leu

His

Cys

Asp

Gln
255

Ile

Glu

Thr

Leu

Ala

80

val

Asp

Leu

Pro

Pro

Leu

Leu

Gln

240

Asp



Ala

Lys

Leu

Glu

305

Ile

val

Glu

Asp

Leu

385

Asp

His

Pro

ser

val

465

Gln

His

Glu

Gln

Cys

Glu

290

Met

ser

Glu

Glu

Phe

370

Phe

Met

Met

Trp

Pro

450

Ile

Ser

Leu

Pro

Gly

Pro

275

His

Pro

Lys

Leu

Glu

355

Gln

Leu

Gly

Pro

Ala

Pro

Glu

Thr
515

Ser

260

His

Asn

Phe

Thr

Phe

340

Lys

Glu

Asp

Glu

Lys

Gln

Gly

Cys

Glu

500

Thr

Gln

Trp

Met

Gln

val

325

Glu

Gly

Gly

Leu

ser

405

Asp

Glu

Ser

Asn

Pro

485

val

val

Trp

Lys

Lys

Ala

Ser

Arg

Leu

390

Cys

Glu

Gln

Pro

Pro

470

Arg

Glu

Pro

Glu

Asn

Arg

295

Ser

Trp

Pro

Phe

Glu

375

Gly

Leu

Phe

Pro

Glu

Pro

Gln

Lys

Cys

280

Asp

Gly

Pro

val

Cys

360

Gly

Glu

Leu

Pro

Leu

440

Asn

Tyr

Leu

Glu

Pro
520

P5707R1-wWO_SL

Arg Ser Arg Gly

265

Leu

Glu

Lys

Glu

Glu

345

Ala

Ile

Glu

Pro

ser

425

His

Leu

Arg

Gly

Met

505

Glu

Thr

Asp

Ser

Ser

330

Cys

Ser

val

Asn

Pro

410

Ala

Leu

Thr

Ser

Pro

490

Pro

Pro

Lys

Pro

Ala

315

Ile

Glu

Pro

Ala

Gly

ser

Gly

Glu

Cys

Phe

475

Asp

Cys

Glu

Page 78

Leu

His

300

Trp

sSer

Glu

Glu

Gly

Gly

Pro

Pro

Thr

460

ser

Pro

val

Thr

Gln

Leu

285

Lys

Cys

val

Glu

ser

365

Leu

Phe

ser

Lys

ser

445

Glu

Asn

Leu

Pro

Trp

Glu

270

Pro

Ala

Pro

val

Glu

350

ser

Thr

Cys

Thr

Glu

430

Pro

Thr

ser

Leu

Gln

510

Glu

Pro

Cys

Ala

val

Arg

Glu

Arg

Glu

Gln

ser

415

Ala

Pro

Pro

Leu

Ala

495

Leu

Gln

Ala

Phe

Lys

Glu

320

Cys

val

Asp

ser

Gln

400

Ala

Pro

Ala

Leu

ser

480

Arg

ser

Ile



Leu

Ala

545

Gly

Gly

Glu

Phe

val

625

Gln

Pro

Gln

ser

Gln

705

Cys

Pro

Ala

ser

Lys
785

Thr

Tyr

Lys

Gln

610

Pro

ser

Gly

Ala

Ala

690

Glu

Cys

Asp

Ser

Phe

770

Ile

Arg

Thr

Gln

Lys

595

Asp

Leu

Ser

Glu

Thr

675

Leu

Asp

Cys

Pro

Leu

755

His

val

Asn

Ser

Ala

Ala

580

Gly

Leu

Phe

His

Lys

Asp

Thr

Gly

Gly

Ser

740

Ala

Pro

Asn

val

Gly

ser

565

Phe

Phe

Ile

Thr

Leu

645

val

Pro

Cys

Gly

725

Pro

Pro

Ala

Phe

Leu

TYr

550

Ala

Ser

Gly

Pro

Phe

630

Pro

Glu

Leu

His

Gln

710

Arg

Gly

Ser

Pro

val
790

Gln
535
Gln
val

Ser

Ala

Ser

Asp

val

Leu

695

Thr

Ser

Gly

Gly

Gly

Ser

His

Glu

val

Leu

Ser

600

Cys

Leu

Ser

Met

680

Cys

Pro

Ser

val

Ile

760

Asn

val

P5707R1-wWO_SL

Gly Ala Ala Ala

Phe

Gly

Leu

585

Ser

Pro

Asp

Ser

Pro

665

Ser

Gly

val

Pro

Pro

745

Ser

Ala

Gly

val

Leu

570

Ala

Gly

Gly

Arg

Pro

650

Lys

Leu

His

Met

Pro

730

Leu

Glu

Gln

Pro

His

555

Gly

sSer

Glu

Asp

Glu

635

Glu

Pro

Gly

Leu

Ala

715

Thr

Glu

Lys

ser

Thr
795

Page 79

540

Ala

Pro

Ser

Glu

Pro

620

Pro

His

Pro

Ser

Lys

700

sSer

Thr

Ala

ser

Ser

780

TYyr

Ala

val

Pro

Ala

Pro

Leu

Leu

Gly

Gln

Pro

Pro

ser

765

ser

Met

Pro

Glu

Gly

val

590

Tyr

Pro

Arg

Gly

Pro

670

Ile

Cys

Cys

Leu

Leu

750

Ser

Gln

Arg

val

Gln

Glu

575

Ser

Lys

val

Ser

Leu

655

Gln

val

His

Cys

Arg

Cys

sSer

Thr

val

ser

Pro

Pro

Pro

Pro

640

Glu

Glu

Tyr

Gly

Gly

Ala

Pro

Ser

Pro

ser
800



<210>
<211>
<212>
<213>

<400>

94

132
PRT
Macaca fascicularis

94

g1y Ile Ala Ile Ero Arg Asn

Asn

Thr

ser

val

65

Gly

Leu

Glu

His

<210>
<211>
<212>
<213>

<400>

Phe

ser

Pro

50

Ile

Asn

val

Lys

His
130

95

133
PRT
Macaca fascicularis

95

Pro

Thr

35

Trp

Trp

val

Leu

Ile

115

val

Arg

20

Asn

Asn

Glu

Asp

Ala

Thr

Pro

Leu

Ala

TYr

85

Arg

val

val

Lys

His

Lys

His

Glu

Ser

Met

Arg

Arg

55

Cys

Met

Pro

val

?rg Lys Ile Pro Eys val Gly

Cys Pro Pro val Pro Glu Gly

Asn Glu ggn Gln Arg val Ser

Thr Ser Pro Trp Asn Tyr Thr
50 55

Ser Glu val val Gln Ala Gln

65

70

Ser

val

ser

40

Asn

Arg

Asn

Arg

His

Ser

Met

40

val

Cys

P5707R1-wWO_SL

Gly

Asn

25

Ser

Glu

His

Ser

His

105

Cys

Thr
Met
25

ser

Thr

Lys

Cys Pro

Leu Asn

Asp Tyr

Asp Pro

Leu Gly

75

val Pro
90

Cys Pro

Thr Cys

Phe Phe
10

Lys Leu

Arg Asn

Trp Asp

His Leu
75

Page 80

Asn

Ile

TYyr

Glu

60

Cys

Ile

Asn

val

Gln

Asp

Ile

Pro

60

Gly

ser

His

Asn

45

Arg

val

Gln

ser

Thr
125

Lys

Thr

Glu

45

Asn

Cys

Glu

Asn

30

Arg

Tyr

Lys

Gln

Phe

110

Pro

Pro
Gly
30

ser

Arg

Ile

Asp

15

Arg

Ser

Pro

Ala

Glu

95

Arg

Ile

Glu

15

Ile

Arg

Tyr

Asn

Lys

Asn

Thr

ser

Asp

80

Ile

Leu

val

ser

Ile

ser

Pro

Ala
80



GIn Gly Lys

P5707R1-wWO_SL

Glu Asp Ile Ser Met Asn Ser val Pro Ile Gln Gln Glu
85

Thr Leu val Leu Arg Arg Lys His G1g Gly Cys Ser val Ser Phe Gln

Leu Glu Lys

100 10

115

val His His val Gln
130

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

96

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

primer"

96

agcggattct catggaaca

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

97

18

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

primer"

97

ctggtcagcc aggagctt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

98

24

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

probe"

98

tccacaagct gaaggcagac aagg

<210>
<211>
<212>
<213>

<220>
<221>
<223>

99

1353

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

Page 81

val Leu val Thr val Gly Cys Thr Cys val Thr Pro val
120 125

Synthetic

19
Synthetic

18
Synthetic

24
Synthetic



polynucleotide"

<400> 99
gaagtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga
ggggggttcg
gtctcctcag
acttctgagt
acggtgtcgt
cagtcctcag
accaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg

caggagggga
cagaagagcc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

100
648
DNA

tggtggagtc
cctctggatt
gcctggagtg
tgaagggccg
acagtctgag
gggagtttta
cctccaccaa
ccacagcggc
ggaactcagg
gactctactc
acacgtgcaa
aatatggtcc
tcctgttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
atgtcttctc

tctccctgtce

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 100

tgggggaggc
cacctttgat

ggtctcaggt
attcaccatc
agctgaggac
ctggaacttc
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtggatcac
cccatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaaggc
agagccacag
cctgagctgce
tgggcagccg
cttcctecgtt
atgctccgtg
tctgggtaaa

Artificial Sequence

P5707R1-WO_

ttggtacagc
gattatgcca
attaattgga
tccagagaca
acggccttgt
ggtctctggg
gtcttccccc
ctggtcaagg
agcggegtgce
gtggtgactg
aagcccagca
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgcacc
ctcccgtect
gtgtacaccc
gctgtcaaag
gagaacaact
agcaggctaa
atgcatgagg

taa

SL

ctggcaggtc
tgcactgggt
gcagtggtgg
acgccaagaa
attactgtgc
gccgtggcac
tggcaccctg
actacttccc
acaccttccc
tgccctctag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctaccc
acaagaccac
ccgtggacaa

ctctgcacaa

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aagagatatc
cctggtcact
ctcccgeagt
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaaacgc
cctgggggga
ccggacccct
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gcctceccgtg
gagcaggtgg
ccactacaca

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttaga agctacttag cctggtacca acagaaacct

ggccaggctc ccaggctcct catctatgat gcatccaaca gggccactgg catcccagcc

aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagcag cctagagcct

Page 82

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1353

60
120
180
240



gaagattttg
ggagggacca
ccatctgatg
tatccccgtg
caggagagtg
acgctgagca
ggcctgagct
<210>
<211>
<212>
<213>
<220>

<221>
<223>

101
1353
DNA

cagtttatta
aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcac

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 101
gaagttcagc

agctgtgcag
ccgggtaaag
gcagatagcg
ctgcagatga
ggtggttttg
gttagcagcg
acttctgagt
acggtgtcgt
cagtcctcag
accaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg

tggttgaaag
caagcggttt
gtctggaatg
ttaaaggtcg
atagtctgcg
gcgaattcta
cctccaccaa
ccacagcggc
ggaactcagg
gactctactc
acacgtgcaa
aatatggtcc
tcctgttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt

ctgtcagcag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

Artificial Sequence

cggtggtggt
tacctttgat
ggttagcggt
ttttaccatt
tgcagaagat
ttggaatttt
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtggatcac
cccatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaaggc
agagccacag
cctgagctgce
tgggcagccg
cttcctcgtt

P5707R1-wWO_SL

cgtagcaact
gtggctgcac
gcttctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctggttcagc
gattatgcca
attaattgga
agccgtgata
accgcactgt
ggtctgtggg
gtcttccccc
ctggtcaagg
agcggegtgce
gtggtgactg
aagcccagca
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgcacc
ctcccgtect
gtgtacaccc
gctgtcaaag
gagaacaact

agcaggctaa
Page 83

ggcctcecggce
catctgtctt
tgtgcctgct
ccctccaatc
acagcctcag
cctgcgaagt
agtgttaa

ctggtcgtag
tgcattgggt
gcagcggtgg
atgccaaaaa
attattgtgc
gtcgtggcac
tggcaccctg
actacttccc
acaccttccc
tgccctctag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctaccc
acaagaccac

ccgtggacaa

cactttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

cctgcgtctg
tcgtcaggca
tattggttat
tagcctgtac
acgtgatatt
cctggttacc
ctcccgeagt
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaaacgc
cctgggggga
ccggacccct
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc

gcctccegtg
gagcaggtgg

300
360
420
480
540
600
648

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



P5707R1-wWO_SL

caggagggga atgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacaca 1320
cagaagagcc tctccctgtc tctgggtaaa taa 1353
<210> 102
<211> 648
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"
<400> 102
gaaattgttc tgacccagag tccggcaacc ctgagcctga gtccgggtga acgtgccacc 60
ctgagctgtc gtgcaagcca gagcgttcgt agctatctgg catggtatca gcagaaaccg 120
ggtcaggcac cgcgtctgct gatttatgat gcaagcaatc gtgcaaccgg tattccggca 180
cgttttagcg gtagcggtag tggcaccgat tttaccctga ccattagcag cctggaaccg 240
gaagattttg cagtgtatta ttgtcagcag cgtagcaatt ggccaccggc aacctttggt 300
ggtggcacca aagttgaaat taaacgaact gtggctgcac catctgtctt catcttcccg 360
ccatctgatg agcagttgaa atctggaact gcttctgttg tgtgcctgct gaataacttc 420
tatccccgtg aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc 480
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg 540
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag 600
ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttaa 648
<210> 103
<211> 1338
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"
<400> 103
gaagttaccc tgcgcgagag cggcccagcc ctggtgaagc caacccagac cctgaccctg 60
acctgcaccg tcagcggctt cagcctgagc gcctacagcg tgaactggat ccgccagcca 120
ccaggcaagg ccctggagtg gctggccatg atctggggcg acggcaagat cgtgtacaac 180
agcgccctga agagccgcect gaccatcagc aaggacacca gcaagaacca ggtggtgctg 240
accatgacca acatggaccc agtggacacc gccacctact actgcgccgg cgacggctac 300
tacccatacg ccatggacaa ctggggccag ggcagcctgg tgaccgtgag cagcgcttcc 360
accaagggcc catcggtctt ccccctggca ccctgectccc gcagtacttc tgagtccaca 420
gcggccctgg gctgcctggt caaggactac ttccccgaac cggtgacggt gtcgtggaac 480
tcaggcgccc tgaccagcgg cgtgcacacc ttcccggctg tcctacagtc ctcaggactc 540

Page 84



tactccctca
tgcaacgtgg
ggtcccccat
ttccccccaa
gtggtggacg
gaggtgcata
gtcagcgtcc
gtctccaaca
ccccgagagce
gtcagcctgt
agcaatgggc
tccttcttcc
ttctcatgcet
ctgtctctgg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

104
657
DNA

gcagcgtggt
atcacaagcc
gcccaccatg
aacccaagga
tgagccagga
atgccaagac
tcaccgtcct
aaggcctccc
cacaggtgta
ggtgcctggt
agccggagaa
tctacagcag
ccgtgatgca

gtaaataa

source o o )
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 104
gatatcgtgc

atcaactgcc
cagcagaagc
ggcgtgccag
tctctgcagg
accttcggtg
atcttcccgce
aataacttct
ggtaactccc
agcaccctga
acccatcagg
<210> 105

<211> 369
<212> DNA

tgacccagag
gcgccagcaa
caggccagcc
accgcttcag
ccgaggatgt
gcggtaccaa
catctgatga
atccccgtga
aggagagtgt
cgctgagcaa

gcctgagcetc

gactgtgccc
cagcaacacc
cccagcacct
cactctcatg
agaccccgag
aaagccgcgg
gcaccaggac
gtcctccatc
caccctgccc
caaaggcttc
caactacaag
gctaaccgtg
tgaggctctg

Artificial Sequence

cccagacagc
aagcgtggac
acccaagctg
cggcageggc
ggccgtgtac
ggtggagatc
gcagttgaaa
ggccaaagta
cacagagcag
agcagactac

gcccgtcaca

<213> Artificial Sequence

P5707R1-wWO_SL

tctagcagct
aaggtggaca
gagttcctgg
atctcccgga
gtccagttca
gaggagcagt
tggctgaacg
gagaaaacca
ccatcccagg
taccccagcg
accacgcctc
gacaagagca

cacaaccact

ctgtctgtga
agctacggca
ctgatctacc
agcggcaccg
tactgccagc
aaacgaactg
tctggaactg
cagtggaagg
gacagcaagg
gagaaacaca

aagagcttca

Page 85

tgggcaccaa
aacgcgttga
ggggaccatc
cccctgaggt
actggtacgt
tcaacagcac
gcaaggagta
tctccaaagc
aggagatgac
acatcgccgt
ccgtgctgga
ggtggcagga
acacacagaa

gcctgggega
acagcttcat
tggccagcaa
acttcaccct
agaacaacga
tggctgcacc
cttctgttgt
tggataacgc
acagcaccta

aagtctacgc

acaggggaga

gacctacacg
gtccaaatat
agtcttcctg
cacgtgcgtg
ggatggcgtg
gtaccgtgtg
caagtgcaag
caaagggcag
caagaaccag
ggagtgggag
ctccgacggc

ggggaatgtc
gagcctctcc

gcgcgecacc
gcactggtat
cctggagagc
gaccatcagc
ggacccacgc
atctgtcttc
gtgcctgctg
cctccaatcg
cagcctcagc
ctgcgaagtc
gtgttaa

600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1338

60
120
180
240
300
360
420
480
540
600
657



<220>

<221> source L. L .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 105
gaagtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga

ggggggttcg
gtctcctca

<210>
<211>
<212>
<213>

<220>
<221>
<223>

106
324
DNA

tggtggagtc
cctctggatt
gcctggagtg
tgaagggccg
acagtctgag
gggagtttta

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 106
gaaattgtgt

ctctcctgea
ggccaggctc
aggttcagtg
gaagattttg
ggagggacca

<210>
<211>
<212>
<213>

<220>
<221>
<223>

107
354
DNA

tgacacagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta

aggtggagat

source o o )
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 107
gaagttaccc

acctgcaccg
ccaggcaagg
agcgccctga
accatgacca

tacccatacg

tgcgcgagag
tcagcggctt
ccctggagtg
agagccgcct
acatggaccc

ccatggacaa

tgggggaggc
cacctttgat

ggtctcaggt
attcaccatc
agctgaggac
ctggaacttc

Artificial Sequence

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt
ggtctctggg

P5707R1-wWO_SL

ctggcaggtc
tgcactgggt
gcagtggtgg
acgccaagaa
attactgtgc
gccgtggcac

tccagccacc ctgtctttgt ctccagggga

gagtgttaga agctacttag cctggtacca

catctatgat gcatccaaca gggccactgg

tgggacagac ttcactctca ccatcagcag

ctgtcagcag cgtagcaact ggcctccggc

Caaa

Artificial Sequence

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aagagatatc

cctggtcact

aagagccacc
acagaaacct
catcccagcc
cctagagcct

cactttcggc

cggcccagcc ctggtgaagc caacccagac cctgaccctg

cagcctgagc gcctacagcg tgaactggat

gctggccatg atctggggcg acggcaagat

gaccatcagc aaggacacca gcaagaacca

agtggacacc gccacctact actgcgccgg

ctggggccag ggcagcctgg tgaccgtgag

Page 86

ccgccagcca
cgtgtacaac
ggtggtgctg
cgacggctac

cagc

60
120
180
240
300
360
369

60
120
180
240
300
324

60
120
180
240
300
354



<210>
<211>
<212>
<213>

<220>
<221>
<223>

108
333
DNA

sourc
polyn

<400> 108
gatatcgtgc

atcaactgcc
cagcagaagc
ggcgtgccag
tctctgcagg
accttcggtg
<210>
<211>
<212>
<213> Homo

<400> 109
%et Ile Pro

109
836
PRT

Asn Pro Ile

Arg Ile Arg

35

Ile Leu

50

Gly

Lys Ser

Gly Tyr

Pro Ile Asp

Thr G1n

Lys Gly

e

ucleotide"

tgacccagag
gcgccagcaa
caggccagcc
accgcttcag
ccgaggatgt

gcggtaccaa

sapiens

Phe Leu
5

Asn Ala

20

Gly Arg

Thr Lys

Ile Cys

Met Arg

85

His val

100

Tyr Ser

Phe Thr

Pro

Asn

Asp

Lys

Gly

70

Met

TYyr

Asp

TYyr

Artificial Sequence

cccagacagc
aagcgtggac
acccaagctg
cggcagcggc
ggccgtgtac
ggtggagatc

Met Phe

Asn His

Gln Gly

40

Lys Tyr

Gln Lys

Glu Gly

Gly Thr

Ala Ser

120

Phe Ala

135

P5707R1-wWO_SL

ctgtctgtga
agctacggca
ctgatctacc
agcggcaccg
tactgccagc

aaa

Leu Leu

10

Ser

Tyr Asp Lys

Pro Asn val

Phe Ser Thr

val
75

Thr Thr

Met Gly

Leu Ile

105

Lys Leu Arg

Pro Ser Asn

Page 87

/note="Description of Artificial Sequence: Synthetic

gcctgggcga gcgcgecacc
acagcttcat gcactggtat
tggccagcaa cctggagagc
acttcaccct gaccatcagc

agaacaacga ggacccacgc

Ile val

15

Leu Leu Leu

Ala His Ser

30

Ile Leu

Ala Gln G1n

45

Cys Leu

Lys Asn Trp Tyr

Tyr Glu Cys

val
95

Cys Pro Ala

Ala Thr Thr

110

val Gly

Glu Ile Glu

125

Glu Gly

Glu Ala

140

Trp Asp Asn

60
120
180
240
300
333



Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

ser

Ala

Arg

Ile

305

Phe

ser

Thr

ser

Thr

385

Gly

Asp

Leu

Asp

Leu

Glu

Asp

Pro

Ile

290

Leu

Glu

Ile

Asn

Ala

370

Asp

Glu

ser

Asn

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn

355

Lys

Leu

Tyr

Asp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

val

340

Gly

Gln

val

Thr

Ile

Leu

165

Asn

Asn

His

val

Glu

Asp

Leu

Glu

325

Asn

val

val

Ala

Leu
405

Gly

His

Gly

Leu

230

Asp

Ala

Ala

Lys

Gln

310

Gly

Gly

Ile

Ile

Gln

390

Leu

Arg

Ser

Met

Tyr

Asn

215

Thr

Leu

Leu

Phe

val

295

Cys

Asn

Ile

His

Glu

375

Leu

Ala

Gly

His

Ile

Pro

200

Gln

Gln

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu

360

Leu

Gly

Pro

P5707R1-wWO_SL
Leu Glu Ser Asn

Met

Ile

185

Asn

Ile

Ile

Ser

Arg

265

Lys

Ser

Glu

Ile

Met

345

Ile

Ala

Leu

val

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

Asp

Gly

Ala

Asn
410

155

Asn

Ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Ile

Asn

Gln

Lys

Ser

395

Asn

Page 88

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gln

380

Ala

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Leu

365

Gln

Leu

Phe

Asn

Met

Asn

190

val

val

Gln

Ala

Thr

270

val

Lys

Gly

Asp

Asp

Ile

Thr

Arg

ser

val

Leu

175

Asn

Asn

val

Asp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Ile

Pro

Thr

Pro

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr

Phe

Glu

val

320

Asp

val

Asp

Phe



Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

Asn

Phe

Ile

ser

Arg

Ile

Leu

Leu

Glu

450

val

Asn

ser

ser

Asp

ser

Ile

Glu

Phe

Lys

Lys

Glu

Gly

Ile

ser

Cys

Gly

Leu

Leu

515

Trp

Glu

Ile

Pro

Leu

595

Glu

Leu

Ile

ser

Thr
675

Met

420

val

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

Lys

Ser

Leu

Leu

Thr

660

Lys

Asp

Lys

Gly

Glu

Ile

485

Glu

Glu

Leu

Lys

Glu

Asp

TYyr

Asn

645

Phe

val

Gln

val

Gly

Asn

470

His

Lys

Ala

Phe

Glu

550

His

Thr

val

Ile

Pro

630

Lys

Lys

val

Arg

Gly

Ile

Leu

Ala

val

535

Ile

Leu

Asn

Asn

Met

615

Ala

Leu

Glu

Glu

Leu

Leu

440

Gln

Cys

Phe

Lys

Asp

520

Pro

Leu

Thr

Ile

600

Thr

Asp

Ile

Ile

Pro
680

P5707R1-wWO_SL
Leu Lys Leu Ile

425

Asn

Leu

Met

Arg

Gln

505

Leu

Thr

Ile

Pro

Leu

585

Thr

Thr

Thr

Lys

Pro

665

Lys

Glu
Arg
Glu
Glu
490
Asp
Lys
Asn
Arg
Gly
Lys
Leu
Asn
Pro
Tyr
650
val

Ile

Leu

val

Lys

Ile

Lys

Glu

Asp

Asp

555

val

Thr

Leu

Gly

val

635

Ile

Thr

Lys

Page 89

Tyr

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

val

620

Gly

Gln

val

val

Leu

Asn

445

val

ser

Lys

Phe

Leu

525

Phe

Asn

Ile

Gln

Asn

605

Ile

Asn

Ile

Tyr

Ile
685

Gln

430

Gly

Tyr

Lys

Pro

ser

510

Thr

Lys

Ala

Gly

His

Asp

Lys

Thr

670

Glu

Asn

Gln

Arg

Gln

Ala

495

Thr

Gln

Gly

Leu

575

Ser

Leu

val

Gln

Phe

655

Thr

Gly

Ile

Thr

Phe

Pro

Met

Gln

560

Gly

Lys

Lys

val

Leu

640

val

Lys

ser



Leu

Ile

705

Thr

Ile

Arg

Gly

Thr

785

Asp

Leu

Gly

<210>
<211>
<212>
<213>

<400>

Gln

690

Glu

Glu

Asp

Ile

Lys

Glu

Gln

Arg

Pro

Gly

val

Gly

Ile

755

Glu

val

Glu

Ala

ser
835

110
779
PRT
Homo sapiens

110

Ile

Glu

Ile

val

740

Thr

Thr

Thr

Ile

Asn

820

Gln

Ile

Pro

His

725

Pro

Gly

Glu

Lys

Lys

Lys

¥et I1le Pro Phe Leu
5

Asn

Arg

Ile

Pro
Ile
Leu
50

Lys

Gly

Ile
Arg
35

Gly

sSer

Tyr

Asn
20

Gly
Thr

Ile

Met

Ala

Arg

Lys

Cys

Arg
85

Lys

Glu

710

Gly

val

Pro

Glu

Phe

790

Arg

Lys

Pro

Asn

Asp

Lys

Gly

70

Met

Thr

695

Phe

Glu

Glu

Glu

Thr

775

Ile

Leu

val

Met

Asn

Gln

Glu

Glu

Arg

Pro

Ile

Ile

760

Leu

Glu

Leu

Gln

Phe

His

Gly

40

Tyr

Lys

Gly

P5707R1-wWO_SL
Gly Pro Thr Leu

Leu

Ile

Thr

745

Lys

Lys

Gly

Gln

Gly

Ser

TYr

Pro

Phe

Thr

Met

Ile

Ile

730

Glu

Tyr

Lys

Gly

Gly

Ser

Leu

10

Asp

Asn

Ser

Thr

Lys
90

Lys
715
Lys
Lys

Thr

Leu

Asp

Arg

Leu

Lys

val

Thr

val

75

Gly

Page 90

700

Glu

Lys

Glu

Arg

Leu

780

Gly

Thr

Arg

Leu

Ile

Cys

Cys

Thr

Gly

Tyr

Thr

Ile

765

Gln

His

Pro

Arg

Leu

Leu

Ala

45

Lys

Tyr

Pro

Lys

Glu

Thr

Arg

ser

Glu

Leu

val

Leu
830

Leu

Ala

30

Leu

Asn

Glu

Ala

val

Thr

Lys

735

Glu

Thr

Glu

Phe

Ile

15

His

Gln

Trp

Cys

val
95

Lys

Ile

720

Ile

Glu

Gly

val

Glu

800

Lys

Glu

val

ser

Gln

Tyr



Pro

Thr

Lys

Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

ser

Ala

Arg

Ile

305

Phe

ser

Thr

Ile

Gln

Gly

Asp

Leu

Asp

Leu

Glu

Asp

Pro

Ile

290

Leu

Glu

Ile

Asn

Ser

Asn

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn
355

His

100

TYr

Phe

Asp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

val

340

Gly

val

Ser

Thr

Ile

Leu

165

Asn

Asn

His

val

Glu

Asp

Leu

Glu

325

Asn

val

Tyr

Asp

TYyr

Gly

His

Gly

Leu

230

Asp

Ala

Ala

Lys

Gln

310

Gly

Gly

Ile

Gly

Ala

Phe

135

Arg

Ser

Met

TYyr

Asn

215

Thr

Leu

Leu

Phe

val

295

Cys

Asn

Ile

His

Thr

Ser

120

Ala

Gly

His

Ile

Pro

200

Gln

Gln

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu
360

P5707R1-wWO_SL

Leu Gly Ile val

105

Lys

Pro

Leu

Met

Ile

185

Asn

Ile

Ile

Ser

Arg

Lys

Ser

Glu

Ile

Met

345

Ile

Leu

Ser

Glu

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

Asp

Arg

Asn

Ser

155

Asn

ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Ile

Asn

Gln

Page 91

Glu

Glu

140

Asn

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gly

Glu

125

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Leu
365

Ala

110

Ile

Trp

Asn

Met

Asn

190

val

val

Gln

Ala

Thr

270

val

Lys

Gly

Asp

350

Ile

Thr

Glu

Asp

val

Leu

175

Asn

Asn

val

Asp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Ile

Pro

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

Phe
240
Thr

Phe

Glu

val
320
Asp

val

Asp



ser

Thr

385

Gly

Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

Asn

Phe

Ile

ser

Asp

Ala

370

Asp

Glu

Leu

Leu

Glu

450

val

Asn

ser

ser

Asp

530

ser

Ile

Glu

Phe

Lys

Leu

Tyr

Ser

Lys

Thr

Cys

Gly

Leu

Leu

515

Trp

Glu

Ile

Pro

Leu

595

Glu

Leu

Gln

val

Thr

Met

420

val

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

Gly

Lys

Ser

Leu

val

Ala

Leu

405

Asp

Lys

Gly

Glu

Ile

485

Glu

Glu

Leu

Lys

Glu

Asp

TYyr

Ile

Gln

390

Leu

Gln

val

Gly

Asn

470

His

Lys

Ala

Phe

Glu

550

His

Thr

val

Ile

Pro
630

Glu
375
Leu
Ala

Arg

Gly

Ile

Leu

Ala

val

535

Ile

Leu

Asn

Asn

Met

615

Ala

Leu

Gly

Pro

Leu

Leu

440

Gln

Cys

Phe

Lys

520

Pro

Leu

Thr

Ile

600

Thr

Asp

P5707R1-wWO_SL

Ala Gly Lys Gln

Leu

val

Leu

425

Asn

Leu

Met

Arg

Gln

505

Leu

Thr

Ile

Pro

Leu

585

Thr

Thr

Thr

Ala

Asn

410

Lys

Glu

Arg

Glu

Glu

490

Asp

Lys

Asn

Arg

Lys

Leu

Asn

Pro

ser

395

Asn

Leu

Leu

val

Lys

Ile

Lys

Glu

Asp

Asp

555

val

Thr

Leu

Gly

val
635

Page 92

380

Ala

Ala

Ile

Tyr

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

val

620

Gly

Gln

Leu

Phe

Leu

Asn

445

val

ser

Lys

Phe

Leu

525

Phe

Asn

Ile

Gln

Asn

605

Ile

Asn

Thr

Arg

ser

Gln

430

Gly

Tyr

Lys

Pro

ser

510

Thr

Lys

Ala

Gly

Gly

Glu

His

Asp

Thr

Pro

Gln

Arg

Gln

Ala

495

Thr

Gln

Gly

Leu

575

Ser

Leu

val

Gln

Phe

Ile

Thr

Phe

Pro

Met

Gln

560

Gly

Lys

Lys

val

Leu
640



Leu

Arg

Ile

Glu

TYyr

705

Lys

Gly

Gly

ser

<210>
<211>
<212>
<213>

<400>

Glu

Gly

Lys

Lys

Thr

Leu

Asp

Asp

Arg
770

Ile

Ser

Arg

Leu

Gly

Thr

755

Arg

111
781
PRT
Homo sapiens

111

Leu

Thr

660

TYyr

Thr

Ile

Gln

His

740

Pro

Arg

Asn

645

Phe

Thr

Arg

Ser

Glu

725

Leu

val

Leu

¥et I1e Pro Phe Leu
5

Asn

Arg

Ile

Pro
Ile
Leu
50

Lys

Gly

Ile
Arg
35

Gly

Ser

Tyr

Asn
20

Gly
Thr

Ile

Met

Ala

Arg

Lys

Cys

Arg
85

Lys

Lys

Lys

Glu

Thr

710

Glu

Phe

Arg

Arg

Pro

Asn

Asp

Lys

Gly

70

Met

Leu

Glu

Ile

Glu

695

Gly

val

Glu

Lys

Glu
775

Met

Asn

Gln

Lys

Gln

Ile

Ile

Ile

680

Arg

Gly

Thr

Asp

Leu

760

Gly

Phe

His

Gly

40

Tyr

Lys

Gly

P5707R1-wWO_SL

Lys

Pro

665

Asp

Ile

Gly

Lys

Glu

745

Gln

Arg

Ser

Tyr

Pro

Phe

Thr

Met

Tyr Ile Gln

650

val

Gly

Ile

Glu

val

730

Glu

Ala

Ser

Leu
10

Asp
Asn

Ser

Thr

Thr

val

Thr

Thr

715

Thr

Ile

Asn

Gln

Leu

Lys

val

Thr

val

75

Gly

Page 93

val

Pro

Lys

Lys

Lys

Leu

Ile

Cys

Cys

Ile

Tyr

val

685

Pro

Glu

Phe

Arg

Lys
765

Leu

Leu

Ala

45

Lys

Tyr

Pro

Lys

Lys

Glu

Glu

Thr

Ile

Leu

750

val

Leu

Ala

30

Leu

Asn

Glu

Ala

Phe

655

Pro

Ile

Ile

Leu

Glu

735

Leu

Gln

Ile

15

His

Gln

Trp

Cys

val
95

val

Ile

Thr

Lys

Lys

720

Gly

Gln

Gly

val

ser

Gln

Tyr



Pro

Thr

Lys

Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

ser

Ala

Arg

Ile

305

Phe

ser

Thr

Ile

Gln

Asp

Leu

Asp

Leu

Glu

Asp

Pro

Ile

290

Leu

Glu

Ile

Asn

Ser

Asn

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn
355

His

100

TYr

Phe

Asp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

val

340

Gly

val

Ser

Thr

Ile

Leu

165

Asn

Asn

His

val

Glu

Asp

Leu

Glu

325

Asn

val

Tyr

Asp

TYyr

Gly

His

Gly

Leu

230

Asp

Ala

Ala

Lys

Gln

310

Gly

Gly

Ile

Gly

Ala

Phe

135

Arg

Ser

Met

TYyr

Asn

215

Thr

Leu

Leu

Phe

val

295

Cys

Asn

Ile

His

Thr

Ser

120

Ala

Gly

His

Ile

Pro

200

Gln

Gln

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu
360

P5707R1-wWO_SL
Leu Gly Ile val

105

Lys

Pro

Leu

Met

Ile

185

Asn

Ile

Ile

Ser

Arg

265

Lys

Ser

Glu

Ile

Met

345

Ile

Leu

Ser

Glu

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

Asp

Arg

Asn

Ser

155

Asn

ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Ile

Asn

Gln
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Glu

Glu

140

Asn

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gly

Glu

125

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Leu
365

Ala

110

Ile

Trp

Asn

Met

Asn

190

val

val

Gln

Ala

Thr

270

val

Lys

Gly

Asp

Asp

Ile

Thr

Glu

Asp

val

Leu

175

Asn

Asn

val

Asp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Ile

Pro

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr

Phe

Glu

val
320
Asp

val

Asp



Ser Ala Lys Gln val

P5707R1-wWO_SL
ITe Glu Leu Ala Gly Lys GIn GIn Thr Thr Phe
370 375 380

Thr Asp Leu

val Ala Gln
385

Leu Gly Leu Ala Ser Ala Leu Arg Pro Asp
390 395

Gly Glu Tyr Thr Leu

Leu Ala Pro val Asn Asn Ala
405

Phe Ser
410

Thr Leu Ser Met Asp Gln

Arg Leu Leu
420

Lys Leu Ile Leu GIn Asn His

425 430

Lys val Lys val Gly Leu Asn Glu Leu Tyr Asn Gly Gln

435 440 445

Leu Glu Thr Ile Gly Gly Lys
450

Ile Leu

Ile

Gln Leu Arg val Phe val Tyr Arg Thr
460

Ala val Cys Ile Glu Asn

465

Ser Cys Met Glu Lys Gly Ser Lys GIln Gly
470
Arg Asn Gly Ala Ile His Ile

Phe Arg Glu Ile
485

Ile Lys Pro Ala
490

495
Lys Ser Leu

His Glu Lys Leu Lys Gln Asp Lys Arg Phe Ser Thr Phe
500 505 510
Leu Ser Leu Leu Glu

Ala Ala Asp
515

Leu Lys Glu Leu Leu Thr Gln
520

Pro
525

Gly Asp Trp Thr Leu Phe val Pro Thr Asn Asp Ala Phe Lys Gly Met
535 540

Thr Ser Glu Glu Lys Glu Ile Leu Ile Arg Asp

545 550

Lys Asn Ala Leu Gln
555

560
Leu Tyr His Leu Thr Pro Gly
565

Asn Ile Ile

val Phe Ile Gly Lys Gly
575

Pro Gly val Thr Asn Ile Leu Lys Thr Thr Gln
580 585

Phe Glu

Gly Ser Lys
Ile Phe Leu Lys Glu val

Asn Asp Thr Leu Leu val Asn Glu Leu Lys
595 600 605
Ser Lys Glu Ser Asp Ile Met Thr Thr Asn Gly val
610 615

ITle His val val
620
ASp Lys Leu Leu Tyr 258 Ala Asp Thr Pro val

Gly Asn Asp Gln Leu
635

640
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Leu

Arg

Leu

Glu

705

Glu

Arg

Leu

Gln

<210>
<211>
<212>
<213>

<400>
¥et I1e Pro Phe Leu

Asn

Arg

Ile

Pro

Glu

Gly

Thr

Tyr

Thr

Ile

Gln

Gly
770

Pro

Ile

Leu

50

Lys

Gly

Ile

Ile

Ser

Lys

Glu

Thr

Arg

Ser

Glu

755

Ser

112
751
PRT
Homo sapiens

112

Ile

Arg

35

Gly

sSer

Tyr

Asp

Leu

Thr

660

val

Thr

Lys

Glu

Thr

740

Asp

Arg

Asn

20

Gly

Thr

Ile

Met

His
100

Asn

645

Phe

Lys

Ile

Ile

Glu

725

Gly

Thr

Arg

5

Ala

Arg

Lys

Cys

Arg

85

val

Lys

Lys

Ile

Thr

Ile

710

Arg

Gly

Pro

Arg

Pro

Asn

Asp

Lys

Gly

70

Met

TYyr

Leu

Glu

Glu

Glu

695

Asp

Ile

Gly

val

Leu
775

Met

Asn

Gln

Lys

Gln

Glu

Gly

Ile

Ile

Gly

Ile

Glu

Arg

760

Arg

Phe

His

Gly

40

Tyr

Lys

Gly

Thr

P5707R1-wWO_SL
Lys Tyr Ile Gln

Pro

665

Glu

Ile

val

Thr

Thr

745

Lys

Glu

Ser

Tyr

Pro

Phe

Thr

Met

Leu
105

650

val

Pro

His

Pro

Leu

Gly

Leu
10

Asp
Asn

Ser

Thr

Gly

Thr

Glu

Gly

val

715

Pro

Glu

Gln

Arg

Leu

Lys

val

Thr

val

75

Gly

Ile
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val

Phe

Glu

700

Glu

Glu

Thr

Ala

ser
780

Leu

Ile

Cys

Cys

val

Ile

Tyr

Ile

Ile

Leu

Asn

765

Gln

Leu

Leu

Ala

45

Lys

Tyr

Pro

Gly

Lys
Arg
6

Leu
Ile
Thr
Lys
Lys

750

Lys

Leu
Ala
30

Leu
Ash
Glu

Ala

Ala
110

Phe

655

Pro

Ile

Ile

Glu

TYr

Lys

Lys

Ile

15

His

Gln

Trp

Cys

val

95

Thr

val

Thr

Lys

Lys

Lys

720

Thr

Leu

val

val

Ser

Gln

Tyr

Cys

Leu

Thr



Thr

Lys

Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

ser

Ala

Arg

Ile

305

Phe

ser

Thr

ser

Asp

Leu

Asp

Leu

Glu

Asp

Pro

Ile

290

Leu

Glu

Ile

Asn

Ala
370

Ser

Asn

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn

355

Lys

TYyr

Phe

Asp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

val

340

Gly

Gln

Ser

Thr

Ile

Leu

165

Asn

Asn

His

val

Glu

Asp

Leu

Glu

325

Asn

val

val

Asp

TYyr

Gly

His

Gly

Leu

230

Asp

Ala

Ala

Lys

Gln

310

Gly

Gly

Ile

Ile

Ala

Phe

135

Arg

Ser

Met

TYyr

Asn

215

Thr

Leu

Leu

Phe

val

295

Cys

Asn

Ile

His

Glu
375

Ser

120

Ala

Gly

His

Ile

Pro

200

Gln

Gln

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu

360

Leu

P5707R1-wWO_SL

Lys Leu Arg Glu

Pro

Leu

Met

Ile

185

Asn

Ile

Ile

Ser

Arg

Lys

Ser

Glu

Ile

Met

345

Ile

Ala

Ser

Glu

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

Asp

Gly

Asn

Ser

155

Asn

ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Ile

Asn

Gln

Lys
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Glu

140

Asn

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gln
380

Glu

125

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Leu

365

Gln

Ile

Trp

Asn

Met

Asn

190

val

val

Gln

Ala

Thr

270

val

Lys

Gly

Asp

Asp

Ile

Thr

Glu

Asp

val

Leu

175

Asn

Asn

val

Asp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Ile

Pro

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

Phe

240

Thr

Phe

Glu

His

val

320

Asp

val

Asp

Phe



Thr

385

Gly

Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

Asn

Phe

Ile

ser

Asp

Leu

Asp

Glu

Leu

Leu

Glu

450

val

Asn

ser

ser

530

ser

Ile

Glu

Phe

Lys

Lys

Glu

Leu

Tyr

Ser

Lys

Thr

Cys

Gly

Leu

Leu

515

Trp

Glu

Ile

Pro

Leu

595

Glu

Leu

Ile

val

Thr

Met

420

val

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

Lys

ser

Leu

Leu

Ala

Leu

405

Asp

Lys

Gly

Glu

Ile

485

Glu

Glu

Leu

Lys

Glu

Asp

TYyr

Asn
645

Gln

390

Leu

Gln

val

Gly

Asn

470

His

Lys

Ala

Phe

Glu

550

His

Thr

val

Ile

Pro

630

Lys

Leu

Ala

Arg

Gly

Ile

Leu

Ala

val

535

Ile

Leu

Asn

Asn

Met

615

Ala

Leu

Gly

Pro

Leu

Leu

440

Gln

Cys

Phe

Lys

520

Pro

Leu

Thr

Ile

600

Thr

Asp

Ile

P5707R1-wWO_SL

Leu Ala Ser Ala

val

Leu

425

Asn

Leu

Met

Arg

Gln

505

Leu

Thr

Ile

Pro

Leu

585

Thr

Thr

Thr

Lys

Asn

410

Lys

Glu

Arg

Glu

Glu

490

Asp

Lys

Asn

Arg

Lys

Leu

Asn

Pro

Tyr
650

395

Asn

Leu

Leu

val

Lys

Glu

Asp

Asp

555

val

Thr

Leu

Gly

val

635

Ile
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Ala

Ile

TYyr

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

val

620

Gly

Gln

Leu

Phe

Leu

Asn

445

val

ser

Lys

Phe

Leu

525

Phe

Asn

Ile

Gln

Asn

605

Ile

Asn

Ile

Arg

ser

Gln

430

Gly

Tyr

Lys

Pro

ser

510

Thr

Lys

Ala

Gly

Gly

Glu

His

Asp

Lys

Pro

Gln

Arg

Gln

Ala

495

Thr

Gln

Gly

Leu

575

sSer

Leu

val

Gln

Phe
655

Asp

His

Ile

Thr

Phe

Pro

Met

Gln

560

Gly

Lys

Lys

val

Leu

640

val



Arg

Ile

Glu

TYyr

705

Lys

Gly

Lys

Lys

Thr

Leu

ser

Lys

Glu

Arg

Leu

Lys val Gln

<210>
<211>
<212>
<213>

<400>

113
695
PRT
Homo sapiens

113

Thr

660

TYr

Thr

Ile

Gln

Gly

Phe

Thr

Arg

Ser

Glu

725

Ser

%et I1e Pro Phe Leu
5

Asn

Arg

Ile

Pro

Thr

Lys

Pro

Ile

Leu

50

Lys

Gly

Ile

Gln

Gly

Ile

Arg

35

Gly

Ser

Tyr

Asp

Asnh
20

Gly
Thr
Ile
Met
His
100

TYyr

Phe

Ala

Arg

Lys

Cys

Arg

85

val

Ser

Thr

Lys

Lys

Glu

Thr

710

Asp

Arg

Pro

Asn

Asp

Lys

Gly

70

Met

TYyr

Asp

TYyr

Glu

Ile

Glu

695

Gly

Thr

Arg

Met

Asn

Gln

Lys

Gln

Glu

Gly

Ala

Phe
135

Ile

Ile

680

Arg

Gly

Pro

Arg

Phe

His

Gly

40

Tyr

Lys

Gly

Thr

Ser

120

Ala

P5707R1-wWO_SL

Pro val Thr val

665

Asp

Ile

Gly

val

Leu
745

Ser

Tyr

Pro

Phe

Thr

Met

Leu

105

Lys

Pro

Gly

Ile

Glu

Arg

Arg

Leu
10

Asp
Asn

Ser

Thr

Leu

Ser

val
Thr
Thr
715

Lys

Glu

Leu

Lys

val

Thr

val

75

Gly

Ile

Arg

Asn
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Pro

Leu

Gly

Leu

Ile

Cys

Cys

val

Glu

Glu
140

Tyr

val

685

Pro

Glu

Gln

Arg

Leu

Leu

Ala

45

Lys

Tyr

Pro

Gly

Glu

125

Ala

Lys

Glu

Glu

Thr

Ala

ser
750

Leu

Ala

30

Leu

Asn

Glu

Ala

Ala

110

Ile

Trp

Pro

Ile

Ile

Leu

Asn

735

Gln

Ile

15

His

Gln

Trp

Cys

val

95

Thr

Glu

Asp

Ile

Thr

Lys

Lys

720

Lys

val

sSer

Gln

Tyr

Thr

Gly

Asn



Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

ser

Ala

Arg

Ile

305

Phe

ser

Thr

ser

Thr

385

Gly

Asp

Leu

Asp

Leu

Glu

Asp

Pro

Ile

290

Leu

Glu

Ile

Asn

Ala

370

Asp

Glu

ser

Asn

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn

355

Lys

Leu

Tyr

Asp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

val

340

Gly

Gln

val

Thr

Ile

Leu

165

Asn

Asn

His

val

Glu

Asp

Leu

Glu

325

Asn

val

val

Ala

Leu
405

Gly

His

Gly

Leu

230

Asp

Ala

Ala

Lys

Gln

310

Gly

Gly

Ile

Ile

Gln

390

Leu

Arg

Ser

Met

Tyr

Asn

215

Thr

Leu

Leu

Phe

val

295

Cys

Asn

Ile

His

Glu

375

Leu

Ala

Gly

His

Ile

Pro

200

Gln

Gln

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu

360

Leu

Gly

Pro

P5707R1-wWO_SL
Leu Glu Ser Asn

Met

Ile

185

Asn

Ile

Ile

Ser

Arg

265

Lys

Ser

Glu

Ile

Met

345

Ile

Ala

Leu

val

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

Asp

Gly

Ala

Asn
410
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155

Asn

Ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Ile

Asn

Gln

Lys

Ser

395

Asn

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gln

380

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Leu

365

Gln

Leu

Phe

Asn

Met

Asn

190

val

val

Gln

Ala

Thr

270

val

Lys

Gly

Asp

Asp

Ile

Thr

Arg

ser

val

Leu

175

Asn

Asn

val

Asp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Ile

Pro

Thr

Pro

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr

Phe

Glu

val

320

Asp

val

Asp

Phe



Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

Asn

Phe

Ile

ser

Arg

Ile

Leu

Leu

Glu

450

val

Asn

ser

ser

Asp

ser

Ile

Glu

Phe

Lys

Lys

Glu

Gly

Lys

ser

Cys

Gly

Leu

Leu

515

Trp

Glu

Ile

Pro

Leu

595

Glu

Leu

Ile

ser

Tyr
675

Met

420

val

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

Lys

Ser

Leu

Leu

Thr

660

Thr

Asp

Lys

Gly

Glu

Ile

485

Glu

Glu

Leu

Lys

Glu

Asp

TYyr

Asn

645

Phe

Arg

Gln

val

Gly

Asn

470

His

Lys

Ala

Phe

Glu

550

His

Thr

val

Ile

Pro

630

Lys

Lys

Ile

Arg

Gly

Ile

Leu

Ala

val

535

Ile

Leu

Asn

Asn

Met

615

Ala

Leu

Glu

Ser

Leu

Leu

440

Gln

Cys

Phe

Lys

Asp

520

Pro

Leu

Thr

Ile

600

Thr

Asp

Ile

Ile

Thr
680
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Leu Lys Leu Ile

425

Asn

Leu

Met

Arg

Gln

505

Leu

Thr

Ile

Pro

Leu

585

Thr

Thr

Thr

Lys

Pro

665

Gly

Glu
Arg
Glu
Glu
490
Asp
Lys
Asn
Arg
Gly
Lys
Leu
Asn
Pro
Tyr
650
val

Gly

Page

Leu

val

Lys

Ile

Lys

Glu

Asp

Asp

555

val

Thr

Leu

Gly

val

635

Ile

Thr

Gly

101

Tyr

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

val

620

Gly

Gln

val

Glu

Leu

Asn

445

val

ser

Lys

Phe

Leu

525

Phe

Asn

Ile

Gln

Asn

605

Ile

Asn

Ile

Tyr

Thr
685

Gln

430

Gly

Tyr

Lys

Pro

ser

510

Thr

Lys

Ala

Gly

His

Asp

Lys

ser

670

Glu

Asn

Gln

Arg

Gln

Ala

495

Thr

Gln

Gly

Leu

575

Ser

Leu

val

Gln

Phe

655

Pro

Glu

Ile

Thr

Phe

Pro

Met

Gln

560

Gly

Lys

Lys

val

Leu

640

val

Glu

Thr



Leu Lys Lys Leu Leu Gln Glu
690

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

P5707R1-wWO_SL
695

114

17

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide"

VARIANT
(3..03

/replace="ser" or "GIn"

misc_feature

(..a7) ) ) )

/note="variant residues given in the sequence have no
preference with respect to those in the annotations for
variant positions"

114

g1y Ile Asp Trp §er Ser Gly Gly Ile gAy Tyr Ala Asp Ser Xg1 Lys

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

115
123
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide"

VARIANT
(52)..(52)

/replace="ser" or "GIn"

misc_feature

(1..(123)

/note="variant residues given in the sequence have no
preference with respect to those in the annotations for
variant positions"

115

§1u val Gln Leu val Glu Ser Gly Gly Gly Leu val GIn Pro g}y Arg

5 10

Ser Leu Arg Egu Ser Cys Ala Ala %gr Gly Phe Thr Phe égp Asp Tyr

Page 102



Ala Met

Ser Gly

50

Lys Gly

Leu GIn

Ala Arg

Trp Gly

His

35

Ile

Arg

Met

Asp

Arg
115

<210> 116
<211> 444
<212> PRT
<213> Artificial Sequence

<220>

<221> source

Trp

Asp

Phe

Asn

Ile

100

Gly

val

Trp

Thr

ser

85

Gly

Thr

Arg

Ser

Ile

70

Leu

Gly

Leu

Gln

Ser

55

Ser

Arg

Phe

val

<223> /note="Description of
polypeptide"

<400> 116

1

Thr Leu

Ser val

Ala Met

50

ser Arg

65

Thr Met

Gly Asp

Leu val

Leu Ala

Thr

Asn

35

Ile

Leu

Thr

Gly

Thr

115

Pro

Leu

20

Trp

Trp

Thr

Asn

TYyr

100

val

Cys

Thr

Ile

Gly

Ile

Met

85

Tyr

Ser

Ser

Cys

Arg

Asp

Ser

70

Asp

Pro

Ser

Arg

Glu val Thr Leu grg Glu Ser

Thr

Gln

Gly

55

Lys

Pro

Tyr

Ala

Ser

P5707R1-wWO_SL
ﬁga Pro Gly Lys Gly

Gly Gly Ile Gly Tyr
60
Arg Asp Asn ?}a Lys

Ala Glu Asp Thr Ala
90

Gly Glu Phe Tyr Trp
105

Thr val Ser Ser
120

Artificial Sequence:

Gly Pro Ala Leu Vval
10

val ggr Gly Phe ser

Pro Pro Gly Lys Ala
40

Lys Ile val Tyr Asn
60

Asp Thr Ser Lys Asn
75

val Asp Thr Ala Thr
90

Ala Met Asp Asn Trp
105

Ser Thr Lys Gly Pro
120

Thr Ser Glu Ser Thr
Page 103

Leu Glu Trp
45

Ala Asp Ser

Asn Ser Leu

Leu Tyr Tyr
95

Asn Phe Gly
110

Synthetic

Lys Pro Thr
15

Leu Ser Ala
30

Leu Glu Trp
45

Ser Ala Leu

Gln val val

Tyr Tyr Cys

Gly GIn Gly
110

Ser val Phe
125

Ala Ala Leu

val

val

Cys

Leu

Gln

Tyr

Leu

Lys

Leu

80

Ala

Ser

Pro

Gly



Cys

145

Ser

Ser

Ser

Asn

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Gln

Gly

Pro

385

sSer

130

Leu

Gly

Ser

Leu

Thr

210

Pro

Pro

Thr

Asn

Ser

Lys

Glu

Phe

370

Glu

Phe

val

Ala

Gly

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

355

Tyr

Asn

Phe

Lys

Leu

Leu

180

Thr

val

Pro

Lys

val

260

Tyr

Glu

His

Lys

Gln

340

Met

Pro

Asn

Leu

Asp

Thr

165

Tyr

Lys

Asp

Ala

Pro

245

val

val

Gln

Gln

Gly

Pro

Thr

Ser

Tyr

Tyr

Tyr
150
Ser
Ser
Thr
Lys
Pro
230
Lys
val
Asp
Phe
As

310
Leu
Arg
Lys
Asp

Lys

Ser

135

Phe

Gly

Leu

Tyr

Arg

Glu

Asp

Asp

Gly

Asn
295

p Trp

Pro

Glu

Asn

Ile

375

Thr

Arg

Pro

val

ser

Thr

200

val

Phe

Thr

val

val

280

sSer

Leu

ser

Pro

Gln

360

Ala

Thr

Leu

P5707R1-wWO_SL

Glu

His

ser

185

Cys

Glu

Leu

Leu

ser

265

Glu

Thr

Asn

ser

Gln

345

val

val

Pro

Thr

Pro

Thr

170

val

Asn

ser

Gly

Met

250

Gln

val

Tyr

Gly

Ile

330

val

ser

Glu

Pro

val
Page

val

155

Phe

val

val

Lys

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

val

395

Asp
104

140

Thr

Pro

Thr

Asp

Tyr

220

Pro

Ser

Asp

Asn

val

300

Glu

Lys

Thr

Trp

Glu

380

Leu

Lys

val
Ala
val
His
205
Gly
Ser
Arg
Pro
Ala
285
val
Tyr
Thr
Leu
Cys
365
Ser

Asp

Ser

Ser

val

Pro

190

Lys

Pro

val

Thr

Glu

270

Lys

Ser

Lys

Ile

Pro

350

Leu

Asn

Ser

Arg

Trp

Leu

175

Ser

Pro

Pro

Phe

Pro

255

val

Thr

val

Cys

Ser

335

Pro

val

Gly

Asp

Trp

Asn

160

Gln

Ser

Ser

Cys

Leu

240

Glu

Gln

Lys

Leu

Lys

320

Lys

Ser

Lys

Gln



405

Glu Gly Asn val Phe Ser Cys
420

His Tyr Thr Gln Lys Ser Leu
435

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

117
449
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

117

§1u val Gln Leu ¥a1 Glu Ser

ser

Ala

ser

Ala

Trp

Pro

Thr

145

Thr

Pro

Leu

Met

Gly

50

Gly

Gln

Arg

Gly

ser

130

Ala

val

Ala

Arg

His

35

Ile

Arg

Met

Asp

Ala

ser

val

Leu

20

Trp

Asn

Phe

Asn

Ile

100

Gly

Phe

Leu

Trp

Leu
180

Ser

val

Trp

Thr

ser

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Cys

Arg

Ser

Ile

70

Leu

Gly

Leu

Leu

Ser

Ala

Gln

Ser

55

Ser

Arg

Phe

val

Ala

135

Leu

Gly

Ser

P5707R1-wWO_SL

410

415

Ser val Met His Glu Ala Leu His Asn

425

Ser Leu Ser Leu Gly

440

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Thr

120

Pro

val

Ala

Gly

Gly

Ser

25

Pro

Gly

Asp

Glu

Glu

105

val

Cys

Lys

Leu

Leu
185

Gly
10

Gly
Gly
Ile
Asn
Asp
90

Phe
Ser
Ser
Asp
Thr

170

Tyr

Page

Leu

Phe

Lys

Gly

Ala

75

Thr

Tyr

ser

Arg

TYr

155

ser

Ser

105

val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Ala

Ser

140

Phe

Gly

Leu

Synthetic

Gln

Phe

Leu

45

Ala

Asn

Leu

Asn

ser

125

Thr

Pro

val

ser

Pro

Asp

30

Glu

Asp

ser

Tyr

Phe

110

Thr

ser

Glu

His

ser
190

Gly

15

Asp

Trp

ser

Leu

TYyr

95

Gly

Lys

Glu

Pro

Thr

175

val

Arg

Tyr

val

val

TYyr

Cys

Leu

Gly

ser

val

160

Phe

val



Thr

Asp

TYyr

225

Pro

ser

Asp

Asn

val

305

Glu

Lys

Thr

ser

Glu

385

Leu

Lys

Glu

Gly

val

His

210

Gly

ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Cys

370

ser

Asp

Ser

Ala

Pro

195

Lys

Pro

val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Ala

Asn

sSer

Arg

Leu
435

ser

Pro

Pro

Phe

Pro

260

val

Thr

val

Cys

ser

340

Pro

val

Gly

Asp

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

Lys

Ser

Lys

Gln

Asn

Ser

Asn

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

P5707R1-wWO_SL

Thr Lys Thr Tyr

val

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

val

425

Gln

Asp

Ala

Pro

250

val

val

Gln

Gln

Thr

Ser

Tyr

val

410

Phe

Lys

Page

Lys

Pro

235

Lys

val

Asp

Phe

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

ser

ser

106

Arg

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Thr

205

val

Phe

Thr

val

val

285

ser

Leu

ser

Pro

Gln

365

Ala

Thr

Leu

ser

Ser
445

Cys

Glu

Leu

Leu

ser

270

Glu

Thr

Asn

ser

Gln

350

val

val

Pro

Thr

val

430

Leu

Asn

Ser

Gly

Met

255

Gln

val

Tyr

Gly

Ile

335

val

Ser

Glu

Pro

val

415

Met

ser

val

Lys

Gly

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

val

400

Asp

His

Leu



<210>
<211>
<212>
<213>

<220>
<221>
<223>

118
1332
DNA

source o o )
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 118
gaagttaccc

acctgcaccg
ccaggcaagg
agcgccctga
accatgacca
tacccatacg
accaagggcc
gcggccctgg
tcaggcgccc
tactccctca
tgcaacgtgg
ggtcccccat
ttccccccaa
gtggtggacg
gaggtgcata
gtcagcgtcc
gtctccaaca
ccccgagagce
gtcagcctgt
agcaatgggc
tccttcttcc
ttctcatgcet
ctgtctctgg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

119
1347
DNA

tgcgcgagag
tcagcggctt
ccctggagtg
agagccgcct
acatggaccc
ccatggacaa
catcggtctt
gctgcctggt
tgaccagcgg
gcagcgtggt
atcacaagcc
gcccaccatg
aacccaagga
tgagccagga
atgccaagac
tcaccgtcct
aaggcctccc
cacaggtgta
ggtgcctggt
agccggagaa
tctacagcag
ccgtgatgca
gt

source o o ]
/note="Description of Artificial Sequence: Synthetic

Artificial Sequence

cggcccagcc
cagcctgagc
gctggccatg
gaccatcagc
agtggacacc
ctggggccag
ccccctggcea
caaggactac
cgtgcacacc
gactgtgccc
cagcaacacc
cccagcacct
cactctcatg
agaccccgag
aaagccgcgg
gcaccaggac
gtcctccatc
caccctgccc
caaaggcttc
caactacaag
gctaaccgtg
tgaggctctg

Artificial Sequence

P5707R1-wWO_SL

ctggtgaagc
gcctacagceg
atctggggeg
aaggacacca
gccacctact
ggcagcctgg
ccctgetecc
ttccccgaac
ttcccggctg
tctagcagct
aaggtggaca
gagttcctgg
atctcccgga
gtccagttca
gaggagcagt
tggctgaacg
gagaaaacca
ccatcccagg
taccccagcg
accacgcctc
gacaagagca

cacaaccact

Page 107

caacccagac
tgaactggat
acggcaagat
gcaagaacca
actgcgccgg
tgaccgtgag
gcagtacttc
cggtgacggt
tcctacagtc
tgggcaccaa
aacgcgttga
ggggaccatc
cccctgaggt
actggtacgt
tcaacagcac
gcaaggagta
tctccaaagc
aggagatgac
acatcgccgt
ccgtgctgga
ggtggcagga
acacacagaa

cctgaccctg
ccgccagcca
cgtgtacaac
ggtggtgctg
cgacggctac
cagcgcttcc
tgagtccaca
gtcgtggaac
ctcaggactc
gacctacacg
gtccaaatat
agtcttcctg
cacgtgcgtg
ggatggcgtg
gtaccgtgtg
caagtgcaag
caaagggcag
caagaaccag
ggagtgggag
ctccgacggc

ggggaatgtc
gagcctctcc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1332



polynucleotide"

<400> 119
gaagtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga
ggggggttcg
gtctcctcag
acttctgagt
acggtgtcgt
cagtcctcag
accaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg

caggagggga
cagaagagcc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

120
1347
DNA

tggtggagtc
cctctggatt
gcctggagtg
tgaagggccg
acagtctgag
gggagtttta
cctccaccaa
ccacagcggc
ggaactcagg
gactctactc
acacgtgcaa
aatatggtcc
tcctgttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
atgtcttctc

tctccctgtce

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 120

tgggggaggc
cacctttgat

ggtctcaggt
attcaccatc
agctgaggac
ctggaacttc
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtggatcac
cccatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaaggc
agagccacag
cctgagctgce
tgggcagccg
cttcctecgtt
atgctccgtg
tctgggt

Artificial Sequence

P5707R1-WO_

ttggtacagc
gattatgcca
attaattgga
tccagagaca
acggccttgt
ggtctctggg
gtcttccccc
ctggtcaagg
agcggegtgce
gtggtgactg
aagcccagca
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgcacc
ctcccgtect
gtgtacaccc
gctgtcaaag
gagaacaact
agcaggctaa

atgcatgagg

SL

ctggcaggtc
tgcactgggt
gcagtggtgg
acgccaagaa
attactgtgc
gccgtggcac
tggcaccctg
actacttccc
acaccttccc
tgccctctag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctaccc
acaagaccac
ccgtggacaa

ctctgcacaa

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aagagatatc
cctggtcact
ctcccgeagt
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaaacgc
cctgggggga
ccggacccct
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gcctceccgtg
gagcaggtgg
ccactacaca

gaagttcagc tggttgaaag cggtggtggt ctggttcagc ctggtcgtag cctgcgtctg

agctgtgcag caagcggttt tacctttgat gattatgcca tgcattgggt tcgtcaggca

ccgggtaaag gtctggaatg ggttagcggt attaattgga gcagcggtgg tattggttat

gcagatagcg ttaaaggtcg ttttaccatt agccgtgata atgccaaaaa tagcctgtac

Page 108

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1347

60
120
180
240



ctgcagatga
ggtggttttg
gttagcagcg
acttctgagt
acggtgtcgt
cagtcctcag
accaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg

caggagggga
cagaagagcc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

121
127
PRT

atagtctgcg
gcgaattcta
cctccaccaa
ccacagcggc
ggaactcagg
gactctactc
acacgtgcaa
aatatggtcc
tcctgttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
atgtcttctc

tctccctgtc

source o
/note="Description of

polypeptide"

<400> 121

GIn val His Leu GIn Gln Ser
1 5
Ser val His Met Ser Cys Lys
20
Trp Met His Trp val Lys Gln
35
Gly Tyr Ile Asn Pro Asn Thr
50

Arg Asp Lys Ala Thr Leu Thr

tgcagaagat
ttggaatttt
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtggatcac
cccatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaaggc
agagccacag
cctgagctgce
tgggcagccg
cttcctcgtt
atgctccgtg
tctgggt

Artificial Sequence

55

P5707R1-wWO_SL

accgcactgt
ggtctgtggg
gtcttccccc
ctggtcaagg
agcggegtgce
gtggtgactg
aagcccagca
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgcacc
ctcccgtect
gtgtacaccc
gctgtcaaag
gagaacaact
agcaggctaa

atgcatgagg

attattgtgc
gtcgtggcac
tggcaccctg
actacttccc
acaccttccc
tgccctctag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctaccc
acaagaccac
ccgtggacaa

ctctgcacaa

acgtgatatt
cctggttacc
ctcccgeagt
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaaacgc
cctgggggga
ccggacccct
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gcctceccgtg
gagcaggtgg
ccactacaca

Artificial Sequence: Synthetic

Gly Ala Glu Leu Ala Lys Pro Gly Ala
10 15

Ala ser Gly Tyr Thr Phe Thr Thr Tyr

25 30

Arg Pro Gly Gln Gly Leu Glu Trp Ile

40 45

Gly Tyr Ala Asp ggr Asn GIn Lys Phe

Ala Asp Lys Ser Ser Ser Thr Ala Tyr
Page 109

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347



65

P5707R1-wWO_SL
70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Sgp Ser Thr val Tyr gge Cys

Ala Arg Arg Arg Thr Gly Thr Ser Tyr Phe Asp Tyr Trp Gly Gln Gly
100 105 110

Thr Thr Leu Thr val Ser Ser Thr Lys Thr Thr Pro Pro Ser val

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

115 120 125

122
102
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide"

122

§1n Thr val Leu Ser GIn Ser Pro Ala Ile Leu Ser Ala Ser Pro Gly
5

10 15

Glu Lys val Thr Met Thr Cys Arg Ala Ser Ser Ser val Thr Tyr Met

20 25 30

His Trp Tyr GIn Gln Lys Pro Gly Ser Ser Pro Lys Pro Trp Ile Phe

35 40 45

Ala Thr Ser Asn Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Ser

50

55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg val Glu Ala Glu

65

Asp Ala Ala Thr Tyr Tyr Cys Gln GIn Trp Thr Ser Asn Pro Leu Thr

85 90 95

Phe Gly Ala Gly Thr Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>
<400>

1

100
123
127
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide"

123

GIn val Gln Leu g1n GIn Ser Gly Ala ggu Leu Ala Arg Pro g}y Ala

Page 110



Ser

Trp

Gly

Ala

Thr

<210>
<211>
<212>
<213>

val

Met

Ala

50

Gly

Glu

Arg

Ser

<220>

<221>
<223>

<400>

Lys

Gln

35

Ile

Lys

Leu

Glu

val
115

124
103
PRT
Artificial Sequence

source o
/note="Description of

Leu

20

Trp

Tyr

Ala

Ser

Ser

val

Pro

Thr

Ser

85

Glu

val

polypeptide"

124

Cys

Lys

Gly

Leu

70

Leu

Gly

Ser

Lys

Gln

Asp

55

Thr

Ala

Asn

Ser

?sp Ile val Met ;hr Gln Ser

Asp

val

Tyr

ser

65

Glu

Thr

Arg

Ala

ser

50

Gly

Asp

Phe

val

Trp

35

Ala

ser

Leu

Gly

ser
20

Phe
ser

Gly

Thr

val

Gln

TYyr

Thr

Asp

85

Gly

Thr

Gln

Arg

Asp

70

TYyr

Thr

Cys

Lys

Asp

55

Phe

Phe

Arg

Ala

Arg

40

Gly

Ala

ser

ser

Ala
120

Artificial Sequence:

Gln

Lys

Pro

40

Ser

Thr

Cys

P5707R1-wWO_SL

Ser Gly Tyr Ser
25

Pro

Asp

Asp

Glu

Ala

105

Lys

Lys

Ala

25

Gly

Gly

Leu

Leu

Gly

Thr

Lys

Asp

90

Met

Thr

Gln

Arg

Ser

75

Ser

Asp

Thr

Gly

Tyr

60

Ser

Ala

Tyr

Pro

Phe Met Ser

10

Ser

Gln

val

Thr

Gln
90

Page

Gln

ser

Pro

Ile

75
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