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<210>  1
<211>  19
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  1

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn 
1               5                   10                  15      

Pro Gly Pro 
            

<210>  2
<211>  19
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  2

Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn 
1               5                   10                  15      

Pro Gly Pro 
            

<210>  3
<211>  14
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  3

Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn Pro Gly Pro 
1               5                   10                  
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<210>  4
<211>  17
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  4

Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn Pro Gly 
1               5                   10                  15      

Pro 
    

<210>  5
<211>  20
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  5

Gln Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser 
1               5                   10                  15      

Asn Pro Gly Pro 
            20  

<210>  6
<211>  24
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  6

Ala Pro Val Lys Gln Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly 
1               5                   10                  15      

Asp Val Glu Ser Asn Pro Gly Pro 
            20                  

<210>  7
<211>  40
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  7

Val Thr Glu Leu Leu Tyr Arg Met Lys Arg Ala Glu Thr Tyr Cys Pro 
1               5                   10                  15      
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Arg Pro Leu Leu Ala Ile His Pro Thr Glu Ala Arg His Lys Gln Lys 
            20                  25                  30          

Ile Val Ala Pro Val Lys Gln Thr 
        35                  40  

<210>  8
<211>  18
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  8

Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn Pro 
1               5                   10                  15      

Gly Pro 
        

<210>  9
<211>  40
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  9

Leu Leu Ala Ile His Pro Thr Glu Ala Arg His Lys Gln Lys Ile Val 
1               5                   10                  15      

Ala Pro Val Lys Gln Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly 
            20                  25                  30          

Asp Val Glu Ser Asn Pro Gly Pro 
        35                  40  

<210>  10
<211>  33
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Synthetic made in lab

<400>  10

Glu Ala Arg His Lys Gln Lys Ile Val Ala Pro Val Lys Gln Thr Leu 
1               5                   10                  15      

Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn Pro Gly 
            20                  25                  30          

Pro 
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<210>  11
<211>  18
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  11
gcccccaccc tttgtgtt                                                     18

<210>  12
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  12
ttgaaaactt tggcttcctt gtt                                               23

<210>  13
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  13
caggcccgaa agagaaagcg                                                   20

<210>  14
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  14
ggagggcctt ggaagcttag                                                   20

<210>  15
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  15
tatacacagg ccgatgtggg                                                   20

<210>  16
<211>  20
<212>  DNA
<213>  Artificial Sequence
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<220>
<223>  Primer

<400>  16
ttgaccggga ccttgtcttc                                                   20

<210>  17
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  17
gtggtccgag tgtggttctg                                                   20

<210>  18
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  18
gttctcctgg gccatcttgc                                                   20

<210>  19
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  19
aagcgcagat caaaaggaga                                                   20

<210>  20
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  20
ccccctgaac ctgaaacata                                                   20

<210>  21
<211>  19
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  21
tgcttcccgt atggctttc                                                    19

<210>  22
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<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  22
aaagggagat ccgactcgtc tg                                                22

<210>  23
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  23
atcgtcaaag ctgcacacag                                                   20

<210>  24
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  24
cccaggagtc ccagtagtca                                                   20

<210>  25
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  25
gtggacctga cctgccgtct                                                   20

<210>  26
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  26
ggaggagtgg gtgtcgctgt                                                   20

<210>  27
<211>  24
<212>  DNA
<213>  Artificial Sequenceq

<220>
<223>  Primer

<400>  27
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gggtttttgg gattaagttc ttca                                              24

<210>  28
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Primer

<400>  28
agcctaaatg atggtgcttg gt                                                22

<210>  29
<211>  7
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Polypeptide cleavage recognition site

<220>
<221>  MISC_FEATURE
<222>  (2)..(2)
<223>  Xaa  represent any amino acid

<220>
<221>  MISC_FEATURE
<222>  (3)..(3)
<223>  Xaa  represent any amino acid

<220>
<221>  MISC_FEATURE
<222>  (5)..(5)
<223>  Xaa  represent any amino acid

<220>
<221>  MISC_FEATURE
<222>  (7)..(7)
<223>  Xaa = Gly or Ser

<400>  29

Glu Xaa Xaa Tyr Xaa Gln Xaa 
1               5           

<210>  30
<211>  7
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  Polypeptide cleavage recognition site

<400>  30

Glu Asn Leu Tyr Phe Gln Gly 
1               5           

<210>  31
<211>  7
<212>  PRT
<213>  Artificial Sequence
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<220>
<223>  Polypeptide cleavage recognition site

<400>  31

Glu Asn Leu Tyr Phe Gln Ser 
1               5           
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